
Seq. No. 


32009 






Seq. ID 


OJ991008JL3.0103 


.C7 


Gene No. 


66217 






Strand 






Start 


23224 






End 


27488 




Name 


OJ991008 13. 0103. C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24376 






End 


24682 




GI 


none 






Score 


53 




Exons 


24376. 


.24414, 24377 


. .24415, 


24416. .246 


82, 24475. .24681 




Seq. No. 


32009 






Seq. ID 


OJ991008_13.0103 


.C7 


Gene No. 


66217 






Strand 






Start 


23224 






End 


27488 




Name 


OJ9910 


08_1%3.0103.C7 


.o2.tw 


Method 


TBLASTX : Wheat 




Start 


24689 






End 


25383 




GI 


none 






Score 


70 




Exons 


24689. 


.24784, 24703 


. .24783, 


25093. .253 


33, 25317. .25376 




Seq. No. 


32009 






Seq. ID 


OJ991008_13.0103 


.C7 


Gene No. 


66217 






Strand 






Start 


23224 






End 


27488 




Name 


OJ9910 


08_13.0103.C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


25083 






End 


25425 




GI 


none 






Score 


90 




Exons 


25083. 


.25190, 25089 


.".25424, 


25093. .25425 




Seq. No. 


32009 






Seq. ID 


OJ991008_13.0103 


.C7 


Gene No. 


66217 






Strand 






Start 


23224 






End 


27488 




Name 


OJ991008 13. 0103. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


25519 






End 


26134 




GI 


none 






Score 


87 




Exons 


25519. 


.25587, 25819 


. .25941, 


25823. .25930, 25824 .. 2594 0, 






26045. 


.26134, 26051 


. .26125 








Seq. No. 


32009 






Seq. ID 


OJ991008_13.0103 


C7 


Gene No. 


66217 






Strand 






Start 


23224 






End 


27488 




Name 


OJ9910 


08_13.0103.C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


25519 






End 


26309 




GI 


none 






Score 


99 




Exons 


25519. 


.25590, 25519 


. .25590, 


25822. .25941, 25822 .. 2594 4 , 






26042. 


.26170, 26044 


.26166, 


26259. .26309 


- • 


Seq.. No.. 


32009 






;Seq. : ID ■ 


OJ99l.008_13.0103. 


C7 


Gene No. 


66217 






Strand 






Start 


23224 






End 


27488 




Name 


OJ9910 


08__13.0103.C7, 


ol . tm 


Method 


TBLASTX: Maize 




Start 


26847 






End 


27471 




GI 


none 






Score 


178 




Exons 


26847 . 


.26969, 26848. 


.26970, 


27045. .2714 0, 2704 6 . . 2714 1 , 






27145. 


.27339, 27154. 


.27471, 


27156. .27467, 27428. .27469 




Seq. No. 


32010 






Seq. ID 


OJ991008_12.0103. 


CI 


Gene No. 


66218 






Strand 


+ 




Start 


77 






End 


1716 




Name 


ujyyiuuy i^.uiuj.ui. 


oi . np 


Method 


AAT/NAP 




Start 


77 






End 


1716 




GI 


5922620 




Score 


151 





32001 



BEST AVAILABLE COPY 



Exons 77.. 303, 409.. 600, 1662.. 1716 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj|BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


32010 










Seq. ID 


OJ991008 


_12.0103 


.CI 


Gene No. 


66218 










Strand 


+ . 






Start 


1 1 










End 


1716 






Name 


OJ991008 12 


.0103 


.CI 


ol. 


gs 


Method 


GENSCAN 






Start 


369 










End 


526 






GI 


none 










Score 


.71 






Exons 


369. .526 


















Seq. No. 


32011 










Seq. ID 


OJ991008 


_12.0103 


.C2 


Gene No. 


66219 










Strand 


+ 






Start 


o o o 

228 










End 


302 






Name 


OJ991008 12 


.0103 


.C2 


ol. 


gs 


Method 


GENSCAN 






Start ^ 


228 










End 


302 






GI 


none 










Score 


.59 






Exons 


228. .302 


















Seq. No. 


32012 










Seq. ID 


OJ991008_ 


_12.0103 


.C3 


Gene No . 


66220 










Strand 


+ 






Start 


17 










End 


168 






Name 


OJ991008 12 


.0103 


.C3. 


ol. 


gs 


Method 


GENSCAN 






Start 


17 










End 


168 






GI 


none 










Score 


.81 






Exons 


17.. 63, 120 


. .168 
















Seq. No. 


32013 










Seq. ID 


OJ991008_ 


_12.0103 


.C5 


Gene No. 


66221 










Strand 


+ 






Start 


123 










End 


257 






Name 


OJ991008 12 


.0103 


C5. 


ol. 


gs 


Method 


GENSCAN 






Start 


123 










End 


257 






GI 


none 










Score 


.86 






Exons 


123. .257 


















Seq. No. 


32014 










Seq. ID 


OJ991008_ 


_12.0103 


.C6 


Gene No. 


66222 










Strand ■ 








Start 


22 9 










End 


3877 






Name 


OJ991008 12 


.0103. 


C6'. 


ol. 


gs 


Method 


GENSCAN 






Start 


229 










End" 


3877 






GI 


none 










Score 


.53 






Exons 


229. .405, 674. .746, 


826 


. .936, 


1025. .1198, 1299. 


1778, 






1899. .2094, 


2220. 


.2382, 


2453. . 


2638, 2681. .3877 






Seq. No. 


32014 










Seq. ID 


OJ991008_ 


JL2.0103 


C6 


Gene No. 


66222 










Strand 








Start 


229 










End 


3877 






Name 


OJ991008 12 


.0103. 


C6. 


ol. 


np 


Method 


AAT/NAP 






Start 


244 










End 


3853 






GI 


4680204 










Score 


905 






Exons 


244 . . 458, 606. . 943, 


973 


. . 1156, 


1304 . .2361, X453. 


.3853 





GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



32002 




Seq. No. 


32014 






Seq. ID 


OJ991008_12.0103.C6 


Gene No. 


66222 






Strand 




oiart 


zz y 






End 


3877 


Name 


OJ991008 12 


.0103 


. C6 . o3 . np 


Method 


AAT/NAP 


Start 


928 




End 


3853 


GI 


4680204 






Score 


824 


Exons 


928. .1156, 


1304 . 


.2361, 2453. 


.3853 




GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


32014 






Seq. ID 


OJ991008__12.0103.C6 


Gene No . 


0 OZZ J 






Strand 




Start 


6525 






End 


8147 


Name 


OJ991008 12 


. 0103 


. C6 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


2843 






End 


3244 


GI 


none 






Score 


81 


Exons 


2843. .3013, 


O O A A 

Z o 4 4 


OHIO *3Ar\0 

. . Z 918, 3003 


.3143, 3008. .3244, 3050. .3184 


Seq. No. 


■ 32014 






Seq. ID 


OJ991008_12.0103.C6 


Gene No . 


ooZZo 






Strand 




Start 


6525 






End 


8147 


Name 


OJ991008 12 


.0103 


. C6 . o3 . gs 


Method 


GENSCAN 


Start 


-6525 






End 


8147 


GI 


none 






Score 


.76 


Exons 


6525. .7178, 


7437 


. .7568, 7941 , 


.8147 




Seq. No. 


32014 






■Seq. ID 


OJ991008_12.0103.'C6 


Gene No. 


66223 






Strand 




Start 


6525 






End 


8147 


Name 


OJ991008_12 


. 0103 


C6 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


C C A A 






End 


7922 


GI 


none 






Score 


42 


Exons 


6544 . . 6582, 


6600 


.6692, 6617. 


.6688, 6681. .6761, 6708. .6761, 




6768. .6884, 


6786 


.6914, 6790. 


.6915, 6862.. 6957, 6894.. 6953, 




6959. .7024, 


6960 


.7004, 6999. 


.7916, 7015. .7917, 7428.-7922, 




7736. .7918 










Seq. No. 


32014 






Seq. ID 


OJ991008_12.0103.C6 


Gene No. 


66223 






Strand 




OCdlL 


OOZ d 






End 


8147 


Name 


OJ991008 12 


.0103. 


C6.o4 .np 


Method 


AAT/NAP 


Start 


7084 






End 


8050 


GI " 


6742729 ' 






Score 


1423 - . • 


Exons 


7084". .8050. 










GI Descripi 


(AF121139) 


RIM2 protein [Oryza sativa] 




Seq. No. 


32014 






Seq. ID 


OJ991008_12.0103.C6 


Gene No . 


oozz o 






Strand 




Start 


6525 






End 


8147 


Name 


OJ991008 12 


.0-103. 


C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


7185 






End 


7629 


GI 


none 






Score 


93 


Exons 


7185. .7331, 


7185. 


.7625, 7186. 


.7629 




Seq. No. 


32014 






Seq. ID 


OJ991008_12.0103.C6 


Gsnc ma _ 


\J V C« ~J 






S crand 




Start 


6525 






End 


8147 


Name 


OJ991008 12 


.0103. 


C6.ol.tm 


Method 


TBLASTX: Maize 



32003 



Start 


7527 




End 


8003 




.GI 


none 




Score 


75 




Exons 


7527. .8003, 7549. .7740 










Seq. No. 


32015 




Seq. ID 


OJ991008_12.0103 


.C7 


Gene No. 


66224 




Strand 






Start 


1 




End 


2261 




Name 


/"\ TOOT O O O 1 O OTAO — 1 

OJy y lUUo lz.0103.C7.ol. gp 




Method 


AAT/GAP 




Start 


1 




End. 


1440 




GI 


342 1.R1084 




Score 


2129 




Exons 


1. . 1440 










GI Descrip. 


*4574406/gb|AAD24042. 1 | 0. 


0e+00 (AF121139) RIM2 protein 


[0 




sativa] 1 










Seq. No. 


32015 




Seq. ID 


OJ991008 12.0103 


.C7 


Gene No. 


66224 




Strand 






Start 


1 




End 


2261 




Name 


OJ991008 12.0103.C7.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


2261 




GI 


4680203 




Score 


1682 




Exons 


1. . 1444, 2231. .2261 " 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


32015 




Seq. ID 


OJ991008_12.0103 


.C7 


Gene No. 


66224 




Strand 






Start 


1 




End 


2261 




Name 


OJ991008 12. 0103.C7.ol. tm 




Method 


TBLASTX: Maize 




Start 


20 




End 


478 




GI 


none 




Score 


96 




Exons 


20. .214, 224. .478, 224. .457 








Seq. No. 


32015 




Seq. ID 


OJ991008_12.0103 


C7 


Gene No. 


66224 




Strand 






Start 


1 




End 


2261 




Name 


OJ991.008 12.0103.C7.ol.tw 




Method 


TBLASTX: Wheat 




Start 


■ 54 




End 


523 - 




GI 


none 




Score 


150 




Exons " ■ 


54. .260, 54. .263, 59. .262, 


59 


..283, 261. .353, 263. .361, 






264. .356, 365. .469, 369. .470, 


467. .523, 471. .515 




Seq. No. 


32015 




Seq. ID 


OJ991008_12.0103. 


C7 


Gene No . 


66224 "■ 




Strand . 






Start ' . . 


-1 ' ,. ■ . 




End- ' ' 


2261.' 




Name 


OJ991008 12.0103.C7.ol.gs 




Method 


GENSCAN 




Start 


137 




End 


1444 




GI 


none 




Score 


.55 




Exons 


137. .428, 624. .804, 1084.. 


1219, 1225.. 


1373, 1393. .1444 




Seq. No. 


32015 




Seq. ID 


OJ991008 12.0103.C7 


Gene No. 


66224 




Strand 






Start 


1 




End 


2261 




Name 


-OJ991008 12.0103.C7.ol.tc 




Method 


TBLASTX: Cress 




Start 


311 




End 


653 




GI 


none 




Score 


83 




Exons 


311. .652, 330. .449, 507. .653 








Seq. No. 


32015 




Seq. ID 


OJ991008_12.0103. 


C7 



32004 






£ CO 9 A 


Strand 








Start 


1 


End 


2261 






Name 


OJ991008 12.0103.C7.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


392 


End 


821 




GI 


none 


Score 


113 






Exons 


392.-688, 410. .634, 738. .821, 


746. .820 








Seq. No. 


32015 


Seq. ID 


OJ991008 


_12.0103 


.C7 


Con q \T^> 


c (z o o a 


Strand 








Start 


1 


End 


2261 






Name 


OJ991008 12.0103.C7.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


742 ' 


End 


1087 






GI 


none 


Score 


171 






Exons 


742. .993, 752. .1003, 753. .995 


, 986. .1087 






Seq. No. 


32016 


Seq. ID 


OJ991008 


_12.0103 


.C9 


Gene No . 


£. C 9 9 c; 


Strand 


+ 






Start 


138 


End 


433 






Name 


OJ991008 12.0103.C9.ol.gs 


Method 


GEN SCAN 






Start 


138 


End 


433 






GI 


none 


Score 


. 68 






Exons 


138. .175, 318. .433 










Seq. No. 


32017 


Seq. ID 


OJ991008 


_12.0103 


.CIO 


Gene No. 


C C 9 9 £ 


Strand 








Start 


394 


End 


565 






Name 


OJ991008 12.0103.C10.ol.gs 


Method 


GENSCAN 






Start 


394 


End 


565 






GI 


none 


Score 


. 62 






Exons 


394 . .565 










Seq. No. 


32018 


Seq. ID 


OJ991008 


_12.0103 


.Cll 


Gene No . 


ceo on 


Strand 


+ 






Start 


2122 


End 


2419 






Name 


OJ991008 12.0103. Cll.ol.gs 


Method 


GENSCAN 






Start 


2122 


End 


2 4 1 9 






GI • 


none 


Score 


. 8 






Exons 


2122. .2419 










Seq. No. 


32019 


Seq. ID 


OJ99l008_ 


JL2..0103. 


C12 


bene ino . 




Strand 


+ 






Start 


■ 3888 - ; 


End 


4492 






Name 


. OJ991008 12.0103.C12.ol.g-s . 


Method" 


GENSCAN 






Start 


3888 


End 


4492 






GI 


none 


Score 


.43 






Exons 


3888. .4039, 4138. .4360, 4484. 


4492 








Seq. No. 


32019. 


Seq. ID 


OJ99l008_ 


_12. 0103. 


Cl2 


Gene No . 


C C 9 O Q 


Strand 


+ 






Start 


9502 


End 


10176 






Name 


OJ991008 12.0103.C12.o3.gs 


Method 


GENSCAN 






Start 


9502 


End 


10176 






GI 


none 


Score 


.47 






Exons 


9502. .9935, 10059. .10176 










Seq. No. 


32019' 


Seq. ID 


OJ99l008_ 


_12.0103. 


Cl2 


Gene No. 


66230 


Strand 









32005 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5538 End 
OJ991008_12.0103.C12.ol.np Method 
5445 End 
5852179 Score 
5445. .5672, 5746.-5943, 6768. .6788 
(AL117265) zhb0009.1 [Oryza sativa] 

32019 Seq. ID 

66230 Strand 

5538 End 
OJ991008_12. 0103.C12.o2.gs Method 

5538 End 

none Score 

5538. .5693, 5716. .5988, 6768. .6891, 7404. .7486 



7486 
AAT/NAP 
6788 
273 



OJ991008_12.0103.C12 

7486 
GENSCAN 
7486 
.72 



32019 Seq. ID 

66231 Strand 

7404 End 
OJ991008_12. 0103.C12.ol.gp Method 

7404 End 

61605_3.R1084 Score 
7404. .7658 

'14 02920/ emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ991008_12.0103.C12 

7658 
AAT/GAP 
7658 
397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32020 Seq. ID 

66232 Strand 

7677 End 
OJ991008_12. 0103.C13.o2.gs Method 

7677 End 

none Score 

7677.. 8255, 9064.. 9336 



OJ991008_12.0103.C13 
+ 

9533 
GENSCAN 
9336 
.41 



32020 
66232 
7677 

OJ991008_12.0103.C13.ol.np 
7923 
6598449 

7923.. 8191, 9019.. 9329, 9514, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9533 

(AC005170) similar to senescence-associated protein [Arabidopsis 
thaliana] " ' ' .'"'*.* . .* 



OJ991008_12.0103.C13 
+ 

9533 
AAT/NAP 
9533 
244 



Seq*. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32020 
66233 
10304 

OJ991008_12.0103 

710 

none 

710. .769, 868. .9 
3819.. 3866, 3835 
3938.. 4045, 3938 
4048. .4176, 
4065. .4205, 
4150. .424 8, 



.C13.o2. tm 



4238. .4345, 



4048 
4066 
4157 
4241 



End 

Method 
End 
Score 

63, 3759.. 3860, 3764 
..3867, 3887 
..4021, 4028 
..4182, 4055 
..4176, 4070 
. .4249, 4158 



Seq. ID OJ991008_12.0103.C13 
Strand 

10380 

TBLASTX: Maize 
4448 
63 

.3859, 3788.. 38< 
4081, 3889. .4029, 3923. 
4204, 4037. .4183, 4037, 
4207, 4055.. 4207, 4062, 
4.222, 4070.. 4219, 4078, 
426b, 4210. .4302, 4224, 



,4345, 4283. .4345, 4329. .4349, 4386 



68, 

. . 4021, 
. .4177, 
. .4208, 
4260, 
4310, 
4448 



32006 



Seq. No. 


32020 _ , 








Seq. ID 


- OJ991008 


_12.0103.C13 


Gene No. 


66233 








Strand 








X U .3 U ft 








End 


10380 




Name 


OJ991008 12. 


0103. 


C13.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


8027 








End 


9304 




GI 


none 








Score 


199 




Exons 


8027. .8182, 


8028. 


.8183, 


9023 


.9085, 9025.. 9090, 


9025. .9063, 




9070. . 9225, 


9129. 


.9239, 


9133 


.9237, 9134.. 9304 




Seq. No. 


32020 








Seq. ID 


OJ991008 


_12.0103.C13 


kjtrntr INvJ . 










Strand 






Start 


10304 








End 


10380 




Name 


OJ991008 12. 


0103. 


C13.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


8028 








End 


9262 




GI 


none 








Score 


108 




Exons 


8028. .8117, 


9023. 


.9085, 


9025. 


.9084, 9128. .9262, 


9133. .9228 


Seq. No. 


32020 








Seq. ID 


OJ991008 


_12.0103.C13 


Gene No. 


66233 








Strand 






OLa it 










End 


10380 




Name 


OJ991008 12. 


0103. 


C13.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8028 








End 


9262 


GI 


none 








Score 


108 




Exons 


8028. .8138, 


9023. 


.9088, 


9025. 


. 9087, 9120. . 9230, 


9121. .9228, 




9128.. 9262 














Seq. No. 


32020 








Seq. ID 


OJ991008 


_12.0103.C13 


Gene No. 


66233 








Strand 






Start 


10304 








End 


10380 




Name 


OJ991008 12. 


0103. 


C13.ol. 


gp 


Method 


AAT/GAP 




Start 


10304 








End 


10380 




GI 


5867 1.R1084 








Score 


116 




Exons 


10304. .10380 














GI Descrip. 


•464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN- 


CONJUGATING 




ENZYME E2-17 


KD 9 


(UBIQUITIN- 


P ROTE IN LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_2 97884_emb_CAA7 87 14_ (Z14990) ubiquitin conjugating 
enzyme homolog (Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



32021 Seq. ID 

66234 . -V Strand 

613 ' End 
OJ991008_12.0103.C14.ol.gs Method 

613 End 

none Score 

613. .670, 3634. .3819, 4989. .5064, 6364 
6966.. 7092 



OJ991008_12.0103.C14 

+ ' ■ ' 

7092 ' ' 

GENSCAN 

7092 

.67 

..6620, 6625. .6925, 



Seq. No. 32021 Seq. ID 

Gene No. 66235 Strand 

Start 5150 End 

Name OJ991008_12 . 0103 . C14 . ol . np Method 

Start 5150 End 

GI 6063554 Score 

Exons 5150.. 5323, 5961.. 5992, 6659.. 6897 



OJ991008_12.0103.C14 

6897 
AAT/NAP 
6897 
203 



32007 




GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


32021 


Seq. ID 


OJ991008_12.0103 


C14 


Gene No. 


66235 


Strand 






Start 


5150 


End 


6897 




Name 


OJ991008 12.0103.C14.ol.gp 


Method 


AAT/GAP 




Start 


5758 


End 


6009 




GI 


101153 1.R1084 


Score 


384 




Exons 


5758. .6009 








GI Descrip. 


, 5852170/emb|AL117265. 1| OST17804 1 . Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone :t 17804 ' 


Seq. No. 


32021 


Seq. ID 


OJ991008_12.0103. 


C14 


Gene No. 


66236 


Strand 


— 




Start 


7929 


End 


10608 




Name 


OJ991008 12.0103.C14.o2.gs 


Method 


GENSCAN 




Start 


7929 


End 


10512 




GI 


none 


Score 


.6 




Exons 


7929. .8012, 10345. .10512 








Seq. No. 


32021 


Seq. ID 


OJ991008_12.0103. 


C14 


Gene No. 


66236 


Strand 


— 




Start 


7929 


End 


10608 




Name 


OJ991008 12.0103.C14 . o2 . np 


Method 


AAT/NAP 




Start 


8652 


End 


1.0608 




GI 


4680186 


Score 


107 




Exons 


8652. .8691, 10416. . 10608 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


32021 


Seq. ID 


OJ991008_12.0103. 


C14 


Gene No . 


66236 


Strand 






Start 


7929 


End 


10608 




Name 


OJ991008 12.0103.C14 .ol. tm 


Method 


TBLASTX: Maize 




Start 


8705 


End 


8983 




GI 


none 


Score 


201 




Exons 


8705. .8983, 8711. .8941 








Seq. No. 


32022 


Seq. ID 


OJ991008_12.0103. 


C15 


Gene No . 


66237 


Strand 






Start 


1 - - . . . - - 


; ' End 


4554 V . ' ~- 




Name 


OJ991008 12. 01-03. C15.ol.np 


Method 


aat/n'ap 




Start 


i :; ■ 


End 


1413 




GI 


3269291 


Score 


212 




Exons 


1..19, 596.-726, 820. .1037 


, 1113. .1195, 


1253. . 1413 




GI Descrip. 


(AL030978) putative receptor protein kinase [Arabidopsis 






thaliana] 








Seq. No. 


32022 


Seq. ID 


OJ991008_12.0103. 


C15 


Gene No. 


66237 


Strand 






Start 


1 


End 


4554 




Name 


OJ991008 12.0103.C15.ol.gs 


Method 


GENSCAN 




Start 


582. 


End 


4554 




GI 


none 


Score 


.9 




Exons 


582. .726, 829. .1045, 1133. 


1409, 2778.. 


2956, 4410.. 4554 





32008 



Seq. No. 32022 

Gene No. 66237 

Start 1 

Name OJ991008_12 . 0103 . C15 . ol . tm 

Start 615 

GI none 
Exons 



Seq. ID OJ991008_12. 0103. CIS 
Strand 

End 4554 

Method TBLASTX : Maize 

End 1041- 

Score 48 



615. .725, 616. .726, 817. .1041, 837. .1040 



Seq. No. 32022 

Gene No. 66237 

Start . 1 

Name OJ991008_12 . 0103 . CIS . ol . tc 

Start 618 

GI none 
Exons 



Seq. ID OJ991008_12. 0103. CIS 
Strand 

End 4554 

Method TBLASTX : Cress 

End 1415 

Score 4 6 



618. .725, 813. .830, 876. .1037, 1116. .1187, 1200. .1304, 
1371. .1415 



Seq. No. 32022 

Gene No. 66237 

Start 1 

Name OJ991008_12 . 0103 . CIS . ol . ts 

Start . 630 

GI none 

Exons 630.. 725, 837.. 1040 



Seq. ID OJ991008_12 . 0103 . CIS 
Strand 

End 4554 

Method TBLASTX : Soybean 

^End • 1040 . 

Score 198 



Seq. No. 32022 

Gene No. 66237 

Start 1 

Name OJ991008_12 . 0103 . CIS . ol . tw 

Start 834 

GI none 

Exons 834. .1040, 873.. 1040 



Seq. ID OJ991008_12. 0103. CIS 
Strand 

End 4554 

Method TBLASTX : Wheat 

End 1040 

Score 93 



Seq. No. 32023 

Gene No. 66238 

Start 81 

Name OJ991008_12 . 0103 . CI 6 . ol . gs 

Start 81 

GI none 

Exons 81.. 266 



Seq. ID OJ991008_12.0103.C16 

Strand + 

End 266 

Method GENSCAN 

End 266 

Score .46 



Seq. . No. \ 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip.j 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32024 - . • • " ;• 

66239 • * . .. ^ * 

1 

OJ991008_12. 0103.C18.ol.np 
1 

3980411 



Seq. ID OJ991008_12.0103.C18 
. Strand ' - 

8270 
AAT/NAP 
8270 
88 



End 

Method 
End 
Score 

1..94, 2629. .2776, 2920. .3183, 4915. .5017, 8124. .8270 
(AC004561) putative proline-rich protein [Arabidopsis thaliana] 



32024 
66239 
1 

OJ991008_12. 0103.C18.ol.gs 



Seq. ID OJ991008_12.0103.C18 

Strand - 

End 8270 

Method GENSCAN 

I jib 7 End 7 III 

none Score .59 

1357. .1861, 2200. .2297, 2380. .2447, 2591. .3183, 3842. .3897, 



32009 




6476. .6753, 7022. .7111 



Seq. No. 


32025 


Seq. ID 


OJ991008_12.0103.C19 


Gene No. 


66240 


Strand 


+ 


Start 


481 


End 


542 


Name 


OJ991008 12.0103.C19.ol.gs 


Method 


GEN SCAN 


Start 


481 


End 


542 


GI 


none 


Score 


.82 


Exons 


481. .542 






Seq. No. 


32026 


Seq. ID 


OJ991008_12.0103.C21 


Gene No. 


66241 


Strand 


+ 


Start 


2631 


End 


4263 


Name 


OJ991008 12.0103.C21.o2.gs 


Method 


GENSCAN 


Start 


2631 


End 


4263 


GI 


none 


Score 


.6 


Exons 


2631. .2699, 3053. .3179, 3965. 


.4017, 4044. .4263 


Seq. No. 


32026 


Seq. ID 


OJ991008_12.0103.C21 


Gene No. 


66242 


Strand 




Start 


78 


End 


386 


Name 


OJ991008 12.0103.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


6 


End 


365 


GI 


none 


Score 


62 


Exons 


6.. 365, 66. .206, ^279. .335 






Seq. No. 


32026 


Seq. ID 


/~\ tA n 1 A A O 1 A A T A O A 1 

OJ9910U8 lz.010i.C21 


Gene No. 


66242 


Strand 




Start 


78 


End 


Job 


Name 


OJ991008 12.0103.C21.ol.gs 


Method 


GENSCAN 


Start 


78 


End 


386 


GI 


none 


Score 


.54 


Exons 


78. .386 






Seq. No. 


32027 


Seq. ID 


OJ991008_12.0103.C22 


Gene No. 


66243 


Strand 


+ 


Start 


267 


End 


2323 


Name 


OJ991008 12.0103.C22.o2.tm 


Method 


TBLASTX : Mai ze 


Start 


140 


End 


596 


GI 


none 


Score 


87 


Exons 


140. .208, 150. .233, 248. .496, 


255. .506, 


515. .595, 552. .596 


Seq. No., 


32027 ... 


Seq. ID. 


OJ991008_12..0103..C22 


Gene No. 


66243 


Strand 


+ 


Start 


267 


End 


2323 


Name 


OJ991008 12.0103.C22.ol.np 


Method 


AAT/NAP 


b tar c 


267 


End 


2323 


GI 


6069646 


Score 


1002 


Exons 


267. .1061, 1344. .2323 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907 112 | dbj 


IBAA90639. 


11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


32027 


Seq. ID 


OJ991008_12 . 0103.C22 


Gene No. 


66243 


Strand 


+ 



32010 



Start 


267 


End 


2323 




Name 


OJ991008 12.0103.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


597 ' - 


End 


1283 




GI 


none 


Score 


413 




Exons 


597. .1283, 644. .805, 842.. 


931, 1031. .1159, 1086. .1190 




Seq. No. 


32027 


Can T Pi 

oeq. iu 


ATQQ1 ^nD io ni m 


.C22 


\j cr n e , in o . 






I 




Start 


267 


17 t_ -J 






Name 


OJ991008 12.0103.C22.ol.ts 


Method 


TBLASTX: Soybean 




Start 


903 


End 


1415 




GI 


none 


Score 


lj / 




Exons s 


903. .1220, 1314. .1415 








Seq. No. 


32027 


oeq. iu 


ujyyiuub iz.uiuj 


.C22 






Strand 


+ 




Start 


267 


Lna 


O "3 O "3 




Name 


OJ991008 12.0103.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


923 


End 


1364 




GI 


none 


Score 


229 




Exons 


923.. 1225, 924. .1226, 1238 


..1363, 1257 


. . 1364 




Seq. No. 


32027 


Seq. ID 


OJ991008_12.0103 


.C22 




66243 


Strand 


+ 




Start 


267 


End 


2323 




Name 


OJ991008 12.0103.C22.o4 . tm 


Method 


TBLASTX: Maize 




Start 


1340 


End 


1634 




GI 


none 


Score 


159 




Exons 


1340. .1519, 1341. .1520, 1532. .1588, 1533. .1634 




Seq. No. 


32027 


Seq. ID 


OJ991008_12.0103 


.C22 




66243 


Strand 


+ 




Start 


267 


End 


2323 




Name 


OJ991008 12.0103.C22.o3.tm 


Method 


TBLASTX: Maize 




Start 


1713 


End 


2111 




•GI 


none 


Score 


239 




Exons 


1713. .2111 ' 








Seq. No. 


32028 


Seq. ID 


OJ991008 12.0103 


.C23 




66244 


Strand 


+ 




Start 


318 


End 


632 




Name 


OJ991008 12.0103.C23.ol.gs 


Method 


GENSCAN. 




Start 


318 ... . .... 


■ ■■ End. 


632 . 




GI 


none 


Score 


.85 ' ' 




Exons 


318. .416, 495. .632 








Seq. No. 


32029 


Seq. ID 


OJ991118_16.0112. 


C3 


Gene No. 


66245 


Strand 








289 


End 


973 




Name 


OJ991118 16.0112.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


973 




GI 


none 


Score 


75 




Exons 


2. .349, 2. .259, 2. .223, 8.. 


196, 419. .706, 419. .745, 422. 


.742 




752. .973 






Seq. No. 


32029 


Seq. ID 


OJ991118JL6.0112. 


C3 


Gene No. 


66245 


Strand 







32011 



Start 


289 




End 


973 


Name 


OJ991118 16. 0112. C3 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


919 


GI 


none 




Score 


188 


Exons 


2. .223, 23. .199, 212. .919, 398. .655, 419. .745 


Seq. No. 


o 9 n o q 




oeq . 1 U 


OJyyillo lo. 0112 


oclie 1NO . 


DDL 1 ! J 




o urana 




Start 


9 R Q 




•Dna 


Q-7Q 

y / o 


Name 


OJ991118 16. 0112. C3 


. ol . gs 


Method 


GENSCAN 


Start 


289 




End 


973 


GI 


none 




Score 


A £ 
. H O 


Exons 


9PQ /TO QTO 








Seq. No. 


o o n o a 




oeq. iu 


ujyyiiio lo. 0112 


bene NO . 






Q4- r = nrl 

o u r ana 


+ 


Start 








cl c a 
ODD 


Name 


OTQQ111R 16 0119 P/l 


ol . gs 


Method 




Start 


471 ~ 




End 


556 


GI 


none 




Score 


.73 


Exons 


471. .556 








Seq. No. 


32030 




Seq. ID 


OJ991118_16.0112 


Gene No. 


66247 




Strand 




Start 


1470 




End 


1597 


Name 


OJ991118 16. 0112. C4. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


* 676 




End 


1358 


GI 


none 




Score 


149 


Exons 


676. . 969, 685. .813, 


687. .824, 


700. .864, 


703. .858, 706 . . 1 




720. .959, 738. .830, 


756. .782, 


808. .1023, 809. .1039, 858 



899. , 
926. . 
1018. 
1080. 
1097. 
1242, 



1054, 901.. 
1054, 933.. 
.1197, 1050 
.1202, 1087 
.1186, 1098 
.1301, 1242 



870, 
. .1040, 

1047, 901. .1053, 902. .1054, 905. .1042, 
1061, 941. .1072, 981. .1019, 1013. .1174, 
..1169, 1064. .1171, 1071. .1202, 1073. .1177, 
..1179, 1088. .1171, 1089. .1217, 1095. .1208, 
..1220, 1102. .1224, 1210. .1281, 1241. .1270, 
. .1358, 1258. .1329 



Seq. No. 32030 Seq. ID 

Gene No. 66247 Strand 

Start 1470 End 

Name OJ991118_16 . 0112 . C4 . o2 . gs Method 

Start 1470 " \. End 

GI none . • Score 

Exons 1470. .1597 



_OJ991118_16.0112.C4 

1597 
GENSCAN 
1597 
. 62 



Seq. No. 32031 

Gene No. 66248 

Start 1 

Name OJ991118__16 . 0112 . C5 .ol . 

Start 1 

GI 7406_1.R1084 

Exons 1..251, 286.. 360 

GI Descrip. 1 1122315/emb | CAA63901 | 
[Pennisetum glaucum] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_ 
+ 

360 

AAT/GAP 

360 

476 



16. 0112. C5 



7.0e-10 (X94191) heat shock protein 17.0 



Seq. No. 
Gene No. 



32031 
66249 



Seq. ID 
Strand 



OJ991118 16. 0112. C5 



32012 



Start 
Name 
Start 
GP 

Exons 

GI Descrip. 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



554 



End 

Method 
End 
Score 



1529 
AAT/GAP 
756 
836 



OJ991118_16.0112.C5.o2.gp 
303 

LIB34 31-04 5-P1-N1-A10 
303.. 756 

'5441876/dbj | AP000367. 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



32031 
66249 
554 

OJ991118_16.0112.C5.ol.gs 

554 

none 



554. .741, 892. .1094, 1099. .1146, 1210. .1341 



Seq. ID OJ991118_16.0112.C5 

Strand' 

End 1529 

Method GENSCAN 

End 1341 

Score .74 



32031 Seq. ID 

66249 Strand 
554 End 
OJ991118_16.0112.C5.ol.np Method 
860' End 
5441880 - Score 

860. .1094, 1210. .1341, 1432. .1529 

(AP000367) EST C28 952 (C62 94 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ991118_16.0112.C5 

1529 
AAT/NAP 
1529 
601 



OJ991118 16. 0112. C6 



32032 
66250 
1 

OJ991118_16. 0112.C6.ol.np 
1 

5441880 

1..99, 344. .602, 679. .977, 1562. .1898, 2004. .2154, 2658. .3268 
(AP000367) EST C28 952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3268 
AAT/NAP 
3268 
2366 



32032 
66250 
1 

OJ991118_16. 0112.C6.ol . 
69. . . ..... 

none 

69. .251, 344. .602, 679. 
2538. .2735 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_16.0112.C6 

3268 

GENSCAN . 

2735 

.77 



977, 1067. .1477, 1562. .1898, 2004. .2154, 



Seq. No. 32032 Seq. ID 

Gene No. 66250 Strand 

Start 1 End 3268 

Name OJ991118_l 6 . 0112 . C6 . ol . gp Method AAT/GAP 

Start 352 End 851 

GI LIB347 5-007-P1-K1-G8 Score 805 

Exons 352. .602, 679. .851 

GI Descrip. ' 5441880/dbj i 5AA62378 . 1 j 5.0e-75 (AP000367) EST 
corresponds to a region of the predicted gene.; 



OJ991118 16. 0112. C6 



(C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



32013 



oeq . NO . 








Seq. ID 


OJ991118 16.0112 


. C7 


Gene No. 


66251 






Strand 


+ 




Start 


301 






End 


930 




Name 


OJ991118 16. 0112. C7 


.ol.gs 




Method 


GENSCAN 




Start 


301 






End 


930 




GI 


none 






Score 


.61 




Exons 


301. .430, 726. .930 














JZU J J 






beq. lu 


ojyyiiio lo.oiiz 


. C7 


Gene No. 


66252 






Strand 


+ 




Start 


1812 






End 


2379 




Name 


OJ991118 16. 0112. C7 


. ol . tw 




Method 


TBLASTX: Wheat 




Start 


3 






End 


287 




GI 


none 






Score 


209 




Exons 


3. .182, 5. . 178, 234 


. .287 










Q > /-» KT/"\ 
o€q . INO • 








Seq. ID 


✓~\Trtrt1iiO i /** rt i *i *■"> 

ojyyiiio 16.0112 


. C7 


Gene No. 


66252 






Strand 


+ 




Start 


1812 






End 


2379 




Name 


OJ991118 16. 0112. C7 


.o2.tm 




Method 


TBLASTX: Maize 




Start 


3 






End 


287 




GI 


none 






Score 


89 




Exons 


3. .95, 87. .146, .156 


. . 194, 


192 


. .287 






oeq . NO . 








Seq. ID 


OJ991118 16.0112 


C7 


Gene No. 


66252 






Strand 


+ 




Start 


1812 






End 


2379 




Name 


OJ991118 16. 0112. C7 


. ol . tm 




Method 


TBLASTX: Maize 




Start 


520 






End 


849 




GI 


none 






Score 


240 




Exons 


520. .849 












Seq. No. 


32033 






Seq. ID 


OJ991118_16.0112. 


C7 


Gene No. 


66252 






Strand 


+ 




Start 


1812 






End 


2379 




Name 


OJ991118 16. 0112. C7 


ol.gp 




Method 


AAT/GAP 




Start 


1812 






End 


2379 




GI 


4879016 






Score 


847 




Exons 


1812. .2379 












GI Descrip. 


6041757/gb|AC011806. 


1 IAC01180* 


5 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, 1 


Lemont Strain, Complete Sequence", 




* complete, Sequence 












Seq. No. 


' 32034 






Seq. ID 


OJ991118_16.0112. 


C8 


Gene No. 


66253 






Strand 


+ 




Start 


136 






End 


15323 




Name 


OJ991118 16. 0112. C8. 


ol . gs 




Method 


GENSCAN 




Start 


136 






End 


15323 




GI 


none 






Score 


. 65 




Exons 


136. .189, 322. .415, 


458. .8 


88, 


921. . 1530 


, 1700.. 1975, 2105.. 



3315. .3684, 3878. .3986, 5086. .5151, 5654. .5831, 5994. .6099, 
6202. .6314, 7488. .7636, 8884. .9008, 9549. .9616, 9643. .9764, 
10341. . 10600, 107 91. . 11922, 14 78 9 .. 1504 9, 15185. . 15323 



Seq. No. 32034 Seq. ID OJ991118_16 . 0112 . C8 

Gene No. 66253 Strand + 



32014 



Start 


136 




End 


15323 


Name 


OJ991118 16.0112.C8.ol.np 




Method 


AAT/NAP 


Start 


454 




End 


5788 


GI 


5441880 




Score 


1511 


Exons 


454. .1452, 1898. .1929, 2188 




2508, 5768.. 5788 


GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA prot 




(AC003981) [Oryza sativa] 








Seq. No. 


32034 




Seq. ID 


OJ991118_16.0112.C8 


Gene No. 


66253 




Strand 


+ 


Start 


136 




End 


15323 


Name 


OJ991118 16.0112.C8.o2'.np 




Method 


AAT/NAP 


Of vf 

atari 


454 




End 


4698 


GI 


5441880 




Score 


1512 


Exons 


454. .1452, 1898. .1929, 2188 




2556, 4521. .4698 


GI Descrip. 


(AP000367) EST C28952 {C62945 ) 


corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA prot 




(AC003981) [Oryza sativa] 








Seq. No. 


32034 




Seq. ID 


OJ991118_16.0112.C8 


Gene No. 


66253 




Strand 


+ 


btart 


136 




End 


15323 


Name 


OJ991118 16.0112.C8.o4.np 




Method 


AAT/NAP 


Start 


10901 




End 


11923 


GI 


6553884 




Score 


483 


Exons 


10901. .11024, 11229. .11923 








GI Descrip. 


(AC012563) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


32034 




Seq. ID 


OJ991118_16.0112.C8 


Gene No. 


66253 




Strand 


+ 


Start 


136 




End 


15323 


Name 


OJ991118 16.0112. C8.ol.gp 




Method 


AAT/GAP 


Start 


11865 




End 


12226 


GI 


none 




Score 


662 


Exons 


11865.. 12226 








Seq. No. 


32034 




Seq. ID 


OJ991118_16.0112.C8 


Gene No. 


66253 




Strand 


+ 


Start 


136 




End 


15323 


Name 


OJ991118 16.0112.C8.o2.gp 




Method 


AAT/GAP 


Start 


14352 




End 


14624 


GI 


•LIB34.32-01.6-P1-K1-B4 " . 




Score *' 


365 . 


Exons 


14352. .14624 








GI Descrip. 


, 671740/emb|CAA59218| 3.0e-26 


(X84730) 


ribulose-bisphosphate 




carboxylase [synthetic construct] ' 




Seq. No. 


32034 




Seq. ID 


OJ991118 16. 0112. C8 


Gene No. 


66254 




Strand 


+ 


o care 


16844 




End 


17864 


Name 


OJ991118 16.0112.C8.o6.np 




Method 


AAT/NAP 


C A 1 -»-+- 

otart 


16844 




End 


17864 


GI 


6967113 




Score 


387 


Exons 


16844. .17864 








GI Descrip. 


(ALI38652) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


32034 




Seq. ID 


OJ991118_16.0112.C8 




32015 








Gene No. 


66254 


Strand 


+ 






btart 


16844 


End 


1 /oo4 






Name 


OJ991118 16.0112.C8.o5.np 


Method 


AAT/NAP 






Start 


17084 


End 


17489 






GI 


2462640 


Score 


494 






Exons 


17084 . .17489 










GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


32034 


Seq.- ID 


OJ991118 


_16.0112 


.C8 


Gene No. 


66255 


Strand 








o t_ a XL 


3788 


End 


n i "7 a 
/ x 1 4 






Name 


OJ991118 16.0112.C8.o3.np 


Method 


AAT/NAP 






Start 


3788 


End 


7174 






GI 


6721516 


Score 


568 






Exons 


3788.-3966, 4426. .4762, 5175. 


.5423, 71 


22. .7174 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32034 


Seq. ID 


OJ991118 


_16.0112 


.C8 


Gene No . 


66256 


Strand 








Start 


17896 


End 


17957 






Name 


OJ991118 16.0112.C8.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


1008 


End 


1486 ■ 






GI 


none 


Score 


352 






Exons 


1008. .1475, 1013. .1486 










Seq. No. 


32034 


Seq. ID 


OJ991118 


_16.0112 


.C8 


Gene No . 


66256 


Strand 








Start 


17896 


End 


17957 






Name 


OJ991118 16. 0112. C8 . ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


1304 


End 


1680 






GI 


none 


Score 


193 






Exons 


1304. .1456, 1305. .1508, 1506. 


.1643, 1528. .1656, 


1621. .1680 


Seq. No. 


32034 


Seq. ID 


OJ991118 


_16.0112 


.C8 


Gene No. 


66256 


Strand 








Start . 


17896 


End 


17957 






Name 


OJ991118 16.0112.C8.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11470 


End 


11926 




GI 


none 


Score 


206 






Exons 


11470. . 11520, 11568. .11777, 11569 .. 11 919, 11593 


. . 11925, 






11594 .. 1192 6, 11606. .11926 










Se'q. No. 


32034 


Seq. ID 


OJ991118 


_re.oii2 


,C8 


Gene No. 


66256 


Strand 








Start 


' 17896 


End 


17957 






Name 


OJ991118 16.0112.C8.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


11593 


End 


11949 






GI 


none 


Score 


217 






Exons 


11593. .11739, 11594. .11737, 1 


1753. .117 


91, 11782 


. .11925, 






117 8 3. . 1192 6, 117 94 . .1194 9 










Seq. No. 


32034 


Seq. ID 


OJ991118 


J.6.0112 


.C8 


Gene No. 


66256 


Strand 








Start 


17896 


End 


17957 






Name 


OJ 931118 1 6 . 0112. C6 . o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


11594 


End 


11926 






GI 


none 


Score 


361 







32016 



Exons 



11594. .11926, 11623. .11925 



Seq. No. 32034 

Gene No. 66256 

Start 17896 

Name OJ991118_l 6 . 0112 . C8 . o2 . tw 

Start 16007 

GI none 

Exons 16007. .16330, 16018.. 16329 

Seq. No. 32034 

Gene No. 66256 

Start 17896 

Name OJ991118_16 . 0112 . C8 . ol . tm 

Start 17120 

GI none 

Exons 17120. .17386, 17418 17636, 
17667. . 17861 



Seq. ID OJ991118_16.0112.C8 
Strand 

End 17957 

Method TBLASTX : Wheat 

End 16330 

Score 309 



Seq. ID OJ991118_16. 0112.C8 
Strand 

End 17957 

Method TBLASTX : Maize 

End 17861 

Score 176 
17450. .17542, 17588 .. 17623, 



Seq. No. 32034 

Gene No. 66256 

Start 17896 

Name OJ991118_16 . 0112 . C8 . o2 . gs 

Start 17896 

GI none 

Exons 17896-i'. 17957 



Seq. ID OJ991118_16.0112.C8 
Strand 

End • .. 17 957 

Method GEN SCAN 

End 17957 

Score :83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

* Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
S L d r L 
Name 
Start 



32035 
66257 
67 

OJ991118_16.0112.C9.ol.gs 
67 

none 

67. .171, 374. .490, 589. .823, 
2179. .2566, 2635. .2700, 2770. 

32035 
66258 
4023 

OJ991118_16.0112.C9.o2.gs 

4023 

none 

4023.. 7127, 7163.. 7340,' 7454. 

32035 
66258 
4023 

OJ991118_16.0112.C9.o3.ts 

4033 

none 

4033. .4074, 4038. .4283, 4111. 

32035 
66258 
4 023 

OJ991118_16.0112.C9.ol.np 
4044 



Seq. ID OJ991118_16.0112.C9 

Strand + 

End 3643 

Method GENSCAN 

End 3643 

Score . 68 
881. .1117, 1389. .1735, 1751. .1980, 
.2883, 2963. .3643 



Seq. ID OJ991118_16.0112.C9 
Strand 

10331 
GENSCAN 
7968 
.43 



End 

Method 
End 
Score 
.7968 • 



Seq. ID OJ991118_16.0112.C9 
Strand 

End 10331 

Method TBLASTX : Soybean 

End 4283 

Score 52 
.4272, 4116. .4283 

Seq. ID OJ991118_16.0112.C9 
Strand 

End 10331 

Method AAT/NAP 

End 10331 



32017 



GI 4544372 Score 1198 

Exons ' 4044.. 5615, 5721.. 6122, 6183.. 7195, 10297.. 10331 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 32035 Seq. ID 

Gene No. 66258 Strand 

Start 4023 End 

Name OJ991 118_1 6 . 01 12 . C9 . o2 . tw Method 

Start 4059 End 

GI none Score 

Exons 4059.. 4466, 4093.. 4443 



OJ991118_16.0112.C9 
10331 

TBLASTX: Wheat 

4466 

92 



Seq. No. 32035 Seq. ID 

Gene No. 66258 Strand 

Start 4023 End 

Name OJ991 118_1 6 . 0112 . C9 . o4 . ts Method 

Start 4626 End 

GI none Score 

Exons 4626.. 5024, 4800.. 4919 



OJ991118_16.0112.C9 
10331 

TBLASTX: Soybean 

5024 

61 



Seq. No. 32035 ■ 

Gene No. 66258 

Start 4023 

Name OJ991118_16 . 0112 . C9 . o3 . tm 

Start 4647 

GI none 

Exons . 4647.. 4871, 4869.. 5027 



Seq. ID OJ991118_16. 0112.C9 

Strand ' - 

End • 10331 

Method TBLASTX : Maize 

End 5027 

Score 87 



Seq. No. 32035 Seq. ID 

Gene No. 66258 Strand 

Start 4023 . End 

Name OJ991118_l 6 . 01 12 . C9 . o5 . tw Method 

Start 4794 End 

GI none Score 

Exons 4794.. 4850, 4881.. 4988, 5022.. 5183 



OJ991118_16.0112.C9 
10331 

TBLASTX: Wheat 

5183 

108 



Seq. No. 32035 - . 

Gene No. 66258 

Start 4023 

Name OJ991118_l 6 . 0112 . C9 . o3 . tw 

Start 5445 " 

GI none 

Exons 5445.. 5714, 5745.. 5843 



Seq. ID OJ991118__16.0112.C9 
Strand 

End 10331 

Method TBLASTX : Wheat 

End 5843 

Score'.. 76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gent; Nu . 
Start 
Name 



32035 
66258 
4023 

OJ991118_16.0112.C9.ol.ts 

5476 
none 



Seq. ID OJ991118_16.0112.C9 
Strand 

End 10331 

Method TBLASTX : Soybean 

End 5888 

Score 132 



5476. .5730, 5478. .5729, 5737. .5886, 5751. .5888 

OJ991118 16. 0112. C9 



32035 Seq. ID 

66256 Strand 

4023 End 

OJ991118 16.0112.C9.o2.ts Method 



10331 

TBLASTX: Soybean 



32018 



Start 6039 

GI none 

Exons 6039.. 6227, 6070.. 6183, 6228i 

Seq. No. 32035 

Gene No. 66258 

Start 4023 

Name OJ991118_16 . 0112 . C9 . o4 . tw 

Start 6126 

GI none 

Exons 6126.. 6227, 6189.. 6524, 6244. 

Seq. No. 32035 

Gene No. 66258 

Start 4023 

Name OJ991118_16. 0112 .C9. ol . tm 

Start 6195 

GI none 

Exons 6195.. 6656, 6196.. 6321, 6270. 

Seq. No. 32035 

Gene No. 66258 

Start 4023 

Name OJ991118_16 . 0112 . C9 . ol . tw 

Start 6525 

GI none 

Exons 6525.. 6869, 6525.. 6878, 6539. 
6883.. 6924 



End 6509 
Score 79 
.6509, 6379. .6471 



Seq v ID OJ991118_16.0112.C9 
Strand 

10331 

TBLASTX: Wheat 
6524 
82 



End 

Method 
End 
Score 
.6507 



Seq. ID OJ991118_16.0112.C9 
Strand 

10331 

TBLASTX: Maize 
6656 
73 



End 

Method 
End 
Score 
.6656 



Seq. ID OJ991118__16.0112.C9 

Strand - . 

End 10331 

Method TBLASTX : Wheat 

End 6929 

Score 238 

.6880, 6592.. 6870, 6873.. 6929, 



Seq. No. 32035 

Gene No. 66258 

Start 4023 

Name OJ991118_16 . 0112 . C9 . o2 . tm 

Start 6657 

GI none 

Exons 6657.. 6875, 6658.. 6870, 6675. 

Seq. No. 32035 

Gene No. 66258 

Start 4023 

Name OJ991118_16 . 0112 . C9 . 06 . ts 

Start 6726 ' - 

GI.. . - none . , 

Exons 6726.. 6860, 68*67 .. 70.91," 6901 . 

Seq. No. 32035 

Gene No. 66258 

Start 4023 

Name OJ991118_16 . 0112 . C9 . o5 . ts 

Start 7498 

GI none 

Exons 7498.. 7836 



Seq. ID OJ991118_16.0112.C9 
Strand 

10331 

TBLASTX: Maize 
6875 
214 



End 

Method 
End 
Score 
.6875 



Seq. ID OJ991118_16.0112.C9 
Strand 

10331 

TBLASTX : Soybean 
7 0:91 " . 

72 .. • ' 



End 

Method 
End 
Score 
.7080 



Seq. ID OJ991118_16.0112.C9 
Strand 

End 10331 

Method TBLASTX : Soybean 

End 7836 

Score 200 



Seq. No. 

r* * « ~ -NT « 

Start 
Name 



32036 



96 



OJ991118_16. 0112. C10. ol.np 



Seq. ID OJ991118_16. 0112. C10 

Strand + 

End 654 

Method AAT/NAP 



32019 



Start 


96 




End 


654 


GI 


5922620 




Score 


65 


Exons 


96. .241, 288. .312, 597. 


.654 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi| 6016853 |dbj IBAA85196 


.11 (AP000570) 


EST D15357 (C0514) 




corresponds to a region 


of the predicted gene.; hypothetica 




protein [Oryza sativa] 








Seq. No. 


32037 




Seq. ID 


OJ991118_16.0112.C12 


Gene No. 


66260 




Strand 




Start 


1769 




End 


6304 


Name 


OJ991118 16.0112.C12.ol 


.gs 


Method 


GENSCAN 


Start 


1769 




End 


6304 


GI 


none 




Score 


.42 


Exons 


1769. .1841, 1863. .1930, 


2003. 


.2328, 4411. .4893, 5075. .5240, 




5609. .5802, 5889. .5929, 


6198. 


.6304 




Seq. No. 


32037 




Seq. ID 


OJ991118_16.0112.C12 


Gene No. 


66260 




Strand 




Start 


1769 




End 


6304 


Name 


OJ991118 16.0112.C12.ol 


. ts 


Method 


' TBLASTX : Soybean ... 


Start 


4268 




End 


4607 


GI 


none 




Score 


151 


Exons 


4268. .4594, 4274. .4606, 


4275. 


.4607 




Seq. No. 


32037 




Seq. ID 


OJ991118_16.0112.C12 


Gene No. 


66260 




Strand 




Start 


1769 




End 


6304 


Name 


OJ991118 16.0112.C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4270 




End 


4608 


GI 


none 




Score 


106 


Exons 


4270. .4413, 4271. .4411, 


4274. 


.4417, 4275. .4418, 4463. .4606, 




4467. .4607, 4474 . .4608 








Seq. No. 


32037 




Seq. ID 


OJ991118_16.0112.C12 


Gene No. 


66260 




Strand 




Start 


1769 




End 


6304 


Name 


OJ991118 16.0112.C12.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4274 




End 


4606 


GI 


none 




Score 


208 


Exons 


4.274. ,4606, .4275. .4577 








Seq. No. 


32037 " ' 




Seq. ID 


OJ991118_16.0112.C12 


Gene No. 


66260 




Strand 




otart 


1769 




End 


6304 


Name 


OJ991118 16.0112.C12.ol. 


np 


Method 


AAT/NAP 


Start 


4277 




End 


6086 


GI .. 


6553884 




Score 


430 


Exons 


4277. .4721, 6049. .6086 








GI Descrip. 


(AC012563) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


32038 




Seq. ID 


OJ991118_16.0112.C13 


Gene No. 


66261 




Strand 


+ 


S'LarL 


12189 




End 


I3ii9 


Name 


OJ991118 16.0112.C13.o3. 


gs 


Method 


GENSCAN 


Start 


12189 


End 


13119 



32020 



GI 


none 


Score 


.58 




Exons 


12189. .12332, 13039.. 13119 








~Seq. No. 


32038 


Seq. ID 


OJ991118_ 


__16. 0112 .C13 


Gene No. 


66262 


Strand 


+ 




Start 


16892 


End 


18920 




Name 


OJ991118 16.0112.C13.o5.gs 


Method 


GENSCAN 




Start 


16892 


End 


18920 




GI 


none 


Score 


.59 




Exons 


168 92. .17094, 17 673. .17 930, 


18176. .18254, 18358 


. . 18450, 




18852. .18920 








Seq. No. 


32038 


beq. iu 


OJ991118_ 


_16.0112.C13 


Gene No. 


66263 


Strand 


+ 




Start 


20121 


End 


22816 




Name . 


OJ991118 16.0112.C13.o6.gs 


Method 


GENSCAN 




Start 


20121 


End 


21017 




GI 


none 


Score 


.63 




Exons 


20121. .20234, 20877. .21017 








Seq. No. 


32038 


Seq. ID 


OJ991118_ 


_16.0112.C13 


Gene No. 


66263 


- Strand 


-,+ 




Start 


20121 


' " End 


22816 




Name 


OJ991118 16.0112.C13.o4 . np 


Method 


AAT/NAP 




Start 


20210. ■. 


End 


22816 




GI 


4678269 


Score 


57 




Exons 


20210. .20238, 22 681. .22816 








GI Descrip. 


(AL049660) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


32038 


Seq. ID 


OJ991118_ 


_16.0112.C13 


Gene No. 


66264 


Strand 


+ 




Start 


28590 


End 


30204 




Name 


OJ991118 16.0112.C13.o8.gs 


Method 


GENSCAN 




Start 


28590 


End 


30204 




GI 


none 


Score 


.57 




Exons 


28590. .28738, 30045.. 30204 








Seq. No. 


32038 


Seq. ID 


OJ991118_ 


_16.0112.C13 


Gene No. 


66265 


Strand 






Start 


5478 


End 


11813 




Name 


OJ991118 16.0112.C13.ol.gp 


Method 


AAT/GAP 




Start 


50.44" 


End 


8617 




GI • • 


' 19933 1. R10 8.4, . . - . .. 


Score 


2399 . 




Exons 


5044.. 5363, 5463.. 6057, 6133 


..6198, 6587.. 6749, 


6853. . 6944, 




8573. .8617 








GI Descrip. 


'2129740/pir | IS71367 1.0e-28 


small nuclear ribonucleoprotein 




Arabidopsis thaliana >gi 2129756 pir 


S71411 Ul 


snRNP 70K 




protein - Arabidopsis thaliana >gi 1255711 (M93^ 


139) small 




nuclear ribonucleoprotein [Arabidopsis 


thaliana; 


>gi 1354469 




(U52909) Ul snRNP 70K protein [Arabidopsis thaliana] ' 


Seq. No. 


32038 


Seq. ID 


OJ991118_ 


_16.0112.C13 


Gene No. 


66265 


Strand 






Start 


5478 


End 


11813 




Name 


0 J9 9 1118 16.GiI2.Ci3.o2.gs 


Method 


GEnSCAN 




Start 


5478 


End 


11813 




GI 


none 


Score 


.88 





32021 



Exons 



5478. .6057, 6133. .6198, 6587. .6749, 6853. .6934, 8563. .8625, 
8725. .8789, 8871. .8946, 9660. .9739, 9900. .10014, 101 15 10321 , 
10715. . 10873, 10971. .11028, 11806. .11813 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



32038 

66265 

5478 

OJ991 

5592 

21297 

5592. 

8725. 

small 

gi|21 

thali 

[Arab 

[Arab 

snRNP 



118_16.0112.C13.ol.np 



40 

.6057, 
.8789, 



6133. 
8871, 



, 6205, 
,8946, 



6606, 
9660, 



Seq. ID OJ991118_16.0112.C13 
Strand 

End 11813 

Method AAT/NAP 

End 10216 

Score 906 
. 6749, 6853. . 6934, 



8563. .8625, 
10115. .10216 



9739, 9900. .10014, 
nuclear ribonucleoprotein - Arabidopsis thaliana 
297561 pir | | S71411 Ul snRNP 70K protein - Arabidopsis 
ana gi 11255711 (M93439) small nuclear ribonucleoprotein 
idopsis thaliana] gi 11354469 (U52909) Ul snRNP 70K protein 
idopsis thaliana] gi I 6561970 | emb | CAB624 36 . 1 1 (AL132979) Ul 
70K protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 

r~> t 

Exons 



Seq. ID 

Strand 

End 

Method 
End 
-Score 



OJ991118 16.0112.C13 



32038 
66265 
5478 • 

OJ991118_16.0112.C13.o2.gp 
8886 

12799_1.R1084 
8886. .8946, 9660. .9739, 9900. .10014, 10115. .10326 
'1354466 3.0e-34 (U52910) Ul snRNP 70K truncated protein 
[Arabidopsis thaliana] >gi_1354468 (U52909) Ul snRNP 70K 
truncated protein [Arabidopsis thaliana] ' 



11813 • 
AAT/GAP 
10326 
828 



32038 
66266 
14234 

OJ991118_16.0112.C13.o2.np 

14180 

4249662 



OJ991118 16.0112.C13 



Seq. ID 
Strand 

End 16135 
Method AAT/NAP 
End 16135 
Score 170 

14180. .14 272, 14 390. . 14 4 94, 14 566. .14 676, 16104 . .16135 
(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gi|6714354|gb|AAF26045.1|AC015986_8 (AC015986) ARG1 protein . 
(Altered Response to Gravity) [Arabidopsis thaliana] 



32038 

6626,6 . .... 
14234 

OJ991118_16.0112.C13.o4.gs 

14234 

none 



Seq. ID OJ991118_16.0112:C13 

Strand ■ - ■ . . 

End ■ " .16135 " 

Method GENSCAN 

End 15185 

Score .77 



14234. .14272, 14 390 .. 144 94 , 14 566 .. 14 656, 14803. .15185 



32038 
66267 
17179 

OJ991118_16.0112.C13.o3.np 

17179 

5 922620 



Seq. ID OJ991118_16.0112.C13 
Strand 

End 21037 

Method AAT/NAP 

End 21037 

Score 180 



17179. .17198, 19451. .19690, 1 9835 . . 1 98 91 , 20684 .. 20834 , 
20994 . .21037 



32022 




GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] - 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991118 16.0112.C13 



Seq. No. 32038 Seq. ID _ 

Gene No. 66268 Strand 

Start 22238 End ■ ■ 25632 

Name OJ991118_16 . 0112 . C13 . o7 . gs Method GENSCAN 

Start 22238 End 25632 

GI none > Score .47 

Exons 22238. .22441, 22480 22614 , 23396 .. 234 57 , 24717 .. 24822, 
25588. .25632 



Seq. No. 


32038 


Seq. ID 


OJ991118 


_16.0112 


.C13 


Gene No. 


66269 


Strand 








Start 


25928 


End 


32248 






Name 


OJ991118 16.0112.C13.o5.np 


Method 


AAT/NAP 






Start 


25928 


End 


32248 






GI 


4938486 


Score 


226 






Exons ■ 


25928. .25-94 8, 29026,.. 29231, 


29307. .29427, 30192 


. .30341, 






30515. .30585, 30825. .31008, 


32229. .32248 






GI Descrip. 


(AL0784 64) putative protein 


[Arabidop 


sis thaliana] 




Seq. No. 


32038 


Seq. ID 


OJ991118 


JL6.0112 


.C13 


Gene No. 


66269 


Strand 








Start 


25928 


End 


32248 






Name 


OJ991118 16.0112.C13.o3.gp 


Method 


AAT/GAP 






Start 


29009 


End 


30369 






GI 


LIB34 32-019-P1-K1-C10 


Score 


784 






Exons 


29009. .29231, 29307 .. 294 34 , 


30291. .30369 






GI Descrip. 


, 4938486/emb|CAB43845.1| 1.0e-26 (AL078464) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


32038 


Seq. ID 


OJ991118 


_16.0112 


C13 


Gene No. 


66270 


Strand 








Start 


32200 


End 


32823 






Name 


OJ991118 16.0112.C13.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


2698 


End 


2890 






GI 


none 


Score 


282 






Exons 


. 2698.. 2886, 2702.. 2890, 2792 


. .2890 








Seq. No. 


32038 " 


. Seq. ID 


OJ991118 


_16". 0112. 


C13 


Gene No. 


66270 


Strand 








Start 


32200 


End 


32823 






Name 


OJ991118 16.0112.C13.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


2702 


End 


2894 




GI 


none 


Score 


259 






Exons 


2702. .2884, 2713. .2880, 2799 


. .2894 









Seq. No. 

Gene 'No . 

Start 

Name 

Start 

GI 



32038 

66270 

32200 

OJ991II6_ 

2702 

none 



ito.uiJLZ.tJiJ.o^.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_16.0112.C13 
32823 

TBLASTX: Maize 

2886 

250 



32023 




Exons 


2702. 


.2884, 


2703. 


.2885, 


2704 . 


.2886, 2704. .2880 






Seq. No. 


32038 










Seq. ID 


OJ991118 


16.0112.C13 


Gene No. 


66270. 










Strand 


— 






Start 


32200 










End 


32823 






Name 


OJ991118 16. 


0112. 


C13.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


2705 










End 


2910 






GI 


none 










Score 


197 






Exons 


2705. 


.2884, 


2755. 


.2880,. 


2767. 


.2910 








Seq. No. 


32038 










Seq. ID 


OJ991118 


16.0112.C13 


Gene No. 


66270 










Strand 








Start 


32200 










End 


32823 






Name 


OJ991118 16. 


0112. 


C13.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


5495 










End 


10207 






GI 


none 










Score 


78 






Exons 


5495. 


.'5587, 


5498. 


.5587, 


5577. 


.5624, 5584. .5619, 


5618. 


.5653, 




5622. 


.5651, 


5667. 


.5741, 


5672. 


.5-764, 5762.. 5809, 


5763. 


.5795, 




5794 . 


.5841, 


5819. 


.5842, 


5900. 


.6058, 5978. .6058, 


6128. 


.6199, 




6129. 


. 6200, 


6574. 


.6750, 


6585. 


.6773, 6850. .6909, 


6851. 


.6937, 




6855. 


.6935, 


8560. 


.8625, 


8561. 


.8623, 8725. .8799, 


8725. 


.8787, 




• 8-8 68 . 


.8 948", 


8872.. 


.8952, 


9660. 


.9740, 9661. .9741, 


9874. 


.10014 




9877. 


10014, 


1012 


4. .10156, 10175. .10207 









Seq. No. 32038 ■; 

Gene No. 66270 

Start 32200 

Name OJ991118_16 . 0112 . C13 . o2 . ts 

Start 6571 

GI none 

Exons 6571.. 6747, 6586.. 6747, 6602. 

6851. .6925, 6851. .6940, 6855. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6748, 



OJ991118 16.0112.C13 



32823 

TBLASTX: Soybean 
6941 
128 

6606. . 6752, 6615. .6752, 



6941, 6855.. 6941 



Seq. No. 32038 

Gene No. 66270 

Start 32200 

Name OJ991118_16 . 0112 . C13 . o3 

Start 6615 

GI none 

Exons 6615.. 6698, 6615.. 6740, 
6855. . 6935, 6855. . 6941, 
8726.. 8788, 9666.. 9740, 

Seq. No. 32038 * 

Gene No. 66270 

Start 32200 

Name OJ991118_16. 0112 .C13.o3 

Start 14197 

GI none 

Exons 14197. . 14274, 14387. .14 
14566. .14637 

Seq. No. 32038 

Gene No. 66270 

Start 32200 

Name OJ991118_16 . 01 12 . C13 . o4 

Start 14387 



Seq. ID OJ991118_16.0112.C13 
Strand 

End 32823 
.tc Method TBLASTX : Cress 

End 10014 

Score 74 
6616. .6744, 6658. .6747, 6851. .6937, 
8557. .8625, 8560. .8625, 8725. .8787, 
9676. .9741, 9895. .10014 

Seq. ID OJ991118_16.0il2.'C13 
Strand 

End 32823 

.tm Method TBLASTX : Maize 

End • 14638 

Score 126 
494, 14388. .14498, 14 564 .. 14 638 , 



Seq. ID OJ991118_16.0112.C13 
Strand 

End 32823 

.tc Method TBLASTX : Cress 

End 14664 



32024 




GI 


none 




Score 


134 




Exons 


14387. . 14494, 14391. 


.14498, 


14564 .. 14638, 14566. .14664 




Seq. No. 


32038 




Seq. ID 


OJ991118_16.0112 


.C13 


Gene No. 


66270 




Strand 






Start 


32200 




End 


32823 




Name 




. . tc 


Method 


TBLASTX: Cress 




Start 


29016 




End 


31493 




GI 


none 




Score 


114 




Exons 


29016. .29045, 29037. 


.29234, 


29074 . .29232, 29304 . .29384 , 






29314. .29418, 31366. 


.31449, 


31391. .31450, 31394. .31450, 






31452. .31493 










Seq. No. 


32038 




Seq. ID 


OJ991118 16.0112 


.C13 




66270 




Strand 


- 




Start 


32200 




End 


32823 




Name 


OJ991118 16.0112.C13 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


29077 




End 


29226 




GI 


none 




Score 


133 




Exons 


29077. .29226, 29079. 


.29225 








Seq. No. 


. 32038 ... 




Seq. ID- 


OJ991118_16.0112. 


.C13 








Strand 






Start 


32200 




End 


32823 




Name 


OJ991118 16.0112.C13 


. o9 . gsfi- 


Method 


GENSCAN 




Start 


32200 


End 


32778 




GI 


none 




Score 


.49 




Exons 


32200. .32778 










Seq. No. 


32038 




Seq. ID 


OJ991118_16.0112 


.C13 


Gene No . 


66270 




Strand 






Start 


32200 




End 


32823 




Name 


OJ991118 16.0112.C13 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


32326 




End 


32823 




GI 


none 




Score 


146 




Exons 


32326. .32805, 32419.. 


32817, 


32524. .32823, 32731. .32817 




Seq. No. 


32038 




Seq. ID 


OJ991118_16.0112 


^C13 


Genp No 


\j \j / \j 




Strand 






Start 


32200 




End 


32823 




Name 


OJ991118 16.0112.C13. 


o5 . tm 


Method 


TBLASTX: Maize 




Start. 


32326 




End' ' 


32820 




GI 


• none 




. Score 


148-.- 




Exons 


32326.\ 32817, 3^326. . 


32817, 1 


32488. .328 


20 




Seq. No. 


32039 




Seq. ID 


OJ991118JL6.0112. 


C15 


Gene No. 


66271 




Strand 


+ 




Start 


8087 




End 


12814 




Name 


OJ991118 16.0112.C15. 


o4 . gs 


Method 


GENSCAN 




Start 


8087 


End 


12814 




GI 


none 




Score 


.48 




Exons 


8087. .8121, 8295. .8467, 9153 


..9247, 9900. .10098, 10176.. 


10279, 




10346. . 10509, 12174.. 


12433, 


12486. . 128 


14 














^ v-j • nu 4 


w> \J J 




Seq. ID 


uj^yiiio ±t>.u±±2. 




Gene No. 


66271 




Strand 






Start 


8087 




End 


12814 





32025 



Name 


OJ991118 16.0112.C15.o2 


.np 


Method 


AAT/NAP 






Start 


'9787 


End 


10033 






GI 


6721512 




Score 


73 






Exons 


9787. . 9899, 9926. .10033 












GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


32039 




Seq. ID 


OJ99111E 


L 16 


.0112 


Gene No. 


66272. 




Strand 








Start 


3890 




End 


7702 






Name 


OJ991118 16.0112.C15.ol 


.np 


Method 


AAT/NAP 






Start 


3611 


End 


7679 






GI 


5091513 




Score 


1567 






Exons 


3611. .3771, 3931. .4121, 


4956. 


.5113, 5180.. 6073, 


6898. .7 


GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


32039 




Seq. ID 


OJ991118 


_16 


.0112 


Gene No . 


66272 




Strand 








Start 


3890 




End 


7702 






Name 


OJ991118 16.0112.C15.o2 


. gs 


Method 


GENSCAN 






Start 


3890 


End 


6086 






GI 


none 




Score 


.74 






•Exons 


.3.890. .4005, 4685. .5227, 


5252. 


.6086 








Seq. No. 


32039 




Seq. ID 


OJ991118 


_16 


.0112. 


Gene No. 


66272 




Strand 








Start 


3890 




End 


7702 






Name 


OJ991118 16.0112.C15.o3. 


gs 


Method 


GENSCAN 






Start 


6838 


End 


7702 






GI 


none 




Score 


.71 






Exons 


6838. .7059, 7109. .7286, 


7305. 


.7465, 7556.. 7702 






Seq. No. 


32040 




Seq. ID 


OJ991118 


_16. 


0112. 


Gene No. 


66273 




Strand 


+ 






Start 


276 




End 


516 






Name 


OJ991118 16.0112.C16.ol. 


np 


Method 


AAT/NAP 






Start 


276 


End 


516 






GI 


6478204 




Score 


102 






Exons 


276. .516 












GI Descrip. 


(AF108432) NADPH-dependent codeinone reductase 


[Papaver 




somnif erum] 












Seq. No. 


.32040 




Seq. ID 


OJ991118 


_16. 


0112~: 


Gene-No: ... 


66274' 




Strand 


+ 






Start 


5491 




End 


11918 






Name 


OJ991118 16.0112.C16.ol. 


gs 


Method 


GENSCAN 






Start 


5491 


End 


11918 






GI 


none 




Score 


.83 






Exons 


5491. .5900, 7105. .7354, 


9917. 


.10096, 10427. .10601, 


10834 




11085. .11240, 11773. .11918 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32040 
66274 
5491 

PJ991118_16.0112.C16.ol.gp 

c; c; n a 
^ s ^ ^/ 

64574_1.R1084 

5535. .5900, 7105. .7223 



Seq. ID OJ991118_16.0112.C16 

Strand + 

End 11918 

Method AAT/GAP 

End 7223 

Score 861 



32026 



GI Descrip. '2792295 8.0e-24 (AF039182) unknown [Fragaria x ananassa] 1 



Seq. No. 32040 Seq. ID 

Gene No. 66274 Strand 

Start 54 91 End 

Name OJ991118_16 . 0112 . C16 . o3 . np Method 

Start 5578 End 

GI 6478216 Score 

Exons 5578. .5900, .7105. .7354, 9917. .10096, 10379. .10597 

GI Descrip. (AF108438) putative NADPH-dependent oxidoreductase 
somnif erum] 



OJ991118_16.0112.C16 
+ 

11918 
AAT/NAP 
10597 
7 99 ' 



[Papaver 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32040 
66274 
5491 

OJ991118_16.0112.C16.o2.gp 



7228 
2801031 

7228. .7354, 9917. 
27 92155/emb | CAA1122 6 | 
[Sesbania rostrata] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.10096, 10379.. 10588 

1.0e-28 (AJ223291) chalcone reductase 



OJ991118_16.0112.C16 
+ 

11918 
AAT/GAP 
10588 
867 



Seq. No. 32040 Seq. ID 

Gene No. 66275 Strand 

Start 2858 End 

Name OJ991118_16 . 01 12 . CI 6 . o2 . np " Method 

Start 2858 End 

GI 6815099 Score 

Exons 2858 . . 3009 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ991118_16.0112.Ci6 

3009 
AAT/NAP 
3009 
70 



Seq. No. 32040 

Gene No. 66276 

Start 14209 

Name OJ991118_16 . 0112 . CI 6 . o2 . tm 

Start 229 

GI none 
Exons 



Seq. ID OJ991118_16.0112.C16 
Strand 

End 14559 

Method TBLAS TX : Ma i z e 

End ■ 10597 

Score 58 



229. .312, 281. .313, 309. .434, 313. .444, 7109. .7162, 7114. .7158, 
7190. .7363, 7198.. 7356, 9914. .10099, 9914. .10069, 9916. .10116, 
10363. . 10464, 10376 .. 10522 , 10377 .. 10478 , 1037 9 .. 10519, 
10541. . 10597 



Seq. No. " 32040 . • ■ 

Gene No. 66276 
Start 14209 

Name OJ991118_16 . 0112 . CI 6 . ol . ts 

Start 269 
GI none 

Exons 269.. 313, 309.. 425, 313 

7201. .7362, 7202. .7363, 



Seq. ID 

Strand' 
End 

Method 
End 
Score 
444,., 5668 



.OJ991118_16. 0112 . CI 6 
14559 

TBLASTX: Soybean 
10525 
53 

5862, 7088. .7162, 



9914. .10003, 10379. .10525 



Seq. No. 
Gene No. 
Start 

1.1CU.IH3 

Start 
GI 



32040 
66276 
14209 

/s -r r\ r\ ' 
WU J? J 

5590 
none 



Seq. ID OJ991118_16.0112.C16 

Strand - . 

End 14559 

Method TBLASTX: Maize 

End 5859 

Score 87 



32027 




Exons 


5590.. 5676, 5595.. 5675, 


5686 


. .5850, 5686. .5859 




Seq. No. 


32040 




Seq. ID 


OJ991118_16 


.0112.C16 


Gene No. 


66276 




Strand 






Start 


14209 




End 


14559 




Name 


OJ991118 16.0112.C16.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5673 




End 


10063 




GI , 


none 




Score 


197 




Exons 


5673. .5756, 5674. .5874, 


7103 


..7141, 7238. .7372, 7240. .7356, 




9851. . 10063 










Seq. No. 


32040 




Seq. ID 


OJ991118_16 


.0112. C16 


Gene No. 


66276 




Strand 






Start 


14209 




End 


14 559 




Name 


OJ991118 16.0112.C16.o2 


. qs 


Method 


GENSCAN 




Start 


14209 




End 


14559 




GI 


none 




Score 


. 59 




Exons 


14209. .14559 










Seq. No. 


32041 




Seq. ID 


OJ991118_16 


. 0112 . C17 


Gene No.. 


66277 




Strand 






Start 


84 




. End 


205 




Name 


OJ991118 16.0112.C17.ol 


. QS 


Method 


GENSCAN 




Start 


84 




End 


205 




GI 


none 




Score 


.71 




Exons . 


84. .205 










Seq. No. 


32042 




Seq. ID 


OJ991118 16 


0112 C18 


Gene No. 


66278 




Strand 


+ 




Start 


952 




End 


3325 




Name 


OJ991118 16.0112.C18.ol 


gp 


Method 


AAT/GAP 




Start 


952 




End 


2388 




GI 


uC-osflcyp023b05bl 




Score 


840 




Exons 


952. .1347, 2347. .2388 










GI Descrip. 


f 2792155/emb|CAA11226| 1.0e-28 (AJ223291) chalcone 






[Sesbania rostrata] 1 










Seq. No. 


32042 




Seq. ID 


OJ991118 16. 


0112. C18 


Gene No. 


66278 




Strand 


+ 




Start 


952 




End 


3325 




Name 


OJ991118 16. 0112.C18.ol. 


gs 


Method 


GENSCAN 




Start 


. 992 


End 


■3.325- 




GI 


none 




Score 


.93 




Exons 


992. .1347, 2347. .2593, 2711.. 


2890, 308 


0. .3325 




Seq. No. 


32042 




Seq. ID 


OJ991118 16. 


0112. C18 


Gene No. 


66278 




Strand 


+ 




Start 


952 




End 


3325 




Name 


OJ991118 16.0112.C18.ol. 


np 


Method 


AAT/NAP 




Start 


1022 




End 


3298 




GI 


6478216 




Score 


775 




Exons 


1022. .1347,. 2347. .2593, 


2711. 


.2890, 30 


80. .3298 




GI Descrip. 


(AF108438) putative NADPH-dependent oxidoreductase 


[Papaver 




somniferum] 








Seq. No. 


32042 




Seq. ID 


OJ991118 16. 


0112. C18 


Gene No. 


66279 




Strand 


+ 





32028 




Start* 


4350 






End 


10198 


Name- 


OJ991118",16 


.0112.C18.o3. 




Method 


AAT/NAP 


Start : 


" 4350 






End 


10198 " - . 


GI 


3297821 






Score 


95 


Exons 


4350. .4381, 


4700. .4853,. 


7601. 


.7718, 8155.. 8670, 10160.. 10198 


GI Descrip. 


(AL031032) 


extensin-like 


protein [Arabidopsis thaliana] 


Seq. . No. 


32042 






Seq... ID 


OJ991118_16.0112.C18 


Gene No. 


66279 






Strand 


+ 


Start 


4350 






End ' 


10198 


Name 


• OJ991118 16- 


. 0112.Cl-8-.o3. 


gs 


Method 


GENSCAN 


Start 


8162 






End 


8526 


GI 


none 






Score 


.59 


Exons 


8162. .8385, 


8391. .8526. 









Seq. No. 


32042 








Seq. ID 


OJ99111* 


3 16.0112.C1E 


Gene No. 


66280 








Strand 






Start 


3689 








End 


. 7066 




Name 


OJ991118 16 


.0112 


.C18.o2 


. tm 


Method 


TBLASTX: 


; Mai ze 


Start 


1051 








End 


1306 




GI 


none 








Score 


280 




Exons 


. 1051.. 1095, 


1052 


. .1306, 


1126. 


. 1302, 1214 . . 1303 




Seq. No. 


32042 








Seq. ID 


OJ99111E 


J 16. 0112. CIS 


Gene No.. * 


66280. 








Strand. 






Start 


3689 








End ' 


7066 




Name 


OJ991118 16 


.011-2 


.C18.o3 


. tc 


Method 


TBLASTX: 


: Cress 


Start 


1070 








End 


28'54 




GI 


none 








Score 


51 




Exons 


1070 . . 1123, 


1120 


. . 1350, 


1124 . 


.1342, 2345. .2383, 


2479. .2598, 




2480.. 2596, 


2672 


. .2854, 


2710. 


.2853 




Seq. No. 


32042 








Seq. ID 


OJ99111£ 


i 16.0112.C18 


Gene No. 


66280 








Strand 






Start ■ 


3689 








End 


7066 




Name 


OJ991118 16. 


.0112 


.C18.o3 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1070 . 








End 


3226 


GI 


none 








Score 


240 




Exons 


' 1070. .1099, 


1129 


. .1329, 


1130. 


. 1360, 2345. .2395, 


2426. .2596, 




2440. .2601, 


2708, 


. .2797, 


2734 . 


.2796, 2806. .2889, 


2807. .2893, 




3077. .3226 














Seq. No.. 


32042. 








Seq. ID 


OJ991118 


_16.0112.C18 


Gene No.'"' 


. 66280. 








Strand 






Start 


3689 








End 


7066 




Name 


OJ991118 16. 


0112, 


.C18.o4. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


.2348 








End 


3298 




GI 


none 








Score 


83 - 




Exons 


; 2348. .2419, 


2423. 


, .2596, 


2425. , 


.2598, 24 


72. .2606, 


2672. .2893, 




2710. .2904, 


3077. 


, .3235, 


3077. , 


.3199, 32 


42. .3298 




Seq. No. 


. 32042 








Seq. ID 


OJ991118 


_16.0112.C18 


Gene No. 


66280 . 








Strand 






Start 


3689 








End 


7066 




Name 


OJ9911I6 16 . 


0112 . 


Cl« . o2 . 


np 


Method 


AAT/NAP 




Start 


3675 






End 


7066 




GI 


4406778 








Score 


3332 





32029 



Exons 36-7*5'. . 7 06-6* ■ 

GI. Descrip. . (AC006532) putative receptor protein kinase [Arabidopsis 
■thaliana] 



Seq. No. 32042 

Gene. No. 66280 

Start 3689 . . 

Name . OJ99U18_16 . 0112 . C18 . o2 . gs 

Start 3689 

GI none 

Exons 368'9..7021 



Seq. ID OJ991118_16.0112.C18 
Strand 

End 7066 

Method GENSCAN 

End 7 021 

Score 1 



Seq. No. 32042 
Gene No. ' 66280 
Start 3689 

Name OJ991118_16 . 0112 . C18 . ol . tm 

Start 3713 • * 

GI " -none 

Exons 3713.. 3817, 3890.. 3916, 3908, 

4293. .4442 



Seq. ID OJ991118_16.0112.C18 
Strand 

End 7066 

Method TBLASTX: Maize 

End 4'442 

Score 278 

,4261, 3909. .4244, 4292. .4441, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



32042 
66280 
3689 

OJ991118__16.0112.C18.ol. ts 

3713 

none 

3713. .3817, 3890. .4279, 3891, 



32042 
66280 
3689 

OJ991118_16. 
3926 



0112.C18.o2.tc 



Seq. ID OJ991118_16.0112.C18 

Strand • - 

End 7066 

Method .. TBLASTX: Soybean 

End 4621 

Score 297 
.4241, 4292. .4621, 4293. .4616 



none 

3926. 

4976. 

4979. 

5106. 

5456. 

5468. 

5502. 

5733. 

5969. 

6116. 

6240. 

6368. 

6482. 



.4051, 
.5257, 
.5242, 
.5201, 
.5728, 
.5776, 
.5*627, 
.5927, 
. 6145, 
.6244, 
.6359, 
.6490, 
.6595, 



4916. 
4979. 
.4982. 
51-26'. 
5459. 
5471. 
5531. 
5969. 
5978. 
6119. 
6242. 
6368. 
6491. 



.5047, 
.5278, 
.5257, 
.5281, 
.5953, 
.5653, 
.5956, 
■ 6.151, 
, 6151, 
6235, 
6466, 
6469, 
6607, 



4967. 
4979. 
4982. 
5171. 
5459. 
-5474. 
5597. 
5969. 
5978. 
6125. 
6260. 
6368. 
.6524 . 



Seq. ID OJ991118 
Strand 

End 7066 
Method TBLASTX 
End 6622 
Score 70 
.5239, 4976. .5284, 
.5248, 4979.. 5233, 
.5245, 5049.. 5201, 
.5239, 5456.. 5950, 
.5953, 5459. .5947, 
.5950, 5474. .5848, 
.5950, 5618. .5941, 
.6151, 5969. .6115, 
.6115, * 5987. . 6133, 
, 6235, 6125. . 6229, 
,6313, 6263. .6406, 
.6457, 6368. .6466, 
6622 



16.0112.C18 



Cress 



4976. 
4979. 
5102. 
5456. 
5459. 
5493. 
5625. 
5'9§9. 
6116. 
6128. 
6276. 
6417. 



.5248, 
.5101, 
.5242, 
.5941, 
. 5590, 
.5723, 
.5849," 
. 6151, 
. 6247, 
. 6247, 
. 6470, 
. 6464, 



Seq. No. 32042 

Gene' No. 66280 

Start 3689 

Name - -0'J991118_1 6 . 0112 . C18 . ol . tw 

Start 3938 

GI none 

Exons 3938.. 4057, 3969.. 4058, 4067, 



Seq. ID OJ991118_16.0112.C18 
Strand 

End 7066 

Method TBLASTX : Wheat 

End 4261 

Score ■ 57 
.4261, 4101. .4247 



32030 



m • 



Seq. No. 


. 32042 . . 








Seq. ID 


OJ991118 


16.0112.C18 


Gene No. 


66280-'- 








Strand' " 








Start '. 


3689- 








End 


7066 






Name 


OJ991118 16 


.0112 


,C18.ol 


. tc 


Method 


TBLASTX: 


.Cress 




Start 


. 4101 








End 


4586 






GI 


none 








Score 


129 






Exons 


4101. ...4247, 


4103 


. . 4279, 


4292. 


.4564, 4293. .4586 






Seq. No. 


32042 








Seq. ID 


OJ991118 


16.0112.C18 


Gene No. 


66280 








Strand 








Start 


•368 9 








End 


7066 






Name 


OJ991118 16 


0112 


.C18.o3 


. tw • 


Method 


TBLASTX : 


Wheat 




Start 


4347 








End 


4594 






GI 


none 








Score 


132 






Exons 


4347. .4574, 


4364 


. .4594 












Seq. No. 


32042 








Seq. ID 


OJ991118 


16.0112.C18 


Gene No. 


66280 








Strand-' 








Start 


368'9 








End 


7066 






Name 


OJ991118_16. 


0112 


C18.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4893 








End 


6467 






GI 


none 








Score 


108 






Exons 


4893. .5198, 


4895 


.5284, 


4979. 


.5170, 4980. .5162, 


5471. . 


5668, 




5543. .5854, 


5618 


.5956, 


5687. 


.5950, 5688. .5915, 


5969. . 


6103, 




6110. .6229, 


6260 


.6298, 


6266. 


. 6313, 6273. . 6467, 


6275. . 


6466, 




6276. .'6431, 


6368 


. 6466 












Seq. No. 


32042 








Seq. ID 


OJ99lil8 


16.0112.C18 


Gene No. 


66280 








Strand 








Start 


3689 








End 


7066 






Name 


OJ991118_16. 


0112 


C18.o2 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4976 








End 


6541 






GI 


none 








Score 


65 






Exons 


4976. .5170, 


4979. 


.5116, 


5060. 


.5347, 5126.. 5263, 


5126. . 


5242, 




5459. .5536, • 


5474 . 


.5668, 


5493. 


.5630, 5546.. 5698, 


5618... 


5824, 




5625. .5771, 


5762. 


.5914, 


5763. 


.5915, 5834.. 5950, 


6000. . 


6134, 




6065. .6265., 


6125. 


. 6208, 


6134. 


.6244, 6278. .6541, 


6368. . 


6430 


Seq. NoT' ■ 


32042 








Seq. ID 


OJ991118 


16.0112.C18'- 


Gene No. 


66280 








Strand 








Start 


3689 








End 


7066 






Name 


OJ991118 16. 


0112. 


C18.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4.979 








End 


6490 






GI 


none 








Score 


72 






Exons 


4979. .5278, 


4979. 


. 5248, 


4979. 


.5242, 4979.. 5248, 


4979. . 


5233, 




4979. .5179, 


4982. 


.5278, 


5049. 


.5201, 5456.. 5950, 


5456. . 


5878, 




5459. .5953, 


5459. 


. 5947', 


5459. 


.5599, 5474. .5950, 


5496. . 


5627, 




5514 . .'5648, 


5618. 


.5953, 


5733. 


.5921, 5945. .6115, 


59*57. . 


6148, 




5963. . 6151, 


5969. 


. 6145, 


5987. 


. 6133, 6071. . 6235, 


6116. . 


6247, 




6122. .6247, 


6122 . 


. 6250, 


6125. 


. 6259, 6125. . 6235, 


6260. . 


6313, 




6263. . 6298, 


6263. 


. 6316, 


6264. 


.6446, 6368. .6490, 


6368. . 


6478, 




'6368. .6457 
















Seq. No. 


32043 








Seq: ID 


OJ991118 


16.0112.C19 


Gene No. 


66281 








Strand 








Start 


1628 








End 


1922 






Name 


OJ991118_16. 


0112 J 


C19.ol. 


gp 


Method 


AAT/GAP 







32031 



Start 
GI 

-Exons 
GI Descrip. 



Seq. . No. 
Gene No.. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



1628 End 
LTB34 32-01 6-P1-K1-B4* Score 
162 8.. 192 2 

1 67174 0/emb | CAA59218 | 3.0e-26 (X84730) 
carboxylase [synthetic construct] 1 



1922 
446 

ribulose-bisphosphate 



32044 Seq. ID 

66282 Strand 
875 End 
OJ991118_13.0111.C2.ol.gp Method 
875 End 
3923_1.R1084 Score 
875. .1000, 1677. .1878, 1953. .2100, 2560. .3470, 34-96. .3518 
1 4263784 /gb | AAD154 4 4 | 2.0e-93 (AC006068) putative glycogenin-2 
protein [Arabidopsis thaliana] 1 



OJ991118_13.0111.C2 

.+ 
3518 
AAT/GAP 
3518 
2640 



32044 * Seq. ID 

66283 Strand 
9073 -End 
OJ991118_13.0111.C2.o2.gp Method 
9073 End 
LIB3475-004-P1-K2-A5 . Score 

9073.. 9353 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome V 



OJ991118_13.0111.C2 
+ 

9353 
AAT/GAP 
9353 
412 



32044 Seq. ID 

66284 Strand 

9590 End 

OJ991118_13.0111.C2.o3.gp Method 

95 90 End 

LIB34 75-004 -P1-K2-A5 Score 
9590. . 9837 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



OJ991118_13.0111.C2 

9837 
AAT/GAP 
9837 
394 



32044 Seq. ID 

66285 \ Strand 

18726 End ' 

OJ991118_13 . 0111 . C2 . o4 . gp ' Method 
18726 End 
LIB34 31-027 -P1-K1-D5 Score 
18726. . 18869 . 

•2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084). [Arabidopsis thaliana] 1 



OJ991118_13.0111.C2 

+ • ' . vV,..* 

18869 
AAT/GAP 
18869 
247 



32044 Seq.' ID 

66286 Strand 

20442 - End 
OJ991118_13.0111.C2.o6.gp - ' Method 

20442 End 

none Score 

20442. .20693 ' . 



OJ991118_13.0111.C2 

+ . ■ ■ '-' 

20693 

AAT/GAP 

20693 

484 



Seq. No. 
Gene No. 
Start 



32044 
66287 
20898 



Seq. ID OJ991118JL3.0111.C2 
Strand + 
End 21427 



32032 



Name 
Start 
GI- - - 
Exons 



OJ991118_13.0111.C2 .o7 . gp Method 

20898 End 

5667374 * Score 

20898. .21427 



~ AAT/GAP 
21427 
1024 



Seq. No. 32044 
Gene No. . 66288 

Start 19354 . 

Name ' * OJ9911 18^13 . 0111 . C2 . o3 . tm 
Start * " " '740 

GI - none 
Exons • 



Seq. ID OJ991118_13.0111.C2 
Strand 

End 19431 

Method TBLASTX: Maize 

End ' 2038 1 ?--" ' 

Score 422 



740. .1000, 746. .1000, 1661. .1876, 1672. .1899, 1674. .1877, 
1678. .1881, 1953. .2003, .1954. .2037, 1955. .2038 



Seq. No. 32044 

Gene No. 66288 

Start 19354 

Name OJ991118_13 . 0111, C2 . ol . tw 

Start 944 

GI none 
Exons 



Seq. No. 
Gene No. 
Start • 
Name 

StcJft 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. ID OJ991118_13.0111.C2 
Strand 

End 19431 
Method TBLASTX : Wheat 
End . 2029 
Score 83 



944. .1000, 946. .996, 1674. .1877, 1676. .1879, 1676. .1873, 
1684. .1881, 1945. .2007, 1954. .2028, 1955. .2029 



32044 

66288- > 7 -' • 
19354 

OJ991118_13.0111.C2.o2.ts 

1667 

none 



Seq.. ID OJ991118_13.0111.C2 

Strand - • 

End 19431 

Method TBLASTX : Soybean 

End . 2079 

Score 318 



1667. .1876, 1677. .1877, 1696. .1881, 1954. .2079; 1955. ,2077 



32044 
66288 
19354 

OJ991118_13.0111.C2.o2.tc 

1800 

none 



Seq. ID OJ991118_13.0111.C2 
Strand 

End 19431 

Method TBLASTX: Cress 

End 2 692 

Score 79 



1800. .1877, 1952. .2053, 1954. .2103, 1 955 .. 2101 , 25.60 .. 2 661 
2561.. 2692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32044 
66288 
19354 

OJ991118_13.0111.C2.ol.tm 

2532 

none 



Seq. ID OJ991118_13.0111.C2 

Strand - 

End ' 194 31 

Method TBLASTX: Maize 

End 3124 

Score 869 



2532. .2840, 2536. .3123, 2537. .3124, 2537. .3124 



32044 
66288 
19354 • 

OJ991118_13.0111.C2.o3.ts 

2560 

none 



Seq. ID OJ991118_13.0111.C2 
Strand 

End 19431 

Method TBLASTX : Soybean 

End . :304 3 

Score 134 



2560. .2664, 2561. .2692, 2666. .2791, 2783. .3043, 2788. .3009 



Seq. No, 



32044 



Seq. ID OJ991118 13. 0111. C2 



32033 




Gene No. 


66288 






Strand 






Start 


19354 






End 


19431 




Name 


OJ991118 13.0111 


.C2.o7 . tm 


Method 


TBLASTX: 


Maize 


Start 


9129 






End 


9826 




GI 


none 






Score" 


63 




Exons 


9129. . 


9188, 9142 


. . 9189, 9202 


..9258, 92 


04 . . 9254, 


9205. . 9264, 




9236.. 


937-3-, 924 6 


..9377, 9248 


..9352, 92 


49. . 9374, 


-9262 . . 9378, 




9621. . 


9743,' 9621 


;.9743, 9623 


..9745, 96 


35. . 9751, 


9723. . 9800, 




'9736. . 


9816, 9739 


.'.9825, 9749 


..9826 






Seq. No; 


32044 






Seq. ID 


OJ991118 


_13.0111.C2 


Gene No. 


66288 






. Strand 






Start 


19354 






End . 


19431 




Name 


OJ9911 


18_13.0111 


C2.o3. tc 


Method 


TBLASTX: 


Cress 


Start 


14996 






End 


15379 




GI 


none 






Score 


90 




Exons 


14996. 


.15145, 15232. .15378, 


15233. . 15379 




Seq. No. 


32044 






Seq. ID 


OJ991118 


13. 0111 .C2 


Gene No. 


66288 






. Strand 






Start 


19354 






End 


19431 




Name 


OJ9911 


18_13.0111 


C2.o6.tm 


Method 


TBLASTX: 


Maize 


Start 


14998 






End 


15274 




GI 


none 






Score 


202 




Exons 


14998 . 


.15138,. 14999, .15148, 


15020. .15151, 15229 


.,15273, 




15236. 


.15274 ' 










Seq. No.' 


32044 






Seq. ID 


OJ991118 


13.0111 .C2 


Gene No. 


66288 






Strand 






Start 


19354 






End 


19431 




Name 


OJ9911 


18JL3.0111. 


C2.o4 .ts 


Method 


TBLASTX: 


Soybean 


Start . 


15020 






End 


16290 


GI 


none 






Score 


93 




Exons 


15020. 


.15145, 15236. .15283, 


15870. . 160 


61, 15871 


. .16095, 




16117. 


.16194, 16204. .16290 









Seq. No. 32044 Seq. ID 

Gene No. 66288 Strand 

Start 19354 End 

Name OJ991118_13 . 0111 . C2 . o2 . tw Method 

Start 15035 End 

GI none Score 
Exons 



OJ991118_13,.0111.C2 

19431 ■■*'■'■'* 
TBLASTX: Wheat 
16194 
102 



15035. .15145, 15035. . 15127, 15233 .. 1542-4 ,' 15859 .. 16134 , 
15870. .16133, 16153. .16194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



32044 
66288 
19354 ■ 

OJ991li8_13.0111.C2.o2.tm 

15478 

none 



Seq. ID OJ991118_13.0111.C2 
Strand 

End . 19431 

Method ■ TBLASTX: Maize 
End 162 98 

Score 70 



15478. .15609, 15859 .. 162 93, 15870. .16298 



32044 
66288 
19354 

OJ991118 13.0111.C2.ol.tc 



Seq. ID OJ99.1118 13. 0111. C2 
Strand' 

End 19431 

Method TBLASTX : Cress 



32034 




Start 


15849 






End 


16280 




GI 


none 






Score 


506 




Exons 


15849. 


.16175, 15859 


. . 1.6182, 


15871. .15978, 1614 1. . 16278, 






16212. 


.16280 










Seq. No. 


32044 






Seq. ID 


OJ991118_13.0111 


.C2 


Gene No. 


66288 






Strand 






Start 


19354 






End 


19431- 




Name 


OJ9911 


18 13. 0111. C2 


. o5 . tm 


Method 


TBLASTX : Maize 




Start 


16430 






End 


16674 




GI 


none 






Score 


286 




Exons 


16430. 


.16594, 16431 


. . 16595, 


16618. .16674 




Seq. No. 


32044 






Seq. ID 


OJ991118_13.0111 


. C2 


Gene No. 


66288 






Strand 






Start 


19354 






End 


19431 




Name 


OJ991118 13. 0111. C2 


. o5 . gp 


Method 


AAT/GAP 




Start 


19354 






End 


' 19431 




GI 


LIB3477-003-P1-K1-E9 


Score 


104 




Exons 


19354. 


.19431 










GI Descrip. 


1 24985 


86/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGE] 




S 1 PRECURSOR (ORY 


S I) >gi 


1173557 (U31771) Ory s 1 [Oryz 




sativa 


] ' 










Seq. No. 


3204 4 






Seq. ID 


OJ991118_13.0111 




Gene No . 


66289 






Strand 






Start 


21523 






End 


29068 




Name 


OJ9911 


18_13.0111.C2 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


21523 






End 


29068 




GI 


none 






Score 


172 




Exons 


21523. 


.21633, 21527 


. .21634, 


21530. .21634, 21534 .. 2164 1, 






21802. 


.21927, 21803 


. .21913, 


22058. .22159, 22061 .. 22 156, 






22398. 


.22511, 22413 


. .22511, 


22415. .22528, 224 20 .. 22536, 






28225. 


.28317, 28395 


. .28514, 


28403. .28510, 28970.. 29068 




Seq. No. 


32044 






Seq. ID 


0J991118_13.Q111 


.C2 


Gene No. . 


66290 






Strand 






Start- -. ; . 


31480.- 






End • - 


. .3236? 




Name 


OJ9911 


18_13.0111.C2 


o4 . tm 


Method" 


TBLASTX: Maize * 




Start 


31480 






End 


31824 




GI 


none 






Score 


365 




Exons 


• 31480. 


.31590, 31567 


. .31821, 


31568. .31822, 31574 . ..31822, 






31594. 


.31824 










Seq. No. 


32044 






Seq. ID 


OJ991118_13.0111 


.C2 


Gene No. 


66290 






Strand 






Start - 


31480 






End 


32367 




Name 


OJ9911 


18_13.0111.C2 


.ol.ts 


Method 


' TBLASTX : Soybean 




Start 


31702 






End 


32367 




GI 


none 






' Score 


190 




Exons 


31702. 


.32367, 31703 


.31936, 


32003. .322 


72 




Seq. No. 


32045 






Seq. ID 


OJ991118_13.0111 


C3 


Gene No. 


66291 






Strand 


+ 




Start 


8834 






End • 


9502 




Name 


OJ991118 13. 0111. C3 


o2 . gp 


Method 


AAT/GAP ■ 




Start 


8834 






End 


9502 





32035 



GI 

Exons 



5803303 
8834. .9502 



Score 



1252 



Seq. No. 32045 * Seq. ID 

Gene No. 66292 Strand 

Start 5911 End 

Name OJ991118_13 . 0111 . C3 .o2 . ts Method 

Start . 4630 End 

"GI none Score 

Exons * 4630.. 4839- • 



OJ991118_13.0111.C3 
8687 ■ 

TBLASTX: Soybean 

4839- 

195 



Seq. No. 32045 

Gene No. 66292 

Start 5911 

Name OJ991118_13 . 0111 . C3 . ol . tm 
Start . , ' 4636 

GI none 

Exons 4636.. 4755, 4714.. 4845, 51i0. 
' 8253. .8465 



Seq. ID OJ991118JL3.0111.C3 
Strand 

End 8687 

Method TBLASTX : Mai ze 

End 8465 

'Score 168 * 

.5196, 5203.. 5262, 7776.. 8270, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



32045 
66292 
5911 

OJ991118_13.0111.C3.ol.gp 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ991118 13. 0111. C3 



8687 
AAT/GAP 
6072 
28 6 



5911 

5667165 , 
5911. . 6072 ' 

5670155/gbl AF161269. 1 IAF161269 4.0e-86 Oryza sati.va subsp. 
japonica BAC clone 34K24, complete sequence 



32045 
66292 
5911 

OJ991118_13.0111.C3.ol.ts 

8214 

none 

8214.. 8486, 8499.. 8681 

32045 
66292 
5911 

OJ991118_13.0111.C3.o2. tm 

8475 
none 

8475. .8687, 8517. .8687 

32045 
'■•66293 . 
13791 

OJ991118_13.0111.C3.o3.ts" 
13791 
none 
13791 
13921 
14403 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method. 
End " 
•Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991118_13.0111.C3 
8687 

TBLASTX: Soybean 

8681 

118 



OJ991118_13.0ill.C3 
8687 

TBLASTX: Maize 

8687 

■80 



OJ991118 13. 0111. C3 



13850, 13792. . 13851, 13908. 

13983, 14106.'. 14177, 14118, 

I45U4, 14625.. ;14708, 22523. 

22571. .22630, 22901 .. 22972 , 22901. 

23642. .23704, 23646.. 23714 



23714 

TBLASTX: Soybean 
23714 
58 

13985, 13914 . . 13982, 
14186, 14298. .14405, 
22636, 22562. .22630, 
22966, 23642. .23713, 



32036 




Seq. No. 


32045 


Seq. ID 


OJ991118_13.0111 


.C3 


Gene No. ■ 


66294 


Strand 






Start 


27600 


End 


28100 




Name 


OJ991118 13.0111.C3.bl.tc 


Method 


TBLASTX: Cress 




Start 


27600 


End 


28100 




GI 


none 


Score 


56 




Exons 


27600. .27818, 27858. .27938, 


28017. .28100' 




Seq. No. 


32046 


Seq. ID 


OJ991118_13.0111 


Cll 


Gene No. 


66295 


Strand 






Start 


1177 


End 


1362 




Name 


OJ991118 13.0111.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1177 


End 


1362 




GI 


none 


Score 


328 




Exons 


1177. . 1362, 1179. .1361 








Seq. No. 


•32047 


Seq. ID 


OJ991118_13.0111, 


C14 


Gene No. 


66296 


Strand . 






Start 


340 


End 


712 




Name 


OJ991118 13.0111.C14 .ol.gp 


Method 


AAT/GAP 




Start 


340 


End 


712 




GI 


uC-osflcyp033a04bl 


Score 


506 




Exons 


340. .712 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 • 






Seq. No. 


32048 


Seq. ID 


OJ991118_13.0111. 


C15 


Gene No. 


66297 


Strand 






Start 


58 


End 


203 




Name 


OJ991118 13.0111.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


58 


End 


203 




GI 


none 


Score 


158 




Exons 


58. .147, 59. .145, 120. .203, 


142. .201 






Seq. No. 


32048 


Seq. ID 


OJ991118_13.0111. 


C15 


Gene No. 


66298 


Strand 






Start 


285 


End 


958 ■ 




Name 


OJ991118 13.0111.C15.o2. tm 


Method 


TBLASTX: Maize 




Start 


285 


End 


638 




GI 


none 


Score 


92 




Exons 


285... 530, 313/. 528, 549. .638 


i 






Seq. No.' 


32048 ' ' 


Seq. ID 


OJ991118_13'. 0111. 


C15 


Gene No. 


66298 


Strand 






Start 


285 


End 


958 




Name 


OJ991118 13.0111.C15.ol. ts 


Method 


TBLASTX: Soybean 




Start 


288 


■ End 


958 




GI 


none 


Score 


96 




Exons 


288. .530, 358. .531, 54 9 .. 656, 728 958 


, 736. .936 




Seq. No. 


32048 


Seq. ID 


OJ991118_13.0111. 


CIS 


Gene No. 


66298 


Strand 






Start' 


285 


End 


958 




Name 


ujyyuiy 13.0111. ci5.oi.tw 


Method 


TBLASTX: Wheat 




Start 


488 


End 


910 




GI 


none 


Score 


43 





32037 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



488. .514, 489. .515, 514. .543, 539. .643, 543. .653, 544. .654, 
598. .654, 649/. 720, 651. .707, 708. .767, 711 767, .753 .-. 827, 
769./. 828, 769.-837, 800.. 910, 819.. 908, 826.. 909 



32048 
66299 
1713 

OJ991118_13.0111.C15.ol.tc 
1713 
.none 
1713. 
1880. 

1911.. 2012, 1936.. 2010, 2005. 



,1865, 1714. .1896, 1715. 
,1930, 1897.. 1929, 1899. 



Seq. ID OJ991118_13.0111.C15 
Strand 

End 2019 

Method TBLASTX: Cress 

End 2019 

Score *" 271 

.1897, 1715. .1897, 1877.-. 1930, 
.1943, 1908.. 1961, 1910.. 2002, 
,2019 



OJ991118_13.0111.C21 
+ 

1915 - 
AAT/GAP 
1915 
407 



32049 Seq. ID 

66300 Strand 
1099 End 
OJ991118_13. 0111.C21.ol.gp . Method 
1099 End 
2721_1.R1084 Score 
1099.. 1136, 1655.. 1915 

1 114 622/sp| P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP . synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) vATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 



Seq. No. 


32049 








Seq. ID 


OJ991118_13.0111.C21 


Gene No. 


66300 . 








Strand 


+ 


Start 


1099 








End 


1915 


Name 


OJ991118 13 


.0111. 


C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1652 








End 


1915 


GI 


none 








Score 


144 


Exons 


1652. .1753, 


1654. 


. 1782, 


1655. 


.1768, 1656.. 1781, 1752.. 1796, 




1755. .1820, 


1803. 


.1865, 


1803. 


.1847, 1805. .1867, 1843. .1866, 




1854. .1913, 


1855. 


.1914, 


1856. 


.1915- 




Seq. No. •'• 


32050 








Seq. ID 


OJ991118_13.0111.C23 


Gene No. 


66301 








Strand 




Start 


810 








End 


1029 


Name 


OJ991118 13 


.0111. 


C23.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


810 - 








End 


1029 


GI 


. none 








Score 


172 


Exons 


810.. 926, 8 


25. .92 


6,. 826. 


. 987, 


827. .943, 929. .979, 930. .986, 




977 . . 1027, 


978. .1028, 97 


8. .1028, 979.. 


1029 


Seq. No. 


, -32051 








Seq. ID 


OJ991118_13.0111.C24 


Gene No. 


.' .66302. 








Strand 




Start 


2 








End 


257 


Name 


OJ991118 13 


.0111. 


C24 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 








End 


257 


GI 


none 








Score 


227 


Exons 


2. .223, 3.. 


257 












^ /-\ 1- ^ 








Seq. ID 


OJ991118_13.0111.C25 


Gene No. 


66303 








Strand 


+ 


Start 


3882 








End 


4266 



'32038 



Name 

Start 

GI 

Exons 



OJ991118_13 . 0111 . C25 . o4\ tw Method 

2 . . End 

none Score 
2. .205, 3. .206 



TBLASTX: Wheat 

206 

314 



Seq. No. 32052 Seq. ID 

Gene No. ■ 66303 Strand 

.Start 3882 End 

Name . OJ991118_13 . 0111 . C25 . ©3 . tm Method 

Start 5 End 

GI none Score 

Exons 5. .214,' 6. .218, 6. .227 



OJ991118_13.0111.C25 
+ 

4266 

TBLASTX: Maize 

227 

283 . 



Seq. No. 32052 Seq. ID 

Gene No. 66303 Strand 

Start 3882 End 

Name OJ991118_13 . 0111 . C25 . ol . tw Method 

Start 207 • End 

GI none Score 

Exons 207. .785, 218. .781, 321. .785 



OJ991118_13.0111.C25 

+ 

4266 

TBLASTX: Wheat 

785 

649 



Seq. No. 32052 Seq. ID 

Gene No. 66303 Strand 

Start 3882 End 
Name' • OJ991118_13 . 0111 . C25 . ol . tc Method 

Start 4 92 End 

GI none Score 

Exons 492.. 656, 666.. 809, 668.. 808 



OJ991118_13.0111.C25 
+ 

4266 

TBLASTX: Cress 

809 

87 



Seq. No. 32052 Seq. ID 

Gene No. 66303 Strand 

Start 3882 End 

Name OJ991118_13 . 0111 . C25 . ol . ts Method 

Start 573 End 

GI none Score 

Exons ■ 573.. 833, 578.. 832 



OJ991118_13.0111.C25 
+ 

4266 

TBLASTX: Soybean 

833 

294 



Seq. No. 32052- Seq. ID 

Gene No. 66303 ' Strand 

Start 3882 ' End 

Name OJ991118_13 . 0111 . C25 . o2 . tm Method 

Start . 632 End 

GI none • Score 

Exons . 632. .919, 633.V923' 



OJ991118_13-.0111.C25 
+ 

4266 

TBLASTX: Maize 

923 

367 



Seq. No. 32052 Seq. ID 

Gene No. ■ 66303 Strand 

Start 3882 - End 

Name OJ991118_13 . 0111 . C25 . o2 . tw Method 

Start 7 92 End 

GI none Score 

Exons - 792.. 1007, 848. .391, 965.. 1417, 1007.. 
1054. .1305, 1292. .1414 



OJ991118_13.0111.C25 
+ 

4266 ' 

TBLASTX : Wheat 

1417 

232 

1132, 1017. .1184, 



seq. No. 
Gene No. 
Start 



32052 
66303 
3882 



Seq. ID OJ991118_13.0111.C25 
Strand + 
End 4266 



32039 



Name ■»* 


OJ991118 13.0111.C25.ol.tm 


Method 


TBLASTX: Maize 


Starts 


972 


End 


1570 


GI 


none- 


Score 


64 


Exons 


972. .1010, 974. .1132, 1012.. 


1125, 1130 


. . 1570, 1132... 1554 


Seq. No. ' 


32052 


Seq. ID 


OJ991118_13.0111.C25 


Gene No. 


66303 


Strand 


+ 


Start 


3882. 


End 


• 4266 


Name 


OJ991118 13.0111.C25.o3. tw 


Method 


TBLASTX: Wheat 


Start 


1417 


End 


1750 


GI 


none 


Score 


326 


Exons 


1417. .1686, 1418. .1750, 1421 


. . 1729 




Seq. No. 


32052. 


Seq. ID 


OJ991118 13.0111.C25 


Gene No. 


'66303 


Strand 


+ 


Start 


3882 


End 


4266 


Name 


OJ991118 13.0111.C25.ol.gp 


Method 


AAT/GAP 


Start 


3882 


End 


4266 


GI 


uC-osflcyp033a04bl 


Score 


608 


Exons 


3882. .4266 






GI Descrip. 


•6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Secq. No. 


32053 


Seq. ID 


OJ991118 13.0111.C30 


Gene No. 


66304 <V .. 


Strand 


+ • ~ 


Start 


1 


End 


117 


Name 


OJ991118 13.0111.C30.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


117 


GI 


uC-osflcyp099d06bl 


Score 


186 


Exons 


1. .117 






GI Descrip. 


, 4 521193/dbj | AB013450 . 1 | AB013450 3.0e- 


4 0 Oryza sativa DNA, 




similar sequence to Pib gene 


i 




Seq. No. 


32054 


Seq. ID 


OJ991118_13.0111.C37 


Gene No. 


66305 


Strand 




Start 


1 


End 


338 " 


Name 


OJ991118 13. 01.11. C37.ol.ts 


Method ' 


TBLASTX : Soybean 


Start 


1 


End : " 


338 


GI 


4397510 


Score 


337 


Exons 


1..240, 1..264, 2. .277, 3. .338, 253. .333, 254. .334 


GI Descrip. 


2147784/pir . S71081 4.0e-53 


NfADH dehydrogenase chain 3 - onion 




mitochondrion >gi_1.5 1.8 3 4 4_emb_CAA8 9850 


(Z49772) . NADH 




dehydrogenase subunit 3 [Allium cepa] 




Seq. No. 


32054 


Seq. ID 


OJ991118_13.0111.C37 


Gene No. 


' 66306 . 


Strand 




Start 


281 


End 


666 


Name 


OJ991118 13.0111.C37.ol.tm 


Method " 


TBLASTX: Maize 


Start 


281 


End 


660 


GI 


none 


Score 


366 


Exons 


281. .649, 358. .660 






Seq. No. 


32054 


Seq. ID 


OJ991118_13.0111.C37 


Gene No. 


66306 


Strand 




Start 


2V1 


End 


666 


Name 


OJ991118 13.0111.C37.ol.tc 


• Method 


TBLASTX: Cress 


Start 


293 


End 


655 



32040 




GI 


none 




Score 


370 


Exons 


293 . . 655, 358 654 








Seq. No. 


32054 




Seq. ID 


OJ991118_13.0111.C37 


Gene No. 


66306 




Strand 




Start 


281 




End 


666 


Name 


OJ991118 13.0111.C37 ol 


. tw 


Mpf hod 




Start 


391 ~~ 




End 


666 


GI 


none 




* Score 


286 ' 


Ex o n s 


391. .666, ..39-2*;'.-6'*'9>. 471 


.■. 647 






Seq. No. 


32055 




Seq. ID 


OJ991118_13.0111.C40 


Gene No. 


66307 




Strand 




Start 


342 




End 


475 


Name 


OJ991118 13.0111.C4 0.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


342 ~~ 




End 


475 


GI 


none 




Score 


110 


Exons 


342. .404, 343. .417, 343 


. .414, 


403. .468, 40-3. .471, 407. .472, 




407 . . 475 








Seq. No. 


32056 




Seq. ID 


OJ991118_13.0111.C46 


Gene No. 


66308 




Strand 




Start 


379 




End . 


546 


Name 


OJ991118 13 0111 C46 ol 


. tm 


Method 


TBLASTX: Maize 


Start vt>.; 


37 9 ..~ 




End 


546 / 


GI 


none 




Score 


277 


F.xon ^ 


379 546 381 ' 509 382 


..546 






Sea No 


32057 




Seq. ID 


OJ991118_13.0111.C53 


Gene No. 


66309 




Strand 




Start 


361 




End 


635 


Name 


OJ991118 13.0111.C53.ol 


an 


Method 


AAT/GAP 


Start 


361 ~ 




End 


635 


GI 


• uC-osf Icvo099hl0al 




Score 


443 


Exons 


361 . . 635 








GI Descrip. - 


1 7 69724/dbi 1 BAA0 68 28 1 1 


3 . Oe- 


27 (D32052) ORF92B [Oryza sativa] ' 


Seq. No. 


32058 ' 




Seq. ID 


OJ991118__13.0111.C57 • 


Gene No . 


66310 




S.trand 




Start 


1 




End 


121 


Name 


OJ991118 13.0111.C57.ol 


gp 


Method 


AAT/GAP 


Start 


1 




. End 


121 


GI 


LIB3.477-003-P1-K1-E9 




Score . 


159 ... ... 


Exons 


1 . . 121 








GI Descrip. 


f 2498586/so 1 040638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)" 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


-32059 




Seq. ID 


OJ991208_15.0103.C1 


Gene No. 


66311 




Strand 




Start 


1 




End 


673 


Name 


OJ991208 15.0103.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


673 


GI 


475357 




Score 


416 


Exons 


1..479, 573. .673 









GI Descrip. hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



32041 




Seq. No. 


32059 


Seq. ID 


OJ991208 


_15.0103.C1 


Gene No . 


66311 


Strand 






Start 


1 


End 


673 




Name 


OJ991208 15.0103.Cl.ol.tm 


Method 


TBLASTX: 


Mai ze 


Start 


85 ~ 


End 


482 




GI 


none 


Score 


123 




Exons 


85... 138,.. 117.. 482, 130.. 294, 


185. . 38 5 4 


354 . . 473 




Seq.- No. 


32059 


Seq. ID 


OJ991208 


_1'5.0103,C1 


Gene No . 


66311 


Strand 






Start 


1 


End 


673 




Name 


OJ991208 15.0103.Cl.ol.gs 


Method 


GENSCAN 




Start 


341 


End 


422 




GI 


none 


Score 


. 4 




Exons 


341. . 422 








Seq. No. 


32060 


Seq. ID 


OJ991208 


_15.0103.C2 


Gene No. 


.66312 


Strand 


+ 




Start 


111 


End 


631 




Name 


OJ991208 15.0103.C2.ol.gs 


Method 


GENSCAN 




Start 


111 ~ 


End 


631 




GI 


none 


Score 


. 46 




Exons 


111. .264, 311. .463, 549. .631 








Seq. No. 


' 32060 


Seq. ID 


OJ991208_ 


15. 0103. C2 


Gene No. 


66313 


Strand 






Start 


1 


End 


3916 




Name 


OJ991208 15.0103.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3916 




GI 


4539658 


Score 


53 




Exons 


1..44, 2459. .2592, 3863. .3916 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[ Sorghum 




bicolor] 








Seq. No. 


32060 


Seq. ID 


OJ991208_ 


_15.0103.C2 


Gene No . 


66313 


Strand 






Start 


1 


End 


3916' ; 




Name 


OJ991208 15.0103.C2.o2.gs 


Method 


GENSCAN " 




Start 


2719 


End 


3784 




GI 


none 


Score 


.77 




Exons 


2719.. 2871, 2948... 3214, 3728. 


.3784. 






Seq. No. 


32061 


Seq. ID 


OJ991208_ 


_15.0103.C3 


Gene No. 


66314 


Strand 


+ 




Start 


3126 


End 


4543 




Name 


OJ991208 15.0103.C3.o2.gs 


Method 


GENSCAN 




Start 


3126 


End 


4543 




GI 


none 


Score 


.81 




Exons 


3126. .3458, 4354. .4467, 4520. 


.4543 







Seq. No. 32061 • Seq. ID 

Gene No. 66315 ' Strand 

Start 5261 " End 

Name OJ991208_ib . 01U3 .C3. ol . gp Method 

Start 5261 End 

GI 36280 1.R1084 Score 



OJ991208_15.0103.C3 
+ 

5715 
AAT/GAP 
5715 . 
862 



, 32042 



.Exons 5261 . . 5715 

GI Descrip. . ' 52 95971/dbj | BAA81872 . 1 1 1.0e-81 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 32061 Seq. ID 

Gene No. 66316, Strand 

Start 7406 End. 

Name OJ991208_15 . 0103 . C3 . o3 . gp ■ Method 

Start 7406 End 

GI uC-osflM2020118f01al Score 

Exons 7406.. 7841 

GI Descrip. 1 5 2 95971/dbj I BAA81872 . 1 | 4.0e-64 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



OJ991208_15.0103.C3 
+ 

7841 . 
AAT/GAP 
7841 
809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32061 Seq. ID OJ991208_15 . 0103 . C3 

66317 Strand + 

9896 End 10223 

OJ991208_15.0103.C3.o4 . gp Method AAT/GAP 

9896 End 10223 

86158_1.R1084 Score 397 

9896. .10024,- 10049. .10223 

■5295936/dbj IAB026295.2 IAB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence 1 



Seq. No. 


32061 




Seq. ID 


OJ991208_ 


15. 


0103 


.C3 


Gene No. 


66318 




Strand 


+ 








Start 


11283 




End 


13417 








Name 


OJ991208 15. 0103. C3. 


o4 . gs 


Method 


GENSCAN 








Start 


11283 




End 


13417 








GI 


none 




Score 


.87 








Exons 


11283. .11384, 12172. 


.12291, 


13394. .13417 








Seq. Np. 


32061 




Seq. ID 


OJ991208_ 


15. 


0103 


C3 


Gene No. • 


66318 




Strand 


+ 








Start 


11283 




End 


13417 








Name 


OJ991208 15. 0103. C3. 


06 . gp 


Method 


AAT/GAP 








Start 


12825 




End 


12977 








GI 


.2798111 




Score. 


306 








Exons 


12825. .1297.7 














Seq. No. 


32061 




Seq. ID 


OJ991208_ 


15. 


0103. 


C3 


Gene No. 


66319 




Strand 










Start 


1 




End 


478 








Name 


OJ991208 15. 0103. C3. 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


478 








GI 


1169798 




Score 


83 








Exons 


1..25, 192. .272, 346 


. .478 












GI Descrip. 


GLUCOSE- 6-PHOSPHATE 


ISOMERASE, CYTOSOLIC B (GPI- 


B) 







( PHOSPHOGLUCOSE ISOMERASE B) (PGI-B) ( PHOSPHOHEXOSE ISOMERASE B) 
(PHI-B) gi | 63968 6 | dbj | BAA0814 9 | (D45218) phosphoglucose 
isomerase (Pgi-b) [Oryza sativa] 



Seq. No. 



32061 



Seq. ID OJ991208 15. 0103. C3 



32043 




Gene No., 


66320 




Strand 






Start 


1835 




End 


2580 




Name 


OJ991208 15 


.0103.C3.ol.gs 


Method 


GENSCAN 




Start 


1835 




End 


2580 




GI 


none 




Score 


. 56 




Exons 


1835. . 1840, 


2233.. 2466, 2515 


. .2580 






Seq. No. 


32061 




Seq. ID 


. OJ991208_15.0103 


.C3 


Gene No. 


66321 




Strand 






Start 


4884 




> End 


9686 




Name 


OJ991208 15 


. 0103.C3.o3.gs 


Method 


GENSCAN 




Start 


4884 




End 


9686 




GI 


none 




Score 


. 51 




Exons 


4884. .5456, 


5499. . 9686 








Seq. No. 


32061 




Seq. ID 


OJ991208.. 15.0103 


. C3 


Gene No. 


66321 




Strand - 






Start 


4884 




End 


9686 •'■ ■ 




Name 


OJ991208 15 


.0103.C3.o2.np 


Method 


AAT/NAP 




Start 


4887 




End 


9686 




GI 


5295971 




Score 


8114 




Exons 


4887. .9686 










GI Descrip. 


(AB026295) EST- D24315 (R1718) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 32061 
Gene No. 66321 
Start 4884 

Name OJ991208_15 . 0103 . C3 . o2 . gp 

Start 7042 
GI uC-osflcyp!39cl2al 
Exons 7042.. 7397 

GI Descrip. 1 529597 1/dbj | BAA8 1872 . 1 | 3 
corresponds to a region of 

Tobacco DNA for retroviral-like transposon Tnt 1-94 
[Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_15.0103.C3 

9686 
AAT/GAP 
7397 
589 



.0e-44 (AB026295) EST 
the predicted gene.; 



D24315 (R1718) 
Similar to 
(X13777) 



Seq. No / : 


32061 . " 


Seq. ID 


OJ991208 


_15.0103.C3 


Gene No. 


66322 


Strand 






Start 


10687 


End 


11109 




Name 


.OJ991208 15.0103.C3.o5.gp 


Method 


AAT/GAP 




Start. ' . 


• 1068.7- . . 


End . 


1X109 




GI 


none 


Score 


817. ' 




Exons 


10687. .11109 








Seq. No. 


32061 


Seq. ID 


OJ991208 


_15.0103.C3 


Gene NoV % 


66323 


Strand 






Start 


13733 


End 


15040 




Name 


OJ991208 15.0103.C3.o6.tm 


Method 


TBLASTX: 


Maize 


Start 


3128 


End 


12884 




GI 


none 


Score 


125 




Exons 


3.128.. 3295, 3129.. 3290, 3235 


. . 3291, 3398 . . 3457, 


3398. : 3454, 




3417.. 3461, 4350..4460, 4354 


'. .4464, 4356. .4463, 


103577;'1"0425, 




10358 . . 1042b, 103 62 .. 10427, 


10364 . . 10441, 10463 


. . 10621, 




10512. .10619, 10513. .10623, 


10717. . 10797, 10719 


. . 10796, 




11282. .11392, 11283. .11399, . 


11517. . 11639, 11521 


. . 11637, 



32044 





1 1522 .. 11638, 11700 .11795, 


11711. .11794, 11716. .11796, 




"121 68.. 12290, 12169.. 12294, 


12638. .12739, 12638 12739, 




12639. . 12740, 12813 . .12884 , 


12817. .12882 


Seq. No. 


32061 


Seq. ID 


OJ991208_15.0103 


Gene No . 


66323 


Strand 




Start 


13733" 


End 


15040 


Name 


. OJ991208 15.0103.C3.o5.ts 


Method 


TBLASTX: Soybean 


Start 


3218 ' 


End 


10803 


GI 


none 


Score 


85 


Exons 


3218. .3289, 3219. .3290, 3401 


. .3454,' 3417. .3461, 4351. .4 




4 362. .44 63, 4371. .44 69, 10355. .10426, 


10357. .10422, 




10513.. 10623, 10513.. 1062 9, 


10717. .10803, 10719. .107 99 


Seq. No. 


32061 


Seq. ID 


OJ991208_15.0103 


Gene No. 


66323 


Strand 




Start 


13733 


End 


15040 


Name 


OJ991208 15.0103.C3.o4. ts 


Method 


TBLASTX: Soybean 


Start 


■ 4911 


End 


5561 


GI 


none 


Score 


56 


Exons 


491*1. .5144, 5044. .5130, 5199 


. .5387, .5227. .5388, 5400. .5 


Seq. No. 


32061 


Seq. ID 


OJ991208_15.0103 


Gene No. 


66323 


Strand 




Start 


13733 


. End 


15040 


Name 


OJ991208 i5.0103.C3.ol. tc 


Method 


TBLASTX: Cress 


Start 


4920 


End 


5582 


GI 


none 


Score 


89 


Exons 


4920. .5138, 4924. .5130, 5205 


..5285, 5209. .5286, 5295. .5 




5296. . 5388, 5410. . 5520 






Seq. No. 


32061 


Seq. ID 


OJ991208_15.0103 


Gene No. 


66323 


Strand 




Start 


13733 


End 


15040 


Name 


OJ991208 15 . 0103.C3.o5. tm 


Method 


TBLASTX: Maize 


Start 


4921 


End 


5310 


GI 


none 


Score 


. 342 


Exons 


4921.. 5307, 4923.. '5228, 4923 


..5309, 5045. .5278, 5203. .5 


Seq. No. 


32061 


Seq. ID 


OJ991208JL5.0103 


Gene No. 


66323 


Strand 




Start 


13733 


End 


15040 


JSfame 


OJ991208 .15. 010.3. C3.o5.tw 


Method 


TBLASTX: Wheat ... 


Start 


4 950 


' End 


'5369' 


GI 


none 


Score 


63 


Exons 


4950. .5153, 4963. .5130, 5199 


. .5369, 5209. .5286 


Seq. No. 


32061 


Seq. ID 


OJ991208__15.0103 


Gene No. 


66323 


Strand 




Start 


13733 


End 


15040 


Name 


OJ991208 15.0103.C3.ol0.tm 


Method 


TBLASTX: Maize 


Start 


5316 


End 


5495 


GI 


none 


Score 


122 


Exons 


5316. .5495, 5317. .5493 ■ 






Seq. No. 


32061 


Seq. ID 


OJ991208_15.0103 


Gene No. 


66323 


Strand 





32045 



Start 


13733 








End 


15040 


Name 


OJ991208 15, 


. 0103 


.C3.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


5403 








End 


5714 


GI 


none 








Score 


64 


Exons 


5403. .5582, 


5607 


. .5714 








Seq. No. 


32061 








Seq. ID 


OJ991208_15.0103.C3 


Gene No. 


66323 








Strand 




Start 


13733 








End 


. 15040 


Name 


OJ991208 15, 


. 0103 


.C3 .o4 . 


tm . 


Method 


TBLASTX: Maize 


Start 


5497 








End 


5888 


GI 


none 








Score 


459 


Exons 


5497. .5886, 


5499 


. . 5888, 


5499. 


.5888 




Seq. No. 


32061 








Seq. ID 


OJ991208_15.0103.C3 


Gene No. 


66323 








Strand 




Start 


1.3733 








End * ' 


15040 


Name 


OJ991208 15, 


,0103, 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start • 


5715 








End 


6267 


GI 


none 








Score 


80 


Exons 


5715. .5939, 


5925, 


. . 6155, 


5949. 


.6116, 6138. .6266, 6178. .6267 


Seq. No. 


32061 








Seq. ID 


OJ991208_15.0103.C3 


Gene No. 


66323 








Strand 




Start 


13733 








End 


1504 0 


Name 


OJ991208 15, 


,0103, 


.C3.o3. 


ts 


Method 


TBLASTX: Soybean - ' . 


Start 


5940 








End 


6434 


GI 


5509260 








Score 


130 


Exons 


5940. . 6155, 


5959, 


. . 6117, 


6150. 


.6434, 6178. .6354 


GI Descrip. 














Seq. No. 


32061 








Seq. ID 


OJ991208_15.0103.C3 


Gene No. 


66323 








Strand 




Start 


13733 








End 


15040 


Name 


OJ991208 15. 


, 0103 . 


.C3.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


6051 








End 


6312 


GI 


none 








Score 


91 ■ 


Exons 


60.51. . 6155, 


6138 . 


. . 6311, 


6181. 


.6312 




Seq. No. 


32061 








Seq. ID 


OJ991208_15.0103.C3 


Gene No. 


66323 








Strand 




Start . 


13733 








. End 


15040 


Name, 


OJ991208 15 . 


0103. 


,C3,o8 . 


tm. 


Method 


TBLASTX: Maize 


Start 


6090 








End 


6383 


GI 


. none 








Score 


48 


Exons 


6090. . 6155, 


6091. 


, . 6132, 


6093. 


.6155, 6132. .6383, 6178. .6357, 




6245. . 6376 












Seq. No. 


32061 








Seq. ID 


OJ991208_15.0103.C3 


Gene No. 


66323 








Strand 




Start 


13733 








End 


15040 


Name 


OJ991208 15. 


0103. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6885 








End 


7364 ■ 


GI 


none 








Score 


66 


Exons 


6885 . . 7031, 


7056. 


. 7364, 


7068. 


.7328, 7069. .7359 


Seq. No. 


32061 








Seq. ID 


OJ991208_15.0103.C3 



32046 



Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



66323 
13733 

OJ991208_15. 

6909 

none 

6909. .7031, 

32,061 
66323 
13733 

OJ991208_15. 

6969 

none 

6969. .7364, 

32061 
66323 
13733 

OJ991208_15. 

7047 

•none 

7047. .7127, 

32061 
66323 
' 13733 

OJ991208_15. 

7458 

none 

7458. .7733, 

32061 
66323 
13733 

OJ991208_15. 

7671 

none 

'7671. .7763, 



0103.C3.o3.tc 



Strand 
End 

•Method 
End 
Score 



15040 

TBLASTX: Cress 

7349 

60 



7053. .7349, 7063. .7209, 7267.. 7299 



0103.C3.o2. tm 



6969.. 7391, 6970. 



Seq. ID OJ991208_15.0103.C3 
Strand. 

15040 

TBLASTX: Maize 
7395 
538 



End 

Method 
End 
Score 
.7395 



0103.C3.b4 .tw 



Seq. ID OJ991208_15.0103.C3 
Strand 

End 15040 

Method TBLASTX : Wheat 

End 7598 

Score 42 

7060. .7131, .7134. .7400, 7234. .7383, 7458. .7598 

Seq. ID .OJ991208_15.0103.C3 
Strand 

End. 15040 

0103 . C3 . 06 . ts Method TBLASTX : Soybean - 

End 7733 

Score 194 

7557. .7637 



Seq. ID OJ991208_15.0103.C3 
Strand 

End 15040 

Method TBLASTX: Wheat • 

End 8124 

Score 53 



0103.C3.ol.tw 



7671. .7751, 7731. .8120, 7*758 8123,' 7819. .8124 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32061 
66323 
13733 

OJ991208_15. 
7794 . ■ 
none 

7794 . .8 ; 033, 

32061 
66323 
13733 

OJ991208_15. 

8049. 

none 

8049. . 8474, 
8493. . 8768, 



0103..C3.o9.-tm 
7795. .8034 

0103.C3.ol.tm 



8049.. 8414, 8150". 
84y4 . .8/51 



Seq. ID OJ991208_15.0103.C3 
Strand 

End 15040 
Method . . TBLASTX : Maize 
End ' ' * 8034 
Score 2 62 



Seq. ID -OJ991208_15.0103.C3 
Strand 

End 15040 
Method TBLASTX : Maize 
End . 8768 

Score 417 

,8473, 8479. .8511, 8481. .8576, 



Seq. No. 



32061 



Seq. ID OJ991208 15. 0103. C3 



32047 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



66323 Strand 
13733 End 
OJ991208_15 . 0103*. C3 . o*7 vtm Method 
9003 End 
none Score 
9003. .9224, 9003. .9293, 9079. .9294 



15040 

TBLASTX*: Mal-ze 

9294 

215 



Seq. No.' 32061 
Gene No. • 66323- 
Start 13733 

Name OJ991208_15 . 0103 . C3 . o5 . tc 

Start 11319 
GI none 
Exons 11319. 

11709. 

12641. 



11354, 11349. 
11795, 11711. 
12703, 12642. 



,11399, 
,11794, 
,12737 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 

11517 

12153 



OJ991208 15. 0103. C3 



15040 

TBLASTX: Cress 
12737 
45 

11639, 11528. .11659, 
12287, 12169. . 12291, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



32061 Seq. ID 

66323 Strand 

13733 End 

OJ991208_15.0103.C3.o7 .ts Method 

11345 End 

none Score 



11345. .11395, 11517. v^l639, . Ivl540. .11638, 11709 
11711.. 11794 ifj-:- ; ^ ■ 



OJ991208_15.0103.C3 
15040 

TBLASTX: Soybean 

11795 

120 

11795, 



OJ991208 15.0103.C3 



32061 
66323 
13733 

OJ991208_15 .0103.C3.o3.np 
13730 
6633989 
13730. .14350, 14657. .15040 

(AB036059) cytochrome P450 [Arabidopsis thaliana] 
gi|6899886|embJCAB71895.1| (AL138642) cytochrome p450 (CYP78A9) 
[Arabidopsis t Ha liana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15040 
AAT/NAP 
15040 
911 



32061 
66323 
13733 

OJ991208_15.0103.C3.o3.tm 
13733 
none 
13733. 
14231. 
14763. 



13957, 13734 . .13952, 
14350, 14232. . 14351, 
14897 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ9912.08 15. 0103. C3 



15040 

TBLASTX: Maize 
14902 
191 

1394 3. .14233, 1394 4'. . 14 219, 
14 657. .1474 3, 14 756 .. 14 902, 



Seq. No. 32061 Seq. ID 

Gene No. 66323 Strand 

Start 13733 End 

Name OJ991208_15 . 0103 . C3 . o5 . gs Method 

Start 13733 End 

GI none Score 

Exons. 13733. .14350, '14 657. .14 998 



OJ991208__15.0103.C3 

15040 
GENSCAN 
14998 
.62 



Seq. No. 
Gene No. 



32061 
66323 



Seq. ID 
Strand 



OJ991208 15. 0103. C3 



32048 



Start 
Name 
Start 
GI 

Exons 



13733 

OJ991208_15.0103.C3.ol .ts 
13742 
none 
13742. 
14654 . 



End 15040 

Method TBLASTX : Soybean 

End" • 15040 

Score 57 



,13816, 13742. .13816, 1382 6 .. 14 350, 13830 14 351 , 
,14734, 14657. . 14734, 14 724 14 8 97 , 14 7 62 14 902 , 



14972. .15040 



Seq. No. 32061 • :• 

Gene No. 66323 

Start 13733 

Name OJ9912'08_15 . 0103 . C3 . o3 . tw 

Start 13742 

GI none ' 

Exons 13742. .13828, 13745 .. 13834 ,' 
13817. .13999, 13827. .14000 



Seq. ID OJ9-?12.08'_15.0103.C3 
Strand 
End 

Method 
End 
Score 



15040 

TBLASTX: Wheat 

14000 

134 



13816. .13866, 13817. .13891, 



Seq. No. " 32061 

Gene No. 66323 

Start 13733 

Name OJ991208_15 . 0103 . C3 . o2 . tc 

Start 13814 

GI none 

Exons . 13814-;^13963, 13875 .. 13958 , 

. " :. . ' 14121.Tl4351,. .14132.'., 14350 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_15.0103.C3 
15040 

TBLASTX: Cress 

14351 

67 



13985. .14119, .14018. .14116, 



Seq. No. 32061 Seq. ID 

Gene No. 66323 Strand 

Start 13733 End 

Name OJ991208_15 . 0103 . C3 . o7 . gp Method 

Start 14006 End 

GI LIB3434-042-P1-K1-F4 Score 

Exons • 14006.. 14325 

GI Descrip. '3831440 8.0e-28 (AC005819) putative cytochrome P450 

[Arabidopsis thaliana] >gi__4 41594 6_gb_AAD2017 6_ (AC006418) 
putative cytochrome P45.0 [Arabidopsis thaliana] 1 



OJ991208__15.0103.C3 

15040 
AAT/GAP 
14325 
530 



Seq. No. 


32062 








Seq. ID 


OJ9912.08 


_15 


.0103 


.C4 


Gene No. 


66324 








Strand 


+ 








Start 


6116 








End 


7116 








Name 


OJ991208 15. 


0103. 


C4 ,o3. 


gs 


Method 


GEN SCAN 








Start 


6116 








End 


7116 








GI. t .. 


none 








. Score 


.95 








Exons 


6116. .6140, 


685 1'; 


'.7116 














Seq. No. 


32062 








Seq. ID 


OJ991208 


_15 


0103 


.C4 


Gene No. 


. 66325 








Strand 


+ 








Start ^ 


14700, . 








i- End 


1&701 








Name 


OJ991208 15. 


0103. 


C4 .06. 


gs 


Method 


GENSCAN 








Start 


14700 








End 


15701 








GI 


none 








Score 


.79 








Exons 


14700. .15425 


, 15516. .15701 












Seq. No. 


,32062 








Seq. ID 


OJ991208 


JL5 


0103 


.C4 


Gene No. 


66325 








Strand 


+ 








Start 


14700 








End 


15701 








Name 


OJ991208_15. 


0103. 


C4 .o2. 


np 


Method 


AAT/NAP 









32049 



Start* 15067 End 15671 

GI 6572059 Score 224' 

Exons 15067'. . 15168/ 15375. . 15425, 15516 . .1567 1 

GI Descrip. (AL133452) putative protein [Arabidopsis thaliana] 



Seq. No. 32062 

Gene No. 66326 

Start, > 1 ' ' 

Name OJ991208_15 . 0103 . C4 . ol . np 

Start 1 

GI 5921926 

Exons 1..349, 392. .426 

GI Descrip. CYTOCHROME P450 78A3 gi | 2739008 | gb | AAB94 592 | (AF022463) CYP78A3p 
[Glycine max] 



Seq. ID OJ991208_15.0103.C4 
Strand 

End . 1144 

Method AAT/NAP - 

End 426 

Score 249 



Seq. No. 


32062 








Seq. ID 


OJ991208 


15 .0103 . 


C4 


Gene No. 


•66326 








Strand 








Start 


1 








End 


1144 






Name 


OJ991208 


__15 


.0103. 


C4 . ol . gs 


Method 


GENSCAN 






Start 


61 








End 


1144 






GI 


none 








Score 


.57 






Exons 


61. .362, 


401. .544 


, 996.. 1018, 


1020. .1144 






Seq. No. 


32062 . 








Seq-. ID 


OJ991208 


_15.0103. 


C4 


Gene . No . ■ 


.66327;. . 








Strand- 








Start 


3865- 








End 


4 903 * 






Name 


OJ991208 


_15 


.0103. 


C4 .o2.gs 


Method 


GENSCAN 






Start 


3865 








End ■ 


4*903 






GI 


none 








Score 


.91 






Exons 


3865. .4279, 


4887. 


.4903 










Seq. No. 


32062 








Seq. ID 


OJ991208 


_15.0103. 


C4 


Gene No. 


66328 








Strand 








Start 


7432 








End 


11162 






Name 


OJ991208 


_15 


.0103. 


C4 . o4 . gs 


Method 


GENSCAN 






Start 


7432 








End 


11162 






GI 


none 








Score 


.58 






Exons 


7432. .78 


59, 


8753. 


.8810, 10866. 


. 10943, 


11085. ; 11.162 




Seq. No. 


32062 








Seq. ID 


OJ991208 


_15.0103. 


C4 


Gene No. 


66329. 








Strand 








Start 


16917 








End 


1.8112 






Name. .., 


OJ991208 


_I5 


.0103. 


C4 .ol.ts. 


Method 


TBLASTX : .Soybean 




Start " 


7" 








End 


34 8 






GI 


none 








Score 


68 






Exons 


7. .117, 


8. . 


118, 106. .204, 107. 


.205, 226. .348, 227. .253 




Seq.- No. 


32062 








Seq.' ID 


. OJ991208 


_15.0103. 


C4 


Gene No. 


66329 








Strand 








Start 


16917 








End 


18112 






Name 


OJ991208 


_JL5 


.0103. 


C4 .o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


" 88 








End 


444 






GI 


none 








Score 


144 






Exons 


- 88. .195, 


88 


. . 354 , 


89. . 328, 2'A1 


. .333, 313. .444, 


362 . .412, 





Seq. No. 



. . 4 iy 

32062 



Seq. ID OJ991208 15. 0103. C4 



3,2050 



Gene No. 


66329 






Strand 






Start 


16917. 






End 


18112 




Ncime - 


• - 0 J9 9 1 2 0 8-T5-: 0 1 0 3 . C 4 


. o7 . gs 


Mpf h nd 


VJ l—i \w>ilLN 




Start 


16917 






End 


18031 




GI 


none 






Score 


. 67 




Exons 


16917 


.17644, 17753 


. . 17801, 


17876. . 18 


031 




Seq. No. 


32.062 






Seq. ID 


. OJ991208 


15 . 0103 


Gene No . 


- 66329 






Strand 






Start 


16917 






End 


18112 




Name 


OJ991208 15. 0103. C4 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


17034 






End 


18036 




GI 


none 






Score 


130 




Exons 


17034. 


.17333, 17059 


. 17217, 


17476. . 17682, 17481 


.17675, 




17503. 


.17682, 17753 


. 17806, 


17754. .17 


807, 17755 


. .17811, 




17876. 


.18022, 17880 


.18020, 


.17977. .18 


027, 17980 


. .18036 


Seq. No. 


32062' 






Seq. ID 


OJ991208 


15 . 0103 


Gene No. 


66329 






Strand 






Start 


16917 






End 


18112 




Name 


OJ991208 15. 0103. C4. 


o3 . np 


Method 


AAT/NAP 




Start 


17055 






End 


18019 




GI 


11700E 


9 




Score 


306 




Exons 


17055". 


.17336, 17499. 


.17716, 


17872. .18 


019 





GI .Descrip.. GLUTATHIQNE-S-TRANSFERASE ERD13- (GST CLASS PHI ) • 

gi I 481822 Ipir | | S39542' probable glutathione transferase (EC 
2.5.1.18) (clone ERD13) - Arabidopsis thaliana 
gi I 497789 | dbj IBAA04554 | (D17673) glutathione 's-transf erase 
[Arabidopsis thaliana] gi | 3201 614 | gb | AAC20721 . 1 | (AC004669) 
glutathione S-transf erase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32062 

66329 

16917 

OJ991208 

17058 

none 



15.0103.C4.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_15.0103.C4 
18112 

TBLASTX: Soybean 

17999 

94 



17058. .17267, - 17544. .17630, 17870. .17998, 17880. .17999 



Seq. No. 32062 

Gene No. 66329 

Start 16917 - 

Name . OJ991208__15.. 0103.. C4 . ol ,gp 

Start 17 331 

GI . 21736^1. R1084 

Exons 17331. .17671, 17753 .. 17801 , 
GI Descrip. 



OJ991208 15. 0103. C4 



Seq. ID 
Strand 

End • 18112 
.Method. . . AAT/GAP ... 
End 18112 ' 

Score 1165 
17876. .18112 

1 1170088/sp| P46440|GTH2_TOBAC. 3.0e-14 GLUTATHIONE S-TRANSFERASE 
APIC (GST CLASS- : PHI) >gi_67 68&6_dbj_BAA0 6150_ (D29680) The 
expression is induced by aluminium treatment and Pi starvation. 

[Nicotiana tabacum] >gi_1094 818_prf 2106387B Al-induced protein 

[Nicotiana tabacum] 1 * 



Seq. No. 32063 Seq. ID 

Gene No. '66330 Strand 

Start 1 End 

Name OJ991208_15 . 0103 . C6 . ol . np Method 

Start 1 End 



OJ991208_15.0103.C6 

4- 

1212 

AAT/NAP 

834 



32051 



GI 2992160 Score- 443 

Exons 1..411, 448. .644, 744. .834 

GI Descrip. (AB012392) MuDR-like element ' [Oryza sativa] 



Seq. No. 32063 Seq. ID 

Gene No. 66330 ' Strand 

Start 1 End 

Name' OJ991208_15 . 0103 . C6 . ol . gs Method 

Start 112 End 

GI none Score 

Exons 112. .404, 477. .644, 1140. .1212 



OJ991208_15.0103.C6 
+ 

1212. 
GENSCAN 
1212 
.67 



Seq. No. 32063 ' Seq. ID OJ991208_15 . 0103 . C6 

Gene No. 66331 Strand + 

Start 2778 End 4822 

Name OJ991208_15 . 0103 . C6 . ol . gp Method AAT/GAP 

Start 2493 ■ End 4822 

GI 28456JL.R1084 Score 1640 

Exons 2493. .2897, 3687. .3884, 4009. .4068, 4189. .4284, 4375. .4399, 

4691. .4822 

GI Descrip. ' 4 926867/gb | AAD32947 . 1 | AC007509_2 9.0e-72 (AC007509) serine 
acetyltransferase (GB : AF112303) [Arabidopsis thaliana] 1 



Seq. No. . 32063 . Seq. ID 

Gene No. . ■ 66331 Strand 

Start 2778 End 

Name OJ991208_15 . 0103 . C6 . ol . tm Method 

Start 2612 End 

GI none Score 
Exons 



OJ991208_15.0103.C6 
4822 

TBLASTX: Maize 

3768 

73 • 



2612. .2662, 2622. .2663, 2622. .2669, 2754. .2897, 2772. .2897, 
3680. .3766, 3681. .3767, 3685. .3768 



Seq. No. 


32063 








Seq. ID 


OJ991208_15.0103.C6 


Gene No. 


66331 








Strand 


+ 


Start 


2778 








End 


4822 


Name 


OJ991208 15 


.0103 


C6.o2. 


np 


Method 


AAT/NAP 


Start 


2747 








End 


4785 


GI 


4406384 








Score 


514 


Exons 


2747. .2897, 


3687 


.3884, 


4009. 


.4068, 4189. .4284, 4375. .4399, 




4691. .4785 












GI Descrip. 


(AF112303) 


serine acetyltransferase [Arabidopsis thaliana] 


Seq. No. 


32063 . 








Seq. ID 


_OJ9912Q8_;L5.0103,C6. 


Gene No". 


66331 








Strand 


+ 


Start - 


2778 








End 


4822 


Name 


OJ991208 15 


.0103. 


C6.o2. 


gs 


Method 


GENSCAN 


Start 


2778 








End 


4399 


GI 


none 








Score - 


.76 


Exons 


2778. .2897, 


3687. 


.3884, 


4084. 


.4284, 4375. .4399 


Seq. No. 


32063 








Seq. ID 


OJ991208_15.0103.C6 


Gene No. 


66331 








Strand 


+ 


Start 


2778 








End 


4822 


Name 


OJ991208 15 


.0103. 


C6.ol: 


tc 


Method 


TBLASTX: Cress 


Start 


2838 








End 


4784 


GI 


none 








Score 


63 


Exons 


2838. .2897, 


3684 . 


.3884, 


3684. 


.3884, 3686. .3886, 4003. .4068, 



32052 






4008 . .4052, 


4183. .4287, 4188 


..4286, 4372. .4398, 


4372. .4407, 




4669. .4782, 


4.682.. 4747, 4728 


. .4784 






Seq. No. 


32063 




Seq. ID 


OJ991208 


15 0103 C6 


Gene No. 


66331 




Strand 


+ 




Start 


2778 




End 


4822 




Name 


OJ99120-8 15 


.Q103.C6.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


3684 




End 


4761 


■GI 


none 




• Score 


252 




Exons 


3684 . . 3905, 


3684. .3884, 3686 


..3919, 4021. .4068, 


4183. .4287, 




4186. .4287, 


4375..4398, 4689 


. .4760, 4690. .4761 




Seq. No. 


32064 




Seq. ID 


OJ991208 


15 . 0103 . C7 


Gene No. 


66332 




Strand 


+ 




Start 


498 




End 


581 




Name 


OJ991208 15 


.0103.C7 .ol.np 


Method 


AAT/NAP 




Start 


498 




End 


581 




GI 


3367582 




Score 


65 




Exons 


498 . . 581 










GI Descrip. 


(AL031135) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


32064 




Seq. ID 


OJ991208 


_15.0103.C7 


Gene No. 


66333 




Strand 


+ 




Start 


3605 




End 


8234 




Name 


OJ991208 15 


.0"103.C7.o2.np., 


. Method 


AAT/NAP 




Start 


3458 


End 


8207 




GI 


6598797 




Score 


1651 




Exons 


3458 . . 3808, 


6777. .8207 








GI Descrip. 


(AF024504) 


putative acyl-CoA 


synthetase [Arabidopsis thaliana] 


Seq. No. 


32064 




Seq. ID 


OJ991208 


_15.0103.C7 


Gene No. 


66333 




Strand 


+ 




Start 


3605 




End 


8234 




Name 


OJ991208 15 


. 0103 . C7 . o2 . gs 


Method 


GENSCAN 




Start 


'3605 ~ 


End 


4893 




GI 


none 




Score 


.54 




Exons 


3605. .3808, 


4849. .4893 








Seq. No. 


32064" 




Sed;. ID 


OJ991208 


J.5.0103.C7 


Gene No. 


66333 




Strand 


+ 




Start 


3605 




End 


8234 




Name 


OJ991208 15 


.0103.C7.o3.gs 


Method 


GENSCAN 




Start 


57.7 9 ■ : . 




End 


§234 . 




GI 


none 




Score 


.75 




Exons 


5779 . . 5924, 


6542 . . 6617, 6777 . 


. .8234 






Seq. No. 


32064 




Seq. ID 


OJ991208 


_15.0103.C7 


Gene No . 


66334 




Strand 


+ 




Start 


10417 




End 


12160 




Name 


OJ991208 15 


.0103.C7.o3.np 


Method 


AAT/NAP 




Start 


9386 




End 


12133 




GI 


6598797 




Score 


1712 




Exons 


9386. . 9446, 


10332. .10614, 10706.. .12133 






GI Descrip. 


(AF024504) putative acyl-CoA 


synthetase 


s [Arabidopsis thaliana] 


Seq. No. 


32064 




Seq. ID 


OJ991208_ 


_15.0103.C7 


Gene No. 


66334 




Strand 


+ 





32053 



Start 
Name 
Start 
GI 

Exons 



10417 End 

OJ991208_15.0103.C7 ,o4 . gs Method 

10417 End 

none Score 
10417. .10614, 10673. .12160 



12160 
GENSCAN 
12160'? 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene- No . 

Start 

Name 

Start 

GI 

Exons 



32064 Seq. ID 

'66335 • *;■'-.•. Strand^ 

12930 "■' End 

OJ991208_15.0103.C7.o5.gs ' Method' 
12930 End 
none Score 



OJ9912-08_15.0i03.C7 

.15413 
GENSCAN 
15413 
. 95 



12930. .12958, 1324 1 .. 13428 , 13521 1364 1, 14747. .15413 



32064 
66335 
12930 ' 

OJ991208_15.0103.C7.o4.np 
13355 
2558660 

13355. .13471, 13537 .. 1364 1 , 14747. .15407 
(AC002354) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991208_15.0103.C7 
Strand 

End 15413 . 

Method AAT/NAP 

End 15407 

Score 401 



32064 
66336 
16274 

OJ991208_15.0103.C7.o5.tm 

1944 

none 



Seq. ID OJ991208_15.0103.C7 
Strand 

End 18277 

Method TBLASTX : Mai ze 

End 2118 

Score 216 



1944. .2096, 1945. .2118, 1945. .2091, 1946. .2092 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32064 
66336 
16274 

OJ991208_15.0103.C7.ol.ts 
3614 



OJ991208 15. 0103. C7 



none 
3614: . 
7559. . 
10705. 
11584 . 



Seq. ID 
Strand 
End 

_ Method 

End 
. Score 

3718, 5788.. 5913, 6776. .'6931, 6777. .7970, 7094. .7507, 
7957, 10413. .10523, 104 17 .'. 10602, 104 17 .. 10599, 
.10860, 10706. .10867, 10982 11896, 11014 .. 11511, 
.11874 



18277 

TBLASTX: Soybean 

11896 

124 



Seq. No. ... . 32064 
Gene No. 66336 ' 

Start. ' 16274 

Name OJ991208_15 . 0103 . C7 . ol . 

Start 3632 

GI none ■ :.' 

Exons 3632.. 3715," 5806.. 5913, 

7038. .7451, 7461. .7601, 
10706. .10870, 10982. .11 
11384 . . 11527 

Seq. No. 32064 

Gene No. 66336 

Start 16274 

Name OJ991208 15 . 0103 . C7 . o4 . 



Seq. ID . OJ991208_15. 010,3. C7. 
Strand 

End 18277 
tm Method TBLASTX : Maize 

End 11527 
Score .,75 
6776. .6931, 6777. .6995, 7037. .7426, 
10435. .10620, 10705. . 10872, 
377, 11035. . 11370, 1134 7 .. 11520, 



Seq. ID OJ991208_ 15.0103.C7 
Strand 

End 18277 

tc Method TBLASTX : Cress 



32054 



Start 


5800 




End 


10870 




GI 


none 




Score 


99 




Exons 


5800. .5907, 


6776.. 7006, 6777. 


.7010, 10438. .10620, 10705 


10806 




10706. .10870 








Seq. No. 


32064 




Seq. ID 


OJ991208JL5.0103 


.C7 


Gene No . 


66336 • 




Strand 






Start 


.16274 




End 


18277 




Name 


OJ991208 15. 


0103.C7.ol.tc 


Method ■ 


' TBLASTX: Cress 




Start 


7124 




End 


' 12160 




GI 


none 




Score 


971 




Exons 


7124. .7504, 


7131. .7982, 7556. 


.7945, 7755. .7961, 7971. .8234, 




8006. .8233, 


11047. .114 63, 1104 8. .11908, 11525. .11566, 






11608. .11880, 11897. .12160, 11932.. 12159 




Seq. No. 


32064 




Seq. ID 


OJ991208_15.0103 


. C7 


Gene No. 


66336 




Strand 






Start 


16274 




End 


18277 




Name 


OJ991208 15. 


0103.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7139 




End 


11235 




GI 


none 




Score 


203 




Exons 


7139. .7306, 


7140. .7310, 11065 


. .11235, 


11066. .11230 




Seq. No. 


32064 




Seq. ID' 


OJ991208_15.0103 


,C7 


Gene No. 


66336 




Strand 






Start 


16274 




End 


18277 




Name 


OJ991208 15. 


0103.C7.ol.tw 


Method 


TBLASTX : Wheat 




Start 


7461 




End 


11608 




GI 


none 




Score 


227 




Exons 


7461. .7682, 


7463.. 7660, 11384 


. .11608, 


11462. .11563 




Seq. No. 


32064 




Seq. ID 


OJ991208_15.0103 


C7 


Gene No . 


66336 




Strand 






Start 


16274 




End 


18277 




Name 


OJ991208 15. 


0103.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


7668 




End 


12127 




GI 


none 




Score 


96 




Exons 


7668. .7820, 


7706. .7783, 7817. 


.8032, 7818.V7898, 7956.. 8057, 




8055. .8216, 


8069.. 8200, 11603 


. . 11740, 


11614. .11739, 






11750. .11878 


, 11752. .11982, 11753. .11983, 11978 .. 12127 , 






11980.. 12126 • 








Seq. No. 


32064., , 




Seq. ID 


OJ991208_15..0103. 


CI 


Gene No. 


' 66336 




Strand 






Start 


16274 




End 


18277 




Name 


OJ991208 15. 


0103.C7.o3.ts 


Method 


TBLASTX: Soybean 




Start 


8022 




End 


12175 




GI 


none 




Score 


272 




Exons 


8022. .8243, 


8024. .8233, 11948 


. 12175, 


11950. . 12159 




Seq. No. 


32064 




Seq. ID 


OJ99.1208_15.0103. 


CI 


Gene No. 


66336 




Strand 






Start 


• 16274 




End 


18277 




Name 


OJ991208 15. 


0103.C7.o2.ts . 


Method 


TBLASTX: Soybean 




Start 


13305 




End 


15323 




GI 


none 




Score 


168 




Exons 


13305. .13397 


, 13529. .13597, 14751 .. 15323, 14755. .15267 





32055 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



32064 
66336 * 
16274 

OJ991208_15.0103.C7.o6. tm 
13311 



OJ9-91208 15. 010 3. "G7 



none 

13311. 

13517. 

14748, 

14788, 



Seq. ID. 
Strand ^ 
End 

_ Method 

End 
Score • 

13427, 13313. .13426, 13335 13427, 13517; . 13606, 
13597, 13537 , . 13623, 13592 .. 13642, . 13599 .. 13643, 
1.4798, 14749. . 14820, 14 78 6 14 94 4 , 14786 .. 14944 , 
14949, 14790. . 14960, 14790. .14972 



18277 

TBLASTX: Maize 

14972 

77 



Seq. No. 32064 

Gene No. 66336 

Start 16274 

Name OJ991208_15 . 0103 . C7 . o3 . tc 

Start 14739 

GI none 

Exons 14739. .14834, 1'48 65 .. 15245, 
15252.. 15305 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_15.0103.C7 
18277 

TBLASTX: Cress 

15305- 

63 



14908. .15021, 15088. .15234, 



Seq. No. .32064 

Gene No. 66336 

Start 16274 

Name ' OJ991208_15*. 0103 . C7 . o7 . tm 

Start ■ 15105 

GI none 

Exons 151 ; 05. .15224, 15118 15225 , 

Seq. No. 32064 

Gene No. 66336 

Start 16274 

Name OJ991208_15 . 0103 . C7 . 06 . gs 

Start 16274 

GI none 

Exons 16274. .16445, 16535 .. 1 6609, 
17590. .17715 



Seq. ID OJ991208_15.0103.C7 
Strand 

End 1827 7 

Method TBLASTX : Mai ze 

End 15303 

Score 90 
15216. .15302, 15217.. 15303 

Seq. ID OJ991208_15.0103.C7 
Strand 

End 18277 

Method GEN SCAN 

End 17715 

Score .71 
16802. .16841, 17194. .17315, 



Seq. No. 32064 
Gene No. 66336 
Start 16274 

Name OJ991208_15 . 0103 . C7 . o4 . ts 

Start , ■ 16340 

GI " none 

Exons 16340. .16444, 16341 16445, 



Seq. ID OJ991208_15.0103.C7 
Strand 

End 18277 
Method TBLASTX: Soybean' 
End _ ..16614 . 
'Score 112 
16534. .16614, 16568. .16609 



Seq. No. 32064 

Gene No. ' 66336 

Start ' 16274 

Name OJ991208_15 . 0103 . C7 . o4 . tm 

Start 16355 

GI none 

Exons 16355. .16444, 16356 .. 16445, 
16534. .1662 9, 16534. .16629 



Seq. ID OJ991208_15.0103.C7 

Strand ' - 

End 18277 

Method TBLASTX : Mai ze 

End 16629 

Score 120 
16359. .164 45, 16530. .16610, 



Seq. No. 
Gene No. 



32064 
66336 



S.eq. ID OJ991208_15.0103.C7 
Strand 



32056 



Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1627 4. End 
OJ991208_15.0103.C7.o5.np Method 

17138 " " End 

6691197 Score 



18277 
AAT/NA-P 
18277 
417 



17138. .17315, 17590. .17718; 17783 .. 1784 9, 18256. 
(AC007534) F7F22.5 [Arabidopsis thaliana] 



18277 



32064' . . - Seq. ID 

66336 ■ Strand 

16274 End 

OJ991208_15.0103.C7 .o3.tm Method 

17192 End 

none Score 



OJ991208_15.0103.C7 
18277 

TBLASTX: Maize 

17890 

126 • 



17192. .17275, 17193 17300, 17202 .. 1727 6, 17260 .. 1731 6, 
17267. .17314, 17269 1731 6, 17589 .. 177 17 , 17589 .. 17714 , 



17590. .17745, 17590, 
17807. .17890 



17715, 17803. .17889, 17804 .. 17890, 



Seq. No. 32064 
Gene No. 66336 
Start 16274 

Name OJ991208_15 . 0103 . C7 . o2 . tc 

Start 17207 

GI • none 

Exons- 17207. . 17314, 17208 17315, 

17209. .17316, 17210. . 17317, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 15. 0103. C7 



18277 

TBLASTX: Cress 
17897 
165 

17208.'. 17315, 17209. .17316, 
1758 9. .17714, 17590. .17715, 



17612. .17725, 17803 .. 1788 9, 17804 .. 178 90 , 17808.. 17897 



Seq. No. 32065 . Seq. ID 

Gene No. 66337 Strand 

Start 2340 End 

Name OJ991208_15 . 0103 .C8 . ol . gp Method 

Start 2340 End 

GI LIB3433-056-P1-K1-H8 Score 

Exons 2340.. 2670 

GI Descrip. ' 5257279/dbj | BAA81778 . 1 | 0.0e+00 (AP000364) Similar to 

Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] 1 . 



OJ991208_15.0103.C8 
+ 

2670 
AAT/GAP 
2670 
551 



Seq. No. 32065 

Gene No. 66338 

Start 3317 

Name . . OJ991208._JL5., 010.3 . C8 . o2 ..gs 

Start 3317 ' 

GI none 

Exons 3317.. 3511, 3661.. 3765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32065 
66339 
1 

OJ991208_15.0103.C8.ol.np 
1 

6691197 



Seq. ID OJ991208_15.0103.C8 

Strand + 

End 3765 

Method GENSCAN .... 

End 3765 

Score .57 



Seq. ID OJ991208_15.0103.C8 
Strand - • 

7895 
AAT/NAP 
2661 
427 



End 

Method 
End 
Score 

1. .18/ 296. .396, 1066. .1259, 1399.. 1490, 1767.. 1894, 2499.. 2661 
(ACpU/534) F7F22.5 [Arabidopsis thaliana] 



Seq. No. 



32065 



Seq. ID OJ991208_15.0103.C8 



32057 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



66339 Strand 

1 End 

OJ991208_15.0103.C8.ol. tm Method 

1078' End 

none Score 



7895 

TBLASTX: Maize 

1488 

206 



1078. .1260, 1083. .1262, 1370. .I486, 1372. .1488, 1385. .1480, 
1401. .1487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



32065 
66339 
1 

OJ991208_15.0103.C8.o2.np 

1791 

6649242 



Seq. ID OJ991208_15..0103.C8 
Strand 

End 7895 

Method AAT/NAP 

End 7895 

Score 90 



1791. .2094, 4448. .4766, 4932. .5107, 7865. .7895 

(AF201422) splicing coactivator subunit SRm300 [Homo sapiens] 



'32065 
66339 
1 

OJ991208_15.0103.C8.ol.ts 

4416 
none 



Seq. ID' OJ991208_15.0103.C8 
Strand 

End 7895 

Method TBLASTX : Soybean 

End 4673 

Score 122 



4416. ...4553, 4417. . 4518, 4501. .4560, 4530. .4673 



32065 
66339 
1 . 

OJ991208_15.0103.C8.o3.gs 

4428 

none 

4428. .4775 



Seq. ID OJ991208_15.0103.C8 
Strand 

End 7895 

Method GENSCAN 

End 4775 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32066 
66340 
132 

OJ991208_15 .0103.C9.ol.gs 

132 
none 



Seq. ID OJ991208_15.0103.C9 

Strand + 

End 3469 

Method GENSCAN 

End 3469 

Score .54 



132. .220, 444. .498, 632. .780, 1833. .2116, 2271. .2503, 2996. .3469 



32066 
■66340 

132 ■ . 

OJ991208_15.0103.C9.ol.gp 
1806 

LIB3432-002-P1-K1-B6 
1806.. 2116, 2219.. 2349 

'2264373 4.0e-40 (AC002354) putative NAM/no apical meristem 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ991208_15.0103.C9 

Strand . . + 

End' 3469 

Method AAT/GAP 

End 2349 

Score 829 



32066 
66340 
132 

OJ99i208_I5.U103.C9.ol.np 

1960 

2264373 



Seq. ID OJ991208_15.0103.C9 

Strand + 

End 3469 

Method AAT/NAP 

End 34 63 

Score 537 



32058 




Exons I960'. .2116, • 2219. .2482, 2996. .3089,, 3128. .3463 

GI Descrip. (AC002354) NAM (no apical meristem) -like protein [Arabidopsis 
thaliana] 



Seq. No. 


32066 


Seq. ID 


OJ991208 15.0103 


PQ 


Gene No . 


66341 


Strand 


+ 




Start 


4263 


End 


6264 




Name ' 


OJ991208 15. 0103.C9.o3.np 


Method 


AAT/NAP 




Start 


4263 


End 


6264 




GI 


4680492 


Score 


140 




Exons 


4263. .4311, 6024. .6264 ■ 








GI Descrip. 


(AF119222) putative reverse 


transcriptase [Oryza sativa^ 




Seq. No. 


32066 


Seq. ID 


OJ991208_15.0103. 


PQ 


Gene No. 


66342 


Strand 


+ 




Start 


27284 


End 


27804 




Name 


OJ991208 15.0103.C9.o4.gs 


Method 


GENSCAN 




Start 


27284 


End 


27804 




GI 


none 


Score 


.81 




Exons 


27284.. 27 315, 27 401.. 27499, 


27591. .27647, 27741. .27804 




Seq. No. 


32066 


Seq. ID 


OJ991208_15.0103. 


PQ 


Gene No. 


66343 


Strand 






Start 


3250 


End 


3727 




Name 


OJ991208 15.0103.C9.o2.gp-v. • 


Method 


AAT/GAP . 




Start 


3250 


End 


3727 




GI 


none 


Score 


921 




Exons 


3250. .3727 








Seq. No. 


32066 


Seq. ID 


OJ991208J15.0103. 


C9 


Gene No . 


66344 


Strand 






Start 


4262 


End 


26683 




Name 


OJ991208 15.0103.C9.o2.tm 


Method 


TBLASTX : Maize 




Start 


1839 


End 


13006 




GI 


none 


Score 


47 




Exons 


1839. .1883, 1869. .1907, 124 4 4 .. 12584 , 


12445. .12585, 






12678.'. 12830, 12678. .12776, 


12683. .12913, 12911. .13006, 






12912. .12995 








Seq. No. 


32066 


Seq. ID 


OJ991208_15.0103. 


C9 


Gene No . 


66344 


Strand 






Start 


4262 


End 


26683 




Name 


OJ991208 15.0103.C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1957 


End 


3084 




GI 


none 


Score 


216 




Exons 


1957.. 2118, 1959.. 2141, 2217 


..2339, 2218. .2343, 2354. .2467, 




2374.'. 2454, 2996.. 3082, 2998 


. .3084 






Seq. No. 


32066 


Seq. ID 


OJ991208_15.0103. 


C9 


Gene No. 


66344 


Strand 






Start 


4262 


End 


26683 




Name 


OJ991208 15.0103.C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


1968 


End 


2401 




GI 


none 


Score 


201 




Exons 


1968.. 2003, 1975.. 2118, 2070 


..2117, 2217. .2339, 2218. .2343, 




2354.. 2401, 2371.. 2397 









32059 




Seq. No. 


32066 






Seq. ID 


OJ991208_15.0103.C9 


Gene No. 


66344 






Strand 




Start 


4262 






End - 


26683; • 


Name 


OJ991208 15 


. 0103. 


C9 . o5 . tm 


Method 


TBLASTX: Maize 


Start 


2005 ~~ 






End 


3052 


GI 


none 






Score 


126 


Exons 


2005 . . 2115, 


2049. 


.2114,' 2230, 


..2268, 2232. .2267, 2269. .2343, 




2277 . .2339, 


2363. 


. 2551> 2363, 


. .2524, 2999. . 3052 


Seq . No . 


32066 






Seq. ID 


OJ991208_15.0103.C9 


Gene No. 


66344 






Strand 




Start 


4262 






End 


26683 


Name 


OJ991208 15 


. 0103. 


C9 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


2230 






End 


2461 


GI 


none 






Score 


143 


Exons 


2230. .2256, 


2232 . 


.2342, 2233, 


..2343, 2375. '.2461, 2375. .2452, 




2377 . . 2454 










Seq. No. 


32066 






Seq! ID 


OJ991208_15.0103.C9 


Gene No. 


66344 






Strand 




Start 


4262 






End 


26683 


Name 


OJ991208 15 


. 0103. 


C9 . o3 . gp 


Method 


AAT/GAP 


Start 


4262 — 






End 


5637 


GI 


974 1 R1084 






'Score 


1899 


Exons 


4262 . .4901, 


'5058 . 


5169. 5272 


, .5637 




GI Descrip. 


f 2109457 l.i 


Oe-158 


(AF001501) 


chitinase 


[Oryza sativa] 1 


Seq. No. 


32066 






Seq. ID 


OJ991208_15.0103.C9 


Gene No . 


66344 






Strand 




Start 


4262 






End 


26683 


Name 


OJ991208 15 


.0103. 


C9.o5.np 


Method 


AAT/NAP 


Start 


4486 






End 


24530 


GI 


2129478 






Score 


684 


Exons 


4486. .4901, 


5058. 


.5163, 5269. 


.5479, 9262. .9317, 2 1275 . . 2 1 600 , 




24381. .24530 








GI Descrip. 


chitinase (EC 3.2 


.1.14) precursor - beet gi |4 88731 | emb | CAA55883 




(X79301) chitinase [Beta vulgaris] gi\i 


329258 |emb|CAA5694 6| 




(X81056) Chitinase [Beta vulgaris] . 




Seq. No. 


• 32066 






Seq. ID 


OJ991208_15.0103.C9 


Gene No . 


66344 






Strand 




Start 


4262 






End 


26683 


Name 


OJ991208 15 


,0103. 


C9.o3.tm 


.Method 


.TBLASTX: Maize 


Start 


4514 






End 


5497 


GI 


none 






Score 


56 


Exons 


4514. .4588, 


4529. 


.4912, 4530. 


.4628, 4624. .4659, 4664. .4813, 




4698. .4907, 


4699. 


.4908, 4977. 


.5018, 5052. .5171, 5057. .5176, 




505$. .5177, 


5270. 


.5473, 5271. 


.5294, 526 


S5. .5497 


Seq. No. 


32066 






Seq. ID 


OJ991208_15.0103.C9 


Gene No. 


66344 






Strand 




Start 


• 4262 






End 


26683' 


Name 


OJ991208 15, 


.0103. 


C9.o2 .gs 


Method 


GENSCAN 


Start . 


4523 






End 


5551 


GI 


none 






Score 


. 94 


Exons 


4523. .4901, 


5058. 


.5169, 5272. 


.5551 





32060 




Seq. No. 


32066 








Seq. ID 


OJ991208 15 0103 C9 


Gene No. 


66344 








Strand 




Start 


4262 








End 


26683 


Name 


OJ991208 15 


.0103. 


C9.o2. 


np 


Method 


AAT/NAP 


Start 


4526 








End 


5623 


GI 


2109457 








Score 


1238 


Exons 


' 4526. .4901, 


5058. 


.'5169, 


5272 


. . 5623 




GI Descirip. 


(AF001501) 


chitinase [Oryza. 


sativa] 




Seq. No.- 


32066 








Seq. ID 


OJ991208_15.0103.C9 


Gene No. 


66344 








Strand 




Start 


4262 








End 


26683 


Name 


OJ991208 15 


. 0103 . 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4526 








End 


5398 


GI 


none 








Score 


96 


Exons 


4526. .4621, 


4643. 


.4897, 


4661 


..4801, 4698. .4880, 5060. .5089, 




5064. .5090, 


5099. 


. 5176,, 


5103 


..5177, 5270. .5398, 5271. .5294 


Seq. No. 


32066 








Seq. ID 


OJ991208_15.0103.C9 


Gene No. 


66344 








Strand 




Start 


4262 








End 


26683 


Name 


OJ991208 15 


.0103. 


C9.o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


4535 








End 


4904 


GI 


none 








Score 


184 


Exons 


4535. .4633, 


4643. 


.4903, 


4698 


. .4904, 4728. .4904 


Seq. No. 


32066 








Seq. ID 


OJ991208_15.0103.C9 


Gene No. 


66344 








Strand 




Start 


4262 








End 


26683 


Name 


OJ991208 15 


.0103. 


C9.o6. 


ts 


Method 


TBLASTX: Soybean 


Start 


5060 








End 


5473 


GI 


none 








Score 


77 


Exons 


5060. .5089, 


5109. 


.5171, 


5111 


..5170, 5249. .5407, 5271. .5396, 




5402. .5473' 













Seq. No. 32066 
Gene No. 66344 ■ 

Start ' 4262 

Name OJ991208_15 . 0103 . C9 . o3 . gs 

Start 8584 
GI none 
Exons 8584 . . 8880, 

11010. .11115 

13008. .13093 

18208. .18306 

21013. .22062 

25189. .25240 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_15.0103.C9 

26683 
GENSCAN 
26683 
.52 



8974. .9087, 9172. .9363, 9490. .9678, 10070 .. 10155 , 
, 11541. .11674, 12449. . 12584, 12680. . 12994, .... '.. 
14882, 16190. . 16277, 17786 .. 17926, 
18521, 18581. .18704, 193 68 . . 1 9425 , 
23630, 23725. .23844, 24 680 .. 24 74 2 , 
25539, 26018. .26161, 26243.. 26683 



14812. 
18364. 
23454. 
25409. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



32066 
66344 
4262 

OJ991208 
8615 
none 
861b 
8974 
9332 



15.0103.C9.ol.ts 



8782, 
9081, 
9364, 



8647 , 
8987, 
9487, 



.8883, 
.9088, 
. 9684, 



8648. 
9166. 
9488. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.8881, 
. 9270, 
. 9712, 



OJ991208 15. 0103. C9 



26683 

TBLASTX : Soybean 
11648 
258 

8683. .8883, 8968. .9084, 
9173. .9271, 9331. .9363, 
10068. .10139, 10070. .10159, 



32061 



10077. .10157, 11006. .11113, 11008 .. 11118, 11008 .. 11127 , 
11541. .11648 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32066 
66344 
4262 

OJ991208_15.0103.C9.o4 . np 

8629 

3080427 



Seq. ID OJ991208_15.0103.C9 
Strand 

End 26683 

Method AAT/NAP 

End 13021 

Score 1736 



8629. .8915, 8974. .9087, 9172. .9290, 9318. .9363, 9490. .9678, 
10070. .10155, 11010. .11115, 1154 1 .. 11674 , 12449. .12584, 
12680. .13021 

(AL022604) putative protein [Arabidopsis thaliana] 



32066 
66344 
4262 

OJ991208_15. 

8710 

none 

8710. .8796, 
8809. .8868, 
8979. . 9089, 
9320. .9364, 
10073. .10159 
11008. .11127 
11542. .11658 



0103.C9.ol.tm 



8747... 8797, 8748 
8867. .8884, 8974 
9166.. 9270, 9170 
9331.. 9366, 9478 
10074. .10157, 
11523. .11657, 
11543. .11659 



Seq. ID OJ991208___15.0103.C9 

Strand - . 

End 26683 

Method TBLASTX : Maize 

End 11675 

Score 77 
..8804, 8807. .8869, 8808. .8864, 
..9081, 8975. .9088, 8978. .9088, 
..9271, 9179. .9274, 9319. .9366, 
..9684, 9482..9679, 10068 .. 10142 , 
11004. . 11117, 11008. .11118, 
11540. . 11656, 11541. . 11675, 



Seq. No. 32066 

Gene No. 66344 

Start 4262 

Name OJ991208_15 . 0103 . C9 . o5 . tc 

Start 8740 

GI none 

Exons 8740. .8883, 8747 r .8884, 8752. 



Seq. ID OJ991208_15.0103.C9 
Strand 

End 26683 
Method TBLASTX : Cress 
End 11621 
Score 128 

8886, 8974. .9081, 8975. .9088, 
9684, 9506.. 9679, 10070 .. 10159, 



9181.. 9270, 9182.. 9265, 9487 
10071. .10157, 11006. . 11113, 11008 .. 11127, 11029 .. 11 118 , 
11532. .11621- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32066 1 Seq. ID 

66344 • Strand 
4262 End 
OJ991208__15 . 010.3 . C9.. o4 . gp Method 
9015 End 
LIB34 34-037-P1-K1-F11 Score 



OJ991208__15.0103.C9 

26683 
AAT/GAP 
10113 
914 



9015. .9087, 9172. .9363, 9490. .9678, 10070. .10113 

1 3080427/emb | CAA1874 6 . 1 1 6.0e-63 (AL022604) putative protein 

[Arabidopsis thaliana] 1 > 



32066 
66344 
4262 

OJ991208_15. 0103.C9.ol.tc 

11625 

none 

11625. . 11681, 12412. . 12585, 
12683. .12748, 12740. .12907, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_15.0103.C9 
26683 

TBLASTX: Cress 

12907 

122 



12444. .12584, 12678. .1274 3, 
12756. . 12812 



32062 



Seq. No. 32066 

Gene No. 66344 

Start 4262 

Name OJ991208_15 . 0103 . C9 . o3 . ts 

Start 12444 

GI none 

Exons 12444. .12584, 124 45 .. 12585, 
. • 12683. . 12832, 12683.. 12868 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_15.0103.C9 
26683 

TBLASTX: Soybean 

12868 

119 



12678. .12806, 12681 .. 12767, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32066 
66344 
4262 

OJ991208 

12465 

none 



15.0103.C9.o2.tw 



Seq. ID OJ991208_15.0103.C9 
Strand 
End 

Method 
End 
Score 



26683 

TBLASTX: Wheat 

12874 

58 



12465. .12584, 124 66 .. 12585, 12 683 .. 12733, 12758. .12874 



Seq. No. 32066 
Gene No. . 66345 
Start 27395 

Name OJ991208_15 . 0103.C9.o4 

Start 27395 

GI none 

Exons 27395. .27502, 27396 

27589. .27648, 27742 
27875. .28054, 27877 



tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 15. 0103. C9 



.27494, 27410. 
.27801/ 27756. 
.28086' 



28086 

TBLASTX: Maize 
28086 
151 

27502, 27588. .27647, 
27800, 27875. .28081, 



Seq. No. 32066 Seq. ID 

Gene No. 66345 Strand 

Start 27395 End 

Name OJ991208_15 . 0103 . C9 . o4 . tc Method 

Start 27402 End 

GI none Score 

Exons 27402. 

27592. 

27875. 



.27494, 27410. .27499, 274 13 .. 274 99, 27591 
.27648, 27727. .27798, 27729 .. 27800 , 27730 
.27982, 27877. .27981 



OJ991208_15.0103.C9 
28086 

TBLASTX: Cress 

27982 

156 

27647, 
27801, 



Seq. No. 32066 
Gene No. 66345 
Start 27395 

Name OJ991208_15 . 0103 . C9 . o5 . ts 

Start 27402 .. .. . ..... 

GI none 

Exons 27402. .27494, 27407 

27739. .27801, 27746 
27877. .27978 



Seq. ID 
Strand 
End 
■ Method 
End 
Score 

27499, 27592. .27648, 2773.0 
27805, 27875. .27979, 27876 



OJ991208 15. 0103. C9 



28086 

TBLASTX: Soybean 

27 979 ... 
143 

27801, 
27965, 



Seq. No. 32067 , ; 

Gene No. 66346 

Start 43 

Name OJ991028_14 . 0118 . CI . ol . gs 

Start 43 

GI none 

Exons 43.. 299, 367.. 477, 696.. 753 



Seq. ID OJ991028_14.0118.C1 

Strand + 

End 753 

Method GENSCAN 

End 753 

Score- .88 



Seq. No. 



32067 



Seq. ID OJ991028_14.0118.C1 



32063 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



66347 Strand 

94 6 End 

OJ991028_14 . 0118 . CI . o2 . gs Method 

94 6 End 

none Score 
946.. 1008, 1372.. 1422 



1422 . 
GENSCAN 
1422 
.52 



OJ991028_14.0118.C2 
-f 

6725 
AAT/NAP 
6725 
66 



32068 Seq. ID 

66348 Strand 
6583 * End 
OJ991028_14 . 0118 .C2.ol.np Method 
6583 End 
126094 Score 
6583. . 6725 

2-ACETAMIDO-2-DEOXY-D-GALACTOSE-BINDING SEED LECTIN II (CSII) 
gi I 260046 |bbs 1 118119 2-acetamido-2-deoxy-D-galactose-binding 
lectin II, CSII [Cytisus scoparius, seeds, Peptide, 248 aa] 

32068 Seq. ID OJ991028JL4 . 01 18 . C2 

66349 Strand 

828 End ■ 1069 

OJ991028_14 .0118 .C2 .ol .gp Method AAT/GAP 

828 End 1069 

LIB3477-003-P1-K1-E9 Score 107 

828.. 867, 9.97.. 1069 

'24 9858"6/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771)Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



32068 
66350 
9685 

OJ991028JL4 . 0118 . C2 . o2 . gs 

9685 

none 



Seq. ID OJ991028_14.0118.C2 
Strand 

End 12722 

Method GENSCAN 

End 12722 

Score .71 



9685. .9800, 11393. .114 50, 12672. .12722 



32069 
66351 
877 

OJ991028_14 .0118 .C3.ol.np 
877 

6175156 . 
877. .1221, 2564. .2583 ' 
(AC010796} putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ991028_14.0118.C3 

Strand + 

End 2583 

Method AAT/NAP 

End 2583 

Score 14 4. , 



32069 
66351 

877 . s 

OJ991028_14 . 0118 .C3.ol.gs 
963 
none 

963. . 1431 



Seq. ID OJ991028_14.0118.C3 

Strand + 

End 2583 

Method GENSCAN 

End 1431 

Score .98 



Seq. No. 
Gene No. 
Start 



66352 
5510 



Seq. ID OJ991028_14 .0118.C3 
Strand + 
End 6094 



320.64 




Name 


OJ991028 14 


0118 C3 o3 as 


MpfhnH 


V3 Hi LN O V^XilN 








Start 


5510 ~~ 




End 


\J \J _7 *i- 








GI 


none 




Score 


. 62 








Exons 


5510. .5617, 


5882 . . 6094- 












Seq. No. 


32069 




Seq. ID 


OJ991028 


_14 


.0118 


.C3 


Gene No. 


66353 




Strand 










Start 


.4223 




End 


4 540 








Name 


OJ991028 14 


.0118 C3 o2- as 


Mp 4- K oH 

I JC L. I i \J \JL 










Start 


4223 ~~ 




End 


4 S40 

*i +J rt \J 








GI 


none 




Score 


. 65 








Exons 


4223. .4540 














Seq. No. 


32069 




Seq. ID 


OJ991028 


_14 


.0118 


.C3 


Gene No. 


66354 




Strand 










Start 


4607 




End 


5756 








Name 


OJ991028 14 


.0118.C3.ol.ts 




TRT.A9TX • 


Soybean 




Start 


869. 




- End 


138 6 








GI 


none . 




Score 


53 








Exons 


869..9S2, 964. .1038, 1126.. 


1200 1189 










Seq. No. 


32069 




Seq. ID 


\JKJ -s ZJ A. \J \J 


_14 , 


.0118 




Gene No. 


66354 




Strand 










Start 


4607 




End 


5756 








Name 


OJ'991028 14 


.0118.C3.o2.np 


Method 


AAT/NAP 








Start 


4607 




End 


5756 








GI 


5042463 




Score 


160 








Exons 


4607. .4688, 


4740. .4871, 5533. .5756 










GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


32070 




Seq. ID 


OJ991028 


_14 . 


,0118. 


.C4 


Gene No. 


66355 




Strand 


+ 








Start 


143 




End 


492 








Name 


OJ991028 14, 


.0118.C4.ol.gs 


Method 


GENSCAN 








Start 


143 




End 


492 








GI 


none 




Score 


.71 








Exons 


143. .492 














Seq. No. 


32071 




Seq. ID 


OJ991028_ 


_14 . 


0118. 


,C5 


Gene No. 


66356 




Strand 


+ 








Start 


314 




End 


393 








Name 


OJ991028 14. 


,0118.C5.ol.gs 


Method 


GENSCAN 








.Start 


314 ' 




End 


. 393 








GI 


none 




Score 


. 91 








Exons 


314 . .393 














Seq. . No . 


32071 




Seq. ID 


OJ991028_ 


_14. 


0118. 


C5 


Gene No . 


66357 




Strand 


+ 








Start 


.2037 




End 


3636 








Name 


OJ991028 14. 


0118.C5.o2.gs 


Method 


GENSCAN 








Start 


2037 




End 


3636 








GI 


none 




Score 


.7 








Exons 


2037. .2220, 


3617.. 3636 












Seq. No. 


yzo"/i 




Seq. ID 


OJ991028_ 


_14 . 


0118. 


C5 


Gene No . 


66358 




Strand 










Start 


682 




End 


1109 









32065 



Name 


OJ991028- 14 


: -0118.C5.ol.gp 


Method 


AAT/GAP 


S.tart 


682 




End 


1109 


GI 


uC-osflcypl43h03bl 


Score 


673 


Exons 


682. .994, 1057. .1109 






GI Descrip. 


! 3386598 3. 


0e-38 (AC004665) 


putative cytochrome 




[Arabidopsis thaliana] 1 






Seq.. l^p. 


32072*... .. 




Seq. ID 


OJ991028 


Gene No. 


66359 




Strand 


+ 


Start 


1 




End 


982 


Name 


OJ991028 14 


.0118.C6.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


982 


GI 


6721543 




Score 


129 


Exons ' 


1..51, 866. 


.982 






GI Descrip. 


(AP001073) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


32072 




Seq. ID 


OJ991028_ 


Gene No. 


66360 




Strand 


+ 


Start 


995 




End 


2501 


Name 


OJ991028 14 


.0118.C6.o2.np 


Method 


AAT/NAP 


Start 


995 




End 


2501 


GI 


5441880 




Score 


1781 


Exons 


995. .2000, 


2445. .2501 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene..; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



32072 
66360 
995 

OJ991028_14.0118.C6.ol. tm 

1556 
none . 

1556. .1684, 1564. .1662, 1716 



Seq. ID OJ991028_14 .0118 ,C6 

Strand + 

End 2501 

Method TBLASTX: Maize 

End 2152 

Score 93 
.2017, 1735. .1956, 2081.. 2152 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descr.ip. 



Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32072 Seq. ID 

66360 Strand 
995 End' 
OJ991028_14 .0118.C6.ol.gp Method 
1599 End 
5701669 Score 
1599.. 2030 

54.4 1880 /dbj. i BAA8.2378 . 1 1 5.0e-75 (AP000367) .EST. C28952 .(C6.2 94 5 ). 
corresponds to a region of the predicted gene'.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ991028_14.0118.C6 
+ 

2501 
AAT/GAP 
2030 
841 



32072 
66360 
995 

OJ991028_14.0118.C6.ol. tw' 

1850 
none 



Seq. ID OJ991028_14 .0118 .C6 



Strand 
End " 
Method 
End 
Score 



2501 

TBLASTX: Wheat 

2230 

208 



1850. .2044, 1859. .2056, 2050. .2169, 2054. .2230, 2054. .2200 



seq. no. 
Gene No. 
Start 



32073 
66361 
1 



Seq. ID OJ991028_14.0118.C7 
Strand + 
End 3361 



32066 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991028_14 .0118.07. ol.np Method AAT/NAP 

1. .... . -E n< d 2804 

5441880 . Score 2395 

1..190, 296. .632, 1221. .1519, 1596. .1854, 2099. .2172, 

2209.. 2232, 2323.. 2454, 2570.. 2804 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] . ■ * 



Seq. No. 32073 

Gene No. 66361 

Start 1 

Name OJ991028_14 . 0118 . 07 . ol . gs 

Start 42 

GI none 
Exons 



Seq. ID OJ991028__14.0118.C7 

Strand + 

End 3361 

Method GEN SCAN 

End 3083 

Score .75 



42. .190, 296. .632, 717. .1127, 1221. .1519, 1596. .1854, 
1947. .2129, 2195. .2232, 2323. .2454, 2518. .2565, 257.0 .. 2772 , 
2923.. 3083 



Seq. No. 32073 Seq. ID OJ991028 

Gene No. 66361 Strand + 

Start 1 . End 3361 

Name OJ991028_14 . 0118 . C7 . ol . gp Method AAT/GAP 

Start . 1347 ■ End 1846 

GI • LIB3475-007-P1-K1-G8 Score 793 

Exons 1347.. 1519, 1596.. 1846 

GI Descrip. ■ 544 1880/dbj | BAA82378 . 1 | 5. 

corresponds to a region of 



14. 0118. C7 



Oe-75 (AP000367) EST 
the predicted gene.; 



C28952 (C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 32073 Seq. ID OJ991028_14 . 0118 . C7 

Gene No. 66361 Strand + 

Start 1 End 3361 

Name OJ991028_14 . 01 18 . C7 . o2 . gp Method AAT/GAP 

Start 2908 End 3361 

GI LIB3431-045-P1-N1-A10 Score 876 

Exons 2908.. 3361 

GI Descrip. * 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ? 



Seq. No. 


32073 




Seq. ID 


OJ991028_ 


14.011S 


I.C7 


Gene No.' 


66362 




Strand 


+ 






Start 


18381 




End 


.20319 ■ 






Name 


OJ991028 14-. 0118. C7 


. o4 . gs 


Method 


GENSCAN 






Start 


18381 




End 


20319 






GI 


none 




Score 


.83 






Exons 


18381. . 18431, 18760 


. .18857, 


18893. . 18 


978, . 19775. 


.20319 




Seq. No. 


32073 




Seq. ID 


OJ991028_ 


14.0118 


: .C7 


Gene No. 


66363 




Strand 


+ 






Start 


31191 




End 


32886 






Name 


OJ991028 14. 0118. C7 


. o5 . np 


Method 


AAT/NAP 






Start 


31179 




End 


32886 






GI 


5091604 




Score 


160 






Exons 


31179 . . 31427, 32650 


. . 32886 










GI Descrip. 


(AC007858) 10A19I.8 


[Oryza 


sativa] 









32067 



Seq. No. 


32073 


Seq... ID 


..OJ991028_14.0118 


.C7 


Gene No-. 


66363 


Strand 


+ 




Start 


31191 


End 


32886 




Name 


OJ991028 14.0118.C7.o6.gs 


Method 


GENSCAN 




Start 


31191 ~ 


End 


31418 




GI 


none 


Score 


. 57 




Exons 


31191 . . 31418 








Seq. No. 


32073 


Seq. ID 


* - - j ■" ' 

OJ991028 14.0118 


.C7 


Gene No. 


66364 


Strand 






Start 


3304 


End 


3723 




Name 


OJ991028 14.0118.C7.o3.gp 


Method 


AAT/GAP 




Start 


3304 


End 


3709 




GI 


7406 1.R1084 


Score 


656 




Exons 


3304 . . 3709 








GI Descrip. 


' 1122315/emb ICAA63901 1 7 . Oe 


-10 (X94191 


) heat shock protein 




[Pennisetum glaucum] 1 








Seq. No. 


32073 


Seq. ID 


OJ991028_14.0118 


.C7 


Gene No. 


66364 


Strand 






Start 


3304 


End 


3723 




Name 


OJ991028 14.0118.C7.o2.np 


Method 


AAT/NAP 




Start 


3595 • 


End 


3723 




GI 


6721543 


Score 


99 ■ 




Exons 


359.5. .3723 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32073 


Seq. ID 


OJ991028_14.0118 


.C7 


Gene No. 


66365 


Strand 






Start 


13295 


End 


27724 




Name 


OJ991028 14.0118.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


6269 


End 


27724 




GI 


none 


Score 


36 




Exons 


6269. .6451, 6503. .6817, 27403 .. 27426, 


27428. .27547, 27635. 


Seq. No: " 


32073 


Seq. ID 


OJ991028_14.0118 


.C7 


Gene No. 


66365 


Strand 






Start 


13295 • 


' End 1 


27724 




Name 


OJ991028 14.0118.C7.o3.np 


Method 


~ AAT/NAP ■ 




Start • 


12552 


End 


21266 




GI 


5091513 


Score 


1384 




Exons 


12552. . 13091, 13749. .15151, 


15897. .16154, 16714. .16897, 






204.75. ...20742,. .21109. .2126.6 








GI Descrip. 


(AB0234 82) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


32073 


Seq. ID 


OJ991028_14.0118 


.C7 


Gene No . 


66365 


Strand 






Start 


13295 


End 


27724 




Name 


OJ991028 14.0118.C7.o3.gs 


Method 


GENSCAN 




Start 


13295 


End 


17475 




GI 


none 


Score 


. 66 




Exons 


132 95. .13394, 13611. .13810, 


13812. .13939, 13964. .14218, 






14224 .. 14567, 14 610 .. 15206, 


15975. .16194, 1 6604 .. 16739, 






16783. . 17286, 172,?2 .. 17352 , 


17420. .17475 




Seq. No. 


32073 


Seq. ID 


OJ991028_14 .0118. 


C7 


Gene No. 


66365 


Strand 







32068 



Start 


13295 




End 


27724 






Name- 


OJ991028 14. 0118. C7 


. o4 . gp 


Method 


AAT/GAP 






Start 


17610 




End 


18128 






GI 


38782 1.R1084 




Score 


790 






Exons 


17610. .18128 












GI Descrip. 


1 6069643/dbj IAP000616. 1 IAP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6 , 


clone: P0514G12' 








Seq . No 


" 32073 




Seq. ID 


OJ991028 


_14.0118 


C7 • 


Gene No. 


66365 




Strand 








Start 


13295 




End 


27724 






Name 


OJ991028 14. 0118. C7 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


23832 




End 


24077 






GI 


none 




Score 


189 






Exons 


23832. .24077, 23833 


. . 24072 










Seq. No. 


32073 




Seq. ID 


OJ991028 


14 .0118 


C7 


Gene No. 


66365 




Strand 








Start 


13295 




End 


27724 






Name 


OJ991028 14. 0118. C7 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


23893 ' 




End 


24309 






GI 


none 




Score 


137 






Exons 


23893. .24150, 24184 


. .24309 










Seq. No. 


32073 




Seq. ID 


■ OJ991028 


14 . 0118 . 


C7 


Gene No . 


66366 




Strand 








Start 


31187 




End . 


31419 






Name 


OJ991028_14 .0118. C7 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


31187 




End 


31419 






GI 


none 




Score 


257 






Exons 


31187. .31405, 31200 


. . 31412, 


31201 . . 314 


19 






Seq. No. 


32074 




Seq. ID 


OJ991028 


14 .0118 . 


C8 


Gene No. 


66367 




Strand 


+ 






Start 


1 




End 


942 






Name 


OJ991028_14 .0118.C8 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


942 






GI 


5852084 




- Score 


73 






Exons 


1. .20, '858. .942 












GI Descrip. 


(AL117264) zwh0007. 


1 [Oryza 


sativa] 








Seq. No. 


32074 




Seq. ID 


OJ991028 


14-. 0118 . 


C8- 


Gene No. . 


,66368 




S.trand 


+ 






Start 


881 




End 


' 945 






Name , 


OJ991028 14. 0118. C8 


. ol . gs 


Method 


GENSCAN 






Start 


881 




End 


945 






GI 


none 




Score 


.48 






Exons 


881. .945 












Seq. No. 


32075 




Seq. ID 


OJ991028 


_14.0118. 


C9 


Gene No. 


66369 




Strand 








Start 


549 




End 


1517 






Name 


OJ991028 14. 0118. C9 


. o3 . tm 


Method 


TBLASTX : 


Maize 




Start 


516 




End 


762 






GI 


none 




Score 


63 






Exons 


516. .761, 637. .762 













32069 



Seq. No. 


32075 










Seq. ID 


OJ991028 


Gene No. 


66369 










Strand 




Start 


549 










End 


1517 


Name 


OJ991028 14 


.0118 


.C9. 


ol 


. as 


Method 


GENSCAN 


Start 


549 










End 


1457 


GI 


none 










Score 


. 74 


Exons 


549. . 1457 














Seq. No. 


32075 










Seq. ID 


OJ991028 


Gene No. 


66369 










Strand 




Start 


54 9 










End 


1517 


Name 


OJ991028 14, 


.0118 


.C9. 


ol 


.np 


Method 


AAT/NAP 


Start 


558 










End 


' 1517 


GI 


4539660 










Score 


1230 


Exons 


558. .1517 















GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



Seq. No. 32075 

Gene No. 66369 

Start 549 

Name OJ991028_14 . 0118 . C9 . o2 . tw 

Start 570 

GI none 

Exons 570.. 902, 679.. 903..y 



Seq. ID OJ991028_14.0118.C9 
Strand 

End 1517 

Method TBLASTX : Wheat 

End 903 

Score 95 



Seq. No. 32075 

Gene No. 66369 

Start 549 

Name OJ991028_14 . 0118 . C9 . ol . tm 

Start 762 

GI none 
Exons 



.Seq. ID OJ991028_14.0118.C9 
Strand 

End 1517 

Method TBLASTX : Maize 

End 1346 

Score 266 



762. .1190, 763. .1191, 912. .1250, 1049. .1195, 1184. .1318, 
1188. .1346, 1192. .1344 



Seq. No. 32075 

Gene No. 66369 

Start 549 

Name OJ991028_14 . 0118 . C9 . ol . tw 

Start 903 

GI none 

Exons' 903. .1508, 904. .1473 



Seq. ID OJ991028_14.0118.C9 
Strand 

End 1517 

Method TBLASTX : Wheat 

End 1508 

Score 341 



Seq.- No. 32075 

Gene No. 66369 

Start 549 

Name OJ991028_14 . 0118 . C9 . o2 . tm 

Start 1347 

GI none 

Exons 1347.. 1508, 1351.. 1506 



Seq. ID OJ991028_14.0118.C9- 
Strand 

End 1517 

Method TBLASTX : Maize 

End 1508 

Score 157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32076 
66370 
1 

OJ991028_14 .0118 .C10. ol.np 

I 

5257279 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End 5114 

Method AAT/NAP 

End 5114 

Score 6156 



1..143, 258. .428, 636. .3354, 3986. .4221, 4569. .5114 



32070 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Strart. 

GI 

Exons 



(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



32076 Seq. ID 

66370 Strand 
1 End 
OJ991028_14 .01-18. CIO. o7.tw Method 
6 End- 
none -Score 

6. .134, 7..126- 



OJ991028_14 .0118. CIO 
5114 

TBLASTX: Wheat 
134- 

116 " " 



Seq. No. 32076 Seq. ID 

Gene No. 66370 Strand 

Start 1 End 
Name . OJ991028_14 . 0118 . C10 . o4 . tm Method 

Start 18 . End 

GI - none Score 

Exons 18. .308, 22. .309, 170. .310 



OJ991028_14 .0118. C10 
5114 

TBLASTX: Maize 

310 

221 



Seq. No. 32076 Seq. ID. 

Gene No. 66370 • Strand 

Start 1 End 

Name OJ991028_14 . 01 18 . C10 . o2 . ts Method 

Start ' 111 . End 

GI none ' ' Score 

Exons 111.. 356, 112.. 357 



OJ991028_14 .0118. C10 
5114 

TBLASTX: Soybean ' 

357 

110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32076 Seq. ID 

66370 Strand 

1 End 
OJ991028_14 .0118 .C10. ol.tc Method 

133 End 

none Score 

133. .273, 165. .275, 276. .449, 328. .441 



Seq. No. 32076 Seq. ID 

Gene No. 66370 . Strand 

Start 1 ' ' " End ' 
Name . OJ991028_JL4 . 0118 .C10 . o2 . tw Method 

Start 165 End 

GI none Score 

Exons 165.. 641, 169.. 642 



OJ991028_14. 0118. C10 
5114 

TBLASTX: Cress 

449 

89 



OJ991028JL4. 0118. C10 
5114 

T.BLASTX: Wheat * 
^642 
317 



Seq. No. 32076 Seq. ID 

Gene No. 66370 ^ Strand 

Start 1 * End 

Name OJ991028_14 . 0118 . C10 . ol . tw Method 

Start 642 End 

GI none Score 

Exons . 642. .1139, 64 3 . . 1104 , 7 98 . . 1130 

Seq. No. 32076 Seq. ID 

Gene No. 66370 • Strand 

Start 1 End 

Name OJ991028_14 . 0118 . C10 . ol . tm Method 

Start 714 End 

GI none Score 



OJ991028_14 . 0118 . C10 
5114 

TBLASTX: Wheat 

1139 

307 



OJ991028_14 .0118 .C10 
5114 

TBLASTX: Maize 

1067 

192 



32071 



Exons 



714.*. 1067, 727. .1065 



Seq. No. 32076 

Gene No. 66370 

Start 1 

Name OJ99I028_14 . 0118 . CIO . ol . gp 

Start 803 

GI - 4107139 

Exons 803.. 2164 

GI Descrip. 5257279/dbj | BAA81778 . 1 | 0.0e+00 (AP000364) Similar to Transposon 
MAGGY gag and pol gene homologues. (L35053) [Oryza sativa] 



Seq. ID OJ991028_14. 0118. CIO 
Strand 

End 5114 

Method AAT/GAP 

End *■ 2164 

Score 2636 



Seq. No. 32076 

Gene No. 66370 

Start 1 

Name OJ991028_14 . 0118 . C10 . o3 . ts 

Start 888 

GI none 

Exons' 888. .1133, 1003. .1104 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End 5114 

Method TBLASTX : Soybean 

End 1133 

Score 78 



Seq. No. 32076 

Gene No. 66370 

Start 1 

Name OJ9910.28_14 . 0118 . C10 . o3 . tm 

Start 1074 

GI none 

Exons 1074.. 1421, 1153.. 1419 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End • 5114 

Method TBLASTX: Maize 

End 1421 

Score 132 



Seq. No. 32076 

Gene No. 66370 

Start 1 

Name OJ991028_14 . 0118 . C10 . o4 . tw 

Start 1140 

GI none 

Exons 1140.. 1376, 1156.. 1377 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End 5114 

Method TBLASTX : Wheat 

End 1377 

Score 151 



Seq. No. 32076 

Gene No. 66370 .' 

Start 1 

Name OJ991028JL4 . 0118 . C10 . ol . ts 

Start 1155 

GI ' none 

Exons 



Seq. ID OJ991028_14 . 0118 .C10 
Strand. 

End 5114 

Method TBLASTX : Soybean 

End 1550 

Score 228 



1155... 1514, 1156. .1512, 1185. .1520, 1361. .1519, 1518 .. 1.550 , 



Seq. No. 32076 

Gene No. 66370 

Start 1 

Name' OJ991028_14 . 0118 . C10 . o3 . tw 

Start 1287 , 

GI ^ none 

Exons 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End 5114 

Method TBLASTX: Wheat 

End 1973 

Score 47 



1287. .1325, 1378. .1422, 1491. .1973, 1495. .1638, 1524. .1853, 
1666. .1962 



Seq. No. 32076 

Gene No. 66370 

Start 1 

Name OJ991028 14 . 0118 . C10 . o2 . tm 



Seq. ID OJ991028 14. 0118. C10 
Strand 

End 5114 

Method TBLASTX: Maize 



32072 



Start 
GI 

Exons 



1437 
none 

1437.'. 1907 



End 
Score 



1907 
404 



Seq. No. 32076 - 

Gene No. 66370 

Start 1 

Name OJ9910-2#_14 011 8 . C10 . aS-. trrr 

Start 1908 

GI none 

Exons 1908.. 2069, 1909.. 2070 

Seq. No. 32076 

Gene No. 66370 

Start 1 

Name OJ991028_14 . 0118 . C10 . 06 . tw 

Start 2145 

GI none 
Exons 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End 5114 

Method . TBLASTX: Maize 

End 2070 

Score 151 



Seq. ID OJ991028_14. 0118. C10 

Strand - : 

End 5114 

Method TBLASTX : Wheat 

End 2523 

Score 95 



2145. .2267, 2146. .2256, 2151. .2303, 2301. .2522, 2364. .2522, 
2401.. 2523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32076 
66370 
1 

OJ991028_14 .0118. C10. o5.tm 

2203 

none 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End 5114 

Method TBLASTX: Maize 

End 2528 

Score 61 



2203. .2337, 2205. .2528, 2380. .2481 



32076 
66370 
1 

OJ991028_14 . 0118 .C10. oS.tw 

3075 

none 



Seq. ID OJ991028_14. 0118. C10 
Strand 

End 5114 

Method TBLASTX : Wheat 

End 3461 

Score 107 



3075. .3221, 3246. .3461, 3256. .3438 



320,77. 
66371 
11529 

OJ991028_14.0118.Cll.o2.gp 
11529 

uC-osflcyp033a04bl 
11529.. 11910 " 

' 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991028_14.0118-.C11 

Strand + 

End 11910 

Method AAT/GAP 

End 11910 

Score -. 647 * . 



32077 
66372 
14325 

OJ991028_14 .0118.Cll.ol.np 

14254 

6721517 



Seq. ID OJ991028_14.0118.C11 

Strand + 

End 15455 

Method AAT/NAP 

End 15455 

Score 1129 



14254. .14317, 14 367 .. 14 524 , 14604. .15455 

(AF00I072J Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 



32077 



Seq. ID OJ991028_14.0118.C11 



32073 



Gene No. 66372 Strand 

Start 14325 End 

Name OJ991028_14 . 0118 . Cll . o3 . gs Method 

Start 14325 End 

GI none Score 

Exons 14325. . 14717, 14793.. 15126 



+ 

15455 
GEN SCAN 
15126 
.57 



■■'32011 - ~ Seq. 19 

Gene No. 66373 ' Strand 

Start 1227 End 

Name OJ991028_14 . 0118 . CI 1 . ol . gp Method 

Start 1227 End 

GI none Score 

Exons 1227.. 1749 



•GJ991028_J.4 .0118 .Cll 

1749 
AAT/GAP 
1749 
1021 



Seq. No. 32077 

Gene No. 66374 

Start 6617 

Name ' OJ991028_14 . 0118 . Cll . ol . t 

Start 1 

GI none 

Exons 1..48, 2. .40, 164. .244, 1 

Seq. No. 32077 

Gene No. '- 66374 

Start 6617 

Name OJ991028JL4 . 0118 . Cll . o2 . g 

Start 6617 

GI ; . none 

Exons ;: < 6617.. 6655, 7332.. 8160, 8 
1254 4. .12703, 13182. .1332 



Seq. ID OJ991028_14. 0118. Cll 
Strand 

End 13323 

s Method TBLASTX: Soybean 

End 392 

Score 53 
65. .242, 354. .392, 357. .392 

Seq. ID OJ991028_14 .0118. Cll 
Strand 

End . 13323 

s Method GENSCAN 

End 13323 

Score .46 
837. .8912, 10161. .10519, 11759 .. 11812, 



Seq. No. 32077 

Gene No. 66374 

Start 6617 

Name OJ991028_14 . 0118 . Cll . ol . tm 

Start 9216 

GI none 
Exons 



Seq. ID OJ991028_14 .0118. Cll 
Strand 

End 13323 

Method TBLASTX : Mai ze 

End 9450 

Score 97 



9216.. 9335, 9224.. 9328, 9225.. 9332, 9320.. 9436, 9321.. 9449, 
9328. .9450, 9330.;9449 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32077 
66375 
14525 

OJ991028_14 . 0118. Cll. ol. tw 

14525 

none 



Seq. ID OJ991028__14 . 0118. Cll 

Strand . 

End 14885 

Method TBLASTX : Wheat 

End 14885 

Score 289 



14525. .14 875, 14 52 6. . 14 882, 14 535. . 14 885 



32078 , 
66376 
1 

OJ991028_14.0118.C13.ol.np 
1 

6434374 

1..138, 558. .645, 921. .1025 

(AL132880) predicted using Genefinder; preliminary prediction 



Seq. ID OJ991028JL4 . 0118 .C13 

Strand + 

End 1025 

Method AAT/NAP 

End' i025 

Score 59 ■ 



32074 



[Caenorhabditis elegans] 



Seq. No. 32078 

Gene No. • 66376 

Start 1 

Name OJ991028_14 . 0118 . C13 . ol . ts 

Start 307 

GI none 

Exons 307.. 369, 317.. 397, 540.. 647, 
908. .1024, 916. .1020 



Seq. ID OJ991028_14.0118.C13 

Strand + 

End 1025 

Method TBLASTX : Soybean 

End • 1024 

Score 85 

542. .646, 543. *.647, 544. .648, 



Seq. No. 32078 Seq. ID 

Gene No. 66376 Strand 

Start 1 End 

Name OJ991028_14 . 0118 . C13 . ol . gs Method 

Start 545 . End 

GI none Score 

Exons 545.. 645, 918.. 1021 



OJ991028_14.0118.C13 
+ 

1025 
GENSCAN 
1021 
.78 



Seq. No. 32079 Seq. ID 

Gene No. 66377 Strand 

Start 1 End 

Name OJ991028_14 .-0118 . C14 . ol . np Method 

Start 1 End 

GI 54 418-8:0 • Score 

Exons 1..358 

GI Descrip. (AP000367) EST C289.52 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ991028_14.0118.C14 
+ 

364 

AAT/NAP 

358 

394 



Seq. No. 32079 Seq. ID 

Gene No. 66377 Strand 

Start 1 End 

Name OJ991028_14 . 0118 . C14 . ol . gs . Method 

Start 167 End 

GI none Score 

Exons 167 . . 364 



OJ991028_14.0118.C14 
+ 

364 

GENSCAN 

364 

.62 



Seq. No. 32080 . . Seq. ID 

Gene No. 66378 Strand 

Start 2064 End 

Name OJ991028_14 . 0118 . C17 . ol . gs Method 

Start 20.64 . . End 

GI none Score 

Exons 2064.. 2101, 2190.. 2320, 3348.. 3643 



OJ991028_14 .0118.C17 
+ 

3643 
GENSCAN 

3643 . " - . . . 

.57 " 



Seq. No. 32080 ' Seq. ID 

Gene No. 66378 Strand 

Start 2064 End 

Name OJ991028_14 . 0118 . C17 . ol . gp Method 

Start 3133 End 

GI none Score 

Exons 3133.. 3442 



OJ991028_14.0118.C17 
+ 

3643 
AAT/GAP 
3442 
583 



Seq. no. 
Gene No. 
Start 



3^0bU 
66379 
3090 



Seq. ID 

Strand 

End 



OJ991028 14.0118.C17 



6536 



32075 



Name 

Start 

GI 

Exons 



Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991028_14 . 0118 . C17 . o2 . ts Method TBLASTX : Soybean 
1839 End 4462 

none Score 157 

1839. .1913, 3450. .3602, 3452. .3601, 3455. .3604, 4070. .4432, 
4071.. 4397, 4330.. 4431, 4427.. 4462, 4432.. 4461 



32080 
66379 
3090 

OJ991028JL4 . 0118 . C17 . ol . np 

3090 

4539009 



Seq. ID OJ991028_14.0118.C17 
Strand 

End 6536 

Method AAT/NAP 

End 6029 

Score 1151 



3090. .3191, 3423. .3602,. 4074 . .5219, 5969. .6029 
(AL049481) putative protein [Arabidopsis thaliana] 



32080 
66379 
3090 

OJ991028_14 . 0118.C17.o2.tm 

3416 

none 



Seq. ID OJ991028_14.0118.C17 

Strand - - 

End '6536 

Method TBLASTX : Mai ze 

End 4308 

Score 40 



3416. .3448, 3417. .3446, 3452. .3514, 3453. .3515, 3515. .3601, 
3516. .3602, 3516. .3602, 4070. .4291, 4071. .4292, 4072. .4308, 
4116. .4307 



Seq. No. . 32080 

Gene No. 66379 

Start 3090 

Name OJ991028_14 . 0118 . C17 . o2 . tc 

Start 3494 

GI none 
Exons 



Seq. ID OJ991028_14.0118.C17 
Strand 

End 6536 

Method TBLASTX : Cress 

End 4 4 56 

Score 152 



3494.. 3595, 4079. .4432, 4080. .4397, 4316. .4432, 4427. .4456, 
4432. .4452 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32080 
66379 
3090 

OJ991028_14.0118.C17.o2.gs 

4016 

none 



Seq. ID OJ991028_14.0118.C17 
Strand 

End 6536 

Method GENSCAN 

End 6533 

Score .51 



4016. .4031, 4074. .4300, 4324. .5219, 5966. .6027, 6501. .6533 



32080 
66379 
3090 

OJ991028_14 .0118.C17.ol.tw 

4304 

none 



Seq. ID OJ991028_14.0118.C17 
Strand 

End 6536 

Method TBLASTX : Wheat 

End 4707 

Score 129 



4304. .4456, 4308. .4397, 4427. .4516, 4430. .4705, 4431. .4706, 
4432. .4707, 4432. .4707 



Seq. No. 32080 

Gene -No. 66379 

Start 3090 

Name OJ991028_14 . 0118 . C17 . ol . tm 

Start 4440 

GI none 



Seq. ID OJ991028_14.0118.C17 
Strand 

End : ' 6536 

Method TBLASTX : Mai ze 

End 6536 

Score 343 



32076 




Exons 4440. .4865, 4441. .5088, 4441. .5088, 4890. .5093, 5968. .6027, 
5970. .6026, 6173. .6253, 6175. .6249, 6177. .6257, 6468. .6536, 
6470. .6535 - 

Seq. No. 32080 Seq. ID OJ991028_14 . 0118 . C17 

Gene No. 66379 Strand 

Start 3090 End '6536 * 

Name OJ991028_14 .0118. C17 . ol . ts Method TBLASTX : Soybean 

••Start . 4526 End 5094 

.* GI none Score 180. • 

"Exons 4S26..4837, 4527. .4757, 4542. .5057, 4543. .5058, 4567. .5094, 
4673. .5089 

Seq. No. 32080 Seq. ID OJ991028_14 . 0118 . C17 

Gene No. 66379 Strand 

Start 3090 End 6536 

Name OJ991028_14 . 0118 . C17 . ol . tc Method TBLASTX : Cress 

Start 4555 End 4908 

GI none Score 202 

Exons 4555.. 4893, 4570.-. 4908, 4685.. 4894 

Seq. No. 32081 Seq. ID OJ991028_14 . 0118 . C18 

Gene No. 66380 Strand 

Start 151 .'End 631 

Name OJ991028_14 . 0118 . C18 . ol. tm' ', Method TBLASTX : Maize • 

Start 2 End 300 

GI none' Score 48 

Exons. 2. .40, 3. .38, 4. .39, 122. .250, 137. .295, 142. .300, 145. .300 

Seq. No. 32081 Seq. ID OJ991028_14 . 0118 . C18 

Gene No. 66380 Strand 

Start 151 End ' 631 

Name OJ991028_14 . 0118 . C18 . ol . gs Method GENSCAN 

Start 151 End 292 

GI none Score .58 

Exons 151.. 292 

Seq. No. 32081 Seq. ID 0 j991028_l 4 . 0118 . C18 

Gene No. 66380 Strand 

Start 151 End 631 

Name OJ991028_14 . 0118 . C18 . ol . np Method AAT/NAP 

Start 151 End 631 

GI ' 45.39009 . .. ...... Score • 5,4 ' . .. . 

Exons 151.. 342, 596.. 631 

GI Descrip. (AL049481) putative protein [Arabidopsis thaliana] 

Seq. No. 32081 Seq. ID OJ991028JL4 . 0118 .C18 

Gene No. 66380 Strand 

Start 151 ' End 631 

Name OJ991028_14 .0118.C18.ol.ts Method TBLASTX : Soybean 

Start 165 End 619 

GI none Score 87 

Exons 165. .251,, 166. .279, 166. .294, 167. .295, 192. .299, 578. .619 

Seq. No. 32082 Seq. ID' OJ991208_14 . 0104 . CI 

Gene No. 66381 Strand + 

Start 1669 End 2424 



32077 




Name 


OJ991208 14 0104 CI ol as 


L iC L 1 1 V \-l 


VJJ l_i L\ kJ VwXiLN 


Start 


1669 ~ 


End 




GI 


none 


Score 


. 66 


Exons 


1669.. 2235, 2313 2417 






Seq. No. 


32082 


Seq. ID 


OJ991208 14 0104 PI 


Gene No. 


66381 


Strand 


4- ~ 


Start 


1669 


End 


2424 


Name • 


OJ991208 14.0104.'Cl.ol.gp 


Method 


AAT/GAP 


Start 


2157 


End 


2424 


GI 


2315 5.R1084 


Score 


309 


Exons 


2157.. 2235, 2313.. 2424 






GI Descrip. 


f 601684 5/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genomic 




DNA, chromosome 1, clone: 


P0711E10 1 





Seq. No. 


32083 


Seq. ID 


OJ991208 


__14.0104.C2 


Gene No. 


66382 


Strand 


+ 




Start 


2130 


End 


■4614 




Name 


OJ991208 14.0104.C2.ol.gs 


Method 


GENSCAN 




Start 


2130 


End 


4614 




GI 


none 


Score 


.4 




Exons 


2130. .2189, 2407. .2512, 4547. 


.4614 






Seq. No. 


32083 


Seq. ID 


OJ991208 


_14.0104.C2 


Gene No. 


66383 


Strand 






Start 


981 


End 


1592 




Name 


OJ991208 14.0104.C2.ol.gp 


Method 


AAT/GAP 




Start 


981 


End 


1592 




GI 


2315 5.R1084 


Score 


355 




Exons 


981. .1025, 1330. .1592 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 l.Oe- 


■14 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32083 
66384 
5898 

OJ991208_14 . 0104 .C2.o2.gs 

5898 

none 

5898. .5968, 6260. .6875 



Seq. ID OJ991208_14.0104.C2 
Strand 

End 6875 

Method GENSCAN. 

End 6875 

Score . 8 



32084 
66385 . 
1 

OJ99120.8_14.0104 .C4 .ol.np 
1 

4680179 
1..25, 376. .1182 

'(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991208_14.0104.C4 
Strand 

End 1182 

Method AAT/NAP 

End 1182 

Score 654 



32084 
66385 
1 

OJ991208 JL4 . 0104 .C4 . ol . tw 
none 

385. .687, 494. .691 



Seq. ID OJ991208_14. 010.4. C4 
Strand 

End v 1182 

Method " TBLASTX: Wheat 

End 691 

Score 112 



32078 



• 



Seq. No. 


32084 


Seq. ID 


OJ991208_14 .0104 . 


.C4 


Gene No. 


66385 


Strand 






Start • 


1 


End 


1182 




Name 


OJ991208 14.0104.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


397 


End 


687 




GI 


none 


Score 


68 




Exons 


397. .687, 557. .670 








Seq. No. 


32084 


Seq. ID 


OJ991208_14.0104, 


,C4 


Gene No. 


66385 


Strand 






Start 


1 


End 


1182 




Name 


OJ991208 14.0104.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


710 


End 


921 




GI 


none 


Score 


113 




Exons 


710. .910, 712. .921 








Seq. No. 


32085 


Seq. ID 


OJ991208_14.0104. 


C5 


Gene No. 


66386 


Strand 


+ 




Start 


1779 


End 


1973 




Name 


OJ991208 14 . 0104 .C5.o2.np 


Method 


AAT/NAP 




Start 


1779 


End 


1973 




GI 


4680186 


Score 


102 




Exons 


1779... 19.73 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


32085 


Seq. ID 


OJ991208_14.0104. 


C5 


Gene No. 


66387 


Strand 






Start 


44 


End 


4668 




Name 


OJ991208 14.0104.C5.ol.gs 


Method 


GENSCAN 




Start 


44 


End 


4668 




GI 


none 


Score 


.46 




Exons 


44. .706, 2517. .2601, 2817. 


.2970, 3018. 


.3122, 4371 . .4492, 






4577 . .4668 








Seq. No. 


32085 


Seq. ID 


OJ991208_14.0104. 


C5 


Gene No. 


66388 


Strand 






Start • 


6816 


End 


7283 




Name 


OJ991208 14.0104.C5.o2.gs 


Method 


GENSCAN 




Start 


6816 


End 


7283 




GI 


none 


Score 


.71 




Exons 


6816. .7023, 7156. .7283 








Seq. No. 


32086 


Seq. ID 


OJ991208_14 .0104 . 


C'6 


Gene No. 


66389 


Strand 


+ 




Start 


1 


End 


4081 




Name 


OJ991208 14.0104.C6.ol.np 


' Method 


AAT/NAP 




Start 


1 


End 


4081 




GI 


2244915 


Score 


101 




Exons 


1..35, 2112. .2380, 4024. .4081 






GI Descrip. 


(Z97339) reverse transcriptase like protein [Arabidopsis 






thaliana] 








Seq. No. 


32086 


Seq. ID 


OJ991208_14.0104. 


C6 


Gene No. 


6b3b9 


Strand 


+ 




Start 


1 


End 


4081 




Name 


OJ991208_14 . 0104 .C6.ol.gs 


Method 


GENSCAN 





32079 



Start 


315 




End 


3328 




GI 


none 




Score 


.52 




Exons 


315. .374, 2084. . 


2198, 2579.. 


2805, 3227 


. . 3328 




Seq. No. 


32086 




Seq. ID 


OJ991208 14.0104 


. C6 


Gene No. 


66390 




Strand 


+ ~~ 




Start 


6267 




End 


7106 




Name 


OJ991208 14.0104 


. C6 . ol . gp 


Method 


AAT/GAP 




Start 


5800 




End 


6046 




GI 


52217 1.R1084 




Score 


415 




Exons 


5800. . 6046 










GI Descrip. 


, 3688528/emb|CAA06243.1| 1.0e-14 (AJ004958) pre-pro-TPE4A 




protein [Pisum sativum] ' 








Seq. No. 


32086 




Seq. ID 


OJ991208 14.0104 


. C6 


Gene No. 


66390 




Strand 


+ ~~ 




Start 


6267 




End 


7106 




Name 


OJ991208 14.0104 


. C6 . o2 . gs 


Method 


GENSCAN 




Start 


6267 




End 


7106 




GI 


none 




Score 


.89 




Exons 


6267. .7106 










Seq. No. . 


32086 




Seq. ID 


OJ991208_14.0104 


. C6 


Gene No. 


66391 




Strand 






Start 


11546 




End 


16327 




Name 


OJ991208 14.0104 


. C6 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


2116 




End 


2364 




GI 


none 




Score 


225 




Exons 


2116. .2364, 2190 


. .2330 








Seq. No. 


32086 




Seq. ID 


OJ991208_14.0104 


. C6 


Gene No. 


66391 




Strand 






Start 


11546 




End 


16327 




Name 


OJ991208 14.0104 


.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2124 




End 


2496 




GI 


none 




Score 


173 




Exons 


2124. .2318, 2125 


..2319, 2320 


..2352, 2404. .2496 




Seq. No. 


32086 




Seq. ID 


OJ991208_14 .0104 


P6 


Gene No. 


66391 




Strand 






Start 


11546 




End 


16327 




Name 


OJ991208 14.0104 


. C6.ol.tm 


Method 


TBLASTX : Maize 




Start 


2401 . . 




.End .. 


2853. . ....... 




GI 


none 




Score 


311 




Exons 


2401. .2655, 2404 


..2766, 2448 


..2759, 2797. .2853, 2802. .2E 


S40 


Seq. No. 


32086 




Seq. ID 


OJ991208_14 . 0104 . 


C6 


Gene No. 


66391 • ' 




Strand 






Start 


11546 




End 


16327 




Name 


OJ991208 14.0104 


.C6.ol. tw 


Method 


TBLASTX: Wheat 




Start " 


25.96 




End 


2959 




GI 


none 




Score 


223 




Exons 


2596. .2856, 2709 


..2843, 2850 


. .2957, -2861. .2959 




Seq. No. 


32086 




Seq. ID 


OJ991208_14.0104. 


C6 


Gene No. 


66391 




Strand 






Start 


11546 




End 


16327 





32080 



Name 

Start 

GI 

Exons 



OJ991208 14.0104 .C6.o2.ts 



Method TBLASTX : Soybean 



10966 . End 11303 

none Score 130 

10966. .11085, 10969. .11082, 10971. .11093, 10971. .11090, 

11082. .11153, 11082. . 11129, 11083 11 154 , 11084 .. 11155, 

11162. .11278, 1117 6. .11277, 11178. .11303 



Seq. No. " 32086 1 Seq. ID 

Gene No. 66391 Strand 

Start 11546 End 

Name OJ991208_14 . 0104 . C6 : ol . tc Method 

Start 10969 End 

GI' none Score 

Exons 10969. .11088, 1097 1 .. 11087 , 11082 .. 11153-, 11083 
11084. .11155 



OJ991208_14 .0104 .C6 
16327 

TBLASTX: Cress 
11155 
139 

11154, 



Seq. No. 32086- 

Gene No. * 66391 

Start 11546 

Name - OJ991208_14 . 0104 . C6 . o4 . tm 

Start 11057 

GI - none 

Exons 11057, 
11082, 



11086, 11062. 
11171, 11082. 



Seq. ID OJ991208_14v0104 ,C6 
Strand 

End 16327 

Method TBLASTX : Mai ze 

End 11278 

Score 51 



,11088, 11063. .11089, 1 1069 . . Ill 64 , 
11129, 11083. .11190, 11084. .11167, 



1117 6. .11277, 1117?. .11278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



32086 Seq. ID OJ991208__14 . 0104 . C6 

66391 Strand 
11546 End 16327 

OJ991208__14 . 0104 .C6.o2.np Method AAT/NAP 

11546 End 16219 

5734705 Score 159 

1154 6. .11631, 12338. .12562, 
16129. .16219 
(AC008075) F24J5.4 [Arabidopsis thaliana] 

gi | 6524187 | gb ! AAF15072 . 1 | AC011914_14 (AC011914) hypothetical 
protein [Arabidopsis thaliana] 



1402 9. .14143, 15877. .16007, 



32086 
66391 
11546 

OJ991208_14 .0104 ,C6.o4 . gs 

.14893 ... 

none 

14893. . 15033, 15057 .. 154 4 4 , 
15981. . 16327 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_14 .0104 .C6 

16327 
GENSCAN 
-16327.. 
.71 



15528. . 15697, 15724 . . 158 98, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32086- 
66391 ■ 
11546 

OJ991208_14 .0104 .C6.ol.ts 

14976 

none 

14976. . 15098/ 15004 . 
15421. . 15543, 15556. 
15902. .15967, 15968, 



15099, 
15735, 
16066 



Seq. ID 
. Strand 
End 

Method 
End 
Score 

15168 

15557 



OJ991208 14. 0104. C6 



16327 

TBLASTX: Soybean 
16066 
74 

15383, 15202. .15381, 
15718, 15769. . 15876, 



32081 



Sea No. 


32086 


Seq. ID 


OJ991208 14 0104 




Gene No.. 


66391 : 


Strand 






Start 


11546 


End 


16327 




Name 


OJ991208 14.0104.C6.o3.np 


Method 


AAT/NAP 




Start 


14997 


End 


16321 




GI 


5042418 


Score 


278 




Exoris 


14997. .16321 








GI Descrip. 


(AC006193) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


32086 


Seq. ID 


OJ991208_14.0104 


. C6 


Gene No. 


66391 


Strand 






Start 


11546 


End 


16327 




Name 


OJ991208 14.0104.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


15421 


End 


15849 




GI 


none 


Score 


57 




Exons 


15421. .15504, 15431. . 15505, 


15589. . 15774, 15596 .. 15736, 






15769.. 15849 








Seq. No. 


32087 


Seq. ID 


OJ991208_14.0104 


. C8 


Gene No. 


66392 


Strand 


+ 




Start 


1 


End 


2884 




Name 


OJ991208 14.0104.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2884 




GI 


2632252 


Score 


69 




Exons 


1..43, 2420.-. 2499, 2550. .2598, 2810. .21 


384 




GI Descrip. 


(Y12464) serine/threonine kinase [Sorghum bicolor] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 

GI Descrip. 



32087 Seq. ID 

66393 Strand 

553 End 

OJ991208_14 .0104 .C8.ol.gs Method 

553 End 

none Score 



OJ991208_14.0104.C8 

9541 
GENSCAN 
9189 
. 67 



553. .672, 1933. .1979, 2924. .2950, 4550. .4670, 4707. .4787, 
4805. .5084, 5339. .5606, 5698. .5996, 6089. .6857, 6940. .7090, 
7644. .7757, 8094. .9189 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991208'::14.0104.C8 



32087 
66393 
553 

OJ991208_14 .0104 .C8.o2.np 
4160 
.5441880 

4160. .4306, 4743. .5053, 5339. .5592, 5690. .5990, 
6921. .7094, 7663. .7959, 8221. .8270, 8712. .9541 
(AP000367) , EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



9541 
AAT/NAP 
9541 
1270 



6509. . 6814, 



Seq. No. 32087 Seq. ID 

Gene No. 66393 Strand 

Start 553 End 

Name OJ991208__14 . 0104 . C8 . ol tw Method 

Start 8473 End 

GI none Score 

Exons 8473. .8670, 8553. .8636, 8569. .8658, 8615 

8710. .8859, 8711. .8860 



OJ991208_14 .0104 .C8 
9541 

TBLASTX: Wheat 
8860 
67 

.8662, 8683. .8859, 



32082 



Seq. No. 32087 

Gene No. 66393 

Start 553 

Name OJ991208_14 . 0104 . C8 . ol . tm 

Start 8569 

GI none 

Exons 8569. .8649, 8621. .8647, 8689. 
9029. .9151 



OJ991208_14.0104.C8 
9541 

TBLASTX: Maize 

9151 

44 



Seq, ID 
Strand 
End 

Method 
End 
Score 

.8997, 8693. .8998, 8998. .9150, 



Seq. No. 32088 Seq. ID 

Gene No. 66394 Strand 

Start 4 38 End 

Name OJ991208_14 . 0104 . C9 . ol . gs Method 

Start 438 End 

GI none Score 

Exons 438..637, 1454.. 1801, 2012.. 2021 



OJ991208_14.0104.C9 
+ 

2021 
GENSCAN 
2021 
.8 



Seq. No. 32088 Seq. ID 

Gene No. 66395 Strand 

Start 3373 End 

Name OJ991208_14 . 0104 . C9 . o2 . gs Method 

Start 3373 End 

GI none Score 

Exons 3373.. 3735 



OJ991208_14.0104.C9 
+ 

3735 
GENSCAN 
3735 
.51 . 



Seq. No. 32088 Seq. ID OJ991208_14 . 0104 . C9- 

Gene No. 66396 Strand + 

Start 3654 End 8197 

Name OJ991208_14 . 0104 . C9 . ol . np Method AAT/NAP 

Start 3654 End 8197 

GI 2191151 Score 420 

Exons 3654.. 3739, 5018.. 5214, 5245.-6247, 8155.. 8197 

GI Descrip. (AF007269) contains similarity to membrane associated 
salt-inducible protein [Arabidopsis thaliana] 



Seq. No. 32088 Seq. ID 

Gene No. 66396 Strand 

Start 3654 End 

Name OJ991208_14 . 0104 . C9 . o3 . gs Method 

Start 4787 End 

GI none Score 

Exons 4787.. 6295 



OJ991208_14.0104.C9 

+ ' 

8197 

GENSCAN 

6295 

1 



Seq. No. 32088 

Gene No. 66397 

Start 13932 

Name OJ991208_14 . 0104 . C9 . o2 . np 

Start 1393.2 

GI 4680203 

Exons 13932. .14 081, 15818. .16990, 
17828. .18571, 19809.. 19892 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolqr] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_ 
+ 

25659 
AAT/NAP 
19892 
1505 



14. 0104. C9 



17060. .17164, 17324. .17551, 



Seq. No. 
Gene No. 
Start 



32088 
66397 
13932 



Seq. ID OJ991208JL4 .0104.C9 
Strand + 
End 25659 



32083 



Name 


OJ991208 14. 0104. C9 


. o7 . gs 


Method 


GENSGAN 






Start 


15536 






End 


25659 






GI 


none 






Score 


.46 






Exon s 


15536 


. . 15906, 16111 


16364 , 


16626. .17636, 17832. 


1822 6 






18266 


..18496, 19377 


. .19895, 


20508. .20759, 20845. 


21 SI 3 






21676 


..22684, 24005 


. . 24132, 


24137. .24528, 25142. 


.25202, 






25474 


. .25659 












Seq. No. 


32088 






Seq. ID 


OJ991208_ 


14.0104 


C9 


Gene No . 


66398 






Strand 


+ 






Start 


26556 






End 


42366 






Name 


OJ991208 14. 0104. C9 


08 . gs 


Method 


GENSCAN 






Start 


26556 






End 


42094 






GI 


none 






Score 


. 65 






Exons 


26556 


.26608, 27662 


. 27915, 


29379.-29425, 31896. 


. 32157 , 






32514 


.32758, 34121 


. 34255, 


35811. .35956, 36127. 


36430 






36524 


.36606, 37562 


. 37682, 


39074. .39417, 39979. 


.40129, 






40626 


.41453, 41578 


.41672, 


41726. .41859, 41898. 


. 42094 




Seq. No. 


32088 






Seq. ID 


OJ991208_ 


14.0104 


C9 


Gene No. 


66398 






Strand 


+ 






Start 


26556 






End 


42366 






Name 


OJ991208 14. 0104. C9. 


o4 . np 


Method 


AAT/NAP 






Start 


39137 






End 


4 0.98 6 






GI 


5042448 




Score 


340 






Exons 


39137. 


.39479, 40877, 


.40986 










GI Descrip. 


' (AC007789) putative 


ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


32088 






Seq. ID 


OJ991208_ 


14.0104. 


C9 


Gene No. 


66398 






Strand 


+ 






Start 


26556 






End 


42366 






Name 


OJ991208 14. 0104. C9. 


o5 . np 


Method 


AAT/NAP 






Start 


39983 






End 


42366 






GI 


5042454 




Score 


2389 






Exons 


39983. 


.40133, 40464. 


.40570, 


40626. .42366 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


, sativa] 






Seq. No. 


32088 






Seq. ID 


OJ991208_ 


14 .0104 . 


C9 


Gene No. 


66399 






Strand 








Start 


8615 






End 


9211 






Name 


OJ991208 14.0104.C9-. 


o4 . gs 


Method 


GENSCAN 






Start 


8.615 






End 


9211 






GI 


none . 






Score 


.71 






Exons 


8615. . 


8815, 8990. .9211 










Seq. No. 


32088 






Seq. ID 


OJ991208_ 


14.0104. 


C9 


Gene No. . 


66400 






Strand 








Start 


10388 






End 


11866 






Name 


OJ991208 14. 0104. C9. 


o5 . gs 


Method 


GENSCAN 






Start 


10388 






End 


11866 






GI 


none 






Score 


.8 






Exons 


10388. 


.11866 












Seq. No. 


32086 






Seq. ID 


OJ991208_ 


14.0104. 


C9 


Gene No. 


66401 






Strand 








Start 


12446 






End 


14353 







32084 



Name 


OJ991208 14.0104.C9.o3.tc 


Method 


TBLASTX • Crpss 




Start 


5729 ~~ 


„• End 


5926 




GI 


none 


Score 


229 




Exons 


5729. .5926, 5747. .5911 








Seq. No. 


32088 


Seq. ID 


OJ991208__14.0104 


.C9 


Gene -No. - 


66401 


Strand 






Start ' 


12446 


- End 


14353 




Name 


OJ991208 14.0104.C9.o3.ts 


Method 


TBLASTX • Sovbpan 




Start 


5729 


End 


5932 ' 




GI 


none 


Score 


232 




Exons 


5729. . 5932, 5770. . 5907 








Seq. No. 


32088 


Seq. ID 


OJ991208_14.0104 


.C9 


Gene No. 


66401 


Strand 






Start 


12446 


End 


14353 




Name 


OJ991208' 14.0104.C9.o4.tm 


Method 


TBLASTX * Maize 




Start 


5729 


End 


5932 




GI 


none 


Score 


232 




Exons 


5729. .5932, 5770. .5907, 5774. .5932 






Seq. No. 


32088 


Seq. ID 


OJ991208_14 .0104 


.C9 


Gene No. 


66401 


Strand 






Start 


12446 


End ■ 


14353 




Name 


OJ991208 14.0104.C9.o2.ts 


Method 


TRT.A^TX* Snvhpsn 
-L ouno ± /\ . o \J y kj c d i i 




Start 


9503 


End 


'10624 




GI 


none 


Score 


228 




Exons 


9503. .9721, 9836. .10003, 10175 .. 10240, 


10316 10624 




Seq. No. 


32088 


Seq. ID 


OJ991208_14.0104 


.C9 


Gene No. 


66401 


Strand 






Start 


12446 


End 


14353 




Name 


OJ991208 14.0104.C9.o5.tm 


Method 


TRT.ASTX • i 7p 




Start 


10308 


End 


10645 




GI 


none 


Score 


120 




Exons 


10308. . 10637, 10349. .10645 








Seq. No. 


32088 


Seq. ID 


OJ991208_14.0104 




Gene No. 


66401 


Strand 






Start 


12446 


End 


14353 




Name 


OJ991208 14 .0104 .C9.o6.gs 


Method 


GENSCAN 




Start 


12446 


End 


14353 




GI 


. none 


Score . 


.59 . 




Exons 


124 4 6. . 124 62, 12754 . . 12954', 


13018. .13151, 13706. .137 33, 






13923. .13973, 14146. .14353 








Seq. No. 


32088 


Seq. ID 


OJ991208_14.0104 


. C9 


Gene No. 


66402 


, Strand 






Start 


15875 


End 


16555 




Name 


OJ991208 14.0104.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15875 


End 


16459 




GI 


none 


Score 


224 




Exons 


15875. .16165, 15931 .. 16185 , 


16081. .16170, 16214 16333, 






16220. .16339, 1 6239 . r 1 634 0* 


1 16331. .16459 




Seq. No. 


32088 


Seq. ID 


OJ991208_14.0104, 


.C9 


Gene No. 


66402 


Strand 







32085 




Start 


15875 






End 


16555 


Nam© 


OJ991208. 14. 0104. C9. 


. ol . t s 




TRT.A9TX • ^nvhpfln 


Start 


15887 






End 


16170 


GI 


none 






Score 


289 


Exons 


15887. 


..16165, 15910. 


. . 16170 






Seq. No. 


32088 






Seq. ID 


Oa991208_14 .010A 


Gene; No". 


66402 






Strand- • 




Start 


15875 






End 


16555 


Name 


OJ991208 14. 0104. C9. 


. o2 . tc 


Met* h nd 


TRT.A^TX * Crpsq 


Start 


16202 






End 


16555 


GI 


none 






Score 


262 


Exons 


16202. 


,.16555, 16297. 


, . 16500 






Seq. No. 


32088 






Seq. ID 


OJ991208__14.0104 


Gene No. 


66402 






Strand 




Start 


15875 






End 


16555 


Name 


OJ991208 14. 0104. C9. 


, o2 . tm 


Method 


TBLASTX: Maize 


Start 


16297 






End 


16534 


GI 


none 






Score 


252 


Exons 


16297. 


.16518, 16328. 


, . 16534 , 


16331. . 16534 


Qpa No 


32088 






Seq. ID 


OJ991208__14 .0104 


Gene No. 


66403 






Strand 




Start 


16463 






End 


16806 


Name 


OJ991208 14. 0104. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


16463 






End 


16806 


GI 


none 






Score 


50 


Exons 


16463. 


.16495, 16505. 


16588. 


16507. .16599, 1664 9. .1674 7, 




16661. 


.16723, 16756. 


16806 


16757. .16795 


Seq. No. 


32088 






Seq. ID 


OJ991208_14.0104 


Gene No. 


66404 






Strand 




Start 


17411 






End 


18639 


Name 


OJ991208 14. 0104. C9. 


ol • tm 


Method 


TBLASTX: Maize 


Start 


17411 






■ End 


17794 


GI 


none 






Score 


59 


Exons 


17411. 


.17479, 17479. 


. 17790, 


17480. .-17794, 17480. .17791 


Seq. No. 


32088 






Seq. ID 


OJ991208_14 .0104 


Gene No . 


66404 






Strand 




Start 


17411 






• End 


18639 


Name 


OJ991208 14. 0104. C9. 


ol.tw . 


Method 


TBLASTX : Wheat 


Start 


17435' 






End 


18639 


GI 


none 






Score 


556 


Exons 


17435. 


.18148, 17488. 


. 17964, 


18169. . 18342, 18203. . 18358, 




18347. 


.18451, 18377. 


. 18433, 


184 64 18568, 184 69. . 18561, 




18580. 


.18639 








Seq. No. 


32088 






Seq. ID 


OJ991208_JL4 .0104 


Gene No. 


66404 






Strand 




Start 


17411 






End 


18639 


Name 


OJ991208 14. 0104. C9. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


17725 






End 


18148" 


GI 


none 






.Score 


320 


Exons 


17725. 


.17964, 17726. 


. 18148 







32086 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32088 
66404 
17411 

OJ991208_14 .0104 .C9.o3.tm 
18044 
none 

18044. .18214, 18218. .18337, 18226. .18339 



Seq. ID OJ991208_14 .0104 .C9 

Strand 

End 

Method 
End 
Score 



18639 

TBLASTX : Maize 
18339 
152 



32088 Seq. ID 

66405 Strand 

41298 End 

OJ991208_14 .0104 .C9.o3.tw Method 

41298 End 

none Score 

41298. .41345, 4 1352 .. 4 1450, 4 1357 4 14 49, 4 14 17 .. 4 1656, 
41433. .41690 



OJ991208_14 .0104 .C9 
41690 

TBLASTX: Wheat 
41690 
58 



Seq. No'. 32088 

Gene No. 664 05 

Start 41298 

Name OJ991208_14 . 0104 . C9 . 06 . tm 

Start 41303 

GI none 

Exons 41303. .41587, 41340.. 41588 

Seq. No. 32089 

Gene No. 66406 

Start 154 

Name OJ991208JL4 . 0104 . C10 . ol . gs 

Start 154 

GI none 

Exons 154.. 267 



Seq. ID OJ991208_14 . 0104 .C9 
Strand 

End 41690 

Method TBLASTX: Maize 

End 41588 

Score 192 



Seq. ID OJ991208_14. 0104. C10 

Strand + 

End 267 

Method GENSCAN 

End 267 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip^ 



32090 Seq. ID 

66407 Strand 

28 End 
OJ991208_14 .0104 .Cll.ol.gs , Method 

28 End 

none Score 
28. .175, 621. .739 



OJ991208_14 .0104.C11 
+ 

739 

GENSCAN 

739 

.8 



OJ991208 14.0104.C11 



32090 Seq. ID 

66408 . Strand 

2072 End 4080 

OJ991208_14 . 0104 .Cll.ol . np Method AAT/NAP 
2072 ' End 4080 

6630696 Score . 209 

2072. .2324, 4044. .4080 

(AP000969) ESTs D22114 (C10364 ) , . AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 32091 

Gene No. 66409 

Start 480 

Name OJ991208_14 . 0104 . C12 . ol . gs 

Start 480 



Seq. ID _OJ991208_14.0104 .C12 

Strand 

End 685 

Method GENSCAN 

End 685 



32087 



GI 

Exons 



none 

480. . 685 



Score 



.43 



Seq. No. 32092 Seq. ID 

Gene No. 66410 Strand 

Start 846 End 

Name OJ991208_14 . 0104 . C15 . ol . gs Method 

Start 846 End 

GI none Score 

Exons 846.. 1274 



OJ991208_14.0104.C15 
+ 

1274 
GENSCAN 
1274 
.86 



Seq. No. 32092 Seq. ID 

Gene No. 66411 Strand 

Start 1933 End 

Name OJ991208_14 . 0104 . C15 . o2 . gs Method 

Start 1933 t End 

GI none Score 

Exons . 1933.. 1985, 2657.. 2698, 2773, 

Seq. No. 32093 Seq. ID 

Gene No. 66412 Strand 

Start 772 End 

Name OJ991208_14 . 0104 . CI 9 . ol . gs Method 

Start 772 End 

GI none • Score 

Exons 772.. 1004, 1733.. 1784 

Seq. No. 32094 Seq. ID 

Gene No. 66413 Strand 

Start 2810 End 

Name OJ991208_14 . 0104 . C20 . ol . gs Method 

Start 2810 End 

GI none Score 

Exons 2810.. 4426 



OJ991208_14.0104.C15 
+ 

4668 

GENSCAN ' 
4668 
.65 

,3105, 3116.. 3230, 4540. .4668 

OJ991208_14.0104.C19 

1784 
GENSCAN 
1784 
.86 



OJ991208_14.0104.C20 
+ 

4426 
GENSCAN 
4426 
.79 



Seq. No. 32094 Seq. ID 

Gene No. 66414 Strand 

Start 8218 End 

Name OJ991208_14 . 0104 . C20 . o3 . gs Method 

Start 8218 End 

GI none Score 

Exons 8218.. 8298, 8373. .8432 

Seq. No. 32094 Seq. ID 

Gene No. 66415 Strand 

Start 12875 End 

Name OJ991208_14 . 0104 . C20 . ol . tw Method 

Start 94 68 ■ v End 

GI none Score 

Exons 9468.. 9677, 9544.. 9675, 9691. 

Seq. No. 32094 Seq. ID 

Gene No. 66415 Strand 

Start 12875 End 

Name OJ991208_14 . 0104 . C20 . o5 . gs Method 

Start 12875 * End 

GI none Score 



OJ991208_14.0104.C20 
+ 

8432 
GENSCAN 
8432 
.94 



OJ991208_14 . 0104 .C20 
12945 

TBLASTX: Wheat 

9822 

80 



,9822, 9717.. 9791 



OJ991208_14.0104.C20 

12945 
GENSCAN 
12945 
.98 



32088 



Exons 


12875 . . 12945 






Seq. No. 


32095 


Seq. ID 


OJ991028_15.0118 


Gene No. 


66416 


Strand 


+ 


Start 


440 


End 


656 


Name 


OJ991028 15.0118.Cl.ol.gs 


Method 


GENSCAN 


Start 


440 ~~ 


End 


6.56 


GI 


noTre ' 


* Score 


. 4 


Exons 


440.'. 656 






Seq. No. 


32096 


Seq. ID 


OJ991028 15 0118 


Gene No. 


66417 


Strand 


+ ~~ 


Start 


1 


End 


678 


Name 


OJ991028 15.0118.C3.ol.np 


Method 


AAT/NAP 


Start 


1 ~ 


End 


678 


GI 


2459926 


Score 


192 


Exons 


1..100, 199. .411, 499. .678 






GI Descrip. 


(AF006197) annexin [Lavatera 


thuringiaca] 


Seq. No. 


32096 


Seq. ID 


OJ991028_15.0118 


Gene No. 


66417 


Strand 


+ 


Start 


1 


End 


678 


Name 


OJ991028 15 0118 C3.ol tc 


Method 


TBLASTX: Cress 


Start 


7 ~ 


End 


411 ' 


GI 


none 


Score 


82 


Exons 


7. .126, 8. .127, 190. 396, 196 


..411, 198. .410 


Sea. No. 


32096 


Seq. ID 


OJ991028_15.0118 


Gene No. 


66417 


Strand 


+ 


Start 


1 


End 


678 


Name 


OJ991028 15.0118.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


7 ~~ 


End 


588 


GI 


none 


Score 


90 


Exons 


7. .102, 8. .103, 196. .411, 198 


..275, 223. .372, 324. .413, 




448 . . 510, 535 . . 588 






Seq. No. 


32096 


Seq. ID 


OJ991028_15_. 0118 


Gene No. 


66417 


Strand 


+ 


Start 


1 


End 


678 


Name 


OJ991028 15.0118.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


8 ~ 


End 


612 


GI 


none 


Score 


78 


Exons 


. 8. .103, 196. .411, 523. .612 






Seq. No. 


32096 


Seq. ID 


OJ991028_15.0118 


Gene No. 


66417 


Strand 


+ 


Start 


1 


End 


678 


Name 


OJ991028 15.0118.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4 6 ~ 


End 


411 


GI 


none 


Score 


169 


Exon s 


46 129 196 411 19ft ^ftfi 






Seq. No. 


32096 


Seq. ID 


OJ991028_15.0118 


Gene No. 


66417 


Strand. 


+ ■ 


Start 


1 


End 


678 


Name 


OJ991028 15.0118.C3.ol.gs 


Method 


GENSCAN 


Start 


215 


End 


585 



32089 




GI 


none 




Score 


.56 






Exons 


215. .411, 466. .585 












Seq. No. 


32097 




Seq. ID 


OJ991028_15 


.0118 


,C5 


Gene No. 


66418 




Strand 








Start 


24 




End 


323 






Name 


OJ991028 15. 0118. C5, 


. ol . gs 


Method 


GENSCAN 






Start 


24 ~" 




End 


323 






GI 


none 




Score 


. 65 






Exons 


24 . .115, 242 . . 323 












Seq. No. 


32098 




Seq. .ID 


OJ991028 15, 


. 0118 


. C6 


Gene No. 


66419 




Strand 








Start 


297 




End 


666 






Name 


OJ991028 15. 0118. C6. 


. ol . np 


Method 


AAT/NAP 






Start 


297 




End 


666 






GI 


4512231 




Score 


502 






Exons 


297. .666 












GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 








Seq. No. 


32099 




Seq. ID 


OJ991028 15. 


. 0118 


.C7 


Gene No. 


66420 




Strand 


4- ~~ 






Start 


1 




End 


697 






Name 


OJ991028 15. 0118. CI. 


oLnp 


Method 


AAT/NAP 






Start 


1 




End 


697 






GI 


5042454 




Score 


885 






Exons 


1..155, 211. .697 












GI Descrip. 


(AC007789) putative 


polypr ot 


ein [Oryza 


sat i va ] 






Seq. No. 


32100 




Seq. ID 


OJ991028 15. 


,0118 


. C8 


Gene No. 


66421 




Strand 








Start 


1 




End 


526 






Name 


OJ991028 15. 0118. C8. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


492 






GI 


3021275 




Score 


105 






Exons 


1..52, 115. .492 












GI Descrip. 


(AL022347) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


32100 




Seq. ID 


OJ991028_15. 


,0118 


.C8 


Gene No. 


'66421 




Strand 








Start 


1 




End 


526 






Name 


OJ991028 15. 0118. C8 . 


ol . gs 


Method 


GENSCAN 






Start 


60 *- . 




End 


526 






GI 


none 




Score 


. 65 






Exons 


60. .526 












Seq. No. 


32101 




Seq. ID 


OJ991028_15. 


0118 


.C9 


Gene No. 


.66422 




Strand 


+ 






Start 


133 




End 


195 






Name 


OJ991028 15. 0118. C9. 


ol . gs 


Method 


GENSCAN 






Start 


133 




End 


195 






GI 


none 




Score 


.49 






Exons 


133. .195 












Seq. No. 


3^1U^ 




Seq. ID 


OJ991028_15. 


0118 


.C1C 


Gene No. 


66423 




Strand 








Start 


1 




End 


1710 







32090 




Name 


OJ991028 15.0118.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1710 




GI 


6815052 


Score 


34 6 




F. von ^ 


1. .47, 711. .810, 1110. .1231, 


1497. .1578, 1659. .1710 




CZ T Hp^rri n 


(AP001080) hypothetical protein [Oryza 


sativa] 




Spa No 


32103 


Seq. . ID 


OJ991028_15.0118 




Gene No. 


66424 


-Strand 


■f 




Start 


1 


End 


751 




Name 


OJ991028 15.0118.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


751 ' 




GI 


4680179 


Score 


819 




R von s 


1. .751 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


32103 


Seq. ID 


OJ991028_15.0118 


.Cll 


Gene No. 


664 24 


Strand 


+ 




Start 


1 


End 


7 SI 




Name 


OJ991028 15.0118.Cll.o3.tw 


Method 


TBLASTX: Wheat 




Start 


32 


End 


199 




GI 


none 


Score 


197 




R von s 


32. .199, 38. .121, 40. .195, 42 


. . 197 






Seq. No. 


32103 


Seq. ID 


OJ991028 15.0118 


.Cll 


Gene No. 


66424 


Strand 


+ 




Start 


1 


End 


7 M 




Name 


OJ991028 15.0118.Cll.o2. tm 


Method 


TBLASTX: Maize 




Start 


40 


End 


379 




GI 


none 


Score 


160 




Exon 


40. .174, 41. .220, 227. .379, 250. .378 






Seq. No. 


32103 


Seq. ID 


OJ991028_15.0118 


.Cll 


Gene No. 


66424 


Strand 


+ 




Start 


1 


End 


751 




Name 


OJ991028 15.0118.Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


131 


End 


481 




GI 


none 


Score 


370 




Exons 


131. .481, 133. .480 








Seq. No. 


32103 


Seq. ID 


OJ991028_15.0118 


.Cll 


Gene No. 


66424 


Strand 


+ 




Start 


1 


End 


751 




Name 


OJ991028 15.0118.. CLL. ol.tw . 


Method 


TBLASTX: Wheat 




Start 


203 


End 


570 




GI 


none 


Score 


262 




Exons 


203. .481, 241. .462, 487. .570 








Seq. No. 


32103 


Seq. ID 


OJ991028_15.0118 


Cll 


Gene No. 


66424 


Strand 


+ 




Start 


1 


End 


751 




Name 


OJ991028 15.0118.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


382 


End 


751 




GI 


none 


Score 


44 




Exons 


382. .438, 422. .484, 484. .576, 


489. .587, 


547. .750, 560. .751 


Seq. No. 


32103 


Seq. ID 


OJ991028_15.0118 


Cll 


Gene No. 


66424 


Strand 


+ 





32091 




Start 


1 


End 


751 






Name 


OJ991028 15.0118.Cll.o2.tw 


Met hod 


TBLASTX • 


Wheat 




Start 


572 ~~ 


End 


751 






GI 


none 


Score 


222 






Exons 


572. .748, 581. .751, 586. .750 










Seq. No. 


32104 


Seq. ID 


OJ991028 


15 . 0118 


. C14 


Gene No. 


66425 


Strand 


+ 






Start 


1 


End 


670 






Name 


OJ991028 15.0118.C14 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


670 






GI 


6010777 


Score 


83 






Exons 


1 . . 49, 581 . . 670 










GI Descrip. 


(AF188832) annexin [Fragaria 


x ananassa] 






Seq. No. 


32105 


Seq. ID 


OJ991028 


_15.0118 


.C15 


Gene No. 


66426 


Strand 


+ 






Start 


927 


End 


8347 






Name 


OJ991028 15.0118.C15.ol.gs 


Method 


GENSCAN 






Start 


927 


End 


5432 






GI 


none 


Score 


.46 






Exons 


927. .1033, 1896. .2008, 2108.. 


2307, 4052. .4244, 


4328. .4948, 




5412 . . 5432 










Seq. No. 


32105 


Seq. ID 


OJ991028 


15.0118 


. C15 


Gene No. 


66426 


Strand 


+ 






Start 


927 


End 


8347 






Name 


OJ991028 15 . 0118 . CI 5 .ol .np 


Method 


AAT/NAP 






Start 


3201 ~~ 


End 


8347 






GI 


5042447 


Score 


656 






Exons 


3201. .3279, 4042. .5070, 8150. 


.8347 








GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 






Seq. No. 


32105 


Seq. ID 


OJ991028 


JL5.0118 


.C15 


Gene No. 


66427 


Strand 


4- 






Start 


14127 


End 


17469 






Name 


OJ991028 15.0118.C15.o3.np 


Method 


AAT/NAP 






Start . 


14127 " • 


End 


17469 






GI 


6721516 


Score 


119 






Exons 


14127. .14172, 15876. .16075, 16114 .. 16159, 17371 


. .17469 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






.Seq. No. 


. 32105.. . ... 


Seq. ID 


OJ991028 


_15,0118 


.C15 


Gene No. . 


66428 


Strand 


+ 






Start 


18008 


End 


18211 






Name 


OJ991028 15.0118.C15.o5.np 


Method 


AAT/NAP 






Start 


18008 


End 


18211 






GI- 


5852181 


Score 


124 






Exons 


18008. .18211 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 








Seq. No. 


32105 


Seq. ID 


OJ991028 


_15.0118 


.C15 


Gene No. 


66429 


Strand 








Start 


5929 


End 


19245 






Name 


UJ9yi028 15.0118.C15.o2.tw 


Method 


TBLASTX : 1 


itfheat 




Start 


4418 


End 


4783 






GI 


none 


Score 


276 







32092 



Pvon 

J — 1 V-/ 1 1 o 


4418 4783- 4570 4608 










Seq. No. 


32105 


Seq. ID 


OJ991028 


JL5.0118 


.C15 


Gene No. 


66429 


Strand 








Start 


5929 


End 


19245 






Name 


OJ991028 15 0118 C15 o4 tm 

\JKJ S ~S J~ \J \J -i- ^ • \J J L W * Nw' J- *J . ~ • Will 


Method 


TBLASTX • 


Ma i ze 




Start 


4 418 _ 


End 


4753 






GI 


none 


Score 


232 






Exons 


4418 . .4753 










^f^n No 


32105 


Seq. ID 


OJ991028 


15 . 0118 


. C15 




66429 


Strand 








Start 


5929 


End 


19245 






Name 


OJ991028 15.0118.C15.o2.gs 


Method 


GEN SCAN 






Start 


5929 


End 


19245 






GI 


none 


Score 


.45 






Rynn <= 


5929 6489, 6527 6566. 6577 


..6744, 8937. .9408, 


10053 . . 


10332. 
j. \j ~j *y t» , 




10417 10541.- 11442 11562. 


11656. . 11951, 12328 


. . 12483, 






14408 14750 15170 15585. 


17833. . 17912, 19203 


19245 




Seq. No. 


32105 


Seq. ID 


OJ991028 


15 . 0118 


.C15 


Gene No. 


66429 


Strand 








Start 


5929 


End 


19245 






Name 


OJ991028 15.0118.C15;o4.np 


Method 


AAT/NAP 






Start 


12651 


End 


17411 






GI 


5257279 


Score 


96 






Exons 


12651. .12702, 17300.. 17411 











GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol . gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 


32105 


Seq. ID 


OJ991028_15.0118 


.C15 


Gene No. 


66429 


Strand 






Start 


5929 


End 


19245 




Name 


OJ991028 15.0118.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


13697 


End 


14384 




GI 


none 


Score 


70 




Exons 


13697. .>3819, 13707 .. 14 375, 


13722. .14384, 13867.. 14382 




Seq. No. 


32105 


Seq. ID 


OJ991028_15.0118 


.C15 


Gene No. 


66429 


Strand 






Start 


5929 


End 


19245 




Name 


OJ991028 15.0118.C15.o2.np . 


Method 


AAT/NAP . 




Start 


13716 


End 


17 78.0 




*GI 


4416302 


Score . 


2043 




Exons 


13716. . 15703, 17758. .17780 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


32105 


Seq. ID 


OJ991028_15.0118 


.cis 


Gene No. 


66429 


Strand. 






Start 


5929 


End 


19245 




Name 


OJ991028 15.0118 .C15.o2.ts 


Method 


TBLASTX: Soybean 




Start 


13734 


End 


14375 




GI 


none 


Score 


44 




Exons 


13734. .13958, 13870 .. 13950, 


13992. .14 363, 13992. .14 375, 





13999. .14370 



Seq. No. 32105 " Seq. ID OJ991028__15 . 0118 . C15 

32093 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq.. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



# 



66429 Strand 

5929 End 19245 

OJ991028JL5.0118 .CIS.ol. tc Method TBLASTX : Cress 

13737 End 14195 

none Score 69 

13737. .13982, 13968 14 102, 14106. .14195 

32105 ' Seq. ID OJ991028_15 . 0118 . C15 

66429 Strand 

59.29 End 19245 

OJ991028_15. 0118 .C15 .o3. tw Method TBLASTX : Wheat 

14139 End 14576 

none Score 94 

14139. .14396, 14427. .14576 

32105 Seq. ID OJ991028_15 . 0118 . C15 

66429 Strand 

5929 End 19245 

OJ991028_15 .0118 . C15 . o5 . tm Method TBLASTX : Maize 

14417 End 14583 

none Score 89 

14 417 . .14 4 88, 14 4 17 .. 14 578 , 14421 . . 14579, 14 421 .. 14582 , 

14434 . .14583 

32105 Seq. ID OJ991028_15 . 0118 . C15 

66429 . Strand 

5929 End 19245 

OJ991028_15. 0118.C15.o2 .tm Method TBLASTX : Maize 

14625 End 15092 

none Score 125 

14625. .14936, 14 625 .. 15092 , 14 626 .. 15090, 14976. .15092 

32105 Seq. ID OJ991028_15 . 01 18 . C15 

66429 Strand 

5929 End 19245 

OJ991028_15...0118 . C15 . ol . ts Method TBLASTX : Soybean 

14752 End .15364 

5509260 Score 264 

14 7 52. .15096, 14 7 52 .. 15015, 14757. .15095, 1508 6. .15364, 

15087. .15254, 15104. .15271 



32105 
66429.' 
5929 

OJ991028_15. 0118.C15.ol.tw 
14760 
none 

14760. .14936, 14 7 66 .. 15095, 14767 
15113. .15139, 15146. .15220 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991028_15.0118.C15 
19245 

TBLASTX: Wheat 

15220 

62 



15096, 14982. .15104, 



32105 Seq. ID 

66429 Strand 

592 9 End ' 

OJ9 91028_15. 0118 .C15 .o3. tm Method 

15095 End 

none Score 



OJ991028_15.0118.C15 
19245 

TBLASTX: Maize 

15418 . 

185 



32094 




Exons 


15095 15142, 15096 15359. 


15131. .15418 


Seq. No. - 


32106 


Seq. ID 


- OJ991028_15.0118.C16' 


Gene No. 


66430 


Strand 


+ 


Start 


241 


End 


585 


Name 


OJ991028 15.0118 C16 ol as 


Method 


GENSCAN 


Start 


241 ~~ 


End 


585 


GI 


none 


Score 


.59 


Exons 


241 . . 288, 400 . . 585 






Seq. No. 


32107 


Seq. ID 


OJ991028 15.0118.C17 


Gene No. 


66431 


Strand 


+ ~ 


Start 


4132 


End 


14383 


Name 


OJ991028 15.0118.C17.o3.np 


Method 


AAT/NAP 


Start 


4132 ~ 


End 


14383 


GI 


5852180 


Score 


519 


Exons 


4132. .4165, 7684. .7754, 8734 


..8852, 8 


904. .9350, 14355. .14383 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


32107 


Seq. ID 


OJ991028_15.0118.C17 


Gene No. 


66431 


Strand 


+ 


Start 


4132 


End 


14383 


Name 


OJ991028 15 0118 C17 o2 as 


Method 


GENSCAN 


Start 


10757 _ 


End 


11284 


GI 


none 


Score 


.6 


Ex on <=? 


10757 11284 






Sea No 


32107 


Seq. ID 


OJ991028_15.0118.C17 


Gene No. 


66431 


Strand 


+ 


Start 


4132 


End 


14383 


Name 


OJ991028 15.0118.C17.o4.np 


Method 


AAT/NAP 


Start 


11459 


End 


13569 


GI 


6466937 


Score 


248 


Exon <^ 


11459. . 11651, 11800. .12136, 


13522. .13569 


\*J -I- I—' -i_ k_/ * 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Sea No 


-32107 


Seq. ID 


OJ991028_15.0118.C17 


Qei^g No. 


66432 


Strand 




Start 


272 


End 


9433 


Name 


OJ991028 15.0118.C17.ol.gs 


Method 


GENSCAN 


Start 


272 


End 


9433 


GI 


■ none • 


Score 


..73. . 


Exons 


'272. .909, 979. .1066, 1196. .1943, 2247 


. .4137, 4158 . .4180, 




4194. .4508, 4638. .4789, 5018 


..5046, 5094. .5461, 5505. .5611, 




6205. .6714, 7816. .7911, 8828 


..8906, 9060. .9433 


Sea No 


32107 


Seq. ID 


OJ991028_15.0118.C17 


Gene No. 


66432 


Strand 




Start 


272 


End 


9433 


Name 


OJ991028 15.0118.C17.ol.np 


Method 


AAT/NAP 


Start 


275 


End 


4792 


GI 


4680179 


Score 


5346 


Exons 


275. .3676, 3710. .4792 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


32107 


Seq. ID 


OJ991028_15.0118.C17 



32095 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



66432. Strand 
272 End 9433 

OJ991028_15.0118.C17.ol.gp Method AAT/GAP 
5426 End 5778 

25792_1 .R1084 Score 649 

5426.. 5778 

, 4512233/dbj | AB014743 . 1 | AB014743 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 1 

32107 Seq. ID OJ991028_15 . 0118 . C17 

66432 Strand 

272 End 9433 

OJ991028_15 . 0118 .C17 . o2 . gp Method AAT/GAP 

5954 End 6348 

2312718 Score 649 

5954. .6348 

4512233/dbj IAB014743. 1 IAB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 

32107 Seq. ID OJ991028_15 . 0118 . C17 

66432 Strand 

272 End 9433 

OJ991028_15. 0118 .C17.o3.gp Method AAT/GAP 

7603 End 7984 

uC-osflcyp033a04bl Score 655 

7603. .7984 

f 6016845/dbj [AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 32107 

Gene No. 66433 

Start 13017 

Name OJ991028_15 . 0 118 . C17 . 06 . tw 

Start 320 

GI none 
Exons 



Seq. ID OJ991028_15.0118.C17 
Strand 

End 16581 

Method TBLASTX : Wheat 

End 12137 

Score 100 



320. .652, 362. .649, 384. .653, 12015 .. 12092, 12090. .12137 



Seq. No. 3.2.107 

Gene No. 6>?>4 33 

Start 13017 

Name OJ991028_15 . 0 118 . C17 . o2 . tm 

Start 500 

GI • none . 
Exons 



Seq. ID OJ991028_15.0118.C17 
Strand 

End 16581 

Method TBLAS TX : Ma i z e 

End 12137 

Score . 207. 



500. .940, 516. .938, 938. .1099, 945. .1100, 11456 .. 11581, 
11629. . 11652, 12015. . 12095, 12099. .12137 



Seq. No. 32107 Seq. ID OJ991028_JL5 . 0118 . C17 

Gene No. 66433 Strand 

Start 13017 End 16581 

Name OJ991028_15 . 0118 . C17 . ol . tw Method TBLASTX : Wheat 

Start 653 End 11652 

GI none Score 91 

Exons 653. .1279, 656. .907, 765. .1223, 11459 11581, 11590. .11652 



^eq . iNO . 
Gene No. 
Start 



SZiU I 
66433 
13017 



Seq. ID OJ991028_15.0118.C17 
Strand 

End 16581 



32096 



Name OJ991028_15 . 0118 . C17 . o5 . tm Method TBLASTX : Maize 

Start 1148 End 1439 

GI none Score 211 

Exons 1148. .1438, 1152. .1439 



Seq. No. 32107 

Gene No. 66433 

Start 13017 

Name OJ991028_15 . 0118 . C17 . o4 

Start 1238 

GI none 

Exons 1238.. 1492, 1239.. 1493 

Seq. No. 32107 

Gene No. 66433 

Start 13017 

Name OJ991028_15 . 0118 . C17 . o2 

Start 1262 

GI none 

Exons 1262.. 1405, 1263.. 1403, 

Seq. No. 32107 

Gene No. 66433 

Start 13017 

Name OJ991028_15 . 0118 . C17 . o2 

Start 1286 

GI none 

Exons 1286.. 1822, 1287. .1853 



Seq. ID OJ991028_15.0118.C17 
Strand 

End 16581 

.ts. Method TBLASTX : Soybean 

End 14 93 

Score 143 



Seq. ID OJ991028_15.0118.C17 
Strand 

End 16581 . 

.tc Method TBLASTX : Cress 

End 1627 

Score 85 
1406. .1579, 1592. .1627 

Seq. ID OJ991028_15.0118.C17 
Strand 

End ' 16581 

.tw Method TBLASTX : Wheat 

End 1853 

Score 340 



Seq. No. 32107 

Gene No. 66433 

Start 13017 

Name OJ991028_15 . 0118 . C17 . o3 

Start 1844 

GI none 

Exons 1844.. 2206, 1853.. 2206, 

Seq. No'. 32107 
Gene No. ■ 66433 

Start 13017 

Name OJ991028_15 . 0118 . C17 . o3 

Start 1856 

GI nonfi 

Exons 1856.. 2278, 1857.. 2249 



Seq. ID OJ991028_15.0118.C17 
Strand 

End 16581 

.tm Method TBLASTX : Maize 

End 2207 

Score 161 
1857. .2207 

Seq. ID OJ991028_l'5.0118 .C17 
Strand 

End 16581 

.tw Method TBLASTX : Wheat 

End 2278 

Score 322 . .. 



Seq. No. 32107 Seq. ID 

Gene No. 66433 Strand 
Start . . 13017 ' . End 

Name, OJ991028_15 . 0118 . C17 . o5 . ts Method 

Start 2027 End 

GI none Score 

Exons 2027.. 2272 



OJ991028_15.0118.C17 
16581 

TBLASTX: Soybean 

2272 

203 



Seq. No. 32107 Seq. ID 

Gene No. 66433 Strand 

Start 13017 End 

Name OJ991028 15 . 0118 . C17 . o4 . tm Method 



OJ991028_15.0118.C17 
16581 

TBLASTX: Maize 



32097 




Start 


2243 








End 


2743 




GI 


none 








Score 


50 




Exons 


2243. .2557, 


2286 


. . 2336, 


2364 


.2492, 2564. .2743, 2616. .2735 


Seq. No. ■ 


32107 








Seq. ID 


OJ991028_15.0118 


.C17 


Gene No. 


66433 








Strand 


— 




Start 


13017 








End 


16581 




Name 


OJ991028 15 


. 0118 


.C17 .o5 


. tw 


Method 


TBLASTX: Wheat 


• - 


Start 


2279 " 








End- 


2581 




GI 


none 








Score 


307 




Exons 


2279. .2581, 


2295 


. . 2579, 


2500. 


.2580 






Seq. No. 


32107 








Seq. ID 


OJ991028_15.0118 


.C17 


Gene No. 


66433 








Strand 






Start 


13017 








End 


16581 




Name 


OJ991028 15 


. 0118 


.C17.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


2294 ~ 








End 


2689 




di 


none 








Score 


223 




Exons 


2294 . .2653, 


2295 


. .2585, 


2620. 


.2652, 2657.. 2689, 2658.. 2687 


Seq. No. 


32107 








Seq. ID 


OJ991028_15.0118 


.C17 


Gene No. 


66433 








Strand 






Start 


13017 








End 


16581 




Name 


OJ991028 15 


. 0118 


. C17 . o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


2630 ~ 








End 


3116 




GI 


none 








Score 


261 




Exons 


2630 . . 3007, 


2688 


. . 3116, 


3062 . 


.3112 






Seq. No. 


32107 








Seq. ID 


OJ991028_15.0118 


C17 


Gene No. 


66433 








Strand 






Start 


13017 








End 


16581 




Name 


OJ991028 15 


0118 


C17 06 


. tm 


Method 


TBLASTX: Maize 




Start 


2811 ~ 








End 


3101 




GI 


none 








Score 


184 




Exons 


2811 . . 3101, 


2813 


. . 3100 










Seq. No. 


■32107 








• Seq. ID 


OJ991028_15.0118 


C17 


Gene No. 


66433 








Strand" 






Start 


13017 








End 


16581 




Name 


OJ991028 15. 


0118 


.C17 .08 


. tw 


Method 


TBLASTX: Wheat 




Start 


3281 ~~ 








End 


3650 




GI 


none 








Score 


68 




Exons 


3281 ... 3394, 


3282 


. . 3395/ 


3440 . 


.3649,. 3441. .3650 




Seq. No. 


32107 








Seq. ID 


OJ991028_15.0118. 


C17 


Gene No. 


. 66433 








Strand 






Start 


13017 








End 


16581 




Name 


OJ991028 15. 


0118 


.C17 . o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3330 ~~ 








End 


3685 




GI 


none 








Score 


45 




Exons 


3330 3395. 


3332 


3685 


3516 . 


.3599 






Seq. No. 


32107 








Seq. ID 


OJ991028_15.0118. 


C17 


Gene No. 


66433 








Strand 






Start 


13017 








End 


16581' 




Name 


OJ991028 15. 


0118 


.C17.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


4196 








End 


4556 





32098 



GI 


none 




Score 


133 






Exons 


4196. ,4555, 4197. .4556 










Seq. No. 


32107 




Seq. ID 


OJ991028 


_15.0118 


.C17 


Gene No. 


66433 




Strand 








Start 


13017 




End 


16581 






Name 


OJ991028_15.0118 .C17. 


o4 . gp 


Mp1" h oH 


AAT /GAP 






Start 


12818 . 




End 


13362 






GI - - 


none 




Score • 


980 






Exons 


12818. .13362 












Seq. No. 


32107 




Seq. ID 


OJ991028 


15.0118 


. C17 


Gene . 


66433 




Strand 








Start 


13017 




End 


16581 






Name 


OJ991028 15.0118.C17. 


ol . tm. 


Method 


TBLASTX: 


Maize 




Start 


12993 




End 


15364 






GI 


none 




Score 


340 






Exons 


12993. .13280, 13012. . 


13278, 


13257. .13454, 13267 


13455, 






13267 . . 13467, 13283. . 


13456, 


14586. . 14672, 14590 


. 14 694 , 






14590. .14700, 14592. . 


14696, 


14923. . 15363, 14923 


15363 






14924 . . 15364 












Seq. No. 


32107 




Seq. ID 


OJ991028 


_15.0118 


.C17 


Gene No. 


66433 




Strand 








Start 


13017' 




End 


16581 






Name 


OJ991028 15.0118.C17. 


o3 . gs 


Method 


GENSCAN 






Start 


13017 




End 


16400 






GI 


none 




Score 


.88 






Exons 


13017 . .13453, 14577 ". . 


14692, 


14924 . . 15368, 16061 


16400 




Seq. No. 


32107 




Seq. ID 


OJ991028 


JL5.0118 


.C17 


Gene No. 


66433 




Strand 








Start 


13017 




End 


16581 






Name 


OJ991028 15.0118.C17. 


ol.tc 


Method 


TBLASTX: 


Cr es s 




Start 


13036 




End 


13307 






GI 


none 




Score 


209 






Exons 


13036. .13305, 13047. . 


13307, 


13048. .13305 






Seq. No. 


32107 - 




Seq. ID 


OJ991028 


15.0118 


. C17 


Gene No . 


66433 




Strand 








Start 


13017 




End 


16581 






Name 


OJ991028 15.0118.C17. 


ol . ts 


Method ■ 


TBLASTX: 


Soybean 




Start 


13047 




End . 


14692 






GI 


none 




Score 


302 






Exons 


■ 13047. .13367, 13066. . 


13368, 


13124 . . 13405, 13140 


.13415, 






13362. .13454, 13363. . 


13455, 


14575. . 14688, 14575 


. . 14 688, 






14597. .14692 












Seq. No. 


32107 




Seq. ID 


OJ991028_ 


15 . 0118 


. C17 


Gene no . 


66433 




Strand 








Start 


13017 




End 


16581 






Name 


OJ991028 15.0118.C17. 


o5 . gp 


Method 


AAT /GAP 






Start \ 


13327 




End 


16095 






GI 


15192 1.R1084 




Score 


1303 






Exons 


13327. .13453, 14577. . 


14692, 


14937. .15368, 16061 


. .16095 




GI Descrip. 


' 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


151 Oryza 


sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone: tl7804 ' 



32099 



Seq. No. 


32107 








Seq. ID 


OJ991028 15.0118 


Gene No. 


66433 








Strand 






Start 


13017 








End 


16581 




Name 


OJ991028 15.0118.C17 


.o3 


ts 


Method 


TBLASTX 


* Sovbpan 


Start 


15112 








End 


15364 




GI 


none 








Score 


333 




Exons 


15112 . . 


15363, 15113. 


. 15364, 


15131. .15364 




Seq. No. 


32107 








Seq. ID 


OJ99102! 


3 15.0118 


Gene No. 


66433 








Strand 






Start 


13017 








End 


16581 




Name 


OJ99102 


8_15.0118.C17 


.06. 


gp 


Method 


AAT/GAP 




Start 


16253 








End 


16581 




GI 


5038612 








Score 


650 




Exons 


16253. . 


16581 












Seq. No. 


32108 








Seq. ID 


OJ99102! 


3 15.0118 


Gene No . 


66434 








Strand 


+ 




Start 


1032 








End 


2100 




Name 


OJ99102 


8_15.0118.C18 


.ol. 


gs 


Method 


GENSCAN 




Start 


1032 








End 


1901 




GI 


none 








Score 


.47 




Exons 


1032. .1090, 1636. .1901 










Seq. No. 


32108 








Seq. ID 


OJ99102S 


3_15 . 0118 


Gene No. 


66434 








Strand 


+ 




Start 


1032 








End 


2100 




Name 


OJ99102 


8_15.0118.C18 


.ol. 


np 


Method 


AAT/NAP 




Start 


1632 








End 


2100 




GI 


6815052 








Score 


216 




Exons 


1632. . 1 


870, 2069.. 2100 










GI Descrip. 


(AP0010 


80) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


32109 








Seq. . ID 


OJ99102S 


3_15. 0118 


Gene No. 


66435 








Strand 






Start 


1 








End 


789 




Name 


OJ99102 


8_15.0118.C20 


ol. 


np 


Method 


AAT./NAP 




Start 


1 








End 


789 




GI 


2995405 








Score 


804 




Exons 


1. .789 














GI Descrip . 


(Y12432) polyprotein 


[Ananas 


comosus ] 






Seq. No. 


32109 








Seq. ID 


OJ99102E 


) 15.0118 


Gene No . 


66435 








Strand 






Start 


1 








End 


789 




Name 


OJ99102 


3_15.0118.C20. 


ol. 


tm 


Method 


TBLASTX: 


Ma i ze 


Start 


7 








End 


375 




GI 


none 








Score 


116 




Rxon s 

—J X 1 o 


7. .108, 


11. .109, 87.. 


374 


, 105.. 374, 184 


. .375 




Seq. No. 


32109 








Seq. ID 


OJ99102E 


i_15.0118 


Gene No. 


66435 








Strand 






Start 


1 








End 


789 . 




Name 


OJ99102! 


3_15.0118.C20. 


ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


40 








End 


629 




GI 


none 








Score 


63 





32100 



R von 

Ill A \J 1 1 O 


40 108 41 112 105 


374 


258 374 

^ JO • • «J / *i , 


268 387 


373 4RD 




374 442 459 629 472 


624 








Seq. No. 


32109 




Seq. ID 


OJ991028 


_15.0118.C20 


Gene No. 


66435 




Strand 






Start 


1 




End 


789 




Name 


OJ991028 15 0118 C20 o2 


. tm 




TBLA^TX • 


Ma i z e 


Start 


504 _ 




End 


786 




GI 


none 




Score 


130 




Rxons 


504. .785, 507. .785, 586 


. . 786 








Seq. No. 


32109 




Seq. ID 


OJ991028 


_15.0118.C20 


Gene No. 


66435 




Strand 






Start 


1 




End 


789 




Name 


OJ991028 15 0118 C20 ol 


. ts 


t" h nH 


TRT A^TX • 


Cai t)**\ pan 


Start 


588 ~~ 




End 


785 


GI 


none 




Score 


125 




Exons 


588 785, 600 785 










Seq. No. 


32109 




Seq. ID 


OJ991028 


_15.0118.C20 


Gene No. 


66435 




Strand 






Start 


1 




End 


78 9 




Name 


OJ991028 15 0118 C20 o2 


t w 


L iC L 11UU 


TRT.A^TX "• 
x Diinu 1 • 


vvi 1 t:ci i_ 


Start 


636 ~ 






78 6 




GI 


none 






114 




XJ w 1 1 o 


636 785 637 786 










O • ^ • 


32110 




Seq. ID 


D J991 028 


15 0118 f?3 


Gene No. 


66436 




Strand 






Start 


1 




End 


650 




Name 


OJ991028 15 0118 C23 ol 


.np 


Method 


AAT /NAP 

nn X / IN XI XT 




Start 


1 ~~ 




End 


650 




GI 


6815052 
\j \j j. \j ^/ 




Score 


582 




Pynn "=I 

i_l HO 


1 362 411 650 










GI Dpsrrio 


(AP0010801 hvnothetiral 


protein [Oryza 


oaH v£l 1 
o d i l v a j 




Seq. No. ' 


. 32111 




Seq. ID 


OJ991028 


_15.0118.C25 


Gene No. , 


66437 




Strand 






Start ■ 


205 




End 


650 




Name 


OJ991028 15 0118 C25 ol 


.gs 


Method 


UXjINO \^.f-XN 




Start 


205 ~~ 




End 


64 8 




GI 


none 




Score 


. 57 




F, x n n .s 


205 648 












321 1 1 




Seq. ID 


Pi TQQ1 D9P 


1 c fillP roc; 


Gene No. 


66437 




Strand 






Start 


205 




End 


650 




Name 


OJ991028 15-.0118.C25.ol 


.np ;. 


/- Method 


AAT /NAP 




Start 


239 




End 


650 




GI 


1628482 




Score 


143 




Exons 


239. .650 











GI Descrip. (X97570) embryogenesis transmembrane protein [Zea mays] 



Seq. No. 32112 

Gene No. 66438 

Start 1 

Name OJ991028__15 . 0118 . C26 . ol . gp 



Seq. ID OJ991028_15.0118.C26 

Strand + 

End 95 

Method AAT /GAP 



32101 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



95 
140 



13029JL.R1084 
1..95 

1 3850823/emb|CAA77136| 4.0e-19 (Y18351) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbagini folia] 1 



OCU • LNU i 


32113 






Q(=x n TP) 


uu y y _l u c. o 




(^anp Mo 


66439 






U LI ullU 


-L- 




O L. CI i. u 


2352 






End 


JlU J 




Name 


OJ991028 15 


.0118.C27.ol 


.gs 


Method 


GENSCAN 




Start 


2352 ■ ~ 






End 


4263 




GI 


none 






Score 


.79 




Exons 


2352. .2405, 


3650. .3766, 


3814. 


.4263 








32113 






Seq. ID 


OJ991028 


_15.0118.C27 


flpn i3 Mo 


66439 






Strand 


+ 




O L. G -L 1— 


2352 






End 


5185 




Name 


OJ991028 15 


.0118.C27.o3 


.np 


Method 


AAT/NAP 




Start 


3794 






End 


5185 






6063554 






Score 


181 




Exons 


3794 . .4020, 


5011. .5185 










GI Descrip. 


(AP000615) 


ESTs AU07 5609(C6334 4) ,C71850 (E04 64) ,C98 611 (E04 64) 




correspond 


to a region 


of the 


predicted gene.; 


hypothetical 




protein [Oryza sativa] 










O G • IN KJ ■ 


32113 






Seq. ID 


OJ991028 


1R ni 1 q con 


o n o Mo 


66440 






Strand 






Cf arf 
O LCll L 


2423 






End 


5504 




Name 


OJ991028 15 


.0118.C27.ol 


.tm 


Method 


TBLASTX: 


Mai ze 


Start 


1720 






End 


2349 




GI 


none 






Score 


71 




ill *Ti. Ull^ 


1720. .1764, 


1722. .1778, 


1728. 


.1766, 2019. .2141, 


2030. .2140, 




2031. .2141, 


2032. .2142, 


2032. 


.2142, 2251. .2349 




uC^j i LNU • 


32113 






Seq. ID 


OJ991028 


_15.0118 .C27 


(^pnp Mo 


66440 






Strand 






S t a r t 


2423 






End 


5504 




Name 


OJ991028 15 


.0118.C27.o2 


.np 


Method 


AAT/NAP 




Start 


2423 






End 


5504 




GI 


6498436 






Score 


''37 1 






2423. .2544, 


2796. .3031, 


3570. 


.3684, 5447. .5504 




f2 T riPQPr"i o 


(AP000815) 


hypothetical 


protein [Oryza 


sativa] 




Cp n Mn 


32113 






Seq. ID 


OJ991028 


_15. 0118 .C27' 


Hprip Mo 


66440 






Strand 






Start 


2423 






End 


5504 




Name 


OJ991028 15 


.0118.C27.o2 


.gs-. 


Method 


GENSCAN 




Start 


4461 






'End 


4998 




GI 


none 






Score . 


.9 




Exons 


4461. .4591, 


4917. .4998 










Seq. No. 


32114 






Seq. ID 


OJ991028 


_15.0118.C28 


Gene No. 


66441 






Strand 


+ 




Start 


1 






End 


'3997 




Name 


OJ991028 15 


.0118.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


3997 




GI 


4680179 






Score 


5223 





32102 




Exons 


1 574- 602 


3997 










ftT Dp qrrin 


( AF111709) 




[ Oryza 


sat i va 






Sea No 


32114 






Seq. ID 


OJQcn 0?R 1 R HI 1 ft 


. ^ ^. o 


Gene No. 


66442 






Strand 






Start 


6009 






End 


7343 




Name 


OJ991028 15 


.0118.C28.o2 


.np 


Method 


AAT /NAP 




Start 


6009 — 






End 


7343 




GI 


5852179 






Score 


292 




Exons 


6009. . 6029, 


6854. .7055, 


7130. 


.7343 






GI Descrip. 


(AL117265) 


zhb0009.1 [Oryza sativa] 






Seq. No. 


32114 






Seq. ID 


OJ991028_15.0118 


.C28 


Gene No. 


66443 






Strand 






Start 


8015 






End 


8237 




Name 


OJ991028 15 


.0118.C28.o7 


. tw 


Method 


TBLASTX • Wheat 




Start 


2 ~~ 






End 


34 6 




GI 


none 






Score 


306 




Exons 


2 . . 346, 23 . 


.190 










Seq. No. 


32114 






Seq. ID 


OJ991028_15.0118 


.C28 


Gene No. 


66443 






Strand 






Start 


8015 






End 


8237 




Name 


OJ991028 15 


.0118.C28.o6 


. tm 


Method 


TRLA9TX • i re 




Start 


11 ~~ 






End 


334 




GI 


none 






Score 


243 




Exons 


11 . . 334 












Seq. No. 


32114 






Seq. ID 


OJ991028_15.0118, 


.C28 


Gene No. 


66443 






Strand 






Start 


8015 






End 


8237 




Name 


OJ991028 15 


.0118.C28.o8 


. tw 


Method 


TRT.A^TX • Wheat- 




Start 


680 ~~ 






End 


94 9 




GI 


none 






Score 


221 




Exons 


680 . . 949 












Seq. No. 


32114 






Seq. ID 


OJ991028_15.0118, 


.C28 


Gene No. 


66443 






Strand 






Start 


8015 






End 


8237 




Name 


OJ991028 15 


.0118.C28.o7 


.tm 


Method 






Start 


1031 ~~ 






End 


1222 




GI 


none 






Score 


185 




Exons . 


1031 . . 1222, 


1069. .11.76 










Seq. No. 


32114 






Seq. ID 


OJ991028__15.0118. 


C28 


Gene No. 


66443 






Strand 






Start 


8015 






End 


8237 




Name 


OJ991028 15 


.0118.C28.o4 , 


. tw 


Method 






Start 


1159 _ 






End 


J- U *i 




GI 


none 






Score 


*i ^ _? 




Exons 


1159 1557' 


1160. .1642, ■ 


1271. . 


1639 






Seq. No. 


32114 






Seq. ID 


OJ991028_15.0118. 


C28 


Gene No. 


66443 






Strand 






Start 


8015 






End 


8237 




Name 


OJ991028 15, 


.0118.C28.o4. 


.ts 


Method 


TBLASTX: Soybean 




Start 


1196 






End 


1510 





32103 




GI 


none 








Score 


193 




Exons 


1196. . 1510 














Seq. No. 


32114 








Seq. ID 


OJ991028_15.0118 


.C28 


Gene No. 


66443 








Strand 






Start 


8015 








End 


8237 




Name 


OJ991028 15 


.0118 


.C28.o4 


. tm. 


Method 


TBLASTX * Mai ze 




Start 


1225 








End 


1672 




GI 


none 








Score 


345 




Exons 


1225. .1467, 


1229 


. .1672 










Seq. No. 


32114 








Seq. ID 


OJ991028_15.0118 


.C28 


Gene No. 


66443 








Strand 






Start 


8015 








End 


8237 




Name 


OJ991028 15 


.0118 


.C28.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1583 








End 


1978 




GI 


none 








Score 


57 




Exons 


1583. .1615, 


1583 


. . 1615, 


1619. 


.1672, 1621. .1662, 1622. .1948, 




1727. .1978, 


1735 


. .1968 










Seq. No. 


32114 








Seq. ID 


OJ991028 15.0118 


. C28 


Gene No.- 


66443 








Strand 






Start 


8015 








End 


8237 




Name 


OJ991028 15 


. 0118 


. C28 . o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


1711 








End 


1993 




GI 


none 








Score 


56 




Exons 


1711. .1809, 


1729 


. .1992, 


1730. 


.1993 






Seq. No. 


32114 








Seq. ID 


OJ991028 15.0118 


. C28 


Gene No. 


66443 








Strand 






Start 


8015 








End 


8237 




Name 


OJ991028 15 


0118 


.C28 .o5 


. tm 


Method 


TBLASTX • Maize 




Start 


1727 








End 


2059 




GI 


none 








Score 


292 




Exons 


1727. .2059, 


1780 


.2058 










Seq. No.. 


32114 








Seq. ID 


OJ991028_15.0118 


.C28 


Gene No. 


66443 








Strand 






Start 


8015 








End 


8237 




Name 


OJ991028 15. 


0118 . 


C28 . o3 


, tw 


Method 


TBLASTX: Wheat 




Start 


1994 








End 


2419 




GI 


none 








Score 


600 




Exons 


1994 . .2419, 


1996. 


.2412, 


2069. 


.2419 






Seq. No. 


32114 








Seq. ID 


OJ991028_15.0118 


C28 


Gene No. 


66443 








Strand 






Start 


8015 








End 


8237 




Name 


OJ991028 15. 


0118. 


C28 . o3 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2000 








..End 


2248 




GI 


none 








Score 


207 




Exons 


2000. .2248 














Seq.. .No. 


32114 








Seq. ID 


OJ991028_15.0118. 


C28 


Gene" No. 


66443 








Strand ■ 






Start 


yuis 








End 


8237 




Name 


OJ991028 15. 


0118. 


C28.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2066 








End 


2419 





32104 



GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



none 

2066. .2419, 

32114 
66443 
8015 

OJ991028_15. 

2447 

none 

2447. .2986, 

32114 
66443 
8015 

OJ991028_15, 

2684 

none 

2684. .2866, 

32114 
66443 
8015 

OJ991028_15. 

2774 

none 

2774. .3034, 

32114 
66443 
8015 

OJ991028_15. 

2832 

none 

2832. .3119, 

32114 
66443 
8015 

OJ991028_15. 

2993 

none 

2993. .3619, 

32114 
66443 
8015 

OJ991028_15. 

3172* 
none 

3172. .3327, 
3559. .3756. 



Score 



465 



2071. .2412 



0118.C28.o2.tw 



2629. .2982 



0118.C28.ol.tc 



2867. .3010 



0118.C28.o2.ts 



2779. .3033 



0118.C28.o3.tm 



2833. .3120, 2834 . 



0118.C28.ol.tw 



Seq. ID OJ991028__15.0118.C28 
Strand 

End 8237 

Method TBLASTX : Wheat 

End 2986 

Score 610 



Seq. ID OJ991028_15.0118.C28 
Strand 

End 8237 

Method TBLASTX : Cress 

End 3010 

Score 87 



Seq. ID OJ991028_15. 0118 .C28 
Strand 

End 8237 

Method TBLASTX : Soybean 

End 3034 

Score 299 



Seq. ID OJ991028_15.0118.C28 
Strand 

8237 

TBLASTX: Maize 
3124 
110 



End 

Method 
End 
Score 
.3124 



Seq. ID OJ991028_15.0118.C28 
Strand 

End 8237 

Method TBLASTX : Wheat 

End 3619 

Score 716 



2995. .3498, 3191. .3610, 3559. .3618 



0118.C28.ol.tm 



3173. .3334, 3331. 



Seq. ID OJ991028_15.0118.C28 
Strand 

End" 8237 

Method TBLASTX : Maize 

End 3757 

Score • 229 

.3492, 3332. .3757, 3494. .3736, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



32114 
66443 
8015 

OJ991028_15, 
3620 



0118.C28.o6.tw 



Seq. ID OJ991028_15.0118.C28 
Strand 

End '8237 

Method TBLASTX: Wheat 

End 3952 



32105 




GI 


none 




Score 


313 




Exons 


3620 3736. 3622 3900 


3623 . 


.3952 






Seq. No. 


32114 




Seq. ID 


OJ991028__15.0118 


.C28 


Gene No. 


66443 




Strand 






Start 


8015 




End 


8237 




Name 


OJ991028 15 0118 C28 o3 




Mpt hnH 






Start 


8015 ~ 




End 


8237 




GI 


none 




Score 


. 53 




Exons 


8015 . . 8237 










Seq. No. 


32115 




Seq. ID 




. ^ t~ 


Gene No. 


66444 




Strand 






Start 


1 




End 


1740 




Name 


OJ991028 15.0118.C2 9.ol. 


np 


Method 


AAT/NAP 




Start 


1 ~ 




End 


17 40 




GI 


6498436 




Score 


1277 




Exons 


1..851, 900 1020, 1654 


.1740 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


UU 1 U V J 




Seq. No. 


32115 




Seq. ID 


OJ991028_15. 0118 


.C29 


Gene No. 


66444 




Strand 






Start 


1 




End 


1740 




Name 


OJ991028 15 0118 C29 ol 


gs 


Method 


\J Zj LN O \^r\LN 




Start 


31 ~ 




End 


X \J O J 




GI 


none 




Score 






Exons 


31. 1020, 1654 1683 










Seq. No. 


32116 




Seq. ID 


OJ991028_15.0118 


.C30 


Gene No. 


66445 




Strand 






Start 


320 




End 


352 




Name 


OJ991028 15 0118 C30 ol 


gs 


Method 


nFN9PAN 




Start 


320 ~~ 




End 


352 




GI 


none 




Score 


. 64 




Exons 


320 . . 352 










Seq. No. 


32117 




"Seq. . ID 


ojqcm fi?fl is miR 


• lji 


Gene No. 


66446 




Strand 






Start 


1 




End 


3035 




Name 


OJ991028 15.0118.C31.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1498 




GI 


4417306 




Score 


190 




Exons 


1. .27, 1136. . 1498 










GI Descrip . 


(AC006446) .putative Athila retroelement 0RF1 protein 






[Arabidopsis thaliana] 










Seq. No. 


32117 




Seq. ID 


OJ991028_15.0118 


.C31 


Gene No/ 


66446 




Strand 






Start 


1 




End 


3035 




Name 


OJ991028 15.0118.C31.ol. 


gs 


Method 


GENSCAN 




Start 


409 




End 


3035 




GI 


none 




Score 


.64 




Exons 


409. .616, 767. .864, 1128 


..1406, 1518. .1690, 2951. .3035 




Seq. No. 


32118 




Seq. ID 


OJ991028_15.0118. 


.C33 


Gene No. 


66447 




Strand 


+ 




Start 


75 




End 


1255 





32106 



Name 


OJ991028 15 


.0118 


.C33.ol 


as 


Met hod 


GENSCAN 




Start 


75 








End 


1255 




GI 


none 








Score 


. 57 




Exons 


75. .843, 1162. .1255 










Seq. No. 


32119 








Seq. ID 


OJ991028_15.0118 


.C34 


Gene No . 


66448 








Strand 


+ 




Start 


3575 








End 


5318 




Name 


OJ991028 15 


.0118 


.C34 .o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3520 








End 


3798 




GI 


none 








Score 


59 




Exons 


3520. .3567, 


3531 


. .3560, 


3532 . 


.3705, 3616. .3651, 3624. .3797, 




3703. .3798, 


3716 


. .3787, 


3772 . 


.3798 






Seq. No. 


32119 








Seq. ID 


OJ991028_15.0118 


.C34 


Gene No. 


66448 








Strand 


+ 




Start 


3575 








End 


5318 




Name 


- OJ991028 15 


.0118 


.C34.ol 


.np 


Method 


AAT/NAP 




Start 


3575 








End 


5112 




GI 


2618699 








Score 


1271 




Exons 


3575 . .4518, 


4558 


. .5112 










GI Descrip. 


(AC002510) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


32119 








Seq. ID 


OJ991028_15.0118 


.C34 


Gene No. 


66448 








Strand 


+ 




Start 


3575 








End 


5318 




Name 


OJ991028 15 


. 0118 


. C34 . o3 


tm 


Method 


TBLASTX: Maize 




Start 


3855 








End 


4044 




GI 


none 








Score 


95 




Exons 


3855. .3959, 


3855 


. .3959, 


3856. 


.3978, 38 


90. .3982, 3991. .4044, 




3992 . .4042 














Seq. No. 


32119 








Seq. ID 


OJ991028__15.0118 


C34 


Gene No. 


66448 








Strand 


+ 




Start 


3575 








End 


5318 




Name 


OJ991028 15 


.0118 


.C34.ol 


tc 


Method 


TBLASTX: Cress 




Start 


3871 








End 


4599 




GI 


none 








Score 


102 




Exons 


3871. .3975, 


3967 


. .4476, 


4101. 


.4361, 4564. .4599 




Seq. No. 


32119 








Seq. ID 


OJ991028_15.0118 


C34 


Gene No. 


66448 








Strand 


+ 




Start 


3575" 








End . 


5318 : 




Name 


OJ991028 15 


.0118 


;C34 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4045 








End 


4508 




GI 


none 








Score 


48 




Exons 


4045 . . 4080, 


4073 


. .4144, 


•4086. 


.4508, 40 


87. .4479 




Seq. No. ; 


32119 








Seq. ID 


OJ991028_15.0118. 


C34 


Gene No. 


66448 








Strand 


+ 




Start 


3575 








End 


5318 




Name 


OJ991028 15 


0118 


C34.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4048 








End 


4854 




GI 


none 








Score 


516 




Exons 


4048 . .4479, 


4098 


.4505, 


4564. 


4854, 4683. .4850 




Seq. No. 


32119 








Seq. ID 


OJ991028_15.0118. 


C34 



32107 




G.ene No. 


66448 








Strand 


+ 






Start 


3575 








End 


5318 






Name 


OJ991028 15 


. 0118 


. C34 . o2 


. tm 


Mpi~ hod 


TBLASTX 


Ma i ze 




Start 


4573 " 








End 


5084 






GI 


none 








Score 


652 






Exons 


4573. .5070, 


4573 


. .5073, 


4899 


. . 5084 








Seq. No. 


32119 








Seq. ID- 


OJ99102E 


i_15.0118' 


C34 


Gene No. 


66448 








Strand 


+ 






Start 


3575 








End 


5318 






Name 


OJ991028 15 


. 0118 


C34 . o2 


. tc 


Mp1~ hod 


TBLASTX • 


Cr e s s 




Start 


4666 ~ 








End 


5091 






GI 


none 








Score 


455 






Exons 


4666. . 5091, 


4680 


. 5012, 


4 687 


. 5061 








Seq. No. 


32119 








Seq. ID 


OJ99102E 


_15.0118. 


C34 


Gene No. 


66448 








Strand 


+ 






Start 


3575 








End 


5318 






Name 


OJ991028 15 


. 0118 . 


C34 . ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4822 ~ 








End 


5054 






GI 


none 








Score 


192 






Exons 


4822. . 5010, 


4833 . 


. 5012, 


4893. 


.5054, 4972.. 5034, 


4982. .5053 


Seq. No. 


• 32119 








Seq. ID 


OJ99102S 


_15.0118. 


C34 


Gene No. 


66448 








Strand 


+ 






Start 


3575 








End 


5318 






Name 


OJ991028 15 


. 0118 . 


C34 . ol 




Method 


AAT/GAP 






Start 


4975 ~ 






End 


5318 






GI 


3760374 








Score 


642 






Exons 


4975 . . 5318 
















Seq. No. 


32120 








Seq. ID 


OJ991028 


_15.0118. 


C35 


Gene No. 


66449 








Strand 


+ 






Start 


1 








End 


292 






Name 


OJ991028 15 


.0118. 


C35.ol 


np 


Method 


AAT/NAP 






Start 


1 








End 


292 






GI 


4680502 








Score 


77 






Exons 


1. .292 
















GI Descrip. 


(AF119222) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


32120 








Seq. ID 


OJ991028 


_15.0118. 


C35 


Gene No . 


66450 








Strand 








Start 


-.23 








■End . ■ 


7512.,.. 






Name 


OJ991028 15 


0118. 


C35.ol. 


gs 


Method 


GENSCAN 






Start 


23 








End 


7512 






GI 


none 








Score 


.78 






Exons 


23. .150, 1202. .12 


85, 1956.. 2098, 3118. 


3266, 3387.. 4109, 






4685. .4780, 


4860. 


.4952, 


5052. 


.5157, 5263.. 5380, 


5547. .59 


16, 




6811. . 6960, 


7135. 


.7512 












Seq. No. 


32120 








Seq. ID 


OJ991028 


_15.0118. 


C35 


Gene No. 


66450 








Strand 








Start 


23 








End . 


7512 






Name 


OJ991028 15. 


"0118. 


C35.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1946 








End. 


5165 






GI 


none 








Score 


144 






Exons 


1946. .2107, 


1957. 


.2100, 


3117. 


.3269, 3125.. 3274, 


3200. .3268, 



32108 





3210 ?975 ??R4 ?690 


??ft 7 


.3611, 3392.. 3757, 


??94 ?Q60 




??QR ?Q7? ?6fi7 ?9fiQ 




.3992, 3945. .3989, 






4005 4064 4011 4106 

V v »J • • ri U \J M , t u 1 1 i . *i X W \J , 


50?5 


5151. 50* 


3 9 51 65 

i ZJ * • J 1 U J f 


5054 51 55 




5061 si 59 










Seq. No. 


32120 




Seq. ID 


OJ991 028 

WU Zs ZJ A. \J t~ \J 


__15.0118.C35 


Gene No. 


66450 




Qf rand 






Start 


23 




End 


7 519 




Name 


' Ol7991028 15 0118 C3S ol 


yp 


Mf^t hod 


aat /r;AP 

iin. i / \3t\sz 




a rt 

O Lai L 


2024 ~~ 




End 


3744 




CI 

\J X 


none 




Score 


1112 




TTynnQ 

i_l jt\ llij 


2024 2098 3118 3266 


3387 . 


.3744 






Seq. No. 


32120 




Seq. ID 


OJ991028 


_15.0118.C35 


Gene No. 


66450 




Strand 






Start 


23 




End 


7512 




Name 


CKT991 028 IS 0118 P35 n2 


yp 


Method 


AAT /GAP 




Start 


3852 — 




End 


5362 




GI 


none 




Score 


1030 




J_J *\. V_/ 1 1 


3852 4109 4860 4952 


5052 . 


.5157, 5263.. 5362 




Q&n No 


321 20 




Seq. ID 


OJ991028 


15 011ft P? 5 


Gene No. 


66450 




Strand 






Start' 


23 




End 


7512 




Name 


OJ991028 15 0118 C35 o2 


tm 


Method 


TBLASTX: 


I iCt X £. C 




554 7 ~~ 

w» 1 / 




End 


7242 




ox 


1 l^Jl 1C 




Score 


265 




IjA U1IO 


5547 5909 5548 5919 

l ± 1 • • ~J ZJ \J ZJ f J J 4 U i i J 3 ^ 


5 54 R 


.5919, 7129. .7185, 


71?? 7 1 ft 6 
/ X J O . . / x o u , 




7198 794 9 










O C <-J • IN U . 


?9 1 9 1 




Seq. ID 


OJ991028 


is oiift n? 6 




66451 




Strand 


+ 




Start 


11025 




End 


11196 




Name 


OJ991028 15.0118.C36.ol. 


gp 


Method 


AAT /GAP 




Start 


11025 




End 


11196 




GI 


LIB34 33-026-P1-K1-C1 




Score 


255 




Pvon q 


11025. .11196 












, 5852170/emb|AL117265.1 IOST17804 1.0e-44 Oryza 


sativa 




indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone: t 17804 ' 


Seq. No. 


32121 




Seq. ID 


OJ991028 


_15.0118.C36 


Gene No. 


66452. 




Strand 


+ 




Start 


-13268 




End 


16179 




Name 


OJ991028 15.0118.C36.o3. 


gs 


Method 


GENSCAN 




Start 


13268 




End 


13909 




GI 


none 




Score 


. 9 




F v on <3 


13268. .13909 










Spa No 


32121 




Seq. ID 


OJ991028 


_15.0118.C36 


Gene No . 


66452 




Strand 


+ 




Start 


13268 




End 


16179 




Name 


OJ991028 15.0118.C36.o5. 


np 


Method 


AAT /NAP 




Start 


13321 




End 


16179 




GI • 


4417306 




Score 


228 




axon's 


13321. .1387 9, 1614 8. .1617 9 








GI Descrip. 


(AC006446) putative Athila retroelement 


0RF1 protein 



[Arabidopsis thaliana] 



32109 



Seq. No. 32121 

Gene No. 664 52 

Start 13268 

Name OJ991028_15 . 0118 . C36 . o4 . gs 

Start 14418 

GI none 

Exons 14418. .14493/ 14759 .. 14 858 , 14901 
15690.. 15907 . .; ' 



Seq. ID OJ991028_15.0118.C36 

Strand + 

End 16179 

Method GENSCAN 

End 15907 

Score . 68 



15495, 15534. .15684, 



Seq. No. 32121 Seq. ID 

Gene No. 66453 Strand 

Start 1 End 

Name OJ991028_15 . 0118 . C36 . ol . np Method 

Start 1 End 

GI 4585884 Score 

Exons 1..22, 398.. 686, 792.. 1141 

GI Descrip. (AC005850) Hypothetical protein [Arabidopsis thaliana] 



OJ991028_15.0118.C36 

9442 
AAT/NAP 
1141 
177 



Seq. No. 32121 Seq. ID 

Gene No. 66453 Strand 

Start 1 End 

Name OJ991028_15 . 0118 . C36 . ol . gs Method 

Start 325 End 

GI none Score 
Exons 



OJ991028_15.0118.C36 

9442 
GENSCAN 
9442 . 
.65 



325. .466, S94..686, 792. .1144, 1218.. 1246, 1354. .1503, 
1618.. 1742, 1958.. 2002, 3187. .3375, 3427. .3672, 3902. .4029, 
4053. .4144, 4300. .4400, 5738. .5782, 6572. .6734, 7969. .8096, 
9093.. 9297, 9320.. 9442 



Seq. No. 32121 
Gene No. 66453 
Start 1 

Name OJ991028_15 . 0118 . C36 . o2 . np 

Start 1884 
GI 6815052 

Exons 1884.. 2002, 2281.. 2351, 2433. 

3422. .3579, 4281. .4369, 5244. 

6062. .6144, 6623. .6769 
GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ991028_15.0118.C36 
Strand 

End 9442 
Method AAT/NAP 
End 67 69 

Score 1118 

.2533, 2675.. 2799, 2875.. 3373, 
.5302, -5436." .5476, 5665. .5782, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



32121 

66453 . : 
1 

OJ991028_15.0118 .C36.o3.np 

5962 

6721516 



Seq. ID OJ991028_15.0118.C36 



Strand 
End 

Method 

End 

Score 



9442 
AAT/NAP 
9291 
606 



5962.. 6109, 6568.. 6935, 7350.. 7590, 9250. .9291 
(AP001072) hypothetical protein [Oryza sativa] 



32121 
66454 
16219 

OJ991028_15.0118.C36.ol. ts 

583 

none 

583. .687, 784. .1014 



Seq. ID OJ991028_15.0118.C36 
Strand 

End 16325 

Method TBLASTX :'Soybean 

End 1014 

Score 159 



32110 



Seq. No. 


32121 


Seq. ID 


OJ991028_15.0118.C36 




664 54 

U D *i >J ^± 






u Lai L 


i fii>i q 

J. \J 1- Z* 


End 


1632 5 




OJ991028 15 0118 C36 ol tw 

\JKJ Z? Zf X \J O 1JiU110ivJUiU1 ( L,W 


l JC l_ 1 IUU 


TRLA9TX * Whp^f 


O L. Ct 1 U 


1 3574 _ 

1 J -J f *i 


End 


1 3900 

1 J^UU 




none 


Score 


107 


R von q 


13574 13690 13706 13900 






Seq. No. 


32121 


Seq. ID 


OJ991028_15.0118.C36 


fioTi^ NTo 


664 54 


91" rand 




OLal L. 


1 621 9 

1 Ut. 1 J 


End 


16325 

1 U J 


IN CliUt 


OJ991028 15 0118 C36 o5 as 

\J U Zf Zf X v O XJ.L/XXO.V^JU.L'^.yo 


M*=>1~ hod 


VJljLNO \^/aln 


O Lai L 


i 621 9 ~~ 

X VJ X ^ 


End 


1 6325 

1 V Ji. J 


X 


none 


Score 


. 95 


X? von Q 


16219 16325 






Seq. No. 


32122 


Seq. ID 


OJ991028_15.0118.C38 


fifanp Mn 

IN • 


66455 


St rand 




O Lai L 


1 96 

X Zf U 


End 


4 67 


Name 




Mo t* h oo 1 




O L a -L L 


1 Q6 _ 

X Zf \J 


FnH 


4 67 


ci T 


none 


Q OO 




Exons 


1 Q6 4 67 






O C Lj^ • IN vJ . 


391 23 


O C LJ * X U 


0.19 912 08 1 7 01 04 PI 

\JKJ ^^lt,UO X/ • U 1 U 1 . L 1 


Gene No. 


66456 


Strand 




Start 


150 


End 


249 


Name 


OJ991208 17.0104.Cl.ol.gp 


Method 


AAT/GAP 


Start 


150 


End 


249 


GI 


LIB3477-003-P1-K1-E9 


Score 


175 


Exons 


150. .249 






GI Descrip. 


»2498586/sp|Q40638 IMP01 ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32124 
66457 
1 

OJ991208_17.0104 .C2.ol.np 
1 

5091513 

1. ..1215 - . . "" .. ■ _ . . .... 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991208_17.0104.C2 

Strand + 

End 1215 

Method AAT/NAP 

End 1215 

Score 1274 



32125 
66458 
644 

OJ991208JL7. 0104 . C3 . ol . gp 
644 

16953 1.R1084 



Seq. ID OJ991208_17.0104.C3 
Strand + 
End 3780 
Method AAT/GAP 
End 3780 
_ Score 2363 

644. .818, 1744. .1847, 1949. .2024, 2554. .2637, 2987. .3780 
'22451-31 /emb | CAB 10552.11 2.0e-75 (Z97344) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



32125 
66458 



Seq. ID OJ991208_17.0104.C3 
Strand + 



32111 



o Lai L 


64 4 




?7fl0 
J / ou 




NI.3TT1 O 
IN ClltlC 


O.TQQ1 90fi 17 01 04 ol rr<3 


rJcLflOU 








- fiQO _ 


Hjlia 


"34 




(IT 




Score 


1 Q 




Exon s 


fiQO RIP 071 1096 1 Q1 S 


9 0 9 4 9^4 


9QR7 




Sea. No. 


32125 


Seq. ID 


OJ991208 17 


01 04 


Gene No. 


66458 


Strand 


+ - 




Start 


■ 644 


End 


3780 




Name 


OJ991208 17.0104.C3.ol.np 


Method 


AAT/NAP 




Start 


1744 


End 


3512 




GI 


2245131 


Score 


621 




Exons 


1744. . 1864, 1936. .2024, 2554. .2656, 300 


6. .3512 





GI Descrip. (Z97344) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 32125 

Gene No. 66459 

Start 14798 

Name OJ991208_17 . 0104 . C3 . o2 . tw 

Start 1699 

GI none 

Exons 1699.. 1842, 1727.. 1837, 1742, 
1946. .2023, 1947. .2024, 1948. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1846, 1743 
.2025, 2545 



OJ991208 17. 0104. C3 



15305 

TBLASTX: Wheat 
2589 
130 

1847, 1743. .1847, 
2589 



Seq. No. 32125 

Gene No. 66459 

Start 14798 

Name OJ991208_17 . 0104 . C3 . ol . ts 

Start ^ 1732 

GI none 

Exons 1732.. 1845, 1749.. 1838, 1947, 
3011. .3214, 3020. .3448, 3058. 

Seq. No. 32125 

Gene No. 66459 

Start 14798 

Name OJ991208_17 . 0104 . C3 . ol . tc 

Start- 1737 

GI none 

Exons 1737. .1847, 1741.. 1845, 1971. 

3026. .3133, 3055. .3435 



Seq. ID OJ991208_17.0104.C3 
Strand 

End 15305 

Method TBLASTX : Soybean 

End 3448 

Score 138 
.2024, 1952.. 2023, 2545.. 2628, 
.3444, 3323. .3448 

Seq. ID OJ991208_17.0104.C3 
Strand 

End 15305 

Method . TBLASTX: Cress 

End 3436 

Score 114 

.2024, 2503. .2628, 3023. .3436, 



Seq. No. 32125. 
Gene No. 66459 
Start 14798 

Name OJ991208_17 . 0104 . C3 . ol . tm 

Start 1742 
GI none 

Exons 1742. .1843, 1743. .1847, 1744. 

1948. .2025, 2545.. 2637,- 2552. 
3006. .3170, 3006. .3179, 3011. 
3333. .3506, 3460. .3495, 3504. 



Seq. ID OJ99120.8 1 _17.0104..C3 
Strand 

End 15305 
Method TBLASTX : Mai ze 
End 3551 
Score 163 

.1845, 1946. .2023, 1947. .2024, 
.2635, 2553. .2636, 2563. .2637, 
.3211, 3017. .3469, 3055. .3468, 
.3551 



Seq. No. 32125 Seq. ID 

Gene No. 66459 Strand 

Start 14798 End 

Name OJ991208 17 . 0104 . C3 . ol . tw Method 



OJ991208_17. 0104 .C3 
15305 

TBLASTX: Wheat 



32112 



Start 3130 End 3379 

GI none Score 350 

Exons 3130.. 3357, 3131.. 3379, 3320.. 3373 





32125 


Seq. ID 




fjpnp No 


66459 


Strand 




Start 


14798 


End 


1 J JUJ 


Name 


OJ991208 17 0104 C3 o4 


Mp t" h nH 


\J £j IN O v^rtlM 


Start 


14798 ~~ 


End 


1 JU ' D 


GI 


none 


Score 


. 9 


Exons 


14798. . 15076 






Seq. No. 


32125 


Seq. ID 


OJ991208 


Gene No. 


66459 


Strand 




Start 


14798 


End 


15305 


Name 


OJ991208 17.0104.C3.o2.np 


Method 


AAT/NAP 


Start 


14906 


End 


15305 


GI 


6006359 


Score 


54 


Exons 


14906. .15024, 15234.. 15305 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 



Seq. No. 32126 Seq. ID OJ991208_17 . 0104 . C4 

Gene No. 664 60 Strand + 

Start" 227 End 7957 

Name OJ991208_17 . 0104 . C4 . ol . gp Method AAT/GAP 

Start 227 End 7957 

GI LIB3477-003-P1-K1-E9 Score 108 

Exons 227.. 252, 2090.. 2133, 7926.. 7957 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



ORY 



Seq. No. 


32126 




Seq. ID 


OJ991208_17 .0104 .C4 


Gene No. 


66460 




Strand 


+ 


Start 


227 




End 


7957 


Name 


OJ991208 17 


.0104.C4.ol.gs 


Method 


GENSCAN 


Start 


2900 




End 


4095 


GI 


none 


3258. .4 095 


Score 


.78 * • 


Exons 


2900. .3165, 






Seq. No. 


32126 




Seq. ID 


OJ991208_17 .0104 ,C4 


Gene No. 


66460 




Strand 


+ 


Start • 


- 227 




End... 


7957 v . . . 


Name 


OJ991208 17 


.010*4. C4.ol.np 


Method 


AAT/NAP 


Start 


2900 


End 


3541 


GI 


5668784 




Score 


567 


Exons 


2900. .3165, 


3258. .3541 






GI Descrip. 


(AC007894) 


Strong similarity 


to M4 protein gb 1X90381 from 




Arabidopsis 


thaliana and contains 2 PF 10024 9 Myb-like 




DNA-binding 


domains. EST gb 


H36793 comes from this gene. 


Seq. No. 


32126 




Seq. ID 


OJ991208_17.0104.C4 


Gene No. 


66461 




Strand 


+ 


Start 


25903 




End 


26098 * 


Name 


OJ991208 17 


.0104.C4.o3.gs 


Method 


GENSCAN 


Start 


25903 




End 


26098 


GI 


none 




Score 


. 95 



32113 




Exons 25903. .26021, 26023.. 26098 



Seq. No. 


32126 


Seq. ID 


OJ991208 


_17.0104.C4 


fZpnp No 


66462 


Strand 






Start 


6075 


End 


£- \J ~J \J 1 




Name 


OJ991208 17 0104 C4 o2 tm 


Mpt hod 

L 1 lVU 




Ma i z e 


Start 


2900 _ 


End 


3375 




GI 


none 


Score 


51 




F.xon s 


2900 2926/ 2918 3166, 2935 


3036 32 


55 3356 






3256. .3375 








Sea. No. 


32126 


Seq. ID 


OJ991208 


17 0104 P4 


fipnp No 


66462 


Strand 






Start 


6075 


End 


26364 




Name 


OJ991208 17 0104 C4 ol ts 


Method ' 


TBLASTX: 


ouyucaii 


Start 


2906 _ 


End 


3387 




GI 


none 


Score 


37 




Pynn *; 

J_j \J 11>J 


2906 2926 2918 3166 2938 


..3039, 3255. .3386, 


1256 11R7 


Seq. No. 


32126 


Seq. ID 


OJ991208 


_17. 0104 .C4 


Qpnp No 


66462 


Strand 






Start 


6075 


End 


26364 




Name 


OJ991208 17 0104 04 ol tw 


Method 


TBLASTX: 




Start 


2918 _ 


End 


3372 




GI 


none 


Score 


300 




Pvnn c; 


2918 3166 2929 3039 308R 


. .3168, 3231. .3371, 


i? s s 1 1 ^o 




3256. .3372 








Sea No 


32126 


Seq. ID 


OJ991208 


17 01 04 P4 




664 62 


Strand 






Start 


6075 


End 


26364 




Name 


OJ991208 17 0104 C4 ol tc 


Method 


TBLASTX: 




Start 


2927 _ 


End 


3518 




GI 


none 


Score 


347 




Exon s 


2927 3166. 3255 3386 3256 


..3387, 34 


71. .3518 


- 


Sea No 


32126 


Seq. ID 


OJ991208 


17 01 04 P4 




66462 


Strand 






Start 


6075 


End 


26364 




Name 


OJ991208 17 0104 C4 o2 as 


Method 


GENSCAN 




Start 


6075 _ 


End 


25565 




GI 


none 


Score 


.77 




Exons 


6075 . .6090, .8101... 8129/ 8565 


..8697, 92 


4 7. .,..93 13, 


11361 1154 




11768. .11950, 12532. .12651, 


12750. . 128 


52, 13118 


. . 13276, 




13740. .13858, 13884 .. 1394 5 , 


14131. .142 


48, 14415 


. . 14462, 




15475. .15651, 16075. .16127, 


16560. .16672, 16804 


. . 16884, 




16977. .17092, 177 97. .17 916, 


19332. .19440, 19604 


. .19781, 




19863. .19931, 201 13 .. 2024 4 , 


20668. .20777, 20854 


. .21014, 




21262. .21366, 21510 .. 21 630 , 


21743. .21903, 22839 


. .22863, 




23019. .23138, 24075 .. 24 127 , 


24217. .24406, 24483 


. .24606, 




25075. .25114, 25563.. 25565 









Seq. No. 
Gene No. 
Start 
Name 
Start 



32126 
66462 
bU7b 

OJ991208_ 
11039 



17.0104.C4.o2.gp 



Seq. ID 

Strand 

End 

Method 
End 



OJ991208_17.0104 .C4 

26364 

AAT/GAP 

11854 



32114 



GI 

Exons 

GI Descrip. 



20288_1.R1084 Score 1078 

11039. .11544, 11768. .11854 

1 4588012/gb| AAD25952. 1 | AF085717_1 2.0e-30 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



32126 
66462 
6075 

OJ991208_17. 
11212 
none 
11212. 
11296. 
11307. 
11882. 
12530. 
12751. 
13112. 
13739. 
14122. 
14244 . 
14414 . 



0104.C4.ol.tm 



. 11244, 
,11544, 
,11567, 
,11956, 
, 12655, 
.12855, 
. 13276, 
.13831, 
, 14208, 
, 14282, 
, 14440 



11213. 
11297. 
11537. 
12045. 
12740. 
12752. 
13112. 
13881. 
14122. 
14257. 



.11254, 
.11542, 
.11635, 
.12101, 
.12850, 
.12853, 
.13276, 
.14018, 
.14250, 
.14289, 



Seq. ID OJ991208 
Strand 

End ' 26364 
Method TBLASTX 
End 14449 
Score 4 3 
11252. .11281, 11257, 
11302. .11544, 11306, 
11753. .11977, 11769, 
12050. .12127, 12529, 
12750. .12851, 12750, 
13105. .13275, 13108, 
13720. .13830, 13739, 
13903. .14025, 13904. 
14129. .14251, 14130. 
14257. .14292, 14411. 



17. 0104. C4 



Maize 



.11295, 
.11569, 
,11951, 
,12654, 
,12854, 
13275, 
13831, 
14017, 
14255, 
14449, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32126 ■ Seq. ID 

66462 : - Strand 

6075 End 

OJ991208_17 .0104 ..C4 .o3. ts Method 

11305 End 

none Score 



OJ991208_17.0104.C4 
26364 

TBLASTX: Soybean 

11561 

237 



11305. .11550, 11324. .11545, 11349. .11561 



32126 
66462 
6075 

OJ991208_17.0104 .C4 .o3.tc 

11307 

none 



Seq. ID OJ991208_17.0104.C4 
Strand 

End 26364 

Method TBLASTX : Cress 

End 11830 .• 

Score 91 ...... 



11307. ;11471, 11320 .. 11532, 11320 .. 1154 4 , 11327 .. 11542, 
11753. .11830 



Seq. No. 32126 

Gene No. 66462 

Start 6075- . 

Name OJ991208_17 . 0104 . C4 , 

Start 11311 

GI 4588012 

Exons 11311. . 11544, 11768. 

'12750. .12852, 13118. 

14131. .14288, 14415, 

16560. .16672, 16804, 

19332. . 19440, 19604, 

20668. .20777, 20854. 

21510. .21630, 21743. 

22989. .23095, 23207. 

23746. . 23806, 24075. 

24871. .24973, 25075, 

GI Descrip. (AF085717) putative 



o2 . np 



.11950, 
.13276, 
.14462, 
.16884, 
.19781, 
.21014, 
.21903, 
.23293, 
.24127, 
.25170, 
callose 



Seq. ID OJ991208_17.0104 ,C4 
Strand 

. End . 26364 . . ' .. ' 

Method . AAT/NAP 

End 26364 

Score 3926 
12050. .12100, 12532. .12651, 
1374 0. .13828, 13903. .14 016, 
15475. .15651, 16075. .16127, 
16977. .17092, 17797 .. 17916, 
19863. . 19931, 20113 . .2024 4 , 
21092. .21182, 21269. .21366, 
21996. .22077, 22153 .. 22241, 
23383. .23432, 23569 .. 23650, 
24217. .24406, 24 4 83 .. 24 606, 
26311. .26364 

synthase catalytic subunit 



32115 



[Gossypium hirsutum] 



Seq. No. 3-2126 

Gene No. 66462 

Start 6075 

Name OJ991208_17 . 0104 . C4 . o3 . tw 

Start 11317 

GI none 

Exons 11317. .11544, 11327 .. 11512 , 11756.. 11830 



Seq. ID OJ991208_17. 0104 .C4 
Strand 

End 26364 

Method TBLASTX : Wheat 

End 11830 

Score 132 



Seq. No. 32126 
Gene No. 664 62 

Start 6075 

Name OJ991208_17 . 0104 . C4 . 06 . ts 

Start 11753 
GI ' none 

Exons 11753. 

16812. 

16979. 

17796. 



.11959, 12050. 

.16886, 16813. 

.17092, 16984. 

,17918, 17797. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_17.0104.C4 
26364 

TBLASTX: Soybean 

17919 

139 



,12100, 13108. .13275, 131 12 .. 1327 6, 

,16887, 168,18. .16889, 16977 .. 17093, 

17094, 16985. .17095, 17795 17917, 

17919, 17797. .17916 



Seq. No. 32126 

Gene No. 664 62 

Start 6075 

Name OJ991208_17 . 0104 . C4 . o4 . ts 

Start 12529 

GI none 
Exons 



Seq. ID OJ991208_17 . 0104 .C4 
Strand 

End 26364 

Method TBLASTX : Soybean 

End 12855 

Score 92 



12529. .12654, 12533 .. 12655, 12533 .. 12655, 1274 0 12850, 
12747. .12854, 12750 12851 , 12760. .12855 



Seq. No. 32126 

Gene No. 664 62 

Start 6075 

Name OJ991208_17 . 0104 . C4 . o4 . tc 

Start 12596 

GI none 

Exons 12596. . 12655, 12598 
13108. .13269, 13112 



Seq. ID 

Strand 

End 

Method 
End 

Score . 



OJ991208_17.0104.C4 
26364 

TBLASTX: Cress 

13270 

70 



12654, 12750. . 12851, 12750 .. 12854 , 
13270, 13112. . 13270 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



32126 
66462 
6075 

OJ991208JL7.0104 .C4 .o2.tc 
13719 



none 

13719. 

13903. 



Seq. ID OJ991208_17.0104 .C4 
Strand 

End 26364 
_ . Method TBLASTX : Cress ; 

End 14251 
Score 88 

13829, 13739. . 13831, 13742 .. 13831 , 13881 .. 14 018 , 
14025, 13904. .14017, 14 122 .. 1424 1, 14 14 0 . . 14 208 , 



14171. . 14251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl 

Exons 



32126 
66462 
6075 

OJ991208_17 .0104 ,C4 .o2.tw 

13728 

none 



Seq. ID OJ991208_17.0104.C4 
Strand 
End 

Method 
End 
Score 



26364 

TBLASTX: Wheat 

14016 

91 



13728. .13829, 13742. .13831, 13903. .14 016, 13907. .14 005 



32116 



Seq. No. 32126 
Gene No. 66462 
Start 6075 

Name OJ991208_17 . 0104 . C4 . o2 . ts 

Start 13739 
GI none 

Exons 13739. .13831, 13740 .. 13829, 

13905. .14 021, 14 099. .14248, 
14 415. . 14 477, 14 4 16 .. 14 478 , 
16072. .16131, 16073. .16132, 
16555. .16656 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13903 

14122 

15469 

16526 



OJ991208 17. 0104. C4 



26364 

TBLASTX: Soybean 
16659 
112 

14025, 13904. .14017, 
14241, 14129. .14248, 
15654, 15542. .15652, 
16657, 16552. .16659, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32126 Seq. ID OJ991208_17 . 0104 . C4 

66462 Strand 

6075 End 26364 

OJ991208_17 . 0 104 . C4 . o3 . gp Method AAT/GAP 

13784 End 15571 

uC-osflcyp007h03bl Score 805 

13784. .13828, 13903 .. 14016, 14 131 14288 , 14415 .. 144 62, 

15475. . 15571 

•4588012/gbl AAD25952. 1 |AF085717_1 4 . 0e-56 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 1 



32126 
66462 
6075 

OJ991208_17 .0104 .C4.o6.tc 

14415 

none 

14415. .14537, 144 16 .. 14472, 
1554 5. . 15655, 16072. . 16131 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_17.0104.C4 

26364 

TBLASTX: Cress 

16131 

62 



154 69. .15678, 154 75. .15636, 



Seq. No. 32126 Seq. ID 

Gene No. 664 62 Strand 

Start 6075 End 

Name OJ991208_17 . 0104 . C4 . o3 . tm Method 

Start 1554 4 . \ ' End 

GI ' none Score 

Exons 15544. .15654, 1554 5 15 652, 16072 .. 16131, 16073 

16526. .16675, 16555 .. 1 6674 , 16791 .. 16886, 16813 

16977. .17093, 16979. .17092 



OJ991208_17.0104.C4 
26364 

TBLASTX: Maize 
17093 

71 - 

16135, 
16887, 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32126 
66462 
6075 

OJ991208_17 . 0104 .C4.o5. tc 
16564 



,OJ.991208 17...0104.C.4-. 



none 
16564. 
16977, 
17785. 



... Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16674, 16580. .16672, 16809 .. 16862, 168 13 .. 16860 , 
17093, 16978. .17079, 16979 .. 17095, 1 697 9 . . 17092 , 
17880, 17795. .17878 



26364 

TBLASTX: Cress 

17880 

73 



Seq. No. 32126 Seq. ID 

Gene No. 664 62 , Strand 

Start ' 6075 End 

"Name OJ991208_17 . 0104 . C4 . o7 . tm Method 

Start 17785 End 



OJ991208_17.0104.C4 
26364 

TBLASTX: Maize 
19783 



32117 



GI 

Exons 



none 



Score 



152 



17785. .17916, 177 95 .. 17920, 19332 .. 19382 , 19336 .. 19383, 
19392. .19454, 19402 .. 19443, 1957 6 19779, 19586 .. 19783, 
19603. .19782 



Seq. No. 32126 Seq. ID 

Gene No. 664 62 Strand 

Start 6075 End 

Name OJ991208_17 .0104 . C4 . o5 . ts Method 

Start 19879 End 

GI none Score 
Exons 



OJ991208_17.0104.C4 
26364 

TBLASTX: Soybean 

21005 

74 



19879. .19938, 20114 .. 201 61, 20219 .. 20251, 20666 2077 9, 
20856. .21005, 20857. .20991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32126 
66462 
6075 

OJ991208_17 .0104.C4 .o6.tm 

20714 

none 

20714. .20779, 20727 .. 207 92 , 
20857. .21015, 20870 .. 21028 , 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



20854. .21015, 20856 
21101. .21172, 21102 



OJ991208_17.0104.C4 
26364 

TBLASTX: Maize 

21172 

47 

21014, 
21149 



OJ991208 17. 0104. C4 



32126 Seq. ID 

66462 Strand 
6075 End 26364\: 

OJ991208_17 . 0104 .C4 .o4 .gp Method AAT/GAP 

21253 End 22071 

62196_1.R1084 Score 773 

21253. .21366, 21510 .. 21630 , 2174 3 .. 21903, 21996. .22071 
, 4588012/gb|AAD25952.1|AF085717_l 3.0e-33 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] ' 



32126 
66462 
6075 

OJ991208 
21537 
none 
21537 
21737 
21997 



17.0104.C4.o4.tm 



21629, 21538, 
21946, 21743. 
22044 



,21630, 
,21880, 



Seq. ID 
Strand 
End 

Method 
End . 
Score 



OJ991208 17. 0104. C4 



26364 

TBLASTX: Maize 
22044. 
119 

21539. .21634, 21721 21879, 
21882. .21905, 21993 .. 22043, 



Seq. No. 32126 

Gene No. 66462 

Start 6075 

Name OJ991208_17 . 0104 . C4 . o7 . ts 

Start 21579 

GI none 

Exons 21579. .21629, 21580 .. 21630 , 
21993. .22028 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_17.0104.C4 
26364 

TBLASTX: Soybean 

22028 

45 



21721. .21900, 217 4 3. .21931, 



Seq. No. 32126 Seq. ID 

Gene No. 664 62 Strand 

Start 6075 " End 

Name OJ991208_17 . 0104 . C4 . o5 . tm Method 

Start 22056 End 



OJ991208_17.0104.C4 
26364 

TBLASTX : Maize 
23629 



32118 



none 

22056. .22109, 
22198. .22239, 
23189. .23293, 
23362. .23433, 



22058. .22087, 
23018. .23104, 
23208. .23294, 
23567. .23629, 



Score 56 
22146. .22235, 
23019. .23096, 
23208. .23303, 
23572. .23628, 



22154. .22234, 
23029. .23097, 
23359. .23433, 
23573. .23629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32127 Seq. ID 

664 63 ; Strand 

1 End 

OJ991208_17.0104.C5.ol.np Method 

1 End 

6642649 Score 



OJ991208_17.0104.C5 

6350 
AAT/NAP 
6350 
510 



1..45, 877. .962, 1048. .1124, 1455. .1583, 3154. .3271, 3356. .3453, 
3997. .4086, 5538. .5663, 5778. .5891, 6055. .6350 



GI Descrip. (AC012395) putative glucan synthase [Arabidopsis thaliana] 



Seq. No. 32127 

Gene No. 664 63 

Start 1 

Name OJ991208_17 . 0104 . C5 . ol . gs 

Start 514 

GI none 
Exons 



Seq. ID OJ991208_17.0104.C5 



Strand 
End 

Method 

End 

Score 



6350 
GENSCAN 
6151 
.57 



514. .683, 1436. .1583, 3154. .3271, 3356. .3453, 3997. .4086, 
5538 V. 5663, 5778. .5891, 6028... 6151 



Seq. No. 32128 Seq. ID 

Gene No. 66464 Strand 

Start 142 End 

Name OJ991208_17 . 0104 . C6 . ol . gs Method 

Start 142 End 

GI ■ none Score 

Exons 142.. 301, 1792.. 1946 



OJ991208_17.0104.C6 
+ 

1946 
GENSCAN 
1946 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32128 
66465 
19273 

OJ991208_17. 0104 .C6.ol.np 

19273 

5091513 

19273. .19302, 20148 .. 20662, 



Seq. ID OJ991208__17 . 0104 .C6 

Strand + 

End 30909 

Method AAT/NAP 

End 30909 

Score • 2166 
2152 6. .23170, 24011.. 24115, 



24269. .24629, 29690 .. 2978 6, 30873.. 30909 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 


32128 




Seq. ID 


OJ991208_ 


17.0104 


.C6 


Gene No. 


66465 




Strand 


+ 






Start 


19273 




End 


30909 






Name 


OJ991208 17. 0104. C6 


o4 . gs 


Method 


GENSCAN 






Start 


20172 




End 


23782 






GI 


none 




Score 


.53 






Exons 


20172. .20629, 21029 


.21158, 


21507. .215 


81, 21906. 


.22196, 






22279. .22421, 22444 


.22869, 


23068. .237 


82 






Seq. No. 


32128 




Seq. ID 


OJ991208_ 


17.0104 


.C6 


Gene No. 


66465 




Strand 


+ 






Start 


19273 




End 


30909 






Name 


OJ991208 17. 0104. C6 


o3 . gp 


Method 


AAT/GAP 






Start 


20662 




End 


20946 







32119 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3475-004-P1-K2-A5 Score 371 

20662. .20716, 20759. .20946 

? 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



32128 Seq. ID 

66465 Strand 

19273 End 

OJ991208_17.0104 .C6.o4.gp Method 

21183 End 

LIB34 7 5-004-P1-K2-A5 Score 
21183. .21427 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome' 



OJ991208_17.0104 .C6 
+ 

30909 
AAT/GAP 
21427 
399 



OJ991208 17. 0104. C6 



32128 Seq. ID 

664 66 Strand 

2847 ' End 9364 

OJ991208_17.0104 .C6.o2.gs Method GENSCAN 

2847 End 9364 

none Score .46 

2847. .3308, 4435. .4605, 4732. .4856, 6817. .7724, 8004. .8294, 
8712.. 9364 



Seq. No. 32128 Seq. ID OJ991208_17 . 0104 . C6 

Gene No. 66466 Strand 

Start 2847 End 9364 

Name OJ991208_17 . 0104 . C6 . ol . gp Method AAT/GAP 

Start 5232 End 5341 

GI uC-osflcyp088bl2bl Score 157 

Exons 5232.. 5341 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32128 
66467 
10790 

OJ991208_17.0104 .C6.o3.gs 

10790 

none 

107 90. . 10830, 11001. . 11094, 
1207 6. .12342, 124 36. .12567, 
13792. .13887,. ,14 160 .. 1.4285,. 
17115. .17691, 18137. .18257, 



Seq. ID OJ991208_17.0104 ,C6 
Strand 

End 19380 - ' 

Method GENSCAN 

End 19380 

Score .52 
1154 9. . 11693, 117 69. . 118 98, 
12837. .13106, 13426. . 13731, 
14764. .1507.3,.. 16597..' .16622, 
19250.. 19380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



32128 Seq. ID 

66468 Strand 

38426 End 

OJ991208_17.0104 .C6.o2.np Method 

38426 End 

3719211 Score 
38426. .38911 

(U97021) UIP2 [Arabidopsis thaliana] 



32128 
66468 
38426 



Seq. ID 

Strand 

End 



OJ991208_17.0104.C6 

39046 
AAT/NAP 
38911 
336 



OJ991208 17. 0104. C6 



39046 



32120 




V* dULC 


O.T991?0ft 17 0104 Cfi 




Mot" hnH 


O xU IN O ^rtlN 




O L. a -L L- 


38426 ~~ 

J O M jL. U 






3Q04 6 






n on 
nunc 






ft ft 






38426 39046 










Qprr Mr) 


32128 




Seq. ID 


O.T991 ?fifi 17 mfld 

\JU Z> Z> A- \J O _L / t \J X \J H , 


. \* D 


(Zpnp Ts]o 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


2987 




End 


38908 




GI 


none 




Score 


47 






2987. .3169, 3168. .3278, 28121 .. 28183, 


28160. .28240, 






34272 34316 34279 


. 34317 


34296. .34541, 34 306 .. 34 38 9, 






34531. .34575, 34552. 


.34632' 


34 574. .34 627, 34 64 1 . . 34 682 , 






38429. .38698, 38430. 


.38606, 


38 657. .3877 6, 38712. .38777, 






38783 38908, 38783 


. 38878 








Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104 . 


,C6 


Gene No. 


664 69 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17 0104 C6 


o5 * tw 


Method 


TBLASTX: Wheat 




Start 


11183 




End 


11617' 




GI 


none 




Score 


78 






11183 11467. 11528 


. 11617 








Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104. 


.C6 


Gene No. 


664 69 




Strand 






Start 


4 6509 




End 


49554 




Name 


OJ991208 17 0104 C6 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


11246 




End 


11663 




GI 


none 




Score 


74 




R vr>n s 

J—J *\ w IIO 


11246 11488, 11250 


. 11363, 


11525. . 11662, 1154 7. .11663 




Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104 . 


C6 


Gene No. 


664 69 




Strand 






Start 


4 6509 




End 


49554 




Name 


OJ991208 17 0104 C6 


o3 . t s 


Method 


TBLASTX : Soybean 




Start 


11814 "~ 




End 


12283 




GI 


none 




Score 


63 




E von ^ 


11814. .11960, 11816. 


.12001, 


11991. .12248, 12002. .12283 




Seq. No. 


32128 




Seq. ID' 


OJ991208_17.0104. 


C6 


Gene No. 


.66469 ■ • 




\ Strand 






Start 


46509 




End 


4 9554 




Name 


OJ991208 17. 0104. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11900 




End 


12280 




GI 


none 




Score 


62 






'11900. .12001, 11978. 


.12280, 


12137. .12226 




Seq. No. 


32128 




Seq. ID 


OJ991208_17 .0104 . 


C6 


Gene No. 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


11969' • 




End 


12430 




GI 


none 




Score 


354 




Exons 


11969. .12430, 11970. 


. 12311, 


12366. . 12428 





32121 




Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104 


.C6 


Gene No. 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6 


. o 1 . tw 


Method 


TBLASTX: Wheat 




Start 


12298 




End 


12706 




GI 


none 




Score 


193 




Exons 


12298 . . 12588, 12299 


. . 12706, 


12366. .12689 




Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104 


.C6 


Gene No. 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12431 




End 


12646 




GI 


none 




Score 


209 




Exons 


12431. .12646, 12432 


. 12644 








Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104 


.C6 


Gene No. 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6. 


o5 . t s 


Method 


TBLASTX: Soybean 




Start 


13349 




End, 


13711 




GI 


none 




Score 


73 




Exons 


13349. . 13711, 13365. 


. 13643 








Seq. No. 


32128 " ' 




Seq. ID 


OJ991208_17.0104 


.C6 


Gene No. 


66469 




Strand 






Start 


46509 




End ' 


49554 




Name 


OJ991208 17. 0104. C6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


14807 ~ 




End 


15175 




GI 


none 




Score 


51 




Exons 


14807 . . 15025, 14903. 


. 15025, 


15041. .15175, 15051. .15158 




Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104 


C6 


Gene No. 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6. 


08 . tm 


Method 


TBLASTX : Maize 




Start 


20756 




End 


21452 




GI 


none 




Score 


107 




Exons 


20756. . 20851, '20756. 


.20851, 


20760. .208 


55, 20761. .20853, 






20847 . . 20897, 20851 . 


. 20967, 


20854 . .20970, 20855 .. 20971, 






21215 . . 21331, 21228 . 


.21332, 


21332. .21448, 21334 .. 21447, 






21335. .21451, 21336. 


.21452 








Seq. No. 


32128 




Seq. ID 


OJ991208_17.0104] 


C6 


Gene No. 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


29072 




End 


33602 




GI 


none 




Score 


311 




Exons 


29072. .29413, 29129. 


.29413, 


33338. .33448, 33342 .. 33461, 






33352. .33501, 33549. 


. 33602 








Seq. No. 


' 32128 




Seq. ID 


OJ991208_17.0104. 


C6 


Gene No . 


66469 




Strand 






Start 


46509 




End 


49554 




Name 


OJ991208 17. 0104. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


29282 




End 


33486 





32122 




\j± 










Score 


78 






9Q9ft 9 




9Q9QS 


9 Q4 £9 


29468. .29521, 29474 


. . Z :? O X 4 , 




OQ/Q7 
Z .7 4 o / • 




9 Q697 


9 Q7 A Q 


29639.-29725, 29643 


9Q7-3C 
. • C.^ I JJ , 




32994. 


.33281, 


32995 


^177 


33012. .33269, 33205 


•5-307Q 




33252. 


.33485, 


33284 


"^4 ft A 


33289. .334 


86 




Oclj • IN (J . 


32128 








Seq. ID 


OJ991208 


17 m n 4 


UCUC IN (J. 


66469 








Strand 






Start 


46509 








End " 


49554 




Name 


OJ991208 17. 0104. C6 


.ol. tc 


Method 


TBLASTX: 


Cress 


O Lai L 


34266 








End 


38878 




kjX 


none 








Score 


42 




LAUllO 


34266 . 


. 34316, 


34279 


^4^17 


34296. .34550, 34306 


-3 4 -3 O Q 




34552 . 


. 34632, 


38429 


^R7 1 0 

• i JO ' iu; 


38430. .38543, 38696 


?ft 7 7 fi 

. . JO ' / D , 




38712. 


.38777^ 


38783 


^ftft7ft 

• i JOO / o 








Cjarr Mo 


32128 








Seq. ID 


OJ991208 


17 n 1 OA 
x / . U X U 4 


f^ono Mr^ 


66469 








Strand 








46509 








End 


49554 




Name 


OJ9912 


08_17.0 


104 . C6 


o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


34269 








End 


38885 






none 








Score 


42 






' 34269. 


.34316, 


34279 


^4^17 


34296. .34508, 34306 


"3441^ 
. . Jill j, 




34542. 


.34568, 


34552 




38429. .38677, 38430 


r> O C 7] A 




38702. 


.38779, 


38712 


*3ft 77 7 
.00/ / / , 


38783. .38857, 38837 


00070 
. .JOO / o , 




38838. 


.38885 












Seq. No. 


32128 








Seq. ID 


OJ991208 


_17.0104 


Gene No. 


66469 








Strand 






OLdl L 


46509 








End 


49554 




Name 


OJ991208 17.0 


104. C6, 


0 0 . gs 


Method 


GENSCAN 




OLdl L 


46509 








End 


49525 






none 








Score 


.5 




Cj AUli O 


46509. 


.46622, 


48232. 


4 QS9 S 








Seq. No. 


32128 








Seq. ID 


OJ991208_ 


_17.0104 


Gene No. 


66469 








Strand 






Start 


46509 








End 


49554 




LN emit- 


OJ9912 


08 17. 0104. C6. 


oo . gp 


Method 


AAT/GAP 




O L. CI I. L. 


47771 








End 


48551 






none 








Score 


1275 






47771. 


.47794, 


47886. 


4 ft SSI 

. H O *J ~J ± 








O c; . LN U • 


32128 








Seq. ID 


OJ991208_ 


_17.0104 


UCl iC LN U • 


66469 








Strand 








46509 








End 


49554 




LN dULtr 


OJ991208 17. 0104. C6. 


1 

0 1 . tm 


Method 


TBLASTX: Maize 


Start 


47994 








End 


49167 




GI 


none 








Score 


72 




P von <5 


47994. 


.48029, 


48007. 


. 4 O U D z> , 


48023. .48067, 48103 


. .48147, 




48113. 


. 48250, 


48130. 


4 ft 1 ft 0 
. 4 0 X O U , 


48147. .48185, 48210 


. .48260, 




48217. 


.48267, 


48218. 


.48265, 


48262. .48294, 48288 


. .48353, 




48289. 


.48381, 


48289. 


.48381, 


48311. .48394, 48315 


. .48401, 




48332. 


.48676, 


48454. 


.49164, 


48460. .49167 




Seq. No. 


32128 








Seq. ID 


OJ991208_ 


_17.0104 


Gene No. 


66469 








Strand 







32123 




Start 


46509 






End 


49554 




Name 


O.T991 ?0fl 17 0104 P6 


nl 


1" c? 

L, O 


Method 


TBLASTX : Soybean 




C+- -a v-f- 
OLdl L 


4 8 580 — 

*i O *J O \J 






End 


49167 




\J X 


1 lUi 1C 






Score 


124 




Exon s 


48580 48939 48653 


4? 


i 904 


4 9000. .4 9053, 4 9010. .4 9063, 






49075 49167 












Seq. No. 


32125, 






Seq. ID 


OJ991208_17.0104 


.C6 


Gene No. 


66469 






Strand 






Start 


4 6509 






End 


49554 




Name 


OJ991208 17 0104 C6 


. o3 . 


t W 


Method 


TBLASTX: Wheat 




Start 


48652 _ 






End 


48913 




(IT 
O X 


none 






Score 


360 






48652 48906 48653 


. 4 E 


913, 


48666. .48911 




Seq. No. 


32128 






Seq. ID 


OJ991208_17.0104 


.C6 


Gene No. 


66469 






Strand 






Start 


4 6509 






End 


49554 




LM QilLC 


OJ991 ?08 17 0104 P6 


06 




Method 


AAT/GAP 




o Lai L 


48915 _ 

*i O Zf X -J 






End 


49207 




\J X 


569537 

-J \J Zf ~J J f 






Score 


586 




F von <=; 

i-J jTV .1 1 O 


48915 49207 












Seq. No. 


32128 






Seq. ID 


OJ991208_17.0104 


.C6 


Gene No. 


66469 






Strand 






Start 


4 6509 






End 


49554 




LNd.lI.LC 


D.7991 908 17 0104 P6 


o3. 


tm 


Method 


TBLASTX: Maize 




O l_ Cl X L 


4 91 68 _ 






End 


49554 




X 


none 






Score 


518 






49168 49S54 4Q169 


.49528, 


49357. .49536 




ocy. LN ^ • 


391 ?9 






Seq. ID 


OJ991208_17.0104 




Gene No. 


66470 






Strand 






Start 


1 






End 


984 




Name 


OJ991208 17. 0104. C7. 


ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


984 




GI 


5091513 






Score 


1294 




F.xnn 


1. .984 












CtT Dp s r* r "i n 

\J X C O V-rf J_ -L. k-* ■ 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


32129 






Seq. ID 


OJ991208_17.0104 


C7 


Gene No. 


66470 






Strand 






Start 


1 






..End ^ . 


984 




Name 


OJ991208 L7.0104.C7. 


ol. 


gs 


Method 


GENSCAN 




Start 


37 






End 


891 




GI 


none 






Score 


. 61 




Fvnn ^ 


37.. 891 












Seq. No. 


32130 






Seq. ID-, 


OJ991208_16.0103 


C2 


Gene No. 


66471 






Strand 


+ 




Start 


1054 






End 


7734 




Name 


OJ9.91208 16. 0103. C2 . 


ol. 


gs 


Method 


GENSCAN. 




Start 


1054 






End 


5723 




GI 


none 






Score 


.94 




Exons 


1054. .1121, 3240. .3551, 


3610 


..4166, 4726. .4800, 5404. .5723 


Seq. No. 


32130 






Seq. ID 


OJ991208_16.0103. 


C2 



32124 



# 



Gene No. 66471 Strand + 

Start 1054 End 7734 

Name OJ991208_16 .-0103 . C2 . ol . np Method AAT/NAP 

Start 5568 End 7734 

GI 6063554 Score 241 

Exons 5568.. 5600, 6972.. 7250, 7368.. 7579, 7645.. 7734 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted- gene . ; hypothetical 
protein [Oryza sativa] * 



-,Seq. No. 


32130 








Seq. ID 


OJ991208_ 


16. 


0103 


.C2 




664 72 








L. i CI I l\JL 












/ Zs \J 








Fnr3 


7 7 ?4 








Naine 


OJ9912 08 16 


.0103 


.C2.o2 


• y & 


L iC L11UU 


nFN9PAN 








Start 


7296 ~~ 








End ' 


7 fifi 1 








rir 
o ± 


none 








OLUI c 










LAUllO 


1 \J • . ( \JO J. 


















Seq. No. 


32130 








Seq. ID 


OJ991208_ 


16. 


0103 


C2 


Gene No. 


66472 








Strand 










Start 


7296 








End 


7734 








Name 


OJ991208 16 


.0103 


C2.o2 


.np 


Method 


AAT/NAP 








Start 


7370 








End 


7734 








GI 


5852180 








Score 


296 








Exons 


7370. .7734 


















GI Descrip. 


(AL117265) 


zhbOOOlO.l 


[Oryza 


sativa] 










Seq. ' No. 


32131 








Seq. ID 


OJ991208_ 


16. 


0103 


C3 


Gene No. 


66473 








Strand 


+ 








Start 


1 








End 


10888 








Name 


OJ991208 16 


.0103 


C3.ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


10888 








GI 


5852175 








Score 


110 








Exons 


1..51, 400. 


.502, 


1118. 


.1150, 


10866. .10888 









GI Descrip. (AL117265) zhbOOOS.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991208_16.0103.C3 

+ 

10888 
AA? /GAP 
1832 
1188 



32131 Seq. ID 

66473 Strand 
1 End 
OJ991208_16. 0103.C3.ol .gp Method 
422 End 
4107138 Score 
422. .1287, 18.11. > 18.32 . t 

5852170/emb|AL117265. 1 IOST17804 1.0e-149 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: t 17804 

32131 Seq. ID OJ991208_16 . 0103 . C3 

66473 Strand + 

1 End 10888 

OJ991208_16. 0103 .C3.o3 .gp Method AAT/GAP 

4619 End 4868 

57713_5.R1084 Score 420 

4619. .4868 

! 6015116/sp|O82653|ERG ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 

>gi__3676071__emb_CAA76979_ (Y17969) ERG protein [Arabidopsis 
thaliana] ' 



32125 



Seq. No. 32131 

Gene No. 66473 

Start 1 

Name OJ991208_16 . 0103 . C3 . o2 . gs 

Start 8648 

GI none 

Exons 8648. .8942, 9837 .. 10082 101 96 10329 



Seq.\ ID OJ991208_16.0103.C3 



Strand 
End 

Method 

End 

Score 



+ 

10888 
GENSCAN 
10329 
.49 



Seq. No. 32131 Seq. ID OJ991208_16 . 0103 . C3 

Gene No. 66474 Strand 

Start 1264 End 5724 

Name OJ991208_16 . 0103 . C3 . o2 . gp Method AAT/GAP 

Start 1011 End 1285 

GI 61605_1.R1084 Score 480 

Exons 1011.. 1285 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


32131 






Seq. ID 


OJ991208_16.0103 


.C3 


Gene No. 


66474 






Strand 






C4-2 v-+- 


±Z Ofi 






End 


5724 




Name 


ujyyizuo id 


.0103 


. C3 . ol . gs 


Method 


GENSCAN 




b tar l 


Iz o4 






End 


5724 




C T 


none 






Score 


.51 




Exons 


lZOfl . . , 


1606 


..1780, 4023. 


.4108, 5715. .5724 




beq. wo. 








Seq. ID 


OJ991208_16.0103 


.C3 


Gene No. 


66474 






Strand 






Start 


1264 






End 


5724 




Name 




.0103 


.C3.o2.np 


Method 


AAT/NAP 




OA i 4- 

btart 


iz by 






End 


1869 




C T 








Score 


189 




Exons 


1269. . 1600, 


1728 


. .1869 








GI Descrip. 


(AC006528) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


32131 






Seq. ID 


OJ991208_16.0103 


.C3 


Gene No. 


66474 






Strand 






Start 


1264 






End 


5724 




Name 


OJ991208 16 


.0103 


C3.ol.tw 


Method 


TBLASTX: Wheat' 




Start 


1382 






End 


1771 




GI 


none 






Score 


70 




Exons . 


..,,1382.;,. 1627, 


1387 


...1560, 16.37:' 


V17 7.1 






Seq. No. 


32132 






Seq. ID 


OJ991208_16.0103 


.C4 


Gene No. 


66475 






Strand 


+ 




Start 


1386 






End - 


12230 




Name 


OJ991208 16 


.0103 


C4.o3.np 


Method 


. AAT/NAP 




Start 


1386 






End 


12230 




GI 


5852180 






Score 


369 




Exons 


1386. .1404, 


5393. 


.5438, 10762 


. .10849, 


11856. . 12230 




GI Descrip. 


~ (AL117265.) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


32132 






Seq. ID 


. OJ991208_16.0103 


.C4 


Gene No. 


66475 






Strand 


+ 




Start 


1386 






End 


12230 




Name 


OJ991208 16 


.0103. 


C4 .ol.gp 


Method 


AAT/GAP 





32126 



Start 


11610 


End 


11676 




kj ± 


uC-osroM202024h08al 


Score 


85 




Ej AUUo 


11610. . 11676 










, 5852170/emb| AL117265. 1 [OST17804 5.0e-S 


34 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4, 


. BAC clone: 


tl7804 ' 


kj ^ • I. * W » 


32132 


Seq. ID 






Gene No. 


66476 


Strand 


-1- 




Start 


15813 


End 


J. _7 .7 *i 




Name 


OJ991208 16.0103.C4.o4.np 


Method 


AAT /NAP 




Start 


15813 


End 








4680186 


Score 


127 






15813. .15982, 16657. .16689 








GI DescriD 

\J -L J—/ h_/ -k. _J* • 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 




Cprr No 

vj ■ i 


32132 


Seq. ID 


OJ991208_JL6 


.0103.C4 


Gene No. 


66476 


Strand 


+ 




Start 


15813 


End 


19294 




Name 


OJ991208 16. 0103. C4 .o3.gs 


Method 


GENSCAN 




Start 


16531 


End 


19294 




GI 


none 


Score 


.61 






16531. . 16613, 16628. . 16993, 


17 68 9. .17813, 18608 . . 18 951 , 




19010. .19294 










32132 


Seq. ID 


OJ991208_16 


.0103. C4 


GpriP No 


66476 


Strand 


+ 




Start 


15813 


End 


19294 




Name 


OJ991208 16.0103.C4.o3.gp 


Method 


AAT /GAP 




Start 


16866 


End 


17176 




GI 


61605 3.R1084 


Score 


446 




P von ^ 


16866. .17176 








VwJ J. LJ C O J- -J- > 


1 14 02920/embl CAA66965 | 2 . Oe- 


■20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] 1 








Sea No 


32132 


Seq. ID 


OJ991208_16 


.0103. C4 


Gene No. 


66477 


Strand 






Start 


4172 


End 


8599 




Name- 


OJ991208 16.0103.C4.ol.np ' 


Method 


AAT /NAP 




Start 


4172 


End 


8599 




GI 


4539660 


Score 


4569 




Exon ^ 

J—J Vw/ 1 1 ij 


4172. .8599 








CiT Dp^pttio 

W J. U W i. -1. f-J' * 


(AF061282) polyprotein [Sorghum bicolor] 






32132 


■ Seq. ID 


OJ991208_16 


.0103. C4 


Gene No. 


66478 


Strand 






Start 


8870 


End- 


9631 




Name 


OJ991208 16.0103.C4.o2.np 


Method 


AAT /NAP 




Start 


8870 


End 


9631 




GI 


4512229 • 


Score 


1197 




Exons 


8870. . 9631 









GI Descrip. (AB014740) ORF0 protein [Oryza sativa] 



Seq. No. 32132 Seq. ID 

Gene No. 66479 Strand " 

Start 15019 End 

Name OJ991208_16 . 0103 . C4 . o2 . gs Method 

Start 15019 End 



OJ991208_16.0103.C4 

15822 

GENSCAN 

15822 



32127 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



none 

15019. . 15047, 15732.. 15822 



Score 



32132 

66480 

16199 

OJ99120 

16199 

6907087 

16199. . 

(AP0011 

region 

sativa] 



8_16.0103.C4 .o5.np 



OJ991208_16.0103.C4 

20968 
AAT/NAP 
20968 
933 

16300, 16842. .16893, 19917 .. 2054 5, 20591. .20968 

29) ESTs C72771(E2215) , AU082313 (E2215 ) correspond to 

of the predicted gene.; hypothetical protein [Oryza 



Seq. ID 

Strand 

End 

Method 
■ End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32132 Seq. ID OJ991208_16 . 0103 . C4 

66480 Strand 

16199 .End 20968 

OJ991208__16 . 0103 . C4 . o4 . gp Method AAT/GAP 

18151 End 18887 

101153_1.R1084 Score 682 

18151. .18381, 18699. .18887 

, 5852170/emb|AL117265.11OST17804 1.0e-115 Oryza sativa 
indica (.GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



32132 Seq. ID 

66480 Strand 

16199 End 

OJ991208_16 . 0103 . C4 . o4 . gs Method 

19905 End 

none Score 
19905. .20753 



OJ991208_16.0103.C4 

20968- 
GENSCAN 
20753 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32132 

66481 

21022 

OJ991208 

4129 

none 



16.0103.C4.o7.tm 



Seq. ID OJ991208_16.0103.C4 
Strand 
End 

Method 
End 
Score 



22020 

TBLASTX: Maize 

4375 

48 



4129. .4161, 4129. .4170, 4163. .4345, 4163. .4375 



Seq. No. 


32132 






Gene No. 


66481 






-Start 


21022 






Name 


OJ991208 16 


.0103, 


.C4 ,o5. 


Start 


4184 






GI 


none 






Exons 


4184. .4516, 


4377. 


. .4424, 


Seq. No. 


32132 






Gene No. 


66481 






Start 


21022 






Name 


OJ991208 16 


.0103. 


,C4.ol. 


Start 


. 4379 . 






GI 


none 






£xons 


4379. .4804, 


4503. 


. .4805, 




4811. .4957 







Seq. ID OJ991208_16.0103.C4 

Strand - 

. . . End 22020 

tw Method TBLASTX : Wheat 

End 4517 

Score 44 
4400. .4513, 4443. .4517 

Seq. ID OJ991208_16.0103.C4 
Strand 

End 22020 

tm Method TBLASTX-: Maize 

End 4 963 

Score 160 
4 800. .4 955, 4 802. .4 963, 4 809. .4 955, 



32128 




Seq. No. 


32132 








Seq. ID 


OJ991208_16.0103 


-C4 


Gene No. 


66481 








Strand 






O Udx t 


9 1 099 








End 


22020 




Name 


Pi TQQ1 90ft 1 


010^ 


P/l OlI 
. . Ol . 




Method 


TBLASTX: Wheat 






d S 1 7 








End 


5143 




ox 


none 








Score 


51 




F vrin q 

LjAUIID 


4 SI 7 SI 4 "3 


4 SI ft 


4 Sft 


a S9 ? 


.4768, 4629.. 5141 




Seq. No. 


32132 








Seq. ID 


OJ991208_16.0103 


.C4 


Gene No. 


66481 








OLl d i 1L1 






OLdl I 










End 


22020 




Name 


O.TQQ1 90ft 1 

VJU^-?X^U0 XO 


010^ 


P4 


LIU. 


Method 


TBLASTX: Maize 






SOI 9 _ 








End 


5304 






none 








Score 


283 






soi 9 s^09 


S01 fv 


S^0^ 


■ S071 

•J \J / X . 


.5304 






Seq. No. 


32132 








Seq. ID 


OJ991208_16.0103 


.C4 


Gene No. 


66481 








o l x ana 






O Lai L 










End 


22020 




Name 


O.TQQT 90ft 1 6 


01 0^ 

■ U X \J o 


P4 r>9 


L o 


Method 


TBLASTX: Soybean 






S 1 01 ~~ 








End 


5362 




PT 


none 








Score 


186 




LAUIlb 


SI 01 S^1 Q 


S 1 09 




S 1 0 ^ 


.5360 






Seq.' No. 


32132r 








Seq. ID 


OJ991208_16.0103 


.C4 


Gene No. 


66481. 








Strand 






CJ+- a r-f- 
O L a. X L 


91 099 








End 


22020 




Name 


H TQQ1 9 0ft 1 


01 0^ 
. U1U J 


P4 n9 


LW 


Method 


TBLASTX: Wheat 




Oldl L 


SI R0 _ 








End 


5686 




PT 
o J. 


none 








Score 


345 




Hi AUllo 


SI SO Sfiftfi 


SI SI 

•J X O X 


S67 S 


SI Sfi 


.5683 






Seq. No. 


32132 








Seq. ID 


OJ991208_16.0103 


-C4 


Gene No. 


66481 








Strand 








91099 








End 


22020 




Name 


P) TQ Q1 9 Oft 1 


01 0^ 




im 


Method 


TBLASTX: Maize 




C-J- -p-j- 
u Ldl L 


S7 1 7 ~~ 








. End 


6070 




\j x 


none 








Score 


49 






S7 1 7 6070 

D / X/ . • OU / U , 


S7 9 4 


S7 S fi 


S7 ^9 


.6064, 5802.. 6065 




Seq. No. 


32132 








Seq. ID 


OJ991208_16.0103 


.C4 


Gene No. 


66481 








Strand 








91099 








End 


22020 




Name 


n.TQQI 90R 1 


01 0 ^ 


Pd r\*3 


LW 


Method 


TBLASTX: Wheat 




uLdiL 


S7 1 7 _ 

DILI 








End 


6143 




PT 


none 








■ Score 


252 




DAUIlo 


S7 1 7 fil 00 


S7 1 7 

J / X / . 




S7 9 4 


.6143 






Seq. No/ 


32132 








Seq. ID 


OJ991208_16.0103 


.C4 


Gene No. 


66481 








Strand 






Start 


21022 








End • 


22020 




Name 


OJ991208 16 


0103. 


C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


5888 








End 


6133 




GI 


none 








Score 


210 




Exons 


5888. .6133 














Seq. No. 


32132 








Seq. ID 


OJ991208_16.0103. 


.C4 



32129 



Gene No. 66481 Strand 

Start 21022 End 

Name OJ991208_16 . 0103 . C4 . o5 . tm Method 

Start 6077 End 

GI none Score 

Exons 6077.. 6409, 6081.. 6332 



22020 

TBLASTX: Maize 

6409 

132 



Seq. No. 32132 

Gene No. 66481 

Start 21022 

Name OJ991208_16 . 0103 . C4 . 06 . tw 

Start 6144 

GI none 

Exons 6144. .6398, 6144. .6404, 6146. .6406, 6176. .6418 



Seq. ID OJ991208_16.0103.C4 
Strand 

End 22020 

Method TBLASTX : Wheat 

End 6418 

Score 257 



Seq. No. 32132 

Gene No. 66481 • - 

Start 21022 

Name OJ991208_16 . 0103 . C4 . ol . ts 

Start 6158 

GI none 

Exons 6158.. 6409, 6168.. 6398, 6215. 

6464. .6517, 6521. .6553, 6521, 



Seq. ID OJ991208_16.0103.C4 
Strand 

End 22020 

Method TBLASTX : Soybean 

End 6553 

Score 171 

.6412, 6372. .6515, 6437. .6517, 
. 6553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32132 
66481 
21022 

OJ991208_16.0103.C4.o4 .tm 

6464 

none 

6464.. 6907, 6473.. 6835, 6729. 



32132 
66481 
21022 

OJ991208_16.0103. 

6494 

none 

6494. .6976, 6536. 



C4 .o4 . tw 



,6973, 6687. 



32132 
66481 
21022 - • 

OJ991208_16.0103.C4* o4 .ts 

6626 
none 

6626. .6940 



Seq. ID OJ991208_16.0103.C4 
Strand 

22020 

TBLASTX: Maize 
6911 
124 



End 

Method 
End 
Score 
.6911 



Seq. ID OJ991208_16.0103.C4 
Strand 

22020 

TBLASTX: Wheat 
6980 
204 



End 

Method 
End 
Score 
,6980 



Seq. ID OJ991208_16.0103.C4 
Strand 

End. ■■ .'22020 

Method TBLASTX :*Soybean 

End 6940 

Score 196 



Seq. No. 32132 

Gene No. 66481 

Start 21022 

Name OJ991208_16 . 0103 . C4 . 08 . tw 

Start 7115 

GI none 

Exons 7115.. 7462, 7152.. 7283 



Seq. ID OJ991208_16.0103.C4 
Strand 

End 22020 

Method TBLASTX : Wheat 

End 7462 

Score 55 



Seq. No. 



32132 



Seq. ID OJ991208_16.0103.C4 



32130 




Gene No. ■ 


66481 




Strand 






btart 


z X Uzz 




CjUU 


9 9 oon 
z z UzU 




Name 


uj y y xz uo id. 


uxuo.U4.oo. tm 


Method. 


l dLiAo i a : Ma i z e 




otdrt 


/ x y o 




tr T-i /-J 


TCI C 

/ D X D 






none 




Score 


1 Q A 
X O 4 
















Seq. No. 


32132 




Seq. ID 


OJ991208_16.0103, 


C4 


Gene No. 


66481 




Strand 






jlaiL 


91 099 




i-ino. 


9 9 090 
ZZ UZU 




Name 


n TQQ1 O/IQ 1 C 


U X U J . U4 . o / . tw 


Method 


TOT 7\C"T>V • TiTK ^ i +■ 




OLdLt 


1 ft 1 1 
/ 0 X / 






Q 1 CO 
O X DZ 




H T 


none 




Score 






IT vAn c 

EjXOIIo 


7fii 7 ft 1 61 


ft 0^1 ft 1 69 

OUJl . . O X OZ 








Seq. No. 


32132 




Seq. ID 


OJ991208_16.0103. 


C4 


Gene No. 


66481 




Strand 






OLdlL 






End 


22020 




Name 


ujyyizuo io . 


01 n "5 P/l r\Ci +- m 

UIUj . Lfl . od. tm 


Method 


TBLASTX: Maize 




C -1 i >-4- 

btdLL 


/ o bz 




End 


8161 






none 




Score 


47 




Exons 


7 Q C9 Q 1 CI 
/ o bZ . . OlDl f 


7Q(ro 7Q/1^ Q01/1 


. .8043, ,8031. .8138 




Seq. No.' 


32132 




Seq. ID 


OJ991208_16.0103. 


C4 


Gene No. 


66481 




Strand 






C -1 , v- 4- 

btdTt 


Z X UZ z 




End 


22020 




Name 


uj y y xzuo id. 


mm c a ^q fit 
uxuj.u4.oy. tw 


Method 


TBLASTX : Wheat 




btart 


ft 0 1 ^ 
o Z 1j 




' End 


8395 






none 




Score 


133 




Exons 


O Z X J . . O J^J, 


ozx4f..ojyo 








Seq. No. 


32132 




Seq. ID 


OJ991208_16.0103. 


C4 


Gene No. 


66481 




Strand 






O T_ar L 


9 1 n 9 9 

z x uzz 




End 


22020 




Name 


Pi TQQ 1 9 O Q 1 £ 

ujyyizuo io. 


uxuj.Ufi .oo.qs 


Method 


GENSCAN 




Of 3 v-4- 

btart 


9 1 O 9 9 

Z X UZ Z 




End 


22020 




c t 


none 




Score 


.41 




Exons 


91099 91 OA 0 
Z X U Z Z . . Z X U 4 U 


oi 1 /i c 01 o/n 
z Z X X 4 3 . . Z XZ 4 U , 


21845.. 22020 




o e q . in o . 


-301 OO 

OZ X J J 




Seq. ID 


OJ991208_16.0103. 


to 




66482 




Strand 






Start 


1 




End 


2571 




Name 


OJ991208 16. 


0103.C5..ol.np 


Method 


• AAT./NAP 






1 




End 


2537 




C T 


5257279 




Score 


652 




Exons 


1..28, 319.. 


1177, 1781. .1837 


, 1988.. 2537 




c** T* r^rt -v~ n v-\ 

Li-L uescrip , 


(AP000364) Similar to Transposon MAGGY 


gaq and pol gene 






homologues . 


(L35053) [Oryza 


sativa] 






Seq. No. 


32133 




Seq. ID 


OJ991208_16.0103. 


C5 


Gene No. 


66482 




Strand 






Start 


1 




End 


2571 ' 




Name 


OJ991208 16. 


0103.C5.ol.gs 


Method 


GENSCAN 




Start 


516 




End 


1208 




GI 


none 




Score 


'191 





Exons 516. . 1208 

32131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32133 
66482 

1 - 

OJ991208_16.0103.C5.ol.tw 

714 

none 



Seq. ID OJ991208_16.0103.C5 
Strand 

End 2571 

Method TBLASTX : Wheat 

End 1067 

Score 52 



714. .857, 715. .816, 882. .1067, 928. .1056 



32133 
66482 
1 

OJ991208_16.0103.C5.o2.gs 

1440 

none 

1440. .2571 



Seq. ID OJ9912O8_16.0103.C5 
Strand 

End 2571 

Method GENSCAN 

End 2571 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32134 
66483 
665 

OJ991208_16.0103.C6.ol.gs 

665 

none 



Seq. ID OJ991208_16.0103.C6 

Strand + 

End 1549 

Method GENSCAN 

End 1549 

Score .57 



665. .800, 1039. .1119, 1350. .1549 



32135 
66484 
542 

OJ991208JL6.0103.C7 .ol.gp 
542 

uC-osflcyp089el0bl 
542. . 663 

' 5852170/embl AL117265. 1 IOST17804 1.0e-149 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. ID OJ991208_16.0103.C7 

Strand + 

End 663 

Method AAT/GAP 

End 663'.- 

Score 232 



Seq. ID OJ991208_16.0103.C8 

Strand + 

End 581 

Method AAT/GAP 

End 581 

Score 595 



32136 
66485 
240 

OJ991208JL6.0103.C8.ol.gp 
240 

LIB34 33-003-Q6-K6-G8 
240. .581 

1 5734 61 6/dbj | AP0003 91 . 1 1 AP000391 1.0e-25 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' . 



"Seq. No. 


32136 








Seq. ID 


OJ991208 


_16.0103.C8 


Gene No. 


66486 








Strand 


+ 




Start 


1645 








End 


3619 




Name 


OJ991208 16 


0103 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


1645 








End 


3619 




GI 


none 








Score 


.66 




Exons 


1645. . 1689, 


1806 


.1923, 


1961. 


.2048, 3307. .3344, 


3510. .3619 


Seq. No. 


32136 








Seq. ID 


OJ991208_ 


_16.0103.C8 


Gene No. 


66487 








Strand 






Start 


415 








End 


475 




Name 


OJ991208 16. 


0103 


C8.o2. 


gp 


Method 


AAT/GAP 




Start 


415 








End 


475 





32132 



GI 

Exons 

GI Descrip. 



2312838 Score 72 

415. .475 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32136 
66488 
3890 

OJ991208_16.0103.C8.ol.np 
3890 
3319357 

3890. .4795, 5274. .5381, 5478 
7802.. 7888, 8958.. 9075, 9169 



OJ991208 16. 0103. C8 



Seq. ID 
Strand 

End 9597 
Method AAT/NAP 
End 9597 
Score 1402 

5696, 7479. .7555, 7631. .7717, 
9239, 9568.. 9597 
(AF077407) contains similarity to phosphoenolpyruvate synthase 
(ppsA) (GB,:AE001056) [Arabidopsis thaliana] 



beq . jno . 










Seq. ID 


OJ991208 


i£ mn^ r*o 
1 O . UIUj . Co 


Gene No. 


66488 








Strand 






Start 


3890 








End 


9597 




Name 


Pi TQCtl OfiP. 1 £ 


UIUj. 


Lo . OZ . 


gs 


Method 


GENSCAN 




otart 


joyu 








End 


9239 




C T 
bl 


none 








Score 


.89 




Exons 


OQQA /! "7 Q1 

jo y u . .4 / y i , 




. j4Zb; 


c; c; o a 
jj j4 . 


.5696, 7479. .7555, 


7631. .7717, 




IPflO 7QQQ 


o y oo . 


. y u id. 


y i by . 


.9239 






Seq. No. 


32136 








Seq. ID 


OJ991208 


_16.0103.C8 


Gene No. 


66488 








Strand 






otdit 










End 


9597 




Name 


uj.yyizuo id . 


UIUj . 


Lb . Ol . 


tm 


Method 


TBLASTX: 


Mai ze 


otart 


oo y i 








End 


5436 




C T 

bl 


none 








Score 


1007 




Exons 


joyi . . 4 / y j , 


jo y o . 


A 1 Q O 

. 4 / yz , 


jyUl . 


.4797, 5298.. 5429, 


ozy y . .o4ob 


beq. no. 


J*i 1 J D 








Seq. ID 


OJ991208 


Io.UIUj. Co 




664 ft ft 

D0400 








Strand 






Start 


3890 








End 


9597 




Name 


OJ991208 16. 


0103. 


C8.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3893 








- End 


4184 




GI 


none 








Score 


200 




Exons 


3893. .4183, 


3894 . 


.4184 










Seq. No. ,. 


32136 








Seq. ID 


OJ991208 


_16.0103.C8 


Gene No. ■ 


66488 








Strand. 






Start 


3890 








End 


9597 




Name 


OJ991208 16. 


0103. 


C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4106 








End 


4793 


GI 


none 








Score 


571 




Exons 


4106. .4792, 


4107 . 


.4793 










Seq. No. 


32136 








Seq. ID 


OJ991208 


_16.0103.C8 


Gene No. 


66488 








Strand 






Start 


3890 








End 


9597 




Name 


OJ991208 16. 


0103. 


C8.o3. 


gp 


Method 


AAT/GAP 




Start 


4144 








End 


9597 




GI 


8873 1.R1084 








Score 


2544 




Exons 


4144 . .4791, 


5297. 


.5426, 


5534 . 


.5696, 7479. .7555, 


7631. .7717, 




7802. .7888, 


8958. 


.9075, 


9169. 


.9239, 9563.. 9597 





32133 



GI Descrip. 1 3319357 1.0e-133 (AF077407) contains similarity to 

phosphoenolpyruvate synthase (ppsA) (GB: AE00.1056) [Arabidopsis 
thaliana] 1 



Seq. No. 32136 Seq. ID 

Gene No. 66488 Strand 

Start 3890 End 

Name OJ991208_16 . 0103 . C8 . ol . tc Method 

Start 4185 End 

GI none Score 

Exons 4185.. 4583, 4256.. 4786, 4632.. 4787 



OJ991208_16.0103.C8 
9597 

TBLASTX: Cress 

4787 

278 



Seq. No. 32136 
Gene No. 66488 
Start 3890 

Name OJ991208_16 . 0103 . C8 . o2 . tm 

Start 7478 
GI none 

Exons 7478.. 7510, 7478.. 7558, 7514, 

7631. .7717, 7799. .7894, 7800. 
9130. .9240, 9131. .9235, 9144, 



Seq. ID OJ991208_16.0103.C8 
Strand 

End 9597 

Method TBLASTX : Maize 

End 924 4 

Score 40 

.7558, 7629. .7718, 7631. .7720, 
.7898, 8953. .9078, 8955. .9080, 
.9239, 9173. .9244 



Seq. No. 32136 
Gene No. 66488 
Start 3890 

Name OJ991208_1 6 . 0103 . C8 . o3 . tc 

Start 7489 
GI none 

Exons 7489.-7557, 7505.. 7558, 7631, 

7800. .7892, 8931. .9080, 8953. 
9160. .9234, 9171. .9260 



Seq. ID 
.Strand 
End 

Method 
End 
Score 



OJ991208 16. 0103. C8 



9597 

TBLASTX: Cress 
9260 
52 

7717, 7635.. 7760, 7799. 
9060, 8982.. 9077, 9099. 



,7894, 
, 9239, 



Seq. No. 


32137 


Seq. ID 


OJ991208_16 


.0103. C9 


Gene No. 


66489 


Strand 


+ 




Start 


392 


End 


439 




Name 


OJ991208 16.0103.C9.ol.gs 


Method 


GENSCAN 




Start 


392 


End 


439 




GI 


none 


Score 


.69 




Exons 


392. .439 








Seq. No.. 


32138 


Seq. ID 


OJ991208_16 


0103. Cll 


Gene No . 


66490 


Strand 


+ 




Start 


68 


End 


520 




Name 


OJ991208 16.0103.Cll.ol.gs 


Method 


GENSCAN 




Start 


68 


End 


520 




GI 


none 


Score 


.92 




Exons 


68.. 263, 317.. 520 








.Seq. No. 


32139 


Seq.. ID 


OJ991208_16. 


0103. C13 


Gene No . 


66491 


Strand 






Start 


1 


End 


1518 




Name 


. OJ991208 16. 0103.C13.ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1518 




GI 


3319356 


Score " 


279 




Exons 


1..127, 775. .970, 1486. .1518 








GI Descrip. 


(AF077407) contains similarity glycosyl 


hydrolases 


[Arabidopsis 



thaliana] 



32134 



Seq. No. 32139 

Gene No. 66491 

Start 1 

Name OJ991208_16 . 0103 . C13 . ol . gs 

Start 773 

GI none 

Exons 773.. 970, 1109.. 1195 



Seq. ID OJ991208_16.0103.C13 
Strand 

End 1518 

Method GENSCAN 

End 1195 

Score .59 



Seq. No. 32139 

Gene No. 66491 

Start 1 

Name OJ991208_16 . 0103 . C13 . ol . tm 

Start 858 

GI none 
Exons ■ 



Seq. ID OJ991208_16.0103.C13 
Strand 

End 1518 

Method TBLASTX : Mai ze 

End 1198 

Score 154 



858. .971, 860. .973, 860. .973, 1109. .1198 



Seq. No. 32140 

Gene No. 664 92 

Start 731 

Name OJ991208_16 . 0103 . C14 . ol . gs 

Start 731 

GI none 
Exons 



Seq. ID OJ991208_16.0103.C14 
Strand 

End 3662 

Method GENSCAN 

End 3662 

Score .46 



731. .873, 1558. .2210, 3021 .. 3216, • 3255 3344, 3350. .3444, 
3568. .3662 



Seq. No. 32140 

Gene No. 664 92 

Start 731 

Name OJ991208JL6 . 0103 . C14 . ol . gp 

Start 877 

GI LIB34 32-026-P1-K1-D8 

Exons 877.. 1294 

GI Descrip. ? 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991208_16.0103.C14 
Strand 

End 3662 

Method AAT/GAP 

End 1294 

Score 806 



Seq. No. 

Gene _ No . 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



32140 
66492 
731 

OJ991208_16.0103.C14 .ol.np- 

1558 

3319356 



Seq. ID OJ991208_16.0103.C14 
Strand 

End 3662 

Method AAT/NAP 

End 3390 

Score 388 



1558.. 1833, 1861. .2210, 3205. .3390 

(AF077407) contains similarity glycosyl hydrolases [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



32141 
66493 
2911 

OJ991208_1 6.0 103. C15. ol.np 
2911 
6721512 
2911. .2970, 3026. .3098 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ991208_16.0103.C15 

Strand + 

End 3098 

Method AAT/NAP. 

End 3098 

Score 3 6 



32141 
66494 



Seq. ID OJ991208_16.0103.C15 
Strand + 



32135 



Start 


5198 


End 


12105 




Nam© 


OJ991208 16.0103.C15.o2.np 


Method 


a a t / m a d 






5198 - 


End 


11 QQC 

1 1 y i?D 






5091513 


Score 


± £ H 0 




Fynn 


5198.. 5285, 9449.. 9991, 10657 


. .11995 






VJ -L O V> J- X £S . 


(AB023482) Hypothetical protein [Oryza 


G ZS +* 1 TT3 1 

bdtl V a J 






32141 


Seq. ID 


OJ991208_16.0103 




Gene No. 


66494 


Strand 


+ 




Start 


5198 


End 


12105 . 




Name 


OJ991208 16.0103.C15.o2.gs 


Method 


GENSCAN 






7224 


End 


12105 






none 


Score 


.71 




p v on <5 


7224. .7301, 7400. .7897, 8414. 


.8474, 9414.. 9825, 10642.. 


1 1 OQO 




11689. .11911, 11917. .12105 








O t- • LvKJ ■ 


32141 


Seq. ID 


OJ991208_16.0103 




Gene No . 


66495 


Strand 






Start 


9871 


End 


10146 




Name 


OJ991208 16.0103.C15.ol.gp 


Method 


AAT/GAP 




Start 


9871 


End 


10146 




rir 


uC-osflcyp053f07al 


Score 


348 






9871. .10146 










* 50914 96/dbj I AB0234 82 . 2 | AB0234 82 3.0e- 


38 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Cpi-r Mo 


32142 


Seq. ID 


OJ991208_16.0103 


CI 1 


Corip NJo 


66496 


Strand 


+ 




Start 


3808 


End 


4242 




Name 


OJ991208 16.0103.C17.ol.gp 


Method 


AAT/GAP 




Start 


3808 


End 


4242 




GI 


2428185 


Score 


690 




F 1 v on c: 


3808. .4242 








VJ JL Lj"3 O V_, _l_ J_ * 


5852170/emb|AL117265. 1 IOST17804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 1780 


4 


Seq. No. 


32142 


Seq. ID 


OJ991208_16.0103 


.C17 


Gene No. 


66497 


Strand 


+ 




Start 


4807 


End 


6361 




Name 


OJ991208 16.0103.C17.o2.gs 


Method 


GENSCAN 




Start 


4807 


End 


6359 




GI • 


none 


Score 


. 94 




P v on q 


4807. .4815, 5566. .5787, 5886.. 


6359 






Cpn Mn 

OC^t IN LJ • 


32142 


Seq. ID 


OJ991208_16.0103 


.C17 


Gene No'. 


66497 


Strand 


+ 




Start 


4807 


End 


6361 




Name 


OJ991208 16.0103.C17.ol.np 


Method 


AAT/NAP 




O L. d i. L. 


5566 


End 


6361 




O -L 


4512231 


Score 


1252 




Exons 


5566. . 6361 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


32142 


Seq. ID 


OJ991208_16.0103 


CI 7 


Gene No. 


66498 


Strand 


+ 




Start 


6586 


End 


11055 




Name 


OJ991208 16.0103.C17.o2.np 


Method 


AAT/NAP 





32136 



'v 



Start 6586 

GI 4680179 

Exons 6586.. 7645, 7673.. 11052 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 32142 

Gene No. 664 98 

Start 6586 

Name' OJ991208_16 . 01.03 . C17 . o3 . gs 

Start 6649 

GI none 

Exons 6649. .6980, 7005.. 7182, 7279. 

957 6. .10516, 10837. .11055 



End 
Score 



11052 

..5'531 



sativa subsp. indica] 

Seq. ID OJ991208_16.0103.C17 

Strand + 

End ■ 11055 

Method GEN SCAN 

End 11055 

Score .51 

.7450, 7515.. 7730, 8232.. 9050, 



Seq. No. 32142 

Gene No. 66498 

Start 6586 

Name OJ991208_1 6 . 0103 . C17 . 08 . tw 

Start 6795 

GI none 

Exons 6795.. 6992, 6796.-6993 



Seq. ID OJ991208_16.0103.C17 

Strand + 

End 11055 

Method TBLASTX: Wheat 

End 6993 

Score 213 



Seq. No. 32142 Seq. ID 

Gene No. 664 98 Strand 

Start 6586 End 

Name OJ991208_16 . 0103 . C17 . o7 . tw Method 

Start 7042 End 

GI none Score 

Exons 7042.. 7170, 7045.. 7395, 7193. 

Seq. No. 32142 Seq. ID 

Gene No. 664 98 Strand 

Start 6586 End 

Name OJ991208_16 . 0103 . C17 . 06 . tm Method 

Start 7045 End 

GI none Score 

Exons 7045.. 7383, 7045.. 7341 



OJ991208_16.0103.C17 
+ 

11055 

TBLASTX: Wheat 

7395 

304 



.7237, 7294.. 7329 



OJ991208_16.0103.C17 
+ 

11055 

TBLASTX : Maize 

7383 

235 



Seq. No. 32142 

Gene No. 664 98 

Start 6586 

Name OJ991208_16 . 0103 . C17 . o9 . tw 

Start . 7679 

GI none 

Exons 7679..7846, 7714.. 7845, 7933. 



Seq. ID OJ991208_16.0103.C17 

Strand + 

End 11055 

Method TBLASTX : Wheat 

End 8052 . 

Score 129 

8052, 7938.. 8051 



Seq. No. 32142 

Gene No. 664 98 

Start 6586 

Name OJ991208_16 . 0103 . C17 . o4 . tw 

Start 8228 

GI none 

Exons 8228.. 8698, 8275... .8655 

Seq. No. 32142 

Gene No. 664 98 

Start 6586 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ991208_16.0103.C17 
+ 

11055 

TBLASTX: Wheat 

8698 

525 



OJ991208_16.0103.C17 
+ 

11055 



32137 



Name 

Start 

GI 

Exons 



OJ991208_16. 

8252 

none 

8252. .8566 



0103.C17.o4.ts 



Method TBLASTX : Soybean 
End 8566 
Score 198 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32142 
66498 
6586 

OJ991208_16. 

8281 

none 

8281. .8523, 

32142 
664 98 
6586 

OJ991208_16. 

8639 

none 

8639. .8671, 
8791. .8928, 



0103.C17.o4.tm 



8285. .8728 



0103.C17.ol.ts 



8639. .8671, 8675, 
8870. .9004 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_16.0103.C17 
+ 

11055 

TBLASTX: Maize 

8728 

373 



OJ991208_16.0103.C17 
+ 

11055 

TBLASTX : Soybean 

9034 

57 



,9034, 8677. .8718, 8678. .8818, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32142 
66498 
6586 

OJ991208_16. 

8780 

none 

8780. .9115, 



0103.C17 .o5.tm 



8836. .9114 



Seq. ID OJ991208_16.0103.C17 

Strand + 

End 11055 

Method TBLASTX : Maize 

End 9115 

Score 313 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32142 
66498 
6586 

OJ991208JL6, 

8780 

none 

8780. . 9049,. 

32142 
66498 
6586 

OJ991208_16. 

9050 

none 

9050. .9475, 

32142 
66498 
6586 

OJ991208__16. 

9056 

none 

9056. .9304 



0103.C17 .o5. tw 



8788. .9048, 8798. 



0103.C17.o3.tw 



9052. .9468 



0103.C17.o3.ts 



Seq. ID OJ991208_16.0103.C17 

Strand + 

End 11055 

Method TBLASTX : Wheat 

End 9049 

Score 373 
.9049 

Seq. ID OJ991208_16.0103.C17 

Strand + 

End 11055 

Method TBLASTX : Wheat 

End 9475 

Score 596 



Seq. ID OJ991208_16.0103.C17 

Strand + 

End 11055 

Method TBLASTX : Soybean 

End 9304' 

Score 201 



Seq. No. 
Gene No, 
Start 



32142 
66498 
6586 



Seq. ID OJ991208_16.0103.C17 
Strand + 
End 11055 



32138 



Name 


n.TQQl 90ft 1 6 


01 0^ PI 7 r\0 fm 


ncLnoa 


TRT QQTY . Ma i 70 

1 DXxrto i a . lYia x z e 




OLdLL 


91 99 ~ 






QA 7 S 

z? 3 / D 




\3 -L 


none 




Score 


4 69 




Hi AUtlO 


9199 947S 


9197 946ft 

Z? X£. ' • ■ DO 








Seq. No. 


32142 




Seq. ID 


OJ99.1208_16.0103 


.C17 


Gene No. " 


.... 66.4 98.. 




Strand. 


+ 




Start 


6586 




End 


1 1 OSS 

j- j. \j «j 0 




NJ a m 
IN dmc 


D.7991 90ft 1 6 


G103.C17.o2.tw 


Method 


TRT ZX CITY • TAlVicia-t- 

1 Dur\o 1 a . wnea t. 






9S0^ ~~ 




End 


1 004 9 




O J. 


none 




Score 


690 






9503 10042 


9508. .10038, 9587. .10042 






Seq. No. 


32142 




Seq. ID 


OJ991208_16.0103 


.C17 


Gene No. 


66498 




Strand 


+ 




Start 


6586 




End 


1 1 OSS 

-L J. \J »J vJ 




IN dlllc 


D.T991 9 OR 16 

vUJ JIlUO xd. 


0103.C17.ol.tc 


Method 


1 DXirto 1 a . tress 






974 0 ~ 

ZJ f rt \J 




End 


1 00 6 6 




GI 


none 




Score 


QO 

ZP U 




Hi A ^ 1 i. O 


9740 999? 


9923.. 10066, 9925.. 10065 






Seq. No. 


32142 




Seq. ID 


OJ991208_16.0103 


.C17 


Gene No. 


66498 




Strand 


+ 




Start 


6Sft 6 




End 


1 1 0 s s 

11UJ J 




LN all it; 


O.T9Q1 90ft 1 6 


0103.C17.o2. ts 


Method 


TRT Zi QTY * ^nuVMaan 




O LCtl L 


9R?0 _ 

Z? O J VJ 




End 


1 0090 






none 




Score 








9fl?0 1 0090 


9841. .10089, 9842. . 10090 






Seq. No. 


32142 




Seq. ID 


OJ991208_16.0103 


.C17 


Gene No. 


66498 




Strand 


+ 




Start 


6586 




End 


1 1 0 s s 

11UJ J 




Name 


O.T991 90ft 1 6 


0103.C17 ,o3. tm 


Method 


TRT ZiQTY'Mai 7q 
1 DXjrt.D 1 A . rial Ze 




Q-H-a r -t- 


9ftft ft ~ ~ 
_/ o o o 




End 


1 01 ftP) 






none 




Score 


ft 6 




tP von q ' 


9ftRR 99R9 


9889. .10176, 9890. .10180, 


9ft 90 10177 




Seq. No. 


32142 




Seq. ID 


OJ991208_16.0103 


.C17 


Gene No. 


66498 




Strand 


+ 




Start 


6586 




End 


11055 




Ma m o 

LN OJUC 


OJ991208 16. 


0103.C17.ol.tw 


Method 


TBLASTX: Wheat 




C4- p. r 4- 


10049 




End . 


10672 




GI 


. none 




. Score- 


697 






10049. .10669, 10051. .10554, 


10058. . 10672 




O C ^ . LN U ■ 


32142 




Seq. ID 


OJ991208_16.0103 


pi 7 


Gene No. 


66498 




Strand 


+ 




Start 


6586 




End 


11055 




Name 


OJ991208 16. 


0103.C17.ol.tm 


Method 


TBLASTX: Maize 




Of- a rt 
o Lai L 


10228 




End 


10812 




(IT 

KJ X 


none 




Score 


220 




Exons 


10228. .10383, 10229. .10390, 


10387. .10518, 10388. .10669, 






10420.. 10686 


, 10547. .10672, 


10653. .10811, 10654. .10812 




Seq. No. 


32142 




Seq. ID 


OJ991208_16.0103. 


C17 


Gene No. 


66498 




Strand 


+ 




Start 


6586 




End 


11055 





32139 




LNCLULC? 


d.tqqi 90R 16 mo3 n 7 06 -t-w 

UU JJltUO XU.UXUJ.^X / . U . L.W 


lit; uiiuu 


1 ID XirtO 1 /\ . Wiled L 


O Lai L 


1 0674 ~~ 


Hi 1 1U 


1 1 007 

X X \J \J f 


\J X 




OL.UI C 


307 




10674 10Q55 10675 11007 






CpA No 


3914 3 


oc^t x u 


D.TQQ1 90ft 16 010^ r*1 ft 


Gene No. 


66499 


Strand 




Start 


15 


End 


925 


Name 


OJ991208 16 0103 C18 ol no 


Met hod 


AAT /NAP 


9tprt 

u Lai L 


IS ~ 

X 


FnH 
nil i Li. 


9? 5 

Z? ~J 


GI 


5852178 




4 61 




15 323 355 467 830 925 








(AL117265) zhb0008 1 TOrvza 


eaf i tf3 1 
OaLl V d J 




Seq. No. 


32143 


Seq. ID 


OJ991208_16.0103.C18 


Gene No. 


66499 


Strand 


+ 


Qf art* 


15 


FnH 


92 5 

Z7 C. *J 


LNdiLLG 


0.7931208 16 0103 PI 8 nl ptq 


Mo +■ h oH 




Start 


71 ~~ 


FnH 


54 1 

•J *i X 


GI 


none 


O O w X G 


ft 7 


F" v n n <? 

J_J ^k. W 11 J 


71 323 377 54 1 








32144 


Seq. ID 


o.tqqi 09ft io oiift n 

WU^?lUt.O xu.uxxo.^x 


Gene No. 


66500 


Strand 


+ _ 


Start 


271 


End 


6716 


Name 


OJ991028 10.0118.Cl.ol.gs 


' Method 




q+- -a r f 


271 


End 


6716 

D / X D 




none 


Score 


4 6 




271. .361, 432. .555, 1800. .1904, 2187.. 


991 ft "35Q7 ^70Q 




4126. .4248, 4617. .4778, 6096 


. .6716 




Seq. No. 


32144 


Seq. ID 


OJ991028_10.0118.C1 


Gene No. 


66500 


Strand 


+ 


Start 


271 


End 


6716 

U / X u 


Name 


OJ991028 10.0118.Cl.ol.gp 


Method 


AAT /HA P 


Start 


2015 


End 


94 ft 1 
^ r± O X 


GI 


none 


Score 


ft 7 5 


TT von Q 


2015. .2481 






\z ■ i\w * 


32144 


Seq. ID 


O.TQQ1 09ft 10 011ft PI 


Cpnp |\Jo 


66500 


Strand 




Start 


271 


End 


6716 


Name 


OJ991028 10.0118.Cl.o2.gp 


■ Method 


AAT /GAP 


Start 


3478 


End 


5046 

>J \J *i U 


GI 


21070 1.R1084 


Score 


1 4 R9 


pyrin c; 


3478. .3709, 4126. .4248, 4617 


. .5046 




T Hp^rr "i o 


'4928460/gb|AAD33596.1|AF133127 1 6.0e 


-9ft TAF1^^197^ fhiorpr 




h [Hevea brasiliensis] 1 








32144 


Seq. ID 


OJ991028_10.0118.C1 


Gene No 


66500 


Strand 


+ 


Start 


271 


End 


6716 


Name 


OJ991028' 10.0118.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


3589 


End 


4854 


GI 


none 


Score 


152 


Exons 


3589. .3711, 3596. .3712, 4459 


..4491, 4603. .4659, 4611. .4745, 




4616. .4750, 4821. .4850, 4828 


. .4854 





32140 




Seq. No. 


.32144 


Seq. ID 


OJ991028 


JL0.0118. 


CI 


Gene. No. 


66500 


Strand 


+ 






OLaiL 


271 


End 


6716 






Name 


OJ991028 10.0118.Cl.ol.np 


Method 


AAT/NAP 








3608 


End 


4766 






PT 


4928460 


Score 


289 








3608. .3709/ 4126. .4248, 4617. 


.4766 








ul Utz£>C I Xp . 


(AF133127) thioredoxin h [Hevea brasiliensis ] 






Seq. No. 


32144 


Seq. ID 


OJ991028 


_10.0118. 


CI 


OCllC IN (J • 


66500 


Strand 


+ 






C 4- rj r-f- 
OLciX. L 


271 


End 


6716 






In a III c 


OJ991028 10.0118.Cl.ol.tm 


Method 


TBLASTX: 


Mai ze 




OLdl L 


4114 


End 


4252 






PT 


none 


Score 


116 






CjXOIlb 


4114. .4251, 4118. .4231, 4118. 


.4252, 4126. .4251 






O C . IN (J * 


32145 


Seq. ID 


OJ991028 


_10.0118. 


P9 


kjclltr IN 


66501 


Strand 


+ 






Start 


1 


End 


8199 






Name 


OJ991028 10.0118.C2.ol.np 


Method 


AAT/NAP 






Of a y-f- 


1 


End 


6329 






P T 


2443887 


Score 


1460 






Exons 


1..100, 2506. .2577, 2668. .2742, 2827.. 


3017, 3144. .3835, 






4388. .4518, 4989. .5171, 5462. 


.5977, 6067. .6329 








(AC002294) Similar to transcription factor gb | Z4 6606 | 1 65 


oju / ana 




others [Arabidopsis thaliana] 










o e q . in o . 


32145 


Seq. ID 


OJ991028 


JL0.0118. 


C2 


Gene No. 


66501 


Strand 


+ 






Start 


1 


End 


8199 






Name 


OJ991028 10.0118.C2.ol.gs 


Method 


GENSCAN 








1338 


End 


8199 






PT 


none 


Score 


.72 






LaUIIo 


1338. .1833, 1926. .2078, 2244. 


.2419, 2506.. 2577, 


2668. .2742, 




2827. .3835, 4388. .4518, 4989. 


.5210, 5471. .5977, 


6067. . 6335, 




7482. .8199 










o c q . in o • 


32145 


Seq. ID 


OJ991028 


_10.0118. 


C2 


Gene No. 


66502 


Strand 


+ 






Start 


9241 


End 


13671 






Name 


OJ991028 10.0118.C2.o2.gs 


Method . 


GENSCAN 






jLaiL 


9241 


End 


13671 






P T 


none 


Score 


.79 






Exons 


9241. .9570, 10147. .10222, 10339. .10424 


, 10527.. 


10831, 






11083. .11195, 11359. .11390, 11757. .118 


87, 12888 


. .13093, 






13197. .13273, 13331 .. 13420, 13530 .. 13605 , 13619 


..13671 




Seq. No. 


32145 


Seq. ID 


OJ991028 


_10.0118. 


C2 


Gene No. 


66502 


Strand 


+ 






Start 


9241 


End 


13671 






Name 


OJ991028 10.0118.C2.ol.gp 


Method 


AAT/GAP 






Start 


10640 


End 


11797 






GI 


none 


Score 


651 






Exons 


10640. .10831, 11083. . 11195, 11359 11390, 11757 


. . 11797 





32141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32145 
66503 
13925 

OJ991028_10.0118.C2.o2.gp 
13925 

13803 1.R1084 



OJ991028 10. 0118. C2 



Seq. ID _ 
Strand - - 
End 17080 
Method AAT/GAP 
End 14867 
_ Score 953 

13925. . 14176,.. 14 376 14 4 98 , .14571 f . 14672, 14791. .14867 
, 3935138 9.0e-30 (AC005106) T25N20.2 [Arabidopsis thaliana] 1 



32145 
66503 
13925 

OJ991028_10.0118.C2.o3.gs 
14385 
none 
14385, 
15372. 
16931. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_10.0118.C2 

17080 
GENSCAN 
17080 
. 91 



14498, 14571. .14672, 147 91 .. 14 856, 15188 .. 1528 9, 
15428, 15532. .15579, 15668 .. 15901 , 16817 .. 16843, 
17080 



Seq. No. 


32145 








Seq. ID 


OJ99102E 


i_10.0118.C2 


OfcJIlfci LN(J t 


DO JU4 








Strand 






Cf a v-t- 


1 

± o Z O J. 








End 


19776 




Name 


O TQQ 1 0 9 ft 10 


m i ft 


CO r\ fs 


LIU 


Method 


TBLASTX: 


Mai z e 


o -h -a v-h' 
O Ldl L 


9 fi£1 _ 

Z D D ± 








End 


3287 




r;T 
\j ± 


none 








Score 


124 




XT v /*\ r~\ o 


9 ££1 9741 

Z O O 1 . . Z / H X , 




9 7 AO 

• . Z / H Z f 


9ft 9 ^ 
z o z o 


.2921, 2824.. 2949, 


9Q9/1 9Q9R 




2826. .2927, 


2929 


. .2949, 


3087 


.3287, 3112.. 3285 




oSq* IN O . 










Seq. ID 


OJ99102E 


i in n i i q co 

) 1U . U 1 1 o . Uz 


bene ino . 


£ £ r n a 








Strand 








1 ft 9 £1 








End 


19776 




Name 




m 1 p 


. L-Z . 0 1 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


3298 








End 


3729 




GI 


none 








Score 


127 




Exons 


3298. .3405, 


3300 


. .3383, 


3391. 


.3450, 3511. .3729, 


3512. .3727, 




3513. .3728 














Seq. No. 


32145 








Seq. ID 


OJ99102S 


_10.0118.C2 


Gene No. 


66504 








Strand 






Start 


18261 








End 


19776 




Name 


OJ991028 10. 


0118 


C2.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3319 








End 


3738 




GI. 


none 








Score 


93 




Exons 


3319. .3387, ' 


3321 


.3383, 


3379. 


.3738, 352 


8. .3728 




Seq. No. 


32145 








Seq. ID 


OJ991028 


_10.0118.C2 


Gene No. 


66504 








Strand 






Start 


18261 








End 


19776 




Name 


OJ991028 10. 


0118 


C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3615 








End 


4529 




GI 


none 








Score 


306 




Exons 


3615. .3845, 


3616. 


.3843, 


4371. 


.4529, 4390. .4524 




Seq. No. 


32145 








Seq. ID 


OJ991028 


_10.0118.C2 


Gene No. 


66504 








Strand 






Start 


18261 








End 


19776 




Name 


OJ991028 10. 


0118. 


C2.ol. 


tm 


Method 


TBLASTX: 


Mai ze 



32142 



# 



Start 


4386 






End 


6796 




P* T 

bl 


none 






Score 


82 




Exons 


a no /: / coo 
4 JOD . . 4oZo, 


A "3 Q n 
4 Jo / 


. 4 OZ4 , 4 JO / . 


.4518, 4992.. 5210, 


-I one c 1 no 

4 y 3d . . 5198 , 




jIao. . OZ 1 1 , 




. DO / Z , 04 04 . 


.5645, 5470.. 5646, 


o4 /l . .Do/4, 




CT1 Q CQ7Q 


c.7 97 
D / Z / 


. 0 y / 0 , 0 / z 0 . 


.5979, 5732.. 5980, 


0 / jj . . bUZo , 




DU 04 . . OZ / O , 


DUOj 


. OZ Uo , DUDO . 


.6278, 6634. .6795, 


00 / / . . 0 / y 0 


Seq. No. 


32145 






Seq. ID 


OJ991028 


10 . 0118 . C2 


Gene No. 


66504 






Strand 






C +- -j v-t- 
O LaiT. 


1 0 Z O 1 






End 


19776 




Name 


n tqqi nofl i a 
ujyyiuzo iu . 


m 1 0 
U 1 1 0 . 


L-Z . 04 . t S 


Method 


TBLASTX: 


Soybean 


Cf -i V-f 


4 y / z 






End 


5210 




C T 


none 






Score 


66 






4 Q7 0 R07 £ 
4 y / Z . . jU / D f 


*± y 0 o . 


. 0 u 0 u , 4 y 0 0 . 


.5210, 4986. .5150, 


/ Q Q Q CI CO 

4 y 0 0 . .0100 


oeq. IN o . 


"}9 1 /l 
OZ 1 4 0 






Seq. ID 


OJ991028 


in niiQ n 
iu . Ullo . UZ 


Gene No. 


66504 






Strand 






Start 


18261 






End 


19776 




Name 


Pi TQQ1 H9Q Ifl 


u 1 1 0 . 


UZ . Oj . tS 


Method 


TBLASTX: 


Soybean 


btart 


o 4 o J 






End 


6180 




bJL 


none 






Score 


79 




Exons 


C / /TO ccco 

04 DO . . jjj^ , 


^ a an 

O 4 D / . 


.001/, O 4 O / . 


.5610, 5468.-5644, 


cooo c rion 

00Z0 . . 0 you , 




coori CQ7Q 

do ju . . oy / y , 


(rnc') 
DUjZ . 


£ 1 Q n cnco 

. DIOU, bUDZ . 


,.615.7, 6066. .6173, 


£in*5 fin 
blUo . . bl / / 


Seq. No. 


32145 






Seq. ID 


OJ991028 


_10.0118.C2 


Gene No. 


66504 






Strand 






b tart 


1 Q 9 £ 1 






End 


19776 




Name 


pitqqi noQ 1 n 
uj y y 1 uzy 1 u . 


m 1 0 
Ullo . 


. OZ . tC 


Method 


TBLASTX: 


Cress 


otar t 


£ n £ a 






End 


6796 




C T 


none 






Score 


322 




Exons 


0UO4 . . OZ / 0, 


DU DO . 


£97 9 £1 no 
. OZ /Z , DlUU . 


.6279, 6676.. 6786, 


00/ /. • b / y 0 


Seq. No. 


32145 






Seq. ID 


OJ991028 


_10.0118.C2 


Gene No. 


66504 






Strand 






0-1--} y+- 


1 Q 9 £ 1 






End 


19776 




Name 


ujyyiuzo iu. 


Ullo . 


. OO . tS 


Method 


TBLASTX : 


Soybean 




icon 
/ oyu 






End 


8040 


PT 
L?l 


none 






Score 


57 




Exons 


/ oyu . . / 0 0 4 , 


7 Q7 c. 
/ y / 0 . 


q n / n 
. 0 U4 U 








oeq . no . 


jZ 1 4 3 






Seq. ID 


OJ991028 


_10.0118.C2 


Gene No . 


66504 






Strand 






Start 


18261 






End 


19776 




Name 


OJ991028 10. 


0118. 


C2.'o5. tm 


Method 


TBLASTX: 


Maize 


Of -a v-+- 


9470 






End 


10723 




P T 


none 






Score 


115 




Exons 


9470. . 9577, 


9496. 


.9570, 10144 


. . 10224, 


10144 .. 10227, 




10145. .10237, 10336. . 10425, 10336 .. 10428 , 10338 


. .10427, 




10518. .10652, 10525. . 10722, 10526 .. 10702 , 10526 


..10723 


o c ^ * LN \J . 


32145 






Seq. ID 


OJ991028 


_10.0118.C2 


Gene No. 


66504 






Strand 






Start 


18261 






End 


19776 




Name 


03991028 10. 


0118. 


C2.o3.tm 


Method 


TBLASTX: 


Ma i z e ' 


Start 


11756 






End 


13669 




GI 


none 






Score 


59 




Exons 


11756. .11812 


, 11756. .11800, 11757. . 11813, 11805 


. .11885, 



3214 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11811. .11888, 11825. 

12234. .12383, 12237. 

12676. . 12753, 12684. 

12891. . 12968, 12892. 

13023. . 13097, 13189. 

13363. . 13419, 13527. 



.11890, 11825. 

.12323, 12500. 

.12749, 12698. 

.12957, 13021. 

.13278, 13196. 

.13628, 13529. 



.11890, 12233. 

.12592, 12528. 

.12754, 12707. 

.13095, 13021. 

,13273, 13361. 

,13669, 13530. 



.12322, 
.12575, 
.12757, 
.13095, 
.13423, 
.13637 



32145 Seq. ID 

66504 Strand 

18261 End 

OJ991028_10. 0118 .C2.ol. tw Method 

12521 End 

none Score 



OJ991028_10.0118.C2 
19776 

TBLASTX: Wheat 

12990 

102 



12521. . 12586, 12523 .. 12588 , 12525 .. 12587 , 12675 .. 1274 9, 
12678. .12761, 12679 .. 12762, 12680 .. 12763, 12683 .. 12811 , 
12793. .12846, 127 93 .. 1284 9, 128 65 .. 12 990, 12876. .12986 



32145 
66504 
18261 

OJ991028_10. 
13980 
none 
13980, 
14078, 
14571, 
14790. 



0118.C2.o2.tm 



,14012, 14069. . 14095, 

,14158, 14375. .14497, 

14681, 14572. . 14673, 

14858, 14791. . 14859, 

15196. .15294, 15231 15302 , 

15376. .15426, 15514 .. 15585 , 

15665. .15709, 15669 .. 15737 , 

15724. .15903, 16882 .. 17016, 

32145 
66504 
18261 

OJ991028_10.0118 .C2.o2 . ts 
14397 
none 
14397. 
14572. 
15231. 
15514 . 
15672. 



Seq. ID OJ991028_10.0118.C2 
Strand 

End 19776 

Method TBLASTX : Mai ze 

End 17020 

Score 34 
14071. .14 094, 14 077. .14157, 
14385. . 14504, 14 38 6 .. 14 4 99, 
14774 .. 14 854, 14 788 . . 14 853, 
14798. .14857, 15191 .. 15292, 
15372. .15425, 15372 15425 , 
15533. . 15577, 15659. . 15721, 
15669. . 15719, 15718 .. 15903, 
16919. .17020, 16931. .17017 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ991028_10.0118.C2 
19776 

TBLASTX: Soybean 

15739 

71 



,14504, 14404. 

,14688, 14785. 

,15290, 15330. 

,15576, 15524. 

15737, 1567'4. 



. 14499, 
.14859, 
, 15428, 
, 15577, 
, 15739 



32145 
66504 
18261 

OJ991028_10.0118.C2.o3.tc 
14397 
none 
14397, 
14571. 
15190. 
15373. 



,14504, 14403, 

,14681, 14587. 

15279, 15191. 

15429, 15514. 



, 14498, 
14688, 
15295, 
15576, 



14404 .. 14 508, 1457 1 . . 14 68 1 , 
15182. .15247, 15191 .. 152 92 , 
15372. .15413,- 1537 6 .. 154 2 9, 
15529. .15585, 15671. .15709, 



Seq. ID OJ991028_10.0118.C2 
Strand 

End 19776 

Method TBLASTX : Cress 

End 15576 

Score 50 
14 404. .14 4 99, 14 57 1 . .14 684 , 
14788. .14859, 15190 .. 1527 9, 
15191. .15292, 15330. .15428, 
15530.. 15574 



Seq. No. 
Gene No. 



32145 
66504 



Seq. ID 
Strand 



OJ991028 10. 0118. C2 



32144 



Start 18261 End 19776 

Name OJ991028_10 . 0118 . C2 . o3 . np Method AAT/NAP 

Start 18261 • End 19776 

GI ' 2982283 Score 97 

Exons 18261. .18452, 18634 187 90, 19736.. 19776 

GI Descrip. (AF051226) PREG-like protein [Picea mariana] 



Seq. No. 32146 Seq. ID 

Gene No. 66505 Strand 

Start 788 End 

Name OJ991028_10 . 0118 . C3 . ol . gs Method 

Start 788 End 

GI none Score 

Exons 788. .1044, 1914. .2073, 2103. .2212, 2535 

4356 

6656 



OJ991028_10.0118.C3 
+ 

13788 
GENSCAN 
13785 
. 7 

2640, 2797 



,6359, 6473, 



1044, 1914. .2073, 2103 
.4444, 5212. .5263, 5811. .5877, 6189. 
.6735, 6850. .6922, 7961. .8111, 8707. 
10003. .10088,' 10160. .10317, 104 04 .. 10567 , 10793 .. 11709, 
11868. . 12154, 12249. .,12467, 12554 .. 12710, 13481.. 13785 



2927, 
.6566, 



.8811, 8826.. 9032, 



Q p rr No 


3214 6 




O C • 1U 




in n 1 1 ft 




(Zpno Mo 


66505 




Sf rand 

kJ Li allU 


+ 






Start 


788 




End 


1 ^7RR 






Name 


OJ991028 10 0118 C3 


<j j. • y 


Mpt" h nH 


r\r\ 1 / art £T 






Start 


10685 _ 




End 


1 1 






GI 


none 




Score 


1007 






Exons 


10685. .11293 












uC^ • LNU • 


3214 6 " 






O.TQQ1 09ft 


in ni i ft 




Hpnp Mr) 
VJ die 1\ ■ 


66505 




OLI Cli 1U 


-J_ 






Start 


788 




End 


1 "37ftft 






Name 


0?fi 10 011ft 


oz . gp 










Start 


12547 _ 




CjI IvJ. 


1 ITQO 
I J / OO 






GI 


969005 




Score 


642 






Exons 


12547. .12710, 13481. 


. 13788 










Seq. No. 


32146 




Seq. ID 


OJ991028_ 


10.0118 


.C3 


Gene No. 


. 66506 




Strand 


+ 






Start . 


15680 




End 


18243 






Name 


OJ991028 10. 0118. C3. 


o2 . gs 


Method 


GENSCAN 






Start 


15680 




End 


18243 






GI 


none 




Score 


.92 






Exons 


15680. . 15980,' 16136. 


.18243 










Seq. No. 


32146 




Seq. ID 


OJ991028_ 


10.0118 


.C3 


Gene No. 


66507 




Strand 


+ 






Start 


33646 




End 


35877 






Name 


OJ991028 10. 0118. C3. 


06. gs 


Method 


GENSCAN 






Start 


33646 




End 


35862 






GI 


none 




Score 


.6 






Exons 


33646. .33882, .34223. 


.34333, 


34596. '.347? 


33, 35136. 


.35862 




Seq. No. 


32146 




Seq. ID 


OJ991028_ 


10.0118 


.C3 


Gene No. 


66507 




Strand 


+ 






Start 


33646 




End 


35877 






Name 


OJ991028 10. 0118. C3. 


o3 . np 


Method 


AAT/NAP 






Start 


33720 




End 


35877 






GI 


5042416 




Score 


431 







32145 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



33720. .33781, 34 617 .. 34783, 35136.. 35877 
(AC006193) Unknown protein [Arabidopsis thaliana] 



32146 Seq. ID 

66508 Strand 

580 End 

OJ991028_10. 0118.C3.ol.np Method 

580 End 

2982283 Score 
580. .821, 864. .1157 

(AF051226) PREG-like protein [Picea mariana] 



OJ991028_10.0118.C3 

1157 
AAT/NAP 
1157 
159 



32146 Seq. ID 

66509 Strand 
20030 End 
OJ991028_10. 0118 .C3.o3.gs Method 
20030 End 
none Score 

20030. .20686, 20718 .. 20909, 23653 

25024. .25212, 25301 .. 254 68 , 25805 



OJ991028 10. 0118. C3 



25819 
GENSCAN 
25819 
.48 

24011, 24633. .24801, 
25819 



Seq. No. 
Gene No. 
Start- 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32146 
66510 
28118 

OJ991028_10.0118 ,C3.o4 .gs 
28118 
none 

28118. .29172, 29332 .. 2 9899, 30485. .30646 



Seq. ID OJ991028 10. 0118. C3 



Strand 
End 

Method 

End 

Score 



30646 
GENSCAN 
30646 
.87 



32146 Seq. ID 

66511 Strand 

31523 End 

OJ991028_10 . 0118 .C3 ,o5 . gs Method 

31523 End 

none Score 
31523.. 32440 



OJ991028_10.0118.C3 

32490 
GENSCAN 
32440 
.95 



Seq. - No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32146 Seq. ID OJ991028_10 . 0118 . C3 

66511 Strand 

31523 End 32490 

OJ991028_10. 0118 .C3.o2 .np Method AAT/NAP 

31526 End 32490 

70645 " Score ' 1493 

31526. .32490 

ubiquitin precursor - garden pea gi | 20589 | emb | CAA34 886 | (X17020) 
polyubiquitin (AA 1-381) [Pisum sativum] gi|4115339 (L81142) 
ubiquitin [Pisum sativum] gi | 226707 | prf | | 1603402A poly-ubiquitin 
[Pisum sativum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32146 Seq. ID 

66512 Strand 

37447 ' End 
OJ991028_10.0118.C3.o9.tm Method 
4142 End 
none Score 



OJ991028__10.0118.C3 
37643 

TBLASTX: Maize 

5649 

189 



4142. .4267, 4145. .4276, 4150. .4269, 4343. .4447, 4354. .4443, 
5001. .5114, 5008. .5115, 5010. .5114, 5011. .5115, 5209. .5262, 



32146 



5210. .5266, 5238. .5282, 5548. .5649, 5559.-5645 



Seq. No. 32146 Seq. ID 

Gene No. 66512 Strand 

Start 37447 End 

Name OJ991028_10 . 0118 . C3 . o5 . ts Method 

Start 4156 End 

GI none Score 
Exons 



OJ991028_10.0118.C3 
37643 

TBLASTX: Soybean 
5266 

124 . " 



4156. .4269, 4156. .4287, 4157. .4276, 4343.-4447, 4354. .4446, 
5001. .5114, 5016. .5102, 5173. .5250, 5207. .5266 



Seq. No. 32146 
Gene No. 66512 
Start 37447 

Name OJ991028_10 . 0118 . C3 . o3 . tc 

Start 6285 ■ 

GI none 

Exons 6285.-6365, 6311. .6355, 6472. 

6660. .6734, 6697. .6741, 6853. 
6999. .7043 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 
Method TBLASTX : Cress 
End 7043 
Score 117 

.6564, 6473.-6592, 6658. .6732, 
.6921, 6864. .6920, 6986. .7042, 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . 06 . tc 

Start 11037 

GI none 
Exons 



Seq. ID OJ991028_10. 0118 .C3 
Strand 
End 

Method 
End 
Score 



37643 

TBLASTX: Cress 

11312 

206 



11037. .11312, 11039. .11146, 11192. .11311 



Seq. No. 32146 
Gene No. 66512 
Start 37447 

Name OJ991028_10 . 0118 . C3 . o3 . tm 

Start 12046 
GI none 

Exons 12046. .12096, 12047, 

12236. .12466, 12242, 
12554. .12712, 13472, 
13480. .13587, 13480. 
13596.. 13778 



Seq. ID OJ991028_10.011'8.C3 
Strand 

End 37643 
Method TBLASTX : Mai ze 
End 13778 
Score 82 
12097, 12101. .12154, 12234 .. 124 64 , 
12466, 12249. .12470, 12553 .. 12714 , 
13564, 13476. .13565, 1347 9 .. 13586,- 
13587, 13591. .137 64, 13594. .13773, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons ' 



32146 
6.6512 
37447 

OJ991028_10. 0118 -C3.o4 .tw 
12389 



OJ991028 10. 0118. C3 



none 
12389. 
12553. 
13479. 



Seq. ID 
Strand 
.End ■ 

_ Method 

End 
Score 

,12466, 12390. . 12470', 12390 .. 124 67 , 12552 .. 12710, 
,12714, 12554 .. 12724, 13475 .. 13561 , 13476 13562, 
13568, 13480. .13566 



37643 

TBLASTX: Wheat 

13568 

91 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o5 . tc 

Start 12429 

GI none 



Seq. ID OJ991028JL0.0118.C3 
Strand 

End 37643 

Method TBLASTX : Cress 

End 12714 

Score 51 



32147 



Exons 



12429. . 12470, 12554 127 12 , 12556. .12714 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10.0118.C3.o7.tm 

Start 16893 

GI none 

Exons 16893. .17147, 16893 .. 17177, 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Maize 

End 17177 

Score 196 
16894.. 17172 



Seq. No.. 32146 

Gene No. 66512 

Start 374 47 

Name OJ991028_10 . 0118 . C3 . o2 . tm 

Start 17179 

GI none 

Exons 17179. . 17349, 17 181 17336, 
17351. . 178 69, 174 57. .178 64, 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Maize 

End 17869 

Score 163 
17335. .17865, 17344. .17694, 
17731.. 17865 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o7 . ts 

Start 17488 ■ 

GI none 

Exons 17488. .17865 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Soybean 

End 17865 

Score 221 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o2 . tw 

Start 17754 

GI none 

Exons 17754. .17864, 17755 .. 17868 , 
17765. .17887, 17896 .. 18156, 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Wheat 

End 18156 

Score 163 
17755. .17886, 17762. .17893, 
17923. .18156 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o4 . ts 

Start. 17926 

GI none " 

Exons ' '17926. . 18240 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Soybean 

End 18240 

Score 268 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o7 . tc 

Start - 17929 

GI none 

Exons 17929. . 18216, 18015.. 18128 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Cress 

End 18216 

Score 203 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . olO . tm 

Start 17938 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Mai ze 

End 18237 



32148 




GI none 

Exons 17938. .18237, 17958.. 18 

Seq. No. 32146 
Gene No. 66512 
Start 37447 

Name OJ991028_10 . 0118 .C3 .o2 . 

Start 23587 
GI none 

Exons 23587. .24039, 23599.. 23 

24703. .24795, 25021.. 25 
25296.. 25415 

Seq. No. 32146 
Gene No. 66512 
Start 37447 

Name OJ991028_10 . 0118 . C3 . 08 . 

Start 23599 
GI none 

Exons 23599. .23676, 23602.. 23 

23734. .23877, 23884. .23 
23947. .24039, 24679. .24 

Seq. No. 32146 
Gene No. 66512 
Start 37447 

Name OJ991028_10 . 0118 . C3 . o3 . 

Start 23602 
GI none 

Exons 23602. .23715, 23603.. 23 

23893. .24039, 23919.. 24 
25030. .25164, 25030.. 25 
25296. .25328 

Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . 06 

Start 25012 

GI none 

Exons 25012. .25224, 25052.. 2 

Seq. No.. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o3 

Start 25030 

GI none 

Exons 25030. .25146, 25030.. 2 
25305. .25439 

Seq. No. 32146 

Gene No. 66.512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o2 

Start 28116 

GI none 






Score 


9 A Ci 
£ H U 














Seq. ID 


OJ991028_10.0118 






Strand 








End 


37643 




!. tc 


Method 


TBLASTX: Cress 






End 


25447 






Score 


78 




J _7 D 1 , 


23825. .24040, 24 607 .. 247 17 , 




DID / / 


25183. .25224, 25295 .. 25447 , 






Seq. ID 


OJ991028_10.0118 






Strand 








End 


37643 




. tm 


Method 


TBLASTX: Maize 






End 


24795 






Score 


71 




O / U J f 


23606. .23710, 23731 .. 23877 , 




1 Q^A 


23884..23937, 23924 .. 24 04 6, 




A 1 Q R 










Seq. ID 


OJ991028_10.0118 






Strand 








End 


37643 






Method 


TBLASTX : Soybean 






End 


25438 






Score 


103 




9 9 


23731. .23871, 23813 .. 2387 8 , 




4Ull f 


24698. .24802, 24712 .. 24 801 , 




D ± D / , 


25049. .25165, 252 95 .. 25438 , 






Seq. ID 


OJ991028_10.0118 


.C3 




Strand 








End 


37643 




. LIU 


Method 


TBLASTX: Maize 






End 


25438 






Score 


133 




R 9 1 1 
D c. JL J , 


25295. .254 


38, 25305.. 25430 






Seq. ID 


OJ991028_10.0118 


.C3 




" Strand 








End 


37643 






Method 


TBLASTX: Wheat 






End 


25439 






Score 


62 




COO/I 
D Z Z fl , 


25052. .251 


65, 25295. .25438, 






Seq. ID 


OJ991028_10.0118 


.C3 




Strand 








■ End 


37643 




. ts 


Method 


TBLASTX: Soybean 






End 


28570 






Score 


148 





32149 




Exons 


28116. 


.28547, 28121 


28570 








Seq. No. 


32146 






Seq. ID 


OJ991028_10.0118 


p^ 


Gene No . 


66512 






Strand 






Start 


37447 






End 


37643 




Name 


OJ991028 10. 0118. C3 


. o4 . tm 


Method 


TBLASTX : Maize 




Start 


28163 






End 


29818 




GI 


none 






Score 


210 




Exons 


28163. 


.28795,. 28257 


28826 


28364. .28831, 28538 .. 28795, 






28562. 


.28801, 28922 


. . 29164 , 


28922. .29161, 29330 .. 29665, 






29331. 


.29555, 29339 


. .29509, 


29534. .29722, 29609 .. 29818, 






29610. 


.29801, 29621 


. .29812 








Seq. No. 


32146 






Seq. ID 


OJ991028_10.0118 


p^ 


Gene No. 


66512 






Strand 






Start 


37447 






End 


37643 




Name 


OJ991028 10. 0118. C3 


. o4 . t c 


Method 


TBLASTX: Cress 




Start 


28298 






End 


29761 




GI 


none 






Score 


136 




Exons 


28298 . 


28690 28320 

* \J \J S \J f £~ \J ~J C \J 


. . 28691, 


29327. .294 


58, 29609. .29761, 






29622 . 


.29750 








Seq. No. 


32146 






Seq. ID 


OJ991028_10.0118 


p^ 


Gene No . 


66512 






Strand 






Start 


37447 






End 


37643 




Name 


OJ9910 


28_10.0118.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


28430 






End 


31425 




GI 


none 






Score 


112 




Exons 


28430. 


.28795, 28431 


28835 


284 90. .28 606, 28 931. .2 9038, 






29078. 


.29176, 29342 


. 29674, 


29343. .29555, 29609. .2 9833, 






31369. 


.31425 










Seq. No. 


32146 






Seq. ID 


OJ991028_10.0118 


p*3 


Gene No. 


66512 






Strand 






Start 


37447 






End 


37643 




Name 


OJ9910 


28_10.0118.C3. 


08 . ts 


Method 


TBLASTX: Soybean 




Start 


28571 






End 


29821 




GI 


none . 






Score 


67 




Exons 


28571. 


.28711, 28631. 


.28801, 


29336. .294 


79, 29399.-29776, 






29645. 


.29773, 29682. 


.29780, 


29702. .298 


21 




Seq. No. 


32146 






Seq. ID 


OJ991028__10.J)U8 


P3 


Gene No. 


66512 






Strand 






Start 


37447 






End 


37643 




Name 


OJ991028 10. 0118. C3. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


31477 






End 


32474 




GI 


none 






Score 


68 




Exons 


314 77. 


.31590", 31529. 


■ J1JU 


31531. .31938, 31532. .3198 4, 






31532. 


.31777, 31559. 


. O *i 4 O , 


31560. .31742, 3164 0 .. 32233, 






31649. 


.32446, 31751. 


3208 6 


31757. .32440, 317 61 .. 32474 , 






31993. 


.32244, 31993. 


32310 


32016. .32459, 32016. .32459, 






32135. 


.32461, 32138. 


.32461, 


32207. .32440, 32214. .32453 




Seq. No. 


32146 






Seq. ID' 


OJ991028_10.0118. 


C3. 


Gene No. 


66512 






Strand 






Start 


37447 






End 


37643 




Name 


OJ991028 10. 0118. C3. 


ol . tm 


Method 


TBLASTX: Maize 





32150 



Start 
GI 

Exons 



31515 End 32453 

none Score 526 

31515. .32213, 31515 32063, 31529 3208 6, 31559 .. 32302, 

31566. .31742, 31644 .. 31742, 3164 6 32440, 3164 9 .. 32062, 

31652. .32086, 31654 .. 32322, 317 94 31847, 31872 .. 31970, 

32022. .32441, 32022 .. 324 4 1, 32022 .. 32303, 32100 . . 324 4 1 , 

32328. .32453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32146 
66512 
37447 

OJ991028_10.0118.C3.ol.tw 

31515 

none 

31515. .31754, 31526 31585, 
31531. .31590, 31532. .31777, 
31559. .32212, 31560 31739, 
31754. .32443, 31774 .. 31 94 1, 
31993. .32322, 31996 .. 32322 , 
32211. .32459, 32213. .32461 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Wheat 

End 32461 

Score 52 
31530. .31982, 31531 31590 , 
31536. .32210, 31537 .. 31590 , 
31560. .31970, 31640 32089, 
31788. .32213, 31788 31967 , 
32016. .32441, 32016 . . 324 4 1 , 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . ol . tc 

Start 31518 

GI none 
Exons 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX: Cress 

End 32479 

Score 623 



31518. .32438, 31526 .. 324 40, 31529 .. 324 61, 31529 : .322 12, 

31530. .31982, 31533 . . 324 4 1 , 31559 .. 3247 9, 31559 3244 0, 

31559. .32440, 31757 . . 324 4 0 , 31981 .. 32322, 32016 .. 324 59, 
32016. .32462 



Seq. No. 32146 

Gene No. 66512 

Start 37447 

Name OJ991028_10 . 0118 . C3 . o5 . tm 

Start 34519 

GI none 
Exons 



Seq. ID OJ991028_10.0118.C3 
Strand 

End 37643 

Method TBLASTX : Mai ze 

End 35808 

Score 82 



34519. .3.4605, 34 519 34578 , 34 530 34 604 , 34542 .. 34 610 , 
34593. .34784, 34 607 .. 34 78 6, 34 608 .. 34784 , 35068 35385, 
35101. .35385, 355 66 35625 , 35 64 7 .. 35709, 35752. .35808 



Seq. No. ' 32146 ■ • Seq. ID 

Gene No. 66512 'Strand 

Start 37447 End 

Name OJ991028_10 . 01 18 . C3 . 06 . ts Method 

Start 35137 End 

GI none Score 
Exons 



OJ99"1028_10.0118.C3 
37643 

TBLASTX: Soybean 

35832 

103 



35137. .35280, 35302 .. 35388 , 35503 .. 35703, 35550 35702 , 
35743. .35832 



Seq. No. 32146 Seq. ID 

Gene No. 66512 Strand 

Start 37447 End 

Name OJ991028_10 . 0118 . C3 . 08 . tc Method 

Start 35167 End 

GI none Score 



OJ991028_10.0118.C3 
•37643 

TBLASTX: Cress 

35850 

95 



32151 





JJID / • . JJJ06/ -J J .J _? 




35593. .35850, 35620.. 35829 




Seq. No. 


32146 




Seq. ID 


OJ991028_10.0118 


-C3 


Gene No. 


66512 




Strand 


- 




jLaXL 


^7447 




End 


37643 




Name 




o / . gs 


Method 


GENSCAN 




OUdl I 


"37 4 4 7 _ 

J (44 / 




End 


37643 






i it; 




Score 


.66 




Pvonc 


^7447 -^764^ 










Seq. No. 


32147 




Seq. ID 


OJ991028_10.0118 


.C4 


Gene No. 


66513 




Strand 


+ 




DLdiL 


£9 




End 


465 




Name 




/~\ 1 pre 


Method 


GENSCAN 




OLdlL 






End 


465 




(IT 


none 




Score 


.98 




iiiXorio 


69 4 6 R 










o c q . IN O ■ 


?9 1 4 7 




Seq. ID 


OJ991028_10.0118 


P4 


Gene No. 


66513 




Strand 


+ 




Start 


62 




End 


465 




Name 


OJ991028 10. 0118. C4 . 


ol .np 


Method 


AAT/NAP 






113 




End 


462 






4585973 




Score 


354 




Exons 


113. .462 










uescrip . 


(AC005287) translation initiation fact 


or [Arabidopsis thaliana] 


Seq. No. 


32147 




Seq. ID 


OJ991028_10.0118 


.C4 


Gene No. 


66514 




Strand 






OLal L 


813 




End 


2426 




Name 


OJ991028 10. 0118. C4 . 


ol . tc 


Method 


TBLASTX: Cress 




OLdX [, 


211 




End 


465 




(it 


none 




Score 


340 






211. .465 










Seq. No. 


32147 




Seq. ID 


OJ991028__10.0118 


.C4 


Gene No. 


66514 




Strand . 






O Lai L 


■ 813 




End 


2426 




Name 


OJ991028 10. 0118. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




OLqI l 


211 




End 


486 






none 




Score 


332 






211. .486 










Seq. No. 


32147 ■ 




Seq. ID 


OJ991028_10. 0118 


C4 


Gene No . 


66514 




Strand 






O U CL.L L. 


813 




End 


2426 




Name 


OJ991028 10. 0118. C4. 


ol . tm 


Method 


TBLASTX : Maize 






211 




End 


486 






none 




Score 


331 




Exons 


211. .486 










Seq. No. 


32147 




Seq. ID 


OJ991028_10.0118 


C4 


Gene No. 


66514 




Strand 






Start 


813 




End 


2426 




Name 


OJ991028 10. 0118. C4. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


211 




End 


465 




GI 


none 




Score 


337 





32152 




Ex on 


211 465. 366 458 












32147 


Seq. ID 


OJ991028 10 


0118 


.C4 


Gene No. 


66514 


Strand 








Start 


813 


End 


2426 






Name 


OJ991028 10 . 0118 . C4 . o2 . gs 


Method 


GENSCAN 






Start 


813 ~~ 


End 


2426 






GI 


none 


Score 


. 4 1 






Exons 


813. .998, 1044. .1231, 1239. .1 


487, 1577 


1683 1779 


.2041, 




2046. .2426 










Seq. No. 


32148 


Seq. ID 


OJ991028 10 


0118 


.C5 


Gene No. 


66515 


Strand 


+ ~~ 






Start 


6515 


End 


7960 






Name 


OJ991028 10.0118.C5.o3.np 


Method 


AAT /NAP 






Start 


6515 


End 


7960 






GI 


6907088 


Score 


981 






Exons 


6515. .6652, 6828. .7065, 7561. 


.7960 , 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva] 






Seq. No. 


32148 


Seq. ID 


OJ991028_10. 


0118 


.C5 


Gene No. 


66516 


Strand 


+ 






Start 


9049 


End 


9779 






Name 


OJ991028 10.0118.C5.o4 .gs 


Method 








Start 


9049 


End 


977 9 






GI 


none 


Score 


. 96 






Exons 


9049 Q?^S 9SS^ 9779 










Sea No 


32148 


Seq. ID 


OJ991028 10 


0118 


.C5 


Gene No. 


66517 


Strand 








Start 


1 


End 


4247 






Name 


OJ991028 10.0118.C5.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


4076 






GI 


4680179 


Score 


4048 






Exons 


1..2917, 3020. .4076 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sati-va subsp. indica] 






Seq. No. 


32148 


Seq.., ID 


OJ991028_10. 


0118 


.C5 


Gene No. 


66517 


Strand 








Start 


1 


End 


4247 






Name 


OJ991028 10.0118.C5.ol.gs 


Method 


GENSCAN . 






Start 


90 


End. 


4247 






GI 


none 


Score 


.43 






Exon s 


90. .4247 " 










Seq. No. 


32148 


Seq. ID 


OJ991028_10. 


0118 


.C5 


Gene No. 


66518 


Strand 








Start 


4565 


End 


5488 






Name 


OJ991028 10.0118.C5.o2.gs 


Method 


GENSCAN 






Start 


4565 


End 


5488 






GI 


none 


Score 


.98 






Exons 


4565. .5488 










Seq. No. 


32148 _ 


Seq. ID 


OJ991028_10. 


0118 


.C5 


Gene No . 


66518 


Strand 








Start 


4565 


End 


5488 






Name 


OJ991028 10.0118.C5.o2.np 


Method 


AAT /NAP 







32153 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



m 



4568 End 
6002794 Score 
4568. .5349 

(AF149813) unknown [Oryza sativa] 



5349 
1294 



32148 
66519 
5636 

OJ991028_10.0118.C5.o4 . np 

5636 

5734709 



Seq. ID OJ991028_10.0118.C5 
Strand 

End 9377 

Method AAT/NAP 

End 9377 

Score 198 



5636. .5847, 7555. .7816, 8264. .8308, 8818. .9377 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Qorr Ma 

O C ■ Vi\J ■ 


391 48 




Oct} . ■ x u 


o.tqqi n9ft in m i ft 

UU JJlUiO xU.Uxxo 




Gene No. 


66520 




Strand 






Start 


9592 




End 


9788 




Name 


OJQQT028 TO 011ft PS 


f~) A +■ t-T 

• kJ 4 * u. w 


Lit; L. i l^JLi 


X lj XjriO ±A. ■ VVIltJclU 




Of a v-+- 

O Lai L 


1 — 

± 




Jjnu 


^0,3 




O -L 






Score 


O c c. 

zoo 




T7 1 von 


1 408 3 S03 










o t; n . in \j ■ 


391 4ft 

J ± T O 




ocq . ±u 


n.TQQi H9ft 1 n ni i ft 




Gene No. 


66520 




Strand 






Start 


9592 




End 


9788 




Name 


OJQQ107R 10 0118 PS 


a! fm 




1 O XjriO 1A . L la. 1Z.C 




O Ldl L 


— 




FnH 


9 1 Q 
£ X ;7 




O J. 


n Ann 




S core 


1 3ft 
1 JO 




W von q 


3 91 ft 4 91 Q 










OC^ ■ LN ^ • 


Ji, 140 




ocq . ±u 


nTQQin9ft in ni i ft 




Gene No. 


66520 




Strand 






Start 


9592 




End 


9788 




in diut- 


D.TQQ1 09ft 10 011ft PS 


aO f-rn 


rlc LilOvJ. 


TRT Z\ CITY • Ma -1 -7 0 




OLdX L 


9 9^ _ 
z ^ o 




CjIIQ 


^ /I 
D H D 




GI 


none 




Score 


239 




Exons 


225. .545, 228. .545 










Seq. No. 


32148 




Seq. ID 


OJ991028_10.0118 


,C5 


Gene No. 


66520 




Strand 






Start 


9592 




End 


9788 




Name 


OJ991028 .10.0118.C5. 


o2.ts . 


Method 


TBLASTX: Soybean 




Start 


462 




End 


717 




GI 


none 




Score 


82 




Exons 


462. .590, 462. .710, 


472. .717 








Seq. No. 


32148 




Seq. ID 


OJ991028_10.0118 


.C5 


Gene No. 


66520 




Strand 






Start 


9592 




End 


9788 




Name 


OJ991028 10. 0118. C5. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


486 




End 


803 




GI 


none 




Score 


99 




Exons 


486. .629, 502. .627, 


630. .803, 


684. .782 






Seq. No. 


32148 




Seq. ID 


OJ991028_10.0118 


,C5 


Gene No. 


66520 




Strand 







32154 




Start 


9592 






End 


9788 




Nam© 




. 0118 




1 J C LiiUU 


TRT & QTY • l/iThoja +■ 
1 DiinO 1A. VvUfcJd L, 




Start 


510 _ 






FnH 






GI 


none 






Score 


267 




Exons 


510 1034, 


514 


882 








Seq. No. 


32148 






Seq. ID 


OJ9.91028_10.0118 


.C5 


Gene No. 


66520 






Strand 






Start 


9592 






End 


9788 




Name 


OJ991028 10 


.0118 


.C5.o5.tm 




TRT.A^TY • -i 

± OiirtO 1 A • lid _L Z. fc; 




Start 


546 






End 


O \J J 




GI 


none 






Score 


120 




Exons 


546. .863, 547. .750, 630. .824 








Seq. No. 


32148 






Seq. ID 


OJ991028_10.0118 


.C5 


Gene No. 


66520 






Strand 






Start 


9592 






End 






Name 


OJ991028 10 


. 0118 


C5 ol tm 

• \*> *J . V— ' -L . 1.111 


Mfi i~ H nH 


TRT.A^TY • Ms i -7^ 

1 D Lnu i /\ . L 1 d J- Z, 




Start 


1072 






End 


i *i O U 




GI 


none 






S core 


229 




Exons 


1072. .1353, 


1077 


..1430, 1129. 


. 1428 






Seq. No. 


32148 






Seq ; . -ID 


OJ991028_10.0118 


.C5 


Gene No. 


66520 






Strand 






Start 


9592 






End 


9788 




Name 


OJ991028 10 


.0118 


C5 ol tw 


Method 


TBLASTX: Wheat 




Start 


1077 






End 


1503 




GI 


none 






Score 


70 




Exons 


1077. .1502, 


1079 


.1216, 1092. 


.1445, 1114. .1503 




Seq. No. 


32148 






Seq. ID 


OJ991028_10.0118 


,C5 


Gene No. 


66520 






Strand 






Start 


9592 






End 


9788 




Name 


OJ991028 10 


.0118 


C5 o3 ts 


Method 


TBLASTX: Soybean 




Start 


1251 






End 


1496 




GI 


none 






Score 


212 




Exons 


1251. .1496 












Seq. No. 


32148 






Seq. ID 


OJ991028_10.0118 


C5 


Gene No. 


66520 






Strand 






Start 


9592 






End 


9788 




Name 


OJ991028 10 


.0118. 


C5.o3. tm 


Method' 


TBLASTX : Maize 




Start 


. 146? 






End 


1967 




GI 


none 






Score 


70 




Exons 


1467. .1802, 


1489. 


.1758, 1788. 


.1967 






Seq. No. 


32148 






Seq. ID 


OJ991028_10.0118. 


C5 


Gene No. 


66520 






Strand 






Start 


9592 






End 


9788 




Name 


OJ991028 10. 


0118. 


C5.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1509 






End 


1805 




GI 


none 






Score 


154 




Exons 


1509. .1805, 


1546. 


.1761 








Seq. No. 


32148 






Seq. ID 


OJ991028_10.0118. 


C5 


Gene No. 


66520 






Strand 






Start . 


9592 






End 


9788 





32155 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
" Start 
Name 
Start. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ991028_10. 

1518 

none 

1518. .1877, 

32148 
66520 
9592 

OJ991028_10. 

1854 

none 

1854. .2336, 

32148 
66520 
9592 

OJ991028_10. 

2037 

none 

2037. .2324, 

32148 
66520 
9592 

OJ991028_10. 

2484 

none 

2484 . .2648, 

32148 
66520 
9592 

OJ991028_10. 

2563 

none 

2563. .2646, 

32148 
66520 
9592 

OJ991028_10. 
3198 
.none 

3198. .3599' 

32148 
66520 
9592 

OJ991028_10, 
3480 
none 

3480. .3845, 

32148 
66520 
9592 

OJ991028 10. 



,0118.C5.ol.ts 
1546. .1761, 1801, 

0118.C5.o3.tw 
1866. .2309, 1882. 

0118.C5.o4:.tm 
2038. .2223 

0118 .C5 .06. tw 
2533. .2652, 2661. 

0118.C5.o8.tm 
2565. .2888, 2748. 

0118.C5.o6.tm 



0118.C5.o7'.tw 



3739. .3840 



0118.C5.o5.np 



Method TBLASTX : Soybean 

End 1913 

Score 133 

.1896, 1881. .1913, 1881. .1913 

Seq. ID OJ991028_10.0118.C5 
Strand 

End 9788 

Method TBLASTX : Wheat 

End 2337 

Score 162 
.2337 

Seq. ID OJ991028_10.0118.C5 
Strand 

End 9788 

Method TBLASTX : Mai ze 

End 2324 

Score 180 



Seq. ID. OJ991028_10.0118.C5 

Strand - 

End' 9788 

Method TBLASTX : Wheat 

End 2883 

Score 78 
.2882, 2728. .2883 

Seq. ID OJ991028_10.0118.C5 
Strand 

End 9788 

Method TBLASTX : Mai ze 

End 2889 

Score 4 6 
.2882, 2776. .2889 

Seq. ID OJ991028_10.0118.C5- 
Strand 

End 9788 

Method TBLASTX: Maize 

End , .3599 

Score .241 



Seq. ID OJ991028_10.0118.C5 
Strand 

End 9788 

Method TBLASTX : Wheat 

End 3845 

Score 59 



Seq. ID OJ991028 10. 0118. C5 
Strand ■ - 
End 9788 
Method AAT/NAP 



32156 



btart 




End 


9788 




bl 


4 ooui / y 


Score 


200 




Exons 


yoyz . . y /oo 








GI Descrip. 


tAriii/uy; poiyprotem 


[Oryza sativa subsp. indica] 




Seq. No. 


32148 


Seq. ID 


OJ991028_10.0118 


.C5 


Gene No. 


66520 


Strand 


- 






Q ^09 

y o y z 


End 


9788 




Name 


a tqqi hoq in mio r*R 
ujyyiuzo iu.uiio.lj.oo. 


tw Method 


TBLASTX: Wheat 




O +- -> v-4- 
OLdlt 


y do o 


hna 


moo 

y /oo 




ol 


none 


Score 


100 




Exons 


Q£^£ Q£^*7 Q7ftP. 








Seq. No. 


32148 


Seq. ID 


OJ991028_10.0118 


.C5 


Gene No. 


66520 


Strand 


- 




OtaXL 


y o y z 


End 


9788 




Name 


n tqqi noo in m 1 q or 
ujyyxuzo iu.uiio.Lj.oy. 


tm Method 


TBLASTX : Maize 




btart 


y do i 


End 


9788 




C T 


none 


Score 


79 




Exons 


QCRI QTQQ Q £T C /I GT7C 

y oo i . .y/oo, y do4 . .y / / o 








beq . no . 


oz 1 4 y 


Seq. ID 


OJ991028_10.0118 


. C6 


Gene No. 


66521 


Strand 


+ 




Start 


2'639 


End 


3159 




Name 


n tqqi noo in ni 1 q n & ^9 
ujyyiuzo x u . u x x o . lo . oz . 


np Method 


AAT/NAP 




btart 


z do y 


End 


3159 




bl 


4 oo dUZd 


Score 


131 




Exons 


z oo y . .zooo, zoxo. . z y i / , 


3133. .3159 






lal UcSCIip. 


iHLuu / iuyj nyporne Licax 


protein [Arabidopsis thaliana] 




Seq. No. 


32149 


Seq. ID 


OJ991028__10.0118 


.C6 


Gene No. 


66522 


Strand 


+ 




bLar t 


o y y y 


End 


4448 




Name 


OTQQ109Q in mio ^ i 
ujyyxuzo iu.uiio.lo.oi. 


gp Method 


AAT/GAP 




C+- = v+- 

o uam 


o y y y 


End 


4448 






none 


Score 


884 




XT' v /*\ y~\ 


OQQQ A A A Q 

■ jyyy..fif±4o 








Seq. No. 


' 32149 


Seq. ID 


OJ991028_10.0118 


.C6 


Gene No. 


66523 


Strand 






o Lair t. 


47 


End 


4143 




Name 


OJ991028 10.0118.C6.ol. 


gs Method 


GENSCAN 




Of yf, 


. 47 . ... 


End 


4143 






none 


Score 


. 75 




Exons 


47. .310, 974. .1094, 1651. .1820, 2777.. 


2887, 3916. .4143 




beq . ino . 


32149 


Seq. ID 


OJ991028_10.0118 


. C6 


Q^np Mo 


66523 


Strand 






Start 


47 


End 


4143 




Name 


OJ991028 10.0118.C6.ol. 


np Method 


AAT/NAP 




Start 


2077 


End 


2302 




GI 


6069646 


Score 


91 




Exons 


2077. .2302 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



32157 



[Oryza sativa] 

Seq. No. 32149 Seq. ID 

Gene No. 66524 Strand 

Start 5293 End 

Name OJ991028_10 . 0118 . C6 . o2 . gs Method 

Start 5293 End 

GI none . Score 

Exons • 5293.-5495 



OJ991028_10.0118.C6 

5495 
GENSCAN 
5495 
.82 



Seq. No. 32150 

Gene No. 66525 

Start 5762 

Name OJ991028_10 . 0118 . C7 . o3 . gs 

Start 5762 

GI none 
Exons 



Seq. ID OJ991028 10. 0118. C7 



Strand 
End 

Method 

End 

Score 



+ 

8703 
GENSCAN 
8703 
.58 



5762. .6427, 7823. .7871, 8390. .8501, 8601. .8703 



Seq. No. 32150 Seq. ID OJ991028_10 . 0118 . C7 

Gene No. 66525 Strand + 

Start 5762 End 8703 

Name OJ991028_10 . 0118 . C7 . ol . np Method AAT/NAP 

Start 5786 End 6400 

GI 399325 Score 269 

Exons 5786.. 6400 

GI Descrip. HEME EXPORTER PROTEIN A (CYTOCHROME C-TYPE BIOGENESIS 

ATP-BINDING PROTEIN CYCV) gi | 9514 1 | pir | | A397 4 1 cytochrome c 





biogenesis protein CycV - 


Bradyrhizobium japonicum 


gi | 1520 




(M60874) putative [Bradyrhizobium japonicum] 




Seq. No. 


32150 


Seq. ID 


OJ991028_10. 


0118. C7 


Gene No. 


66526 


Strand 






Start 


723 


End 


1551 




Name 


OJ991028 10.0118.C7.ol.'gs 


Method 


GENSCAN 




Start 


723 


End 


1490 




GI 


none 


Score 


.73 




Exons 


723. .890, 991. .1068, 1185. 


.1490 






Seq. No. 


32150 


Seq. ID 


OJ991028_10. 


0118. C7 


Gene No. 


66526 


Strand 






Start 


723 


End 


1551 - 




Name 


OJ991028 10.0118.C7.ol.gp 


Method 


AAT/GAP 




Start" 


1185 


... .End 


1551 




GI 


3768067 


Score 


675 




Exons 


1185. .1551 








Seq. No. 


32150 


Seq. ID 


OJ99jL028_10. 


0118. C7 


Gene No. 


66527 


; Strand 






Start 


2685. ' 


End 


2 927 




Name 


OJ991028 10.0118.C7.o2.gs 


Method 


GENSCAN 




Start 


2685 


End 


2927 




GI 


none 


Score 


.45 




Exons 


2685. .2927 








Seq. No. 


32150 


Seq. ID 


OJ991028_10. 


0118. C7 


Gene No. 


66528 


Strand 






Start 


10602 


End 


12516 





32158 



Name 


OJ991028 10.0118 


,C7.o4 .gs 


Method 


GENSCAN 




Start 


10602 




End 


12516 




GI 


none 




Score 


.41 




Exons 


10602. .10750, 11832. .11990, 12309.. 12516 




Seq. No. 


32150 




Seq. ID 


OJ991028 


_10.0118.C7 


Gene No. 


66529 




Strand 


- 




oCart 


13566 




End 


15052 .", 




Name 


OJ991028_10,0118, 


C7.o2.tm 


Method 


TBLASTX : 


Maize 


otart 


"7 c r 

D / DO 




End 


5934 




GI 


none 




Score 


186 




Exons 


5765. .5839, 5800. 


.5934, 5801. 


.5932 






Seq. No. 


32150 




Seq. ID 


OJ991028 


_10.0118.C7 


Gene No. 


66529 




Strand 








13566 




End 


15052 




Name 


OJ991028 10.0118. 


C7.ol.tm 


Method 


TBLASTX: 


Maize 


b tar l 


6001 




End 


6271 




Gl 


none 




Score 


187 




Exons 


6001. .6114, 6002. 


.6112, 6110. 


.6271, 6113. .6271 




Seq. No. 


32150 




Seq. ID 


OJ991028 


_10.0118.C7 


Gene No. 


66529 




Strand 






C -1 i -v~ -f- 

btart 


13566 




End 


15052 




Name 


OJ991028 10.0118. 


C7.o5.gs 


Method 


GENSCAN 




Start 


13566 




End 


15052 




Gi 


none 




Score 


.8 




Exons 


13566. .13746, 14826. .15052 








beq. no. 


32151 




Seq. ID 


OJ991028 


10 . 0118 . C8 


Gene No. 


66530 




Strand 


+ 




Start 


5869 




End 


7301 




Name 


OJ991028 10.0118. 


C8.ol.np 


Method 


AAT/NAP 




otart 


5869 




End 


7301 




Gl 


6907088 




Score 


1100 




Exons 


5869. .6006, 6182. 


.6419, 6919. 


.7301 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




beq . iNO . 


32152 




Seq. ID 


OJ991028 


10 . 0118 . C10 


Gene No . 


66531 




Strand 


+ 




btart 


1951 




End 


7724 




Name 


OJ991028 10.0118. 


C10. ol. rip 


Method 


AAT/NAP 




Start 


1951 


End 


7718 




GI 


2147484 




Score 


2651 




Exons 


1951.. 2082, 3216. 


.3436, 4027. 


.4144, 4757. .4945, 


5039. .5497, 




5630. .5731, 5876. 


.6076, 6192. 


.6366,' 6504. .6775, 


7144. .7239, 




7344. .7718 










GI Descrip. 


homeotic protein 


- Phalaenops 


is sp gi | 


1173622 (U34743) homeobox 



protein [ Phalaenopsis sp. 'hybrid SM9108'] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32152 Seq. ID 

66531 Strand 

1951 End 

OJ991028_10.0118.C10.o1.qs Method 

1966 " End 

none Score 



OJ991028_10. 0118. CIO 
+ 

7724 
GENSCAN 
7724 
.84 



1966. .2049, 3162. .3436, 4027. .4144, 4757. .4945, 5039. .5497, 



32159 



# • 

5630. .5731, 5876. .6181, 6192. .6366, 6504. .6775, 7144. .7239, 
7344. .7724 



oeq . 1NO . 


OOI CO 








oeq. iv 


P TO Q 1 (T)Q 

UJ y y 1 U <c o 


10. 0118. C10 


bene ino ■ 


DDOjI 








ocrana 


+ 






Q+- a y~\- 










TP r\ j-i 


1 H O A 






No. rue 


Pi TQ Q 1 Pi 9 ft If) 


n 1 1 p 

Ullo 






ixie unoci 








Of arh 


5052 








tna 








C T 


5004265 








Score 








Hi A<JH O 


5052. .5477 
















Seq. No. 


32152 








Seq. ID 


OJ991028 


10. 0118. C10 


belle IN (J. 


66532 








Strand 


+ 






Cf a ■y-+- 


7698 








End 


8280 






Name 


OJ991028 10. 


0118 


C10.o2. 


gp 


Method 


AAT/GAP 






Of 2 vi- 


7698 








End 


8280 








33381 1.R1084 






Score 


772 






TP v /^\ cr* 


7698. .7770, 


7878 


.8280 














'5852170/emb|AL117265.1 IOST17804 1 . Oe- 


50 Oryza 


sativa 






indica (GLA4 ) 


genomic DNA, chromosome 4 


, BAC clone :t 17? 


304' 


o e q * IN O . 


32152 








Seq. ID 


OJ991028 


10. 0118. C10 


Gene No . 


66533 








Strand 








OLai. L 


8778 








End 


13228 






Name 


OJ991028 10. 


0118. 


ClO.ol. 


tc 


Method 


TBLASTX : 


Cress 




Start 


3363 








End 


7708 






GI 


none 








Score 


53 






Exons 


3363. .3395, 


3384 . 


.3437, 


4010. 


.4150, 4029. .4145, 


4748. 


4948, 




4762. .4956, 


5023. 


.5082, 


5036. 


.5089, 5219.. 5314, 


5348. 


5521, 




5383. .5493, 


5620. 


.5730, 


5630. 


.5734, 5875. .6081, 


5876. 


6082, 




6183. .6362, 


6189. 


.6323, 


6263. 


.6358, 6497. .6775, 


6502. 


6780, 




7141. .7215, 


7143. 


.7238, 


7143. 


.7211, 7343. .7513, 


7349. 


7423, 




7383. .7526, 


7578. 


.7703, 


7589. 


.7708 









Seq. No. 32152 
Gene No. 66533 
Start 8778 

Name OJ991028_10 . 0118 . C10 . o3 . ts 

Start .. 4067 
GI none 

Exons 4067. .4150, 4748. .4948, 4751, 

5038.. 5088 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_10. 0118. C10 
13228 

TBLASTX: Soybean 

5107 

129 



4828, 4762. .4929, 5018. .5107, 



Seq. No. 32152 

Gene No. 66533 

Start 8778 

Name OJ991028_10 . 0118 . C10 . o4 . tm 

Start 4067 

GI none 

Exons 4067. .4150, 4748. .4948, 4751, 
5038. .5088 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_10. 01 18. C10 
13228 

TBLASTX: Maize 

5107 

137 



,4828, 4762.. 4956, 5036.. 5107, 



Seq. No. 32152 Seq. ID OJ991028_10 . 01 18 . C10 

Gene No. 66533 • Strand 

Start 8778 End • 13228 

Name OJ991028_10 . 01 18 . C10 . ol . ts Method TBLASTX : Soybean 

Start 5225 End 6570 



32160 



GI none Score 119 

Exons 5225.. 5314, 5270.. 5314, 5360. .5494, 5389.. 5493, 5444.. 5494, 

5620. .5730., 5629.. 5730, 5630. .5734, 5630.. 5734, 5810.. 5845, 

5875. .6081, 5876. .6079, 6183. .6365, 6260. .6370, 6497. .6568, 
6502. .6570 



Seq. No. 


1 32152 








UU J J J 






OLul L 


R77R 






Name 


ojqqi 079, in 


01 1 R 

■ \J J. J. o 


ri n 


O Lai L 








CI 


none 






Exons 


5872. .5952, 


5875 


.5991, 


Seq. No. 


32152 






Gene No. 


66533 






Start 


8778 






Name 


OJ991028 10 


.0118 


C10.o2 


Start 


6050 






GI 


none 






Exons 


6050. .6082, 


6171 


. 6323, 




6497. . 6775, 


7141. 


.7218, 




7349. .7447, 


7383. 


.7526, 




7589. .7696 







Seq. ID OJ991028_10. 0118. C10 
Strand 

End 13228 

. tm Method TBLASTX : Maize ' 

End 6049 

Score 64 
5882. .5995, 5882. .5992, 5993. .6049 

Seq. ID OJ991028_10. 0118. C10 
Strand 

End 13228 
.tm Method TBLASTX : Maize 

End 7697 

Score 59 
6183. .6365, 62 60. .6382, 64 87. .678 6, 
7142. .7237, 7143. .7238, 734 3. .7513, 
7485. .7523, 7572. .7 694, 7578. .7 697, 



Seq. No. 32152 

Gene No. 66533 

Start 8778 

Name OJ991028_10 . 0118 . C10 . 06 . ts 

Start 6614 

GI none 
Exons 



Seq. ID OJ991028 10. 0118. C10 



Strand 
End 

Method 

End 

Score 



13228 

TBLASTX: Soybean 

7414 

215 



6614. .6775, 6616. .6786, 7141. .7215, 7142. .7222, 7349. .7414 



Seq. No. 32152 

Gene No. 66533 

Start 8778 

.'.Name OJ991028_10 . 0118 . C10 . o4 

Start 7416 

GI none 

Exons 7416.. 7523, 7418.. 7513, 

Seq.. No. 32152 

Gene No. 66533 

Start 8778 

Name OJ991028_10 . 0118 . C10 . o7 

Start 7880 . 

GI none 

Exons 7880.. 7951)' 7890.. 7955, 
8012. .8092, 8018. .8092, 



Seq. ID OJ991028_10. 0118. C10 
Strand 

End 13228 

. ts Method TBLASTX : Soybean 

End 7715 

Score ' 177 
7578. .7715, 7592. .7714 

Seq. ID OJ991028_10. 0118 .C10 
Strand 

End 13228 
. tm Method TBLASTX : Maize 

End 8288 

Score 118 
8007. .8090, 8008. .8091, 8011. .8091,. 
8106. .8156, 8271. .8288 



Seq. No. 32152 Seq. ID 

Gene No. 66533 Strand 

Start 8778 End 

Name OJ991028_10 . 0118 . C10 . o2 . gs Method 

Start 8778 End 

GI none Score 
Exons 



OJ991028_10. 0118. C10 

13228 
GENSCAN 
13207 
.78 



8778.. 8827, 9062.. 9263, 9363.. 9522, 9604.. 9731, 10116 . .10187 , 



32161 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10656. .10732, 10824 10971, 11056. . 11202, 12213 .. 12309, 
12403. .12494, 12825 .. 12971, 13082.. 13207 



32152 
66533 
8778 

OJ991028_10. 0118 .C10. o3..tm 

9051 

none 

9051.. 9266, 9088.. 9264, 9089. 
9361.. 9516, 9362.. 9517 

32152 
66533 
8778 

OJ991028_10.0118.C10.o5. ts 

9159 

none 



Seq. ID OJ991028_10. 0118. C10 
Strand 

End 13228 

Method TBLASTX : Mai ze 

End 9522 

Score 216 

.9265, 9330. .9491, 9361.. 9522, 



Seq. ID OJ991028 10. 0118. C10 



Strand 
End 

Method 

End 

Score 



13228 

TBLASTX : Soybean 

9471 

106 



9159. .9266, 9160. .9273, 9357. .9458, 9360. .9470, 9361. .9471 



Seq. ID 
Strand 
End 

Method 
End 
Score' 



Seq. No. 32152 
Gene No. 66533 
Start 8778 

Name OJ991028__10 . 0118 . C10 . ol . tm 

Start 9610 
GI none 

Exons 9610.. 9732, 9611.. 9733, 9611 

10117. .10188, 10124. .10189, 10638 10742, 10644, 
1*0654. .10746, 10816 1097 1 , 10823 10972 , 11045, 
11046. .11204, 11051. .11203, 11056 .. 11205, 11059, 
11070. .11213, 11286. .11384, 11291 .. 11386, 11353, 
11622. .11699, 11672. . 11761, 11673 .. 117 62 , 11683, 
11891. .11938, 11892. . 11939, 12213 .. 12272 , 12214, 



OJ991028 10. 0118. C10 



13228 

TBLASTX: Maize 
12273 
155 

9748, 9877. .9942, 10116 10187 , 

10721, 
11176, 
11205, 
11388, 
11763, 
12273 



Seq. No. 32152 Seq. ID 

Gene No. 66533 Strand 

Start 8778 End 

Name OJ991028__10 . 0118 . C10 . o2 . ts Method 

Start 10831 End 

GI none Score 
Exons 



OJ991028_10. 0118. C10 
13228 

TBLASTX : Soybean 

11386 . 

99 



10831. .10968, 10841. .10966, 11032 .. 11205, 11056 11205 , 
11151. .11213, 11289. .11381, 11291. .11386 



Seq. No. 32152 
Gene No. 66533 
Start 8778 

Name OJ991028_10 . 0118 . C10 . 06 . tm 

Start 12273 
GI none 
Exons 12273. 

12407. 

13079. 



12311, 12274 . . 12315, 
12499, 12407 
13228, 13164 



12493, 12817 
13217 



Seq. ID OJ991028_10. 0118. C10 
Strand 

End 13228 
Method TBLASTX : Mai ze 
End 13228 
Score 53 
12381. .124 94, 124 03. . 124 95, 
13023, 12855. . 12971, 



Seq. No. 32153 Seq. ID 

Gene No. 66534 Strand 

Start 497 End 

Name OJ991028_10 . 0118 . Cll . o3 . np Method 



OJ991028__10.0118.C11 
+ 

5168 
AAT/NAP 



32162 



Start 497 End 5168 

GI 606.9646 Score 104 

Exons 497.. 554, 5045.. 5168 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 32153 

Gene No. 66535 

Start 6940 

Name OJ991028_10 . 0118 . Cll . o5 . np 

Start 6940 

GI 421954 

Exons 6940.. 8098 

GI Descrip. hypothetical protein 3 - potato transposon Tstl 

gi|21433|emb|CAA36615| (X52387) ORF3 [Solanum tuberosum] 



Seq. ID OJ991028_10. 0118. Cll 

Strand + 

End 8098 

Method AAT/NAP 

End 8098 

Score 729 



Seq. No. " 32153 

Gene No. 66536 

Start 807 

Name OJ991028_10 . 0118 . Cll . o2 . gs 

Start 807 

GI none 

Exons 807.. 917, 1761.. 1850 



Seq. ID OJ991028__10. 0118. Cll 
Strand 

End 3188 

Method GENSCAN 

End 1850 

Score .74 



Seq. No. 32153 

Gene No. 66536 

Start 807 

Name OJ991028_10 . 0118 . CI 1 . ol . np 

Start 1322 

GI 6907086 

Exons 1322.. 1512, 1566.. 1713, 181E 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_10. 0118. Cll 

3188 
AAT/NAP 
3188 
1438 



,1900, 2123. .2365, 2423. .3188 



(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 


32153 


Seq. ID 


OJ991028 


J.0v 


.0118 


.Cll 


Gene No. 


66536 


■Strand 










Start 


807 


End 


3188 








Name 


OJ991028 10.0118.Cll.o3.gs 


Method 


GENSCAN 








Start 


2403 


End 


2972 








GI 


none 


Score 


. 7 8 








Exons. 


2403. .2972 ' 












Seq. No. 


32153 


Seq. ID 


OJ991028 


_10. 


0118 


Cll 


Gene No. 


66537 


Strand 










Start 


3889 


End 


8130 








Name 


OJ991028 10.0118.Cll.o2.np 


Method 


AAT/NAP 








Start 


3889 


End 


6356 








GI 


4680186 


Score 


192 








Exons 


3889. .4315, 4498. .4557, 6128. 


.6356 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 









Seq. No. 32153 Seq. ID OJ991028_10 . 0118 . Cll 

Gene No. 66537 Strand 

Start 3889 End 8130 

Name OJ991028_10 . 0118 . Cll . o4 . gs Method GENSCAN 

32163 



< 



# • 



C +- a r-4- 
OLari 


DU / / 








7 7 OA 

/ / y ft 




pi 


none 






Score 


7 6 
. / D . 




Exons 


6077 6^4 


7706 77Q4 
/ (UD. . / / ft 










Seq. No. 


32153 






Seq. ID 


OJ991028_10.0118 


.Cll 


Gene No. 


66537 






Strand 








"3ft ftQ 

JO O y 








8130 




Name 


OTQQ1 09P 10 


011ft PI 1 /^9 
U X X 0 .Lli . oz 


. L.IU 


ixiernoa 


TBLASTX: Maize 




Cf- -a v-f- 

OLal I 


7109 _ 








7446 






none 






Score 


90 




Ij AUllO 


71 09 717^ 


7199 7166 


7 904 


74 4 0 7 9 

• / ft ft U , 


40. .7446, 7322. .7441 


Seq. No. 


32153 






Seq. ID 


OJ991028 10.0118 


.Cll 


Gene No. 


66537 






Strand 


- 




o Lai u 


.j o o 






TTnH 
CjIIU 


8130 




Name 


Pj.TQQI 09ft 1 0 

Uu^^lUiO XU. 


011ft P11 ^1 

u x x o . til . oi 


. LIU 




TBLASTX: Maize 




uLalL 


74 R 6 ~~ 

/ 4 J u 








8130 






none 






Score 


6ft 
Do 




U 1 v /-\ T-i o 


7 R94 


7^4 ft 1 ^0 


/ D 3 O . 


77CC, 7 6 
. / / jj , / D 


02. .7838, 7860. .8 


120 


Seq. No. 


32153 






Seq. ID 


OJ991028_10.0118 


.Cll 


Gene No. 


66537 






Strand 


- 




OLdl L 


^ft ft Q 






Hjna 


8130 




Name 


n TQQ 1 0 9 ft 10 

ujyyiuzo xu. 


011ft P11 rtl 

uiio.^ii.oi 


. LW 


Method 


TBLASTX: Wheat 






/ ft DO 








8073 






none 






Score 


Z o 4 






74 6^ 7ft M 


7409 7 ft 4 7 


7 ft 6 6 
/ODD. 


7Q/-3 7 Q 


67. .7956, 7951. .8 


073 


Seq. No. 


32153 






Seq. ID 


OJ991028 10.0118 


.Cll 


Gene No. 


66537 






Strand 


- 




uLdi L 


^ft ft Q 






Hjna 


8130 




Name 


Pi TQQ 109ft 10 


01 1 ft PI 1 ^1 
UlliJ .Lll . Ol 


. lS 


Method 


TBLASTX: Soybean 




OLait- 


7 6^0 








8091 




PT 


none 






Score 


288 




Exons 


7 6^0 ft 0 Q1 


7 7 04 7Q^1 
/ / U ft . . / ^Jl 










Seq. No. 


32153 






Seq. ID 


OJ991028_10.0118 


.Cll 


Gene No. 


66537 






Strand 






O Lai L 


^ftftQ 
o o o _? 






Hino. 


8130 




Name 


OTQQ109R 10 


011ft P11 n1 
UXXO . Lll . ox 




Method 


TBLASTX: Cress 




OLal L 


/ O ft O 






Hina 


8094 






none 






Score 


294 






7^/1 c ft 0 Q4 
/ O fL3 . , o.U -? ft , 


7647 7 ft 4 4 
/ Oft / . . / O ft ft- 












-J <£- 1 O ft 






oeq . x u 


OJ991028_10.0118 


.C12 




u u J J y 






Strand 


+ 




Start 


23 






End 


3904 




Name 


OJ991028 10. 


0118.C12.ol 


.np 


Method 


AAT/NAP 




uLal L 


9 ^ 






End 


1190 




P T 








Score 


1115 






o o i t on 












GI Descrip. 


hypothetical 


protein 4 - 


- potato transposon Tstl 






gi | 21434 | emb 


I CAA36616 | 


(X52387) 0RF4 [Solanum tuberosum 


] 


Seq. No. 


32154 






Seq. ID 


OJ991028_10.0118 


.C12 


Gene No. 


66538 






Strand 


+ 




Start 


23 






End 


3904 





32164 



Name 

Start 

GI 

Exons 



OJ991028_10 . 0118 . C12 . ol . gs Method GENSCAN 

470 End 3900 

none Score .55 

470.. 1135, 2003.. 2286, 2579.. 2858, 2995.. 3150, 3526.. 3900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32154 Seq. ID 

66538 Strand 
23 End 
OJ991028_10.0118 .C12 . o2 . np Method 
2036 End 
5803254 Score 
2036.. 2858, 2995.. 3150, 3526.. 3904 
(AP000399) ESTs C974 29 (C60159) , D22427 (CI 1106 ) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



OJ991028_10.0118.C12 
+ 

3904 
AAT/NAP 
3904 
725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32154 
66539 
6709 

OJ991028_10. 0118 .C12 .o3.np 



Seq. ID OJ991028_10.0118.CI2 

Strand + 

End 7230 

Method AAT/NAP 

End 7230 

Score 220 



6709 
5803254 
6709. -.6813, 6856. .7230 

(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


32154 










Seq. ID 


OJ991028_10.0118 


.C12 


Gene No. 


66540 










Strand 






Start 


4241 










End 


7011 




Name 


OJ991028 10 


.0118 


C12 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


2 










End 


439 




GI 


none 










Score 


308 




Exons 


2. .439, 


16. 


.177 












Seq. No. 


32154 










Seq. ID 


OJ991028_10.0118 


.C12 


Gene No. 


66540 










Strand 






Start 


4241 










End 


7011 




Name 


OJ99102 


8_10 


.0118. 


C12 


.b : 2 ! I tw 


Method 


TBLASTX: Wheat 




Start 


2 










End 


373 




GI 


none 










Score 


149 




Exons 


2. .205, 


19. 


. 150, 


197 


. .373, 


265. .369^ 






Seq. No. 


32154' 










Seq. ID 


OJ991028_10.0118 


.C12 


Gene No. 


66540 










Strand 






Start 


4241 










End 


7011 




Name 


OJ99102 


8_10 


.0118. 


C12 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


2 










End 


295 




GI 


none 










Score 


89 .. 




Exons 


2. .88, 


113. 


.295 












Seq. No. 


32154 










Seq. ID 


OJ991028_10.0118 


.C12 


Gene No . 


66540 










Strand 






Start 


4241 










End 


7011 




Name 


OJ99102 


8_10 


.0118. 


C12 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


263 










End 


502 




GI 


none 










Score 


185 





32165 



_ 



Exons 



263. .502 



Seq. No. 32154 Seq. ID 

Gene No. 66540 Strand 

Start 4241 End 

Name OJ991028_10 . 0118 . C12 . o3 . ts Method 

Start 359 End 

GI none Score 

Exons 359.. 538, 361.. 504 



OJ991028_10.0118.C12 
7011 

TBLASTX : Soybean 

538 

182 



Seq. No. 32154 

Gene No. 66540 

Start 4241 

Name OJ991028_10 . 0118 . C12 . ol 

Start 374 

GI none 

Exons 374.. 535, 382.. 528, 557 

Seq. No. " 32154 

Gene No. 66540 

Start 4241 

Name OJ991028_10 . 0118 . C12 . ol 

Start 548 

GI none 

Exons 548.. 898, 646.. 897, 974 



Seq. ID OJ991028_10.0118.C12 
Strand 

End 7011 

.tw Method TBLASTX : Wheat 

End 802 

Score 135 
..802, 583. .687, 756. .791 

Seq. ID OJ991028_10.0118.C12 
Strand 

End 7011 

.tm Method TBLASTX : Maize 

End 1210 

Score 313 * 
..1210, 985. .1053 



Seq. No. 


32154 




Seq. ID 


OJ991028 


_10.0118. 


C12 


Gene No. 


66540 




Strand 








Start 


4241 




End 


7011 






Name 


OJ991028 10.0118.C12.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


566 




End 


1246 






GI 


none 




Score 


389 






Exons 


566. .901, 595. .1053, 75C 




1040, 980.. 


1246, 1124 


. .1240 




Seq. No. 


32154 




Seq. ID 


OJ991028 


_10. 0118. 


C12 


Gene No. 


66540 




Strand 








Start 


4241 




End 


7011 






Name 


OJ991028 10.0118.C12.o2. 


gs 


Method . 


GENSCAN 






Start 


4241 




End 


7011 






GI 


none 




Score 


.44 






Exons 


4241. .4326, 4860. .5334, 


53 


82. .5507, 6907. .7011 






Seq. No. 


32155 




Seq. ID 


OJ991028 


_10.0118. 


C14 


Gene No. 


66541 




Strand 








Start 


1 




End 


715 






Name 


OJ991028 10.0118.C14.ol. 


gp 


Method ' 


AAT/GAP 






Start 


1 




End 


715 " 






GI 


294 6.R1084 




Score 


1233 






Exons 


1. .715 












GI Descrip. 


'5.41546/pirl IS40611 2 . Oe 


-55 ubiquitin 


precursor 


- Volvox 


: carteri 




>gi_3 9529 5_emb_CAA5 2 2 9 0_ 


(X74214) polyubiquitin 


[Volvox 






carteri] 1 












Seq. .No. 


32155 




Seq. ID 


OJ991028 


_10.0118i 


C14 


Gene No. 


66541 




Strand 








Start 


1 




End 


715 






Name 


OJ991028 10.0118.C14.ol. 


np 


Method 


AAT/NAP 







32166 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 715 

100525 Score 1175 

1. .715 

ubiquitin precursor UbB2 - common sunflower (fragment) 
gil 18803|emb|CAA40323| (X57003) polyubiquitin protein 
[Helianthus annuus] 



32155 
66541 
1 

OJ991028_10.0118.C14.ol.gs 

2 

none 
2. . 634 



Seq. ID OJ991028_10.0118.C14 
Strand 

End 715 

Method GENSCAN 

End 634 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32155 
66541 
1 

OJ991028_10.0118.C14 .ol.tc 
2 

none 



Seq. ID OJ991028_10.0118.C14 
Strand 

715 

TBLASTX: Cress 
715 
561 



End 

Method 
End 
Score 

2. .715, 2. .508, 3. .392, 3. .389, 3. .179, 3. .227, 3. .617, 3. .389, 
5. .-.715, 5. .715, 5. .715, 5. .634, 168. .683, 179. .715, 403. .711, 
438. .635, 438. .713, 438. .713, 438. .713, 624. .713 



32155 
66541 
1 

OJ991028_10.0118.C14 .ol.tm 
3 

none 



Seq. ID OJ991028_10.0118.C14 

Strand 

End 715 

Method TBLASTX : Mai ze 

End 715 

Score 583 



3. .392, 3. .392, 3. .269, 3. .635, 5. .712, 5. .496, 66. .392, 
68. .715, 77. .508, 304. .711, 403. .504, 444. .713, 444. .713, 
444. .713, 522. .713, 557. .715, 560. .715, 560. .715 



32155 
66541 
1 

OJ991028_10. 0118 .C14 .ol.tw 
3 



Seq. ID OJ991028_10.0118.C14 
Strand 

End 715 

Method TBLASTX : Wheat 

End 715 

none Score 883 

3. .635, 3. .632, 5. .634, 176. .715, 177. .389, 182. .715, 633. .-713, 
635 . ...715 



Seq. No. 32155 

Gene No. 66541 

Start 1 

Name OJ991028_10 . 0118 . C14 . ol . ts 

Start 3 

GI none 
Exons 



Seq. ID OJ991028_10.0118.C14 
Strand 

End 715 

Method TBLASTX : Soybean 
End 715 
Score 526 

3. .392, 3. .392, 3. .368, 3. .389, 5. .715, 5. .715, 5. .595, 21. .596, 
156. .392, 173. .508, 179. .715, 438. .713, 438. .713, 438. .713, 
438. .713, 438. .596, 454. .714, 557. .715, 557. .715, 560. .715, 
612. .713 



Seq. No. 
Gene No. 



32156 
66542 



Seq. ID OJ991208_10.0107.C2 
Strand + 



32167 




otart 


/i c. t 

4 3/ 




End 


n o n 

yz y 




Name 


n Trtm ono in n i n *i 


. Cz . ol . gp 


Method 


AAT/GAP 




Start ' 


4 5/ 




End 


929 






none 




Score 


n a r 

y 4 D 




Exons 


A C -7 QOQ 










Seq. No. 


JZ 1 o d 




Seq. ID 


OJy91z0o 10.0107 


. C2 


Gene No. 


66543 




Strand 






Start 


1247 




End 


2067 




Name 


r^TQQi ohq in mm 


. lz . oz . gp 


Method 


AAT/GAP 




C \ >v>f 


1Z4 1 




End. 


2067 






OH I DO 1 . KlUb 4 




Score 


1613 




Exons 


i oyn o n C7 
±Z4 / . . zUb / 










GI Descrip . 




( AO U U 0 1 U b ) 


T> O CM o n o 

1 ZoNZU . Z 


[Arabidopsis thaliana] 1 


Seq. No. 


32157 




Seq. ID 


OJ991208_10.0107 


.C3 


Gene No. 


66544 




Strand 


+ 












849 




Name 




bo.oi. gp 


Method 


AAT/GAP 




Of vf 


OZ Z 




hnd 


849 




bl 


none 




Score 


633 




Exons 


coo o a o 

ozz . . o 4 y 










Seq. No. 


001 C ^7 

oZ 1 b / 




Seq. ID 


OJ991208_10.0107, 


.C3 


Gene No. 


£ £ R yl c. 
0 Oj 4 d 




Strand 


+ 




Start 


936 




End 


1338 




Name 


OJ991208_10.0107. 


C3.o2.gp 


Method 


AAT/GAP 




o tar l 


q q £ 
yob 




End 


1338 




bl 


TTOO/lOO n O 1 T"> 1 vl 

LIB J 4 Jo-Ool-Pl-Kl 


.-D7 


Score 


767 




Exons 


y JO . . IjJO 










GI Descrip. 


bUl0 4o / /CLDJ | AbUl 


>8112.1|AB008112 1 . Oe- 


-10 Homo sapiens PEX1 mRNA, 




complete cds 1 










beq . iNo . 


Q O 1 C "7 

oZ lo / 




Seq. ID 


OJ991208_10.0107. 


,C3 


Gene No. 


66546 




Strand 


+ 




Start 


7284 




End 


12629 




Name 


n tqqi or\Q in mm 


C3.o2.np 


Method 


AAT/NAP 




otart 


/z by 




End 


10553 






4 Do / DDI 




Score 


141 




Exons 


/zby. . /ou4, oiy4. 


.8325, 1048 


8. .10553 






GI Descrip. 


/ spnn^^n \ tti c. t i 


18 [Arabidopsis thaliana] 




beq . ■ no . * 


• oz i o / 




Seq. ID 


OJ991208_10.0107. 


,C3 


Gene No. 


66546 




Strand 


+ 




Start 


7284 




End 


12629 




Name 


atqqiohq in nim 


C3.o2.gs 


Method 


GENSCAN 




btart 


TOO/ 

/ Zo 4 


End 


12629 




bl 


none 




Score 


.41 




Exons 


/zo4 . . /b/y, ozoy. 


.8422, 8816 


..8896, 10815. . 11817, 12104. 


.12248, 




iz4 4 z . . iz bz y 










Seq. No. 


32157 




Seq. ID 


OJ991208_10.0107. 


C3 


Gene No. 


66547 




• Strand 


+ 




Start 


12871 




End 


13344 




Name 


OJ991208 10.0107. 


C3.o3.np 


Method . 


AAT/NAP 




Start 


12871 




End 


13344 




GI 


6539553 




Score 


812 





32168 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12871. . 13344 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi 16539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



32157 Seq. ID 

66548 Strand 

817 End 

OJ991208_10.0107.C3.ol.gs Method 

817 End 

none Score 



817. .1212, 1611. .1671, 1754. .1857, 1979 
3172. .3336, 3694. .3830 



OJ991208_10.0107.C3 

3911 
GENSCAN 
3830 
.89 

2038, 2718.. 2898, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208 10. 0107. C3 



32157 
66548 
817 

OJ991208_10. 0107.C3.ol.np 
820 

4587566 

820.. i212, 1976.. 2038, 2126.. 2159, 2735 
3694 . . 3833 

(AC006550) Contains 2 PF| 0.0400 -WD40, G-beta repeats 
[Arabidopsis thaliana] 



3911 
AAT/NAP 
3833 
495 

2898, 3172. .3336, 



32157 
66548 
817 

OJ991208_10.0107.C3.o3.gp 
2704 

uC-osflcyp053a02bl 



OJ991208 10. 0107. C3 



Seq. ID _ 
Strand 

End 3911 
Method AAT/GAP 
End 3911 
Score 1011 
2704. .2898, 3172. .3336, 3694. .3911 

'4587566/gb|AAD25797.1|AC006550_5 8.0e-34 (AC006550) Contains 2 
PF_00400 WD40, G-beta repeats. [Arabidopsis thaliana] * 



32157 
66549 
12829 

OJ991208_10. 0107.C3.ol.tm 
832 
none 



OJ991208 10. 0107. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

832. .954, -848. .955, 850. .951, 896. .952, 948. .1031, 949.,. 1215, 
953. .1216, 1583. .1660, 1594. .1674, 1596. .1673, 1735. .1860, 
1754. .1867, 1755. .1859, 1756. .1860, 1976. .2038, 1980. .2039 



13313 

TBLASTX: Maize 

2039 

85 



32157 
66549 
12829 

OJ991208_10.0107.C3.o2.tm 

2123 

none 

2123. .2200, 2124. .2201, 2367. 
2532. .2603, 2533. .2598, 2718. 
3171. .3209 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 10. 0107. C3 



13313 

TBLASTX: Maize 
3209 
90 

2441, 2369.. 2455, 2373. 
2897, 2718.. 2897, 2719. 



.2441, 
.2901, 



Seq. No. 



32157 



Seq. ID OJ991208_10.0107.C3 



32169 



Gene No. 


66549 




Strand 








otart 


1 OQOQ 

i z oz y 




bna 


19 9 19 






Name 


ujyyizuo lu.uiu/.Co 


. o4 . tm 


Method 


mnT 7\ nmv . 

TBLASTX : 


Mai ze 




btart 


1 1 9 0 A 
11ZZ4 




bna 


1 1 A C A 

1 14 o4 






O T 


none 




Score 


OCT 

ZD / 






TT 1 \r /^\ r^i c 


1199/1 T 1 jrt cl yi 119*39 

J-lZZfi. .±±f±Ofi, 11^ 


1 1 A O 










Seq. No. 


32157 




Seq. ID 


OJ991208 


_10.0107 


,C3 


Gene No. 


66549 




Strand 








olaLl 


1 9 ft 9 Q 












Name 


n tqqi ohq in nim r*9 
UjyyiZUo lU.UlU/.Lo 


. o3 . gs 


Metnoa 


bbNSCAN 






Of -i yf 

btart 


1 9 Q 9 Q 

±z ozy 




bna 


t o o n n 






C T 


none 




Score 








IT 1 v /"\ t"i O 

lXOHS 


19R9Q i ^onn 












Seq. No. 


32157 




Seq. ID 


OJ991208 


_10.0107 


.C3 


Gene No. 


66549 




Strand 








C-t- -3 v~f 

otart 


1 9 ft 9 Q 
± z o z y 




U 1 i-i 

bna 


19 919 






Name 


r\TQQi9fift in ni m 
ujyyizuo lu.uiu/.co 


0 1 . tw 


Method 


1 nLAo I a : 


Wheat 




Of V>f 

otart 


1 9 ft C R 
IZo DO 




bna 


1 9 9 c; 1 
loZol 






C T 


none 




Score 








Exons 


IZobD. , lJZOl, lZo/b 


1 9 9 r n 










Seq. No. 


32157 




Seq. ID 


OJ991208 


_10.0107 


C3 


Gene No. 


66549 




Strand 








ot art 


1 9 Q 9 Q 

±z o z y 




bna 


1 O O 1 *D 
1 J J1J 






Name 


piTQQi9no in nim r"9 


OJ . tm 


Metnoa 


mnT 7\ o n v . 

TBLASTX : 


Mai ze 




Of vf 

otart 


1 o U UU 




End 


1 O O 1 O 

13.313 






T 


none 




Score 


9 c; 9 






Exons 


1 onnn iooii ionno 
loUUU. .ioJll, IJUUo 


1 O O 1 O 










beq. no. 


9 9 1 c; Q 

JZ loo 




Seq. ID 


OJy y lzUo 


10.010 7 


C4 


Gene No. 


66550 




Strand 








Start 


1 




End 


808 






Name 


OJ991208 10. 0107. C4. 


ol . np 


Method 


l\7\rn /mt\d 

AAi / INAJr 






Of -, vf 

otart 


1 




End 


oUo 






C T 


6069657 




Score 


zoo 






Exons 


1..107, 576. .808 












GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32159 




Seq. ID 


s~\ -r rt rt i n a n 

OJ991208 


10 . 0107 . 


C5 


Gene No. 


66551 




Strand 


+ 






Start 


1 




End 


337 






Name 


OJ991208 10. 0107. C5. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


337 






GI 


6539553 




Score 


567 






Exons 


1..337 













GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



32159 
.66551 
1 

OJ991208 
3 



10.0107.C5.ol.tm 



Seq. ID OJ991208_10.0107.C5 

Strand + 

End 337 

Method TBLASTX : Mai ze 

End 298 



'32170 



GI 


none 




Score 


380 


Exons 


J. .Zo/, J 


. . z yu , 14 . . z yy 






Seq. No. 


32159 




Seq. ID 


OJ991208_10.0107.C5 


Gene No. 


66551 




Strand 


+■ 


Start 


i 
i 




hnd 


jj / 


Name 




iu.uiu/.oo.ox.gs 


Method 


bLNbUAN 


Start 


JO 




End 






none 




Score 


. 4 4 


Exons 










beq. JNo . 


1 bU 




beq. ID 


(jjyyizUo lu.uiu/.co 


Gene No . 






Strand 


4- 


J Ldl L 


1 

X 




End 


2070 


Name 


OJ991208 


10.0107.C6.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2070 


GI 


6539553 




Score 


3525 


Exons 


1. .2070 








GI Descrip. 


(AP000836 


) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) 


[Oryza sativa] gi | 


6539590 | dbj IBAA88206.il (AP000837) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



32160 Seq. ID 

66552 Strand 

1 End 

OJ991208_10.0107.C6.ol.gs Method 
281 _ End 

none Score 
281. .1963 



OJ991208_10.0107.C6 
+ 

2070 
GENSCAN 
1963 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32160 



Seq. ID OJ991208_10.0107.C6 
+ 

4433 
AAT/NAP 
4433 
205 



66553 
3679 

OJ991208_10.0107.C6.o2.np 
3679 
3810596 
3679. .4433 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Strand 
End 

Method 

End 

Score 



Seq. No. 32160 

Gene No. 66554 

Start 5913 

Name OJ991208_10 . 0107 . C6 . ol . tw 

Start 2 

GI none 

Exons 2.. 364, 8. .376, 13.. 387, 4 08 



Seq. ID OJ991208_10.0107.C6 
Strand 

End 6144 

Method TBLASTX : Wheat 

End 655 

Score 471. 

.638, 416. .655,. 438. .635., 496. .654 



Seq. No. 32160 

Gene No. 66554 

Start 5913 

Name OJ991208__10 . 0107 . C6 . ol . ts 

Start 575 

GI 5509260 

Exons 575. .1039, 67 6. .744, 793. .888, 961 
GI Descrip. 



Seq. ID OJ991208__10.0107.C6 
Strand 

End 6144 

Method • TBLASTX: Soybean 

End 1039 

Score 382 
1020 



32171 



Seq. No. 32160 

Gene No. 66554 

Start 5913 

Name OJ991208_10 . 0107 . C6 . ol . tc 

Start 668 

GI none 

Exons * 668.. 928, 670.. 747 



Seq. ID OJ991208._10.0107.C6 
Strand 

End 6144 

Method TBLASTX : Cress 

End 928 

Score 286 



Seq. No. 32160 

Gene No. 66554 

Start 5913 

Name OJ991208_10 . 0107 . C6 . ol . tm 

Start 709 

GI none 
Exons 



Seq. ID OJ991208_10.0107.C6 
Strand 

End 6144 

Method TBLASTX: Maize 

End 1174 

Score 362 



709. .891, 710. .1174, 845. .1027, 961. .1071 



Seq. No. 32160 

Gene No. 66554 

Start 5913 

Name OJ991208_10 . 0107 . C6 . o3 . tw 
Start - 710 

GI none 
Exons 



Seq. ID OJ991208_10.0107.C6 
Strand 

End 6144 

Method TBLASTX : Wheat 

End 1255 

Score 313 



710.. 1054, 857.. 1030, 1070.. 1255, 1123.. 1245 



Seq. No. 32160 Seq. ID 

Gene No. 66554 Strand 

Start 5913 End 

Name OJ991208_10 . 0107 . C6 . o2 . ts Method 

Start 1108 End 

GI none Score 

Exons 1108.. 1308, 1109.. 1453 



OJ991208_10.0107.C6 
6144 

TBLASTX : Soybean 

1453 

314 



Seq. No. 


32160 








Seq. ID 


OJ991208 


_10.0107 


.C6 


Gene No. 


66554 








Strand 








Start 


5913 








End 


6144 






Name 


OJ991208 10. 


0107, 


,C6.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1264 








End 


1603 






GI 


none 








Score 


310 






Exons 


1264. .1602, 


1265, 


. .1603 












Seq. No. 


32160 








Seq. ID 


OJ991208 


_10.0107 


.C6 


Gene No. 


66554 








. Strand 








Start 


5913 








End " 


6144 ; ' 






Name 


OJ991208 10. 


0107 , 


,C6.o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1459 








End 


1935 






GI 


none 








Score 


101 






Exons 


1459.. . 1530, 


1460. 


. . 1534, 


1461. 


. 1532, 1549. .1935, 


1550. . 1! 


897 


Seq. No. 


32160 








Seq. ID 


OJ991208 


_10.0107 


.C6 


Gene No. 


66554 








Strand 








Start 


5913 








End 


6144 






Name 


OJ991208 10. 


0107. 


,C6.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1466 








End 


1807 






GI 


none 








Score 


83 






Exons 


1466. . 1579, 


1492. 


, . 1566, 


1598. 


.1807, 1603. .1728 







32172 




Seq. No. 


32160 








Seq. ID 


OJ991208_10.0107 


,C6 


Gene No. 


66554 








Strand 






Cf art- 

o Lai T, 


RQ1 "3 








tina 


fi 1 A A •-- * 
O 1 fi ft 




Name 


P TQQ1 OflQ in 


mm 
. U 1 u / 


pfi 

. L,o . O J 


urn 


Method 


irJijAb 1a : Maize 




Of avf 


4 9 1 Q ~ 








Hjna 


A A 1 *5 
fi ft / O 




PT 
wl 


none 








Score 


9 n *3 




U 1 \_r s\ n o 


•iti". • ft fi / J , 


A 9 ^ Q 


4 4 fiQ 
• • ft 4 D y 










Seq. No. 


32160 








Seq. ID 


OJ991208_10.0107 


.C6 


Gene No. 


66554 








Strand 






O Lai L 


J -7 J. J 










1 4 4 
D 1 ft fl 




Name 


n tqqi 9HR in 


n i n7 

. U 1 U / 


Pfi 


gs 


d 4- 

i v jc tnou 








RQ1 ^ ~ 








Diia 


D 1 fi fi 




PT 
ol 


none 








Score 


. Jl 






CLQ1 o and 9 
. . OU ft Z , 


OU4 / 


. . D 1 fi *± 










Seq. No. 


32161 








Seq. ID 


OJ991208_10.0107 


.C7 


Gene No. 


66555 








Strand 


+ 




o Lai L 


61 "3 








Jlii in 


9 Rft 7 
zoo/ 




Name 


Pi TQ Q1 9 OP TO 


m n7 
. u i u / 


P7 1 


gs 


4— W /^J 






otaiL 


£1 ■ ~ 








j^na 


9 R Q 7 
ZOO / 




PT 


none 








Score 


. 0 / 




Exons 


Dl j . . 1 j / ft , 


1 A fi "3 


1 fil R 


9 "3 1 R 
Z O 1 O . 


OC07 
.ZOO/ 






Seq. No. 


32161 








Seq. ID 


OJ991208_10. 0107 


.C7 


Gene No. 


66556 








Strand 


+ 






^^1 fi 








iliUQ 


OCT (T 
JJ / D 




Name 


P TQ Q1 onp in 


n i n 7 

. U1U / 


P7 r\0 

L- / . OZ . 


gs 


Method 


P IT "NT C P 7\ "NT 




OlalL 


7*31 fi 








Hjna 


O C 7 £T 

J J / D 




P T 


none 








Score 


X 






oon/T *3 4 n fi 
jjID. . j fi U 0 , 


*3 4 4 £ 
j fi fi D 


. JJ / D 










Seq. No. 


32161 








Seq. ID 


OJ991208_10.0107 


C7 


Gene No. 


66557 








Strand 








fi jo O 








End 


10336 




Name 


P TQ Q 1 9 fift in 


n 1 m 

. U1U / 


P7 r\0 

\s 1 . OZ . 


tm 


Method 


TBLASTX: Maize 




C-(- y-f- 


114 7 _ 

114 / 








End 


1374 




pt 


none 








Score 


212 




Exons 


1147 1^9^ 

111 / • . IJd J; 


1 1 A Q 

1 1 ft I? . 


1 "399 


i ^i p 


..1374, 1324. .1374 




o e q . LN O . 


32161 








Seq. ID 


OJ991208_10.0107. 


U / 


Gene No. 


66557 








Strand 






Start 


4388 








End ' . 


..10336 - 




Name 


OJ991208 10 


.0107. 


C7.ol. 


gp 


Method 


AAT/GAP 




oCdlL 


4199 








End 


6072 






12969 1.R1084 






Score 


2461 




Exons 


4199. .4902, 


5376. 


.5448, 


5572 


. . 6072 






ul UtroCrip. 


'3935141 1.0e-57 


(AC005106) 


T25N20.5 


^Arabidopsis thaliana 


O C ^ . 1\ <J • 


32161 








Seq. ID 


OJ991208_10.0107. 


C7 


Gene No. 


66557 








Strand 






Start 


4388 








End 


10336 




Name 


OJ991208 10 


.0107. 


C7.o3. 


gs 


Method 


GENSCAN 




Start 


4388 








End 


■. 6554 




GI 


none 








Score 


.71 




Exons 


4388. .4902, 


5376. 


.5489, 


5572 


..5623, 5638. .5982, 6477. .6554 



32173 




Seq. No. 


ozlbl 








Seq. ID 


OJ 991208 


10 . 0107 . C7 


Gene No. 


66557 








Strand 






Start 


4388 








End 


10336 




Name 


OJ991208 10. 


0107. 


,C7.o3, 


np 


Method 


AAT/NAP 




Start 


4397 








End 


8852 






3935141 








Score 


731 




Exons 


4397. .4830, 


5550. 


, .6107, 


8019. 


.8206, 85' 


97. .8852 




/"* t /~\ ^ t 

(ji uescrip . 


(AC005106) T25N20. 5 [Arabidopsis thaliana] 




beq. no. 


32161 








Seq. ID 


OJ991208 


IU . U1U / . c / 


Gene No. 


66557 








Strand 






Start 


4388 








End 


10336 




Name 


uj yyx^uo iu. 


mm 
U1U / . 


CI ^ 1 


4- m 

tm 


Method 


TBLASTX: 


Maize 


C A 1 v~ +- 

otart 


4673 








End 


5971 






none 








Score 


112 




Exons 


4673. .4810, 


4674 . 


.4817, 


4824 . 


.4904 , 4824. .4904, 


COT/ C yl C 1 




5375. .5449, 


5552. 


.5761, 


5569. 


.5757, 5572.. 5766, 


OO / O . . O / OO , 




5759. .5809, 


5810. 


.5884, 


5818. 


.5868, 5820. .5960, 


oooi. . o y / 1 


beq. No. 


32161 








Seq. ID 


OJ991208 


in nin^ r*n 


Gene No. 


OOOO / 








Strand 






Start 


4388 








End 


10336 




Name 


OJ991208 10. 


0107. 


C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start ■ 


5986 








End 


8760 




GI 


none 








Score 


105 




Exons 


5986. . 6066, 


5987. 


.6067, 


8032. 


.8214, 8033. .8215, 


8033 . . 8236, 




8594. .8728, 


8596. 


.8727, 


8606. 


.8728, 8607. .8738, 


oil r on 
o /lo. . o / oil 


Seq. No. 


32161 








Seq. ID 


OJ991208 


_10.0107.C7 


Gene No. 


66557 








Strand 






b tart. 


4388 








End 


10336 




Name 


Cs TQQ1 OC\Q 10 


0107. 


C7.o4. 


gs 


Method 


GENSCAN 




Start 


7869 








End 


10336 




C T 


none 








Score 


.84 




Exons 


7869. .7998, 


8597. 


.8693, 


8712. 


.8805, 9556. .9852, 




beq. no. 


32162 








Seq. ID 


OJ991208 


1U . U1U / . Co 


Gene No . 


66558 








Strand 


+ 




b uar l 


3103 








End 


7731 




Name 


OJ991208__10. 


0107. 


C8.ol. 


gp 


Method 


AAT/GAP 




Start 










End 


6837 




H T 


1086 1.R1084 








Score 


2461 




Exons 


3103. .3272, 


3465. 


.3524,. 


-3626. 


.3665, 4253. .4431, 


5089. .5127, 




5203. .5289, 


5410. 


.5470, 


5931. 


.6055,' 6149. .6240, 


6330. . 6837 


GI Descrip. 


? 2245101/emb 


.|CAB10523.1| 2.0e- 


-40 (Z97343) hypothetical protein 




[Arabidopsis 


thaliana] ' 










beq. no. 


32162 








Seq. ID 


OJ991208 


_10.0107.C8 


Gene No. 


66558 








Strand 


+ 




Start 


3103 








End 


7731 






OJ991208 10. 


0107. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


3225 








End 


6447 




GI 


none 








Score 


.75 




Exons 


3225. .3272, 


3465: 


.3524, 


4253. 


.4318, 50E 


59. .5127, 


5203. .5289, 




5410. .5470, 


5931. 


. 6055, 


6149. 


.6240, 6327. .6447 




Seq. No. 


32162 








Seq. ID 


OJ991208_ 


_10.0107.C8 



32174 



Gene No. 


66558 


Strand 


+ 




Start 


3103 


End 


7731 




Name 


OJ991208_10 . 010"7 . C8 . ol . np 


Method 


AAT/NAP 




Start 


O O o c 
oZZo 


End 


7731 




GI 


0 1U1 


Score 


361 




Exons 


6ZZD..3ZIZ, J4bO..OO_4, JOZD. 


3665, 4253. .4431, 


5203. .5289, 




R /l "3 A CCOC CQAQ Cf\CH "7 C Q Q 

O4o4..ooob, oyUo . . bUo / , /boy. 


7731 






GI Descrip. 


l^y/j^oj nypotnecicai protein 


[Arabidopsis thaliana] 


Seq. No. 


32162 


beq. ID 


a 7QQ1 ono 

uj y y izvo 


10.010/. Co 


Gene No. 


66559 


Strand 


+ 




Start 


you o 


End 


9670 




Name 


Ojyyi_0o 10 . uiu / . Co . oo . gs 


Method 


GENSCAN 




Start 


OCA/" 

yoOo 


End 


9670 




01 


none 


Score 


.57 




Exons 


you b . . y o / u 








Seq. No. 


32162 


Seq. ID 


OJ991208 


_10.0107.C8 


Gene No. 


66560 


Strand 






otart 


1 A Q R 

/ 4 yo 


End 


8405 




Name 


ojyyizuy io.ui07.Co.o_.gs 


Method 


GENSCAN 




Start 


/ 4 9o 


End 


8405 




GI 


none 


Score 


.92 




Exons 


7495 ..7668, 77 68.. 7938, 7944.. 


8405 






Seq. No. 


J_ 1 oZ 


Seq. ID 


OJ991208 


__10.0107.C8 


Gene No . 


66560 


Strand 






otdi L 


7495 


End 


8405 




Name 


OJ991208 10.0107.C8.o2.np 


Method 


AAT/NAP 




C 4- -i v-+- 


7507 


End 


8405 




C T 


126078 


Score 


620 




Exons 


7507. .7668, 7768. .8405 








GI Descrip. 


LATE EMBRYOGENESIS ABUNDANT PROTEIN D-34 (LEA D 


-34) 




gi I 81554 |pir | | S04046 embryonic abundant 


protein 


gD-34 - upland 




cotton gi| 18501 | emb | CAA31594 | 


(X13206) 


D-34 Lea 


protein 




[Gossypium hirsutum] gi | 167385 (M19389) 


storage 


protein 




[Gossypium hirsutum] gi | 22 6556 | prf | | 1601521F Lea D-34 gene 




[Saguinus oedipus] 








beq. No. 


32162 


Seq. ID 


OJ991208_ 


_10.0107.C8 


Gene No . 


66561 


Strand 






Start 


9863 


End 


10597 




Name 


OJ991208 10.0107.C8.ol.tm . . 


Method 


TBLASTX: Maize 


Start 


314 9 


End 


6229 




GI 


none 


Score 


48 




Exons 


3149. .3214, 3221. .3271, 3222.. 


3272, 345 


8. .3526, 


3459. .3527, 




3461.. 3526, 3620.. 3667, 3626.. 


3667, 4251. .4430, 


4252. .4440, 




4252. .4431, 5080. .5127, 5093.. 


5146, 5094. .5132, 


5196. .5288, 




5200. .5292, 5202. .5288, 5407.. 


5469, 5412. .5474,, 


5412. .5468, 




5906. .6043, 5930. .6034, 6148.. 


6228, 6149.. 6229 




Seq. No. 


32162 


Seq. ID 


OJ991208_ 


_10.0107.C8 


Gene No . 


66561 


Strand 






Start 


9863 


End 


10597 




Name 


OJ991208 10.0107.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3164 


End 


4440 




GI 


none 


Score 


165 





32175 




Exons 


•31 CA ^971 
o X O ft . . o Z / X , 


"31 6^ 


^9 7 9 


^4 

OH D y 


.3527, 3461.. 3526, 


JDZ U . . ODD / , 




^69^ "366Q 

JO^ J . .ODD.?/ 


^4696 


^667 

. .ODD/, 


4 9 SI 


.4430, 4251. .4430, 


4252. .4440, 




bO^sO 4 4^1 

*1 O • . 44 JI 














Qorr Mo 


^91 69 








Seq. ID 


OJ991208 


in mm po 
X U . U X U / . Lo 


Gene No. 


66561 








Strand 






Start 


9863 








End 


10597 




Name 


O.TQQ1 90R 1 fl 


0107 


PR 


L O 


Method 


TBLASTX : 


Soybean 


Of- a v-f 
O Lai L 


?906 _ 








End 


4464 


r*T 


none 








Score 


100 




F von q 


^906 ^96R 

O^, U D • . JZ. UO / 


^91 Q 
Jill j 


^97 9 


^4 

O O J . 


.3527, 3626.. 3667, 


/I oc i A A ~IC\ 

fl zj X . . fl ft oU , 




49S? 4464 














Seq. No. 


32162 








Seq. ID 


OJ991208 


_10.0107.C8 


Gene No. 


66561 








Strand 






o Lai l 


QR 6^ 

.7 O D O 








End 


10597 




LN CllLltJ 


o.tqqi 90R i n 


01 07 


PR o^ 


LL 


Method 


TBLASTX: 


Cress 


O Lai L 


^999 — 








End 


4425 




GI 


none 








Score 


93 




F 1 von q 


^99? ^979 


^4 

J ft J ^ 


^97 

* O O ^ / , 


^69 6 

O D ^ D * 


.3667, 4251. .4424, 


fi Z 3 Z . .flflZO 


Q £a ct KI o 

OCt| • LN U . 


"391 69 

JZ X OZ 








Seq. ID 


OJ991208 


in nim no 
X U . U X U / . Lo 


Gene No. 


66561 








Strand 






Start 


9863 








End 


10597 ' 




LN CULIC 


O.TQQI 90R 1 0 


01 07 


PR o9 


L o 


Method 


TBLASTX: 


Soybean 


o Ldi L 


R91 R 
J Z 1 o 








End 


6447 


riT 

O I 


none 








Score 


68 




von q 


S91 R " S9R Q 


R99 4 

O Z ft 


R9R Q 


R4 1 ^ 
O fi lj . 


.5468, 5416. .5469, 


D X fl o . . bZ / U , 




61 4 Q 6941 


6^94 

U O ^. 4 


64 4^ 


6^9R 


. 6447 






Seq. No. 


32162 








Seq. ID 


OJ991208 


_10.0107.C8 


Gene No. 


66561 








Strand 






O Lai L 










End 


10597 




Name 


n tq qi 9 o r in 


01 07 
. U X V 1 . 


PR o9 
. OZ . 


lC 


Method 


TBLASTX: 


Cress 


O Lai L 










End 


6447 




O I 


none 








Score 


89 




i_j ^r\. ^ 1 1 O 


^CRO 6099 


61 4 R 


697 0 
. OZ / u , 


61 4 Q 


.6241,- 6324. .6440, 


DJZO . . Dftfl / 


Seq. No. 


32162 








Seq. ID 


OJ991208 


_10.0107.C8 


Gene No . 


66561 








Strand 






Start 


98 63 








End 


10597 




Name 


O.TQQ1 9 OR 10 

\JU _? -7 I Z. U O I VJ 


01 07 


PR o9 
. oz . 


LIU 


Method 


TBLASTX: 


Mai ze 


Start 


7 SOR . ' ~ 








End 


7665 




GI 


none 








Score 


x46 




P. v o n <z 


7 SOR 7 619 


7 R 1 0 


7 66 R 










Qf=irr KIo 

OC^i LN L> • 


"391 69 

JZ I O^. 








Seq. ID 


OJ991208 


in mm pq 
X U . U XU / . Lo 


Gene No. 


66561 








Strand 






Start 


9863 








End .. 


10597 




LN dlUC 


O.TQQ1 90R 1 0 


01 07 


PR o 1 


L S 


Method 


TBLASTX: 


Soybean 


o Lai L 


7 R 1 6 — 








End 


8405 


GI 


none 








Score 


90 




Exons 


7516. .7641, 


7519. 


.7668, 


7523. 


.7612, 7732. .7803, 


. 7855. .7941, 




8061. .8129, 


8127. 


.8378, 


8173. 


.8355, .8379. .8405"''"' 


Seq. No. 


32162 








Seq. ID 


OJ991208 


_10.0107.C8 


Gene No. 


66561 








Strand 







32176 




Start 


9863 


End 


10597 




Name 


pitqqi90p in mm pq /^i 


Method 


TBLASTX: Cress 






TCI Q 

/Diy 


End 


8355 




P T 


none 


Score 


68 




T « r"* 

Lxons 


TCI Q TCOO TCA-O TTTI 

/OX:?. . / D / X / /D^j. , / DUj, / / / X. 


.7806, 7855. .7941, 8013. .8 


TOO 

129, 




R069 P106 PI 94 R^Rd R9^0 


. OjjJ 




Seq.. No. 


32162 




OTQQ190P 10 01O7 
\JOyy±£\JO XU.UXU/ 


.C8 


Gene No. 


66561 


o l r alio. 






Cf 3 r +-.' 
O Lai. L 


_? o o o 


Hiiia 


10^07 




Name 


PiTQQ190R ID 0107 PR r\A rrc 


rife; LilOU 






o Lai U 


QP £"3 ~ 


End 


10597 




PT 

V^X 


none 


Score 


.51 




T? mw V^i 1 

Lxons 


QQ^O 1010Q 1 HI QC 1 ACQ! 








Corf M ^ 

o e q . in u * 


"39 1 £9 


Seq. ID 


OJ991208_10.0107 


. Co 


Con d K7 
UCilC LNL> . 


66561 


Strand 






Start 


9863 


End 


10597 




Name 


OJ991208 10.0107.C8.o3.np 


Method 


AAT/NAP 




O LaX L 


9938 


End 


10533 




P T 


100920 


Score 


161 




Exons 


9938. .10106, 10200. .10533 








P T Pi ^ opvi r~\ 
bl UcbCiip . 


rab28 protein - maize gi | 224 60 | emb | CAA4 1854 | (X59138) abscisic 




acid-inducible [Zea mays] 








oeq . no . 


32163 


Seq. ID 


OJ991208_10.0107 


.C9 


Gene No. 


66562 


Strand 


+ 




Start 


1 


End 


5093 




Name 


OJ991208 10.0107.C9.ol.np 


Method 


AAT/NAP 






1 


End 


5093 




P T 


3935138 


Score 


468 




XT' \7 c 


1..35, 3668. .3800, 4092. .5093 








ul UcbCiip. 


(AC005106) T25N20.2 [Arabidopsis thaliana] 




Seq. No. 


32163 


Seq. ID 


OJ991208_10.0107 


.C9 


Gene No. 


66562 


Strand 


+ 




O Lai t 


1 


End 


5093 




Name 


OJ991208 10.0107 .C9.ol .gs 


Method 


GENSCAN 






1010 


End 


4392 




PT 
oX 


none 


Score 


-.73 






1010.. 1358, 2078.. 3571, 3877. 


.4392 






o tr q . XN U . 


32163 


Seq. ID 


OJ991208_10.0107 


.C9 ■ 


Gene No. ' 


' 66562 


Strand 


+ 




Start 


1 


End 


5093 




Name 


OJ991208 10.0107.C9.ol.tm 


Method 


TBLASTX : Maize 




OLqIL 


4554 


End 


5093 




PT 


none 


"Score 


543 




T7 1 v /~\ i^i c 1 


4554. .4994, 4567. .4974, 4580. 


.4987, 4665. .4994, 4965. .5093, 




4983. .5093 








Seq. No. 


32163 


Seq. ID 


OJ991208_10.0107 


.C9 


Gene No. 


66562 


Strand 


+ 




Start 


1 


End 


5093 




Name 


OJ991208 10.0107.C9.ol.ts 


Method 


TBLASTX : "Soybean 




Start 


4590 


End 


5042 




GI 


none 


Score 


122 





32177 



Exons. 



4590. .4709, 4667. .4747, 4772. .4867, 4773. .4907, 4922. .5041, 
4923.. 5042 



Seq. No. 32163 

Gene No. 66562 

Start 1 

Name OJ991208_10 . 0107 . C9 . ol . tc 

Start 4743 

GI none 
Exons 



Seq. ID OJ991208_10.0107.C9 

Strand + 

End 5093 

Method TBLASTX : Cress 

End 5093 

Score 131 



4743. .4907, 4772. .4867, 4923. .5093, 4940. .5080 



Seq. No. 32163 Seq. ID 

Gene No. . 66562 Strand 

Start 1 End 

Name OJ991208_10 . 0107 . C9 . ol . gp Method 

Start 4911 End 

GI 2310356 Score 

Exons 4911.. 5093 

GI Descrip. 3935138 9.0e-30 (AC005106) T25N20.2 [Arabidopsis thaliana] 



OJ991208_10.0107.C9 
+ 

5093 
AAT/GAP 
5093 
362 



Seq. No. 


32164 


Seq. ID 


OJ991208_10. 0107. C10 


Gene No. 


66563 


Strand 


+ 


Start 


87 


End 


1441 


Name 


OJ991208 


10.0107.C10.ol.gp Method 


AAT/GAP 


Start 


87 " 


End 


1441 


GI 


2310356 


Score 


437 


Exons 


87. .224, 


388. .476, 1403. .1441 




GI Descrip. 


3935138 


9.0e-30 (AC005106) T25N20.2 [Arabidopsis thaliana] 


Seq. No. 


32164 


Seq. ID 


OJ991208JL0. 0107. C10 


Gene No. 


66564 


Strand 


+ 


Start 


1397 


End 


19030 


Name 


OJ991208 


10. 0107.C10.o7 . tm Method 


TBLASTX: Maize 


Start 


86 


End 


517 


GI 


none 


Score 


191 


Exons 


86. .232, 


89. .226, 163. .228, 318. .410, 


371. .412, 423. .479, 



425. .517, 436. .480 



Seq. No. 32164 .Seq. ID 

Gene No. 66564 Strand 

Start 1397 End 

Name OJ991208_10 . 0107 . C10 . 06 . ts ' Method 

Start 89 End 

GI . none Score 

Exons 89. .184, 1400. .1642, 1400. .1639, 1522. 

2853.. 2894, 3257.. 3355, 3263.-3355, 3265 

3849. .4010 



OJ991208_10. 0107. C10 
+ 

19030 

TBLASTX: Soybean 
4010 
77 

1641, 2809. .2844, 
3369, 3836.. 3994, 



Seq. No. 32164 

Gene No. 66564 

Start 1397 

Name OJ991208_10 . 0107 . C10 . ol . gs 

Start 1397 - 

GI none 

Exons 1397.. 1641, 3259.. 3358, 3846. 

7662.. 7784, 8153.. 8253, 8781. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208_10. 0107. C10 
+ 



19030 
GENS CAN 
18977 
.83 \ 

.4059, 4144. .4287, 6139. .6930, 
.8918, 9623. .9671, 10269 .. 10356, 



10500. .10557, 10982. .11245, 11330 .. 11467, 11791 .. 11842, 



32178 



12052. .12131, 12456. .12515, 12611 .. 12691 , 12782 1284 4 , 

13778. .13963, 14 075 14203, 14 423 14 566, 14 672 14 817 , 

14929. .15085, 15581 .. 15730, 15836 .. 15972, 1 6058 .. 16204 , 

16327 ". . 16579, 1694 4 17045, 17117 .. 17 154 , 17373 .. 174 99, 

17580. .17750, 1784 0 . . 17 97 1 , 18 102 .. 18208 , 18342 .. 18402, 

18497. .18674, 18772. .18977 



o e q . in o . 


O *c J. D fl 






Seq. ID 


OJ991208 


1U . U1U / . UlU 


taene jno . 


0 UJ D4 






Strand 


+ 




C f- -a v-+- 


1397 






End 


19030 




Name 


OJ991208 10 


.0107. 


LIU . OD . LIU 


Method 


TBLASTX: 


Mai ze 


Start 


1423 






End 


4049 




GI 


none 






Score 


342 




TT v An c 


1423. .1641, 


1424 . 


i o opni 


..2845, 2803. .2853, 


2847. .2891, 




2853. .2894, 


3255. 


. jjjo, jZ 0 / 


..3361, 3259. .3357, 


3836. .3964, 




3846. .3962, 


3936. 




. .4021 






o e q . LN o . 


32164 






Seq. ID 


OJ991208 


_10. 0107. C10 




66564 






Strand 


+ 




Start 


1397 






End 


19030 




Name 


OJ991208 10 


.0107. 


C10.o2.gp 


Method 


AAT/GAP 






4191 






End 


5344 






27473 1.R1084 




Score 


1586 




Exons 


4191. .4287, 


4611. 


C "3 A A 








GI Descrip. 


'3935138 9'. 


Oe-30 


( UUDlUo J 


T25N20.2 [Arabidopsis thaliana] f 


oeq . no . 


32164 






Seq. ID 


OJ991208 


_10. 0107. C10 


bene ino . 


66564 






Strand 


+ 






1397 






End 


19030 






OJ991208 10 


.0107. 


C10.o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


5531 






End 


6468 




GI 


none 






Score 


72 




Exons 


5531. .5605, 


5532. 


.5603, 6213 


. .6341, 6354. .6467, 


6391. . 6468 


Seq. No. 


32164 






Seq. ID 


OJ991208 


_10. 0107. C10 


Gene No. 


66564 






Strand 


+ 




Start 


1397 






End 


19030 




Name 


OJ991208 10 


.0107. 


C10.o3.gp 


Method' 


AAT/GAP 




Start 


9574 






End 


13165 




GI 


879 1.R1084 






Score 


2477 




Exons 


9574 . . 9686, 


10130 


..10201, 10308. .10417, 


10500. . 


10557, 




10982. .11245, 11330. .114 67, 


11791. . 11842, 12052 


. .12131, 




12456. .12515, 12 61 1 . . 12 691 , 


12826.. 13165 . 





GI Descrip. f 4574 139/gb | AAD23909 . 1 | AF073697_ 
synthase [Oryza sativa] 1 



1 1.0e-166 (AF073697) cysteine 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32164 
66564 
1397 

OJ991208 
10111 
none 
10111 
10497 
10982 



10.0107.C10.ol.tw 



10203, 
10556, 
11203 



10305. .10418, 
10497. .10553, 



Seq. ID OJ991208_JL0. 0107. C10 

Strand + 

End 19030 

Method TBLASTX : Wheat 

End 11203 

Score 165 
10307. .10417, 10369. .10422, 
10498. . 10557, 10981 .". 11202. 



Seq. No. 



32164 



Seq. ID OJ991208_10. 0107. C10 



32179 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



66564 
1397 

OJ991208_10. 
10159 
none 
10159. 
10307. 
10981. 
11327. 
12050. 



0107. CIO. ol.tm 



. 10200, 
. 10417, 
, 11244, 
, 11485, 
, 12094, 
12456. . 12518, 
12825. . 12914, 



10160. 
10497. 
10981. 
11335. 
12051. 
12610. 
12826. 



10198, 
10553, 
11244, 
11397, 
12146, 
12639, 
12921 



Strand + 

End 19030 

Method TBLASTX : Mai ze 

End 12921 

Score 37 
10305. . 10418, 10306. .10422, 
104 98. .10554, 104 98. .10554, 
10982. .1124 8, 10 982. .11248, 
11437. . 11484, 11785. .11844, 
12051. .12122, 12455. .12517, 
12610. .12693, 12665. .12694, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32164 Seq. ID 

66564 Strand 

1397 End 

OJ991208_10. 0107. C10. ol.np Method 

10160 End 

4574139 Score 



OJ991208_10. 0107. C10 
+ 

19030 
AAT/NAP 
12915 
1351 



10160. . 10201, 10308. .10417, 10500 .. 10557 , 10982 .. 1 1245, 
11330. .11467, 11791. .11842, 12052 .. 12131 , 12456 .. 12515, 
12611. .12691, 12826. .12915 



GI Descrip. (AF073697) cysteine synthase [Oryza sativa] 



Seq. No. 32164 
Gene No. 66564 
Start 1397 

Name OJ991208_10 . 0107 . C10 . ol . ts 

Start 10305 
GI none 
Exons 10305. 

10498, 

11327, 

11785, 

12458. 

12828. 



,10418, 10307. 

,10557, 10981. 

,11485, 11327. 

,11844, 12050. 

,12517, 12595. 

12920, 12829. 



10417, 
11244, 
11434, 
12094, 
12648, 
12918 



Seq. ID 

Strand 

End 

Method 
End 
Score 

10311 

10981 

11328 

12051 



OJ991208_10. 0107. C10 
+ 

19030 

TBLASTX: Soybean 
12920 



166 

10418, 10497. 
11244, 10982. 
11459, 11434. 



, 10553, 
,11248, 
11484, 



12146, 12456. . 12518, 
12604 . . 12690, 12 665. . 12 691, 



Seq. No. '32164 
Gene No. 66564 
Start 1397 

Name OJ991208_10 . 0107 . C10 . o2 . tc 

Start 10305 
GI none 
Exons 10305 

10498 

10982 



10418, 10307. 

10557, 10498. 

11248, 11321. 

11776. . 11844, 11796. 

12455. . 12517, 12456. 
12834.. 12920 



10417, 
10557, 
11416, 
11843, 
12518, 



Seq.. ID OJ991208_10. 0107. C10 

Strand + 

End 19030 

Method TBLASTX : Cress 

End 12921 

Score 159 
10321. .10422, 10497. .10556, " 
10977. .11159, 10981. .11241, 
11327. .11485, 11434. .11484, 
12051. .12146, 12051. . 12131, 
12610. . 12690, 12829. . 12921, 



Seq. No. 32164 

Gene No. 66564 

Start 1397 

Name OJ991208_10 . 0107 . C10 . ol . tc 

Start 14087 

GI none 
Exons 



Seq. ID OJ991208_10. 0107. C10 



Strand 
End 

Method 

End 

Score 



+ 

19030 

TBLASTX: Cress 

18982 

130 



14 087. .14206, 14 419 .. 14 562, 14423. .14566, 14 4 57 .. 14 573, 



32180 



14672. .14818, 
14927. .15085, 
15325. .15486, 
15676. .15732, 
16059. .16205, 
16508. .16579, 
17114. .17152, 
17579. .17704, 
17839. .17970, 
18336. .18401, 
18776. .18982, 



14677. . 14808, 
15183. . 15242, 
15335. .15487, 
15826. . 15972, 
16320. .16433, 
16519. .16575, 
17373. .17501, 
17580. .17714, 
17858. . 17971, 
18340. . 18405, 
18777. .18977 



14690. . 14830, 
15184. .15240, 
15578. .15730, 
15833. .15970, 
16325. .16432, 
16902. .17045, 
17373. .17504, 
17684. .17749, 
18101:,. 18211, 
18493: ^'18675, 



14926. .15084, 
15321. . 15488, 
15580. .15609, 
16052. .16231, 
16328. .16453, 
16941. .17036, 
17374. .17505, 
17691. .17750, 
18102. .18203, 
18494. .18676, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



32164 
66564 
1397 

OJ991208_10. 0107. C10. o2.ts 

14477 

none 



Seq. ID OJ991208_10. 0107. C10 

Strand + 

End 19030 

Method TBLASTX : Soybean 

End 15468 

Score " 91 



14477. .14566, 14 672 .. 14 722 , 14 924 .. 15070, 14 92 9 .. 15054 , 
15179. . 15214, 15184. .15240, 15294 .. 15419, 15325. .15468 



32164 Seq. ID 

66564 Strand 
1397 ' End 

OJ991208_10. 0107 .CIO. o2 .np Method 
14489 End 
4887746 Score 

14489. .14566, 14672 .. 14817, 14929 

15327. . 15486, 15581 .. 15730, 15836 

16327. . 16428, 16522 .. 16579, 16944 

17373. .17499, 17580 .. 17750, 17840 

18342. .18402, 18497 18674, 18772 



OJ991208_10. 0107. C10 
+ 

19030 
AAT/NAP 
19030 
2920 

15085, 15184. .15242, 
15972, 16058. .16204, 
17045, 17117. .17154, 
17971, 18102. .18208, 
19030 



GI Descrip. (AC006533) putative unconventional myosin [Arabidopsis thaliana] 



Seq. No. 32164 

Gene No. 66564 

Start 1397 

Name OJ991208_10 . 0107 . C10 . 06. tm. 

Start 14 672 

GI none 

Exons 14 672.. 14719, 14780. . 14 80 9, 
15163. .15240, 15325.. 15483 



Seq. ID OJ991208_10.0107, 

Strand + 

End 19030 

Method ' TBLASTX : Maize 

End 15483 

' Score 4 9 
.14923. . 15054, 14 933 15055 , 



C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene -No . 
Start 
Name 
Start 



32164 Seq. ID 

66564 Strand 

1397 End 

OJ991208JL0. 0107 .CIO. o3.tm Method 

15857 End 

none Score 



OJ991208_10. 0107. C10 
+ 

19030 

TBLASTX: Maize 

16354 

177 



15857. .15973, 1585 9. . 15978, 158 63. .15982, 1587 6. . 15977, 
16055. .16231, 1605 9. .16205, 16060. .16206, 16328. .16354 



32164 Seq. ID 

66564 Strand 

1397 End 

OJ991208_10. 0107. C10. o2.tm Method 

17373 End 



OJ991208_10.0107.C10 
+ 

19030 

TBLASTX : Maize 
17941 



32181 



GI 

Exons 



none 



Score 



61 



17373. .17498, 17373 .. 17501, 17374 17502, 17560 17643, 
17577. .17750, 17579 17749, 17586 17750, 17702 .. 17758 , 
17838. .17939, 17839 1794 0, 17858.. 17941 



Seq. No. 32164 Seq. ID 

Gene No. 66564 Strand 

Start 1397 End 

Name OJ991208_10 . 0107 .C10 . o3 . ts Method 

Start 17410 End 

GI none Score 
Exons 



OJ991208_10. 0107. C10 
+ 

19030 

TBLASTX: Soybean 

17725 

143 



17410. .17505, 17412. .17504, 17580 .. 17 621 , 17600 .. 17725, 
17622. .17723 



Seq. No. 321.64 Seq. ID 

Gene No. 66564 Strand 

Start . 1397 End 

Name OJ991208__10 . 0107 . C10 . o5 . ts Method 

Start 17838 End 

GI none Score 
Exons 



OJ991208_10. 0107. C10 
+ 

19030 

TBLASTX : Soybean 

18212 

74 



17838. .17960, 17842 .. 17979, 17858 17971, 18062 .. 18178 , 
18075. .18212 



Seq. No. 32164 ->4'' . - Seq. ID 

Gene No. 66564 Strand 

Start 1397 End 

Name OJ991208_10 . 0107 . C10 . o4 . tm Method 

Start 18104 End 

GI none Score 
Exons 



OJ991208_10 . 0107 . C10 
+ 

19030 

TBLASTX: Maize 

18980 

133 



18104. .18205, 18105. .18206, 18340 .. 18405, 1834 0. .18 4 02, 
1848 9. .18566, 184 91 .. 18634 , 184 94 .. 18 67 6, 184 96. .18 693, 
18776. .18 97 6, 18777. .18977, 18828. .18 980 



Seq. No. 32165 

Gene No. 66565 

Start 1 

Name OJ991208_10 . 0107 . Cll . ol . np 

Start 1 

GI 4887746 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



Seq. ID OJ991208_10. 0107. Cll 
Strand + 

10758 
AAT/NAP 
2998 
940 



End 

Method 
End 
Score 

1..271, 505. .567, 696. .865, 966. .1125, 1307 .. 1509, 1587 .. 1732 , 
1805. .1875, 2018. .2117, 2206. .2262, 2339. .2395, 2478. .2558, 
2689. .2771, 2874. .2998 



GI Descrip. (AC006533) putative unconventional jnyosin [Arabidopsis . thaliana] 



32165 Seq. ID 

66565 Strand 

1 . End 

OJ991208_10. 0107. Cll. ol.gs Method 

120 End 

none Score 



OJ991208__10. 0107. Cll 
+ 

10758 
GENS CAN 
10758 ■ 
.66 



120. .234, 502. .567, 696. .865, 966. .1062, 1303. .1509, 1805. .1875, 
2018. .2117, 2339. .2395, 2478. .2558, 2689. .2771, 3707. .3901, 
4047. .4190, 5014. .5089, 7533. .7655, 7763. .7922, 8005. .8072, 
8298. .8843, 9095. .9682, 9762. .10047, 10283 .. 10507 , 10562. .10758 



32165 
66565 



Seq. ID OJ991208_10. 0107. Cll 
Strand + 



32182 




Start 


1 








End 


10758 




Name 


ojyyizUo lu 


. 010 / 


. Cll . ol 


gp 


Method 


AAT/GAP 




Start 


/ u / y 








End 


8045 






none 








Score 


1020 




Exons 


/ u / y . . Moi, 


"7 C O O 


. . / bob , 


"7 "7 C O 

/ / bo . 


.7922, 8005. .8045 




Seq. No. 


1 DO 








Seq. ID 


OJ991208 


10 . 0107 .Cll 


Gene No . 


b bo bo 








Strand 


+ 




Start 


1 








End 


10758 




Name 


OJ991208_10 


.0107 


.Cll.o2 


np 


Method 


AAT/NAP 




otart 


n c c ^ 








End 


10491 




GI 


^ OO /I c 

4ZU4ZbO 








Score 


1008 




Exons 


/D04 . . / bo 1 , 


7798 


.7968, 


8321. 


.8601, 8656..8876, 


9110 . . 96o2, 




y / oz . . y y / 4 , 


10327. .10491 








GI Descrip. 


( AC U U 0 Z Z 0 ) 


45643 


[Arabidopsis 


thaliana] 




Seq. No. 


32165 








Seq. ID 


OJ991208 


10 . 0107 .Cll 


Gene No. 


66565 








Strand 


+ 




Start 


1 








End 


10758 




Name 


OJ991208 10 


.0107 


Cll.o2. 


gp 


Method 


AAT/GAP 




Start 


8791 








End 


9629 




GI 


12993 1.R1084 






Score 


1148 




Exons 


8791. .8843, 


9095 


.9629 










GI Descrip. 


M204265 5. 


0e-42 


(AC0.05223) 45643 [Arabidopsis 


thaliana] 


Seq. No. 


32165 








Seq. ID 


OJ991208 


_10. 0107. Cll 


Gene No . 


66566 








Strand 






Start 


10391 








End 


11204 




Name 


OJ991208 10 


.0107. 


Cll.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


699 








End 


2940 




GI 


none 








Score 


103 




Exons 


699. .818, 809. .865, 1383. .1478, 1384.. 


1509, 1655.. 1750, 




1805. .1900, 


2015. 


.2113, 


2016. 


.2114, 2187. .2264, 


2188. .2265, 




2338. .2385, 


2339. 


.2398, 


2469. 


.2561, 2686.. 2769, 


2860. .2940 


Seq. No. 


32165 








Seq. ID 


OJ991208 


_10. 0107. Cll 


Gene No . 


66566 








Strand 






Start 


10391 








End 


11204 




Name 


OJ991208 10 


.0107. 


Cll.02. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1022 








End 


2727 




GI 


none 








Score 


95 




Exons 


1022. .1120, 


1024. 


.1122, 


1030. 


.1119, 1317. .1511, 


1317. .1535, 




.1318. .1536, 


.1582. 


.1650, 


1583. 


.1651, 158.4 . -.1655, 


1654. .1716, 




1655. . 1750, 


1655. 


. 1750, 


1802. 


.1873, i804;.1875, 


1805. .1912, 




2008. .2115, 


2015. 


.2116, 


2016. 


.2117, 2019. .2117, 


2203. .2265, 




2204. .2263,' 


2205. 


.2264, 


2327. 


.2398, 2329..2397, 


2470. .2559, 




2470. .2559, 


2477. 


.2569, 


2478. 


.2561, 2686.-2727, 


2688. .2726 


Seq. No. 


32165 . 








Seq. ID 


OJ991208 


_10. 0107. Cll 


Gene No . 


66566 








Strand 






OLdlU 


10391 








End 


11204 




Name 


OJ991208 10 


.0107. 


Cll.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1402 








End 


2982 




GI 


none 








Score 


148 




Exons 


1402. . 1509, 


1404. 


.1508, 


1655. 


. 1732, 1808. . 1912, 


2015. .2116, 




2016. .2117, 


2190. 


.2264, 


2203. 


.2265, 2324. .2413, 


2339. .2398, 




2468. .2563, 


2469. 


.2561, 


2689. 


.2769, 2860. .2982 





32183 



Seq. No. 32165 
Gene No. 66566 
Start 10391 

Name OJ991208__10 . 0107 . Cll . ol , 

Start 7569 
GI none 

Exons 7569.. 7676, 7780.. 7923, 

8004. .8072, 8004. .8072, 
8320. .8475, 8321. .8671, 
8671. .8844, 8673. .8843, 
9452. .9688, 9455. .9685, 
9762. .9995 



tm 



7781. 
8005. 
8322, 
8771. 
9457. 



Seq. ID OJ991208_10. 0107. Cll 
Strand 

End 11204 
Method TBLASTX : Maize 
End 9995 
Score 54 

.7924, 7823. .7930, 8000. .8071, 
.8073, 8175.. 8201, 8175.. 8201, 
.8693, 8515. .8706, 8652. .8843, 
,8845, 9094. .9453, 9095. .9463, 
.9690, 9457.. 9693, 9761.. 9976, 



Seq. No. 32165 

Gene No. 66566 

Start 10391 

Name OJ991208_10 . 0107 . Cll . ol . ts 

Start 8691 

GI none 

Exons 8691.. 8831, 9170.. 9193, 9187. 

9254. .9337, 9274. .9321, 9284. 



Seq. ID 
Strand * 
End 

Method 
End 
Score 



OJ991208 10. 0107. Cll 



11204 

TBLASTX : Soybean 
10460 
77 

9264, 9188.. 9265, 9189.. 9284, 
9457, 9303.. 9359, 9310.. 9402, 



9435. .9662, 9448. .9693, 9449. .9688, 9499. .9696, 9761. .9976, 
9762. .9977, 9835. .9990, 10324 .. 10458, 10356 .. 104 60. 



Seq. No. 32165 

Gene No. 66566 

Start 10391 

Name OJ991208_10 . 0107 . Cll . ol . tc 

Start 9187 

GI none 

Exons 9187.. 9261, 9188.. 9265, 9296. 

9452. .9682, 9462. .9647, 9467, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 10. 0107. Cll 



11204 

TBLASTX : Cress 
10455 
86 

9391, 9319.. 9354, 9334, 
9688, 9469..9693, 9743. 



9390, 
9976, 



9761. .9976, 9762. .9995, 10324 .. 10455, 10324 .. 10404 , 10338. .10454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32165 
66566 
10391 

OJ991208_10. 0107 .Cll. ol.tw 

9758 

none 



Seq. ID OJ991208_10. 0107. Cll 
Strand 
End 

Method 
End 
Score 



11204 

TBLASTX: Wheat 

10474 

242 



9758. .9970, 9761. .9973, 9762. .9980, 9762. .9974, 10324 .. 104 04 , 
10327... 10.473, 10331 10474, 10338.. 10457 



Seq. No. 32165 

Gene No. 66566 

Start 10391 

Name OJ991208_10 . 0107 . Cll . o3 

Start 10324 

GI none 

Exons 10324 .. 10473, 10324.. 10 

Seq. No. 32165 

Gene No. 66566 

Start 10391 

Name OJ991208JL0 . 0107 . Cll . o3 

Start 10391 



Seq. ID OJ991208_10. 0107. Cll 
Strand 

End 11204 

.tm Method TBLASTX : Maize 

End 10474 

Score 209 
4 04, 10325. .104 74, 10338. .104 72 

Seq. ID OJ991208_10.0107 .Cll 
Strand 

End 11204 

.gp Method AAT/GAP 

End 11204 



32184 



GI 64J..R1084 Score 1060 

Exons 10391. .10471, 10595 .. 11078, 11130.. 11204 

GI Descrip. . 1 4126687/dbj | BAA36695 | 0.0e+00 (AB016501) glutelin [Oryza 
sativa] ' 



oeq. ln o . 


791 £6 








oeq . ±u 


nTQQi9nQ in mm 


.LIZ 


O T\ O M f~\ 


DuJD / 








Cf r3nr ) 

o L lanu 


_l_ 




OLalL 










r^no 


ft7 £ 




Name 


OJ991208 10. 


0107 


.C12.ol 


.gs 


Method 


GENS CAN 




Start 


730 








End 


876 






none 








Score 


^7 




L"' w y% 


7 70 ft 7 6 














o e q . ln o . 


791 fi£ 

O X D D 








oeq . iu 


nTQQionQ in mm 


.LIZ 


VjtrlltJ LNU • 


fift 
DDJDO 








C +- v -s -n H 


_L 




Cf a r-+- 
OLalL 


77 ft 4 








Cjna 


a 1 n ^ 




Name 


OJ991208 10. 


0107 


.C12.o2 


.gs 


Method 


GENSCAN 




Start 


3784 








End 


4105 




PT 


none 








Score 


Q7 




Exons 


77 ft d 7Q77 


a n 7R 

4 U jo 












oeq. NO . 


7 9 1 £ £ 








beq . iu- 


pitqqi ohq in nim 
ujyyi^uo lu.uiu/ 


.LIZ 


Gene No . 


o do t>y 








Strand 
















TT 1 —J 

bna 


jDIj 




Name 


A tqq lono in 


mm. 


.LIZ . Oo 


. gs 


Method 








4783 








End 


5613 




GI 


none 








Score 


.55 




Exons 


4783.'. 5613 














oeq . iNo . 


32166 








Seq. ID 


OJ991208_10.0107 


.C12 


bene ino . 


66569 








Strand 


+ 




Of- -a y-+- 


4783 








End 


5613 




Name 


OJ991208 10. 


0107 


C12.ol 


.np 


Method 


AAT/NAP 




oldit 


4798 








End 


5610 




GI 


6223643 








Score 


692 




Exons 


4798. .5610 














bl UcbOIip. 


(AC011698) putative short-chain type dehydrogenase/reductas 




[Arabidopsis 


thaliana] 










OcCj. LN O . 


32166 








Seq. ID 


OJ991208JL0.0107 


.C12 


belle LNO . 


66570 








Strand 


+ 






8049 








End 


8678 




Name . 


OJ991208 10. 


0107 


C12.ol 


tc 


Method 


TBLASTX: Cress 




Start 


4900 








End 


5537 






none 








Score 


72 




Exons 


4900. .4986, 


5029. 


.5529, 


5100. 


.5537 






Seq. No. 


32166 








Seq. ID 


OJ991208_10.0107 


.C12 


Gene No. 


66570 








Strand 


+ 




Start 


8049 








End 


8678 




Name 


OJ991208 10. 


0107. 


C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4900 








End 


5430 




GI 


none 








Score 


70 




Exons 


4900. .4989, 


5023. 


.5430, 


5112. 


.5231, 5200.. 5256, 5362.. 5430 


Seq. No. 


32166 








Seq. ID 


OJ991208_10.0107 


.C12 


Gene No. 


66570 








Strand 







32185 



Start 
Name 
Start 
GI 

Exons 



804 9 End 

OJ991208_10 . 0107 . C12 . ol . tm Method 

5134 End 

none ' Score * 

5134. .5616, 5205. .5615 



8678 

TBLASTX: Maize 

5616 

615 



Seq. No. 32166 Seq. ID 

Gene No. 66570 Strand 

Start 8049 End 

Name OJ991208_10 . 0107 . C12 . o2 . ts Method 

Start 5430 End 

GI none Score 

Exons 5430.. 5612, 5437.. 5613 



OJ991208_10.0107.C12 
+ 

8678 

TBLASTX : Soybean 

5613 

183 • 



Seq. No. 32166 

Gene No. 66570 

Start 8049 

Name OJ991208_10 . 0107 . C12 . o2 . tm 

Start 8042 

GI none 

Exons 8042.. 8101, 8043. .8093, 8049. 

8495. .8596, 8502. .8594, 8585. 



Seq. ID OJ991208_10.0107 .C12 

Strand + 

End 8678 

Method TBLASTX : Mai ze 

End 8678 

Score 81 

,8111, 8183. .8260, 8192. .8263, 
.8677, 8586. .8678 



Seq. No. 32166 Seq. ID 

Gene No. 66570 Strand 

Start 804 9 End 

Name OJ991208_10 . 0107 . C12 . o4 . gs Method 

Start 8049 End 

GI none Score 

Exons 8049.. 8094, 8190.. 8299 



OJ991208_10.0107 .C12 
+ 

8678 
GENSCAN 
8299 
.75 



Seq. No. 32167 Seq. ID 

Gene No. 66571 Strand 

Start 4 6 End 

Name OJ991208_10 . 0107 . C14 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 46. .243 



OJ991208_10.0107.C14 
+ 

243 

GENSCAN 

243 

.71 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



32168 Seq. ID OJ991028_12 . 0119 . CI 

66572 Strand + 

1182 End 5347 

OJ991028JL2.. 011-9.. CI. ol.np ' Method AAT/NAP 

1182 End 5347 

2146742 Score 212 

1182. .1321, 4735. .5347 

pattern-formation protein GNOM - Arabidopsis 'thaliana gi 11209631 

(U36432) GNOM gene product [Arabidopsis thaliana] 



32168 Seq. ID 

66573 Strand 

6771 End 

OJ991028_12 . 011 9 . CI . o3 . gs Method 

6771 End 

none Score 

6771. .7394, 7424. .7909 



OJ991028_12.0119.C1 
+ 

7909 
GENSCAN 
7909 
.89 



32186 



Seq. No. 32168 

Gene No. 66574 

Start 8288 

Name OJ991028__12 . 01 19 . CI . o2 . gp 

Start 8288 

GI 21474_1.R1084 

Exons 8288. .8430 

GI Descrip'. 1 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ991028_12.0119.C1 

Strand + 

End 8430 

Method AAT/GAP 

End 8430 

Score 237 



Seq. No. 32168 

Gene No. 66575 

Start 318 

Name OJ991028_12 . 0119 . CI . ol . gp 

Start 318 

GI LIB34 77-005-P1-K1-E9 

Exons 318.. 393 

GI Descrip. 1 2500067/sp | P55745 | RB21_CANFA 5.0e-40 RAS-RELATED PROTEIN 
RAB-21 1 



Seq. ID OJ991028_12.0119.C1 
Strand 

End 393 

Method AAT/GAP 

End 393 

Score 122 



Seq. No. 32168 

Gene No. 66576 

Start 8801 

Name OJ991028_12 . 0119 . CI . o4 . gs 

Start' 8801 

GI none 

Exons 8801.. 8986, 9066.. 9164 



Seq. ID OJ991028_12.0119.C1 
Strand 

End 9164 

Method GENSCAN - 

End 9164 

Score .99 



Seq. No. 32169 

Gene No. 66577 

Start 1 

Name OJ991028_12 . 0119 . C2 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..1226 

GI Descrip. 1 4 574 4 06/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ991028_12.0119.C2 
Strand 

End 1226 

Method AAT/GAP 

End 1226 

Score 2209 



Seq. No. 32169. 

Gene No. 66577 

Start 1 

Name OJ991028_12 . 0119 . C2 . ol . tw 

Start 2 

GI none 

Exons 2. .37, 3. .41, 32. .949, 48. .950 



Seq. ID OJ991JD28_12.0119.C2 
Strand 

End 1226 

Method TBLASTX : Wheat 

End 950 

Score 4 7 



Seq. No. 32169 

Gene No. 66577 : 

Start 1 

Name OJ991028_12 . 011 9 . C2 . ol . np 

Start 117 

GI 6742729 

Exons 117.. 1226 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991028__12.0119.C2 
Strand 

-.End 1226 

Method AAT/NAP 

End' 1226 

Score 1739 



Seq. No. 
Gene No. 



32169 
66577 



Seq. ID OJ991028_12 . 0119.C2 
Strand 



32187 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



OJ991028_12.0119.C2.ol. tc 

215 

none 



End 

Method 

End 

Score 



1226 

TBLASTX: Cress 

666 

83 



215. .364, 215. .658, 219. .662, 225. .662, 484. .666 



32169 
66577 
1 

OJ991028_12.0119.C2 .ol. tm 

593 

none 

593. .823, 593. .907, 621. .896 



Seq. ID OJ991028_12.0119.C2 
Strand 

End 1226 

Method TBLASTX,: Maize 

End 907 

Score 65 



32169 Seq. ID 

66577 Strand 

1 End 

OJ991028_12.0119.C2.o2.tw Method 

965 End 

none Score 

965. .1048, 966. .1040, 974. .1051, 1066. 
1106. .1225 



OJ991028_12.0119.C2 
1226 

TBLASTX: Wheat . 

1225 

73 

.1206, 1066. .1224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32170 Seq. ID 

66578 Strand 

1 End 

OJ991028_12 .0119.C3.ol . np Method 

1 End 

5732031 Score 
1. .82, 153. .606, 1832. .1901 

(AF147260) No definition line found [Arabidopsis thaliana] 



OJ991028_12.0119.C3 
+ 

6999 
AAT/NAP 
1901 
216 



32170 
66578 
1 

OJ991028_12.0119.C3.ol ,gs 

145 

none 



Seq. ID OJ991028_12.0119.C3 

Strand + 

End 6999 

Method GENSCAN 

End 6999 

Score .'57. 



145. .236, 265..622 r 984. .1162, 2545. .2606, 2777. .2797, 
3075. .3287, 3369. .3512, 3756. .3913, 3994. .4089, 4182. .4268, 
4354. .4689, 4783. .4884, 4964. .5044, 5293. .5394, 5473. .5553, 
5824.. 5928, 6008.. 6088, 6510.. 6758, 6979.. 6999 



32171 Seq. ID 

66579 Strand 

393 . End 

OJ991028_12.0119.C4 .ol.gs Method 

393 End 

none Score 
393. .614 



OJ991028_12.0119.C4 
+ 

614 

GENSCAN 
614 ' 
.44 



Seq. No. 32172 Seq. ID 

Gene No. 66580 Strand 

Start 1 End 

Name OJ991028_12 . 0119 . C5 . ol . np Method 

Start 1 End 

GI 3063699 Score 



OJ991028_12. 0119.C5 

2148 
AAT/NAP 
2148 
111 



32188 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..27, 1665. .2148 

(AL022537) putative protein [Arabidopsis thaliana] 



32173 
66581 
2847 

OJ991028_12.0119.C6.ol.np 



Seq. ID OJ991028_12.0119.C6 

Strand + 

End 6666 

Method AAT/NAP 

End 6666 

Score 6209 



2847 
6539553 
2847. .6666 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Mo 


32173 


Seq. ID 


OJ991028_12.0119 


.C6 




66582 


Strand 


+ 




Start 


16262 


End 


16679 






OJ991028 12.0119.C6.o2.gp 


Method 


AAT/GAP 




Start 


16262 


End 


16679 




GI 


LIB34 31-028-P1-N1-A10 


Score 


836 




R von <=; 


16262. .16679 










M680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 








OCU • LN KJ • 


32173 


Seq. ID 


OJ991028_12.0119 


. Co 


flf^T)^ Mo 


66583 


Strand 


+ 




Start 


17460 


End 


36374 




Name 


OJ991028 12.0119.C6.o6.np 


Method 


AAT/NAP 




Start 


17460 


End 


33972 




GI 


4584355 


Score 


224 




pynn Q 


174 60. .174 97, 33725. .33972 








vj -L UCu LJ L U • 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 






32173 


Seq. ID 


OJ991028_12.0119 


C6 


Hpnp Mo 


66583 


Strand 


+ 




Start 


17460 


End 


36374 ' 




Name 


OJ991028 12.0119.C6.o4 .gs 


Method 


GENSCAN 




Start 


20172 


End 


22762 




GI 


none 


Score 


.46 




Exons 


20172. .20269, 22600. .22762 








Seq. No. 


32173' ... 


. Seq. ID 


OJ991028JL2. 011.9. 


C6. . 


Gene No. 


66583 


Strand 


+ 




Start 


17460 


End 


36374 




Name 


OJ991028 12.0119.C6.o4 .np 


Method 


AAT/NAP 




Start 


22467 


End 


26128 




GI 


6016696 


Score 


310 




Exons 


22467. .,22508, 237 94 24333, 


26101. .26128 




GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


32173 


Seq. ID 


OJ991028_12.0119. 


C6 


Gene No. 


66583 


Strand 


+ 




Start 


17460 


End 


36374 




Name 


OJ991028 12.0119.C6.o5.gs 


Method 


GENSCAN 




Start 


23636 


End 


25201 




GI 


none 


Score 


. 97 





32189* 




Exons " 


^JDJD . . ZDZUl 








Seq. No. 


32173 


' Seq. ID 


OJ991028jt2;0119 


.C6 


Gene No. 


66583 


Strand 


+ 




Start 


1/4 DU 


bna 


OOj / 4 




Name 


A TQQ1 HOG TO rtl 1 O r _ -7 _ _ 

ojyyiuzo lz . u 1 1 y . Co . o / . gs 


Method 


GEN SCAN 




Start 




End 


O H "D 1 A 

36374 




b± 


none 


Score 


. 4 b 




Exons 


"^omQ Toonn tci/ci t^oi/ 








beq. NO. 




beq. ID 


(jjyyiuzo lz.uiiy 


Lb 


Gene No. 


66584 


Strand 


+ 




Start 


37525 


End 


38904 




Name 


OJ991028 12.0119.C6.o8.np 


Method 


AAT/NAP 




Start 


37525 


End 


38904 




bl 


4680204 


Score 


98 




Exons 


37525. .37741, 388 67 38904 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




beq. NO. 


32173 


Seq. ID 


OJ991028_12.0119 


Lb 


bene jno . 


66585 


Strand 






Start 


9478 


End 


9618 




Name 


OJ991028 12.0119.C6.ol.gp 


Method 


AAT/GAP 




btart 


9478 


End 


9618 




bl 


21474 1.R1084 


Score 


247 




Exons 


9478. .9618 








GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 








beq. JMo . 


32173 


Seq. ID 


OJ991028_12.0119 


C6 




66586 


Strand 






Start 


9923 


End 


13635 




Name 


OJ991028 12.0119.C6.o2.gs 


Method 


GENSCAN 




Start 


9923 


End 


13620 




GI 


none 


Score 


. 61 




Exons 


9923. .10108, 10188. .10286, 


10381. .10453, 10538. .10648, 






10745. .10918, 11028. . 11713, 


11715. .11857, 11983. .12124, 





12199. .12318, 12364. .12529, 12659 .-. 13620 



Seq. No. 


32173 


Seq. ID 


OJ991028_ 


12.0119 


Gene No. 


66586 


Strand 






Start 


9923 


End 


13635 




Name 


OJ991028 12.0119.C6.o2.np 


Method 


AAT/NAP 




Start 


'9941 


End 


13635 




GI 


4680204 


Score 


1065 




Exons 


9941. .10078, 10429.. 10648, 


10745. . 1091? 


3, 11028.. 


12124, 




12199. .13635 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor 


] 


Seq. No. 


32173 


Seq. ID 


OJ991028_ 


12.0119 


Gene No. 


66587 


Strand 






Start 


14502 


End 


18811 




Name 


OJ991028 12.0119.C6.o3.gs 


Method 


GENSCAN 




Start 


14502 


End 


18811 




GI 


none 


Score 


.55 




Exons 


14502. .15218, 16349. . 16723, 


16776. . 17696, 17999. 


.18811 



32190 




beq. jno. 


1 / D 


beq. ID 


ojyyiuzfcs iz.uii9 


. C6 


Gene No. 


66587 


Strand 






Start 


14502 


End 


18811 




Name 


niQQin?R 19 (111Q r\9 r\r\ 

vju y y ± vj z 0 i^tUiij.bo.Ojinp 


Method 


7V n T /Kino 




otart 


1 0 J Z Z 


T" 1 „ J 

hna 


1 QQ1 1 

1 0 0 11 




C T 


*i D O U Z U O 


Score 


ZZU / 




TT* /"\ o 


1 c^oo 1 coqq 1 coon 1 (rOQC 
10 JZZ . . 1 OOO O , IDOZU . . iDytlJ, 


i/ijy. , lot 


5 1 1 






/ Hr1 14 171 \ TMP9-1 -i lro nrAfciin 
\r\c 114 1 / L ) ILNrZ llKe piOtcin 


[ Sorghum 


bicolor ] 




Seq. No. 


32173 


Seq. ID 


OJ991028_12.0119 


C6 


Gene No. 


66588 


Strand 






Qt- a -r +- 


9 ^77R 

/CD 1 t O 


bnu 


z y jo y 




Naiue 


ujyyiuzo iz . u 1 1 y . id . 00 . gs 


wetnoa 


bLNbLAN 




Of a v-t- 


9C770 


i^na 


9 Q 9 Q Q 

z y Jo y 






none 


Score 


. O D 




Exons 


9^77R 9 £ 9 /I H OQOO/1 O Q *3 Q Q 

zo / / o. . <cdj4u, zyzz4 . . z yoo y 








oeq . lno . 


99179 
J^l / J 


C ^ T Pi 

beq. id 


ATQQ1 nOQ IO ft 1 1 Cl 

ujyyiuzo iz.uiiy. 


Co 


Gene No. 


66588 


Strand 






Start 


25778 


End 


29389 




Name 


OJ991028 12.0119.C6.o5.np 


Method 


AAT/NAP 






25781 


End 


26249 






6016696 


Score 


262 




Exons 


25781. .26249 








f 1 T |^ s-\ c~> « "l y~\ 

o± uescrip . 


(AC009991) unknown protein [Arabidopsis thaliana] 




beq . ino . 


32173 


Seq. ID 


OJ991028JL2.0119. 


C6 


Gene No. 


66589 


Strand 






Start 


37155 


End 


37766 




Name 


OJ991028 12.0119.C6.o7.tw 


Method 


TBLASTX: Wheat 




Of — 4- 


2790 


End 


3137 




bl 


none 


Score 


51 




TI 1 


2790. .2831, 2794.. 2832, 2837 


..3022, 2838. .3002, 2991. .3137, 




3003. .3131, 3005. .3133 








Seq. No. 


32173 


Seq. ID 


OJ991028_12.0119. 


C6 


Gene No. 


66589 


Strand 








37155 


End 


37766 




Name 


OJ991028 12.0119.C6.o2.tm 


Method 


TBLASTX: Maize 




OLall 


2976 


End 


3289 




bi 


none 


Score 


341 




U 1 v /"\ r\ o 


2976.. 3284, 2986.. 3285, 2994 


..3284, 2999.. 3289 




Can M A 

oeq. in o * 


32173 


Seq. ID 


OJ991028JL2.0119. 


C6* 


Gene No. 


66589 


Strand 






Start 


37155 


End 


37766 




Name 


OJ991028 12.0119.C6.o7.tm 


Method 


TBLASTX: Maize 




b uaru. 


3651 


End 


4109 




H T 


none 


Score 


44 




Exons 


3651. .3692, 3653. .3691, 3783 


..3845, 3802. .3849, 3851. .4024, 




3852. .4052, 3852. .4031, 4046 


..4090, 4047. .4109 




Seq. No. 


32173 


Seq. ID 


OJ991028_12.0119. 


C6 


Gene No. 


66589 


Strand 






Start 


37155 


End 


37766 




Name 


OJ991028 12.0119.C6.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


4301 


End 


4495 





32191 



GI none Score 28 9 

Exons 4301.. 4495, 4304.. 4495 



Seq. No. 32173 Seq. ID 

Gene No. 66589 Strand 

Start 37155 End 

Name OJ991028_12 . Oil 9 . C6 . 06 . tm Method 

Start 4352 End 

GI none Score 

Exons 4352. .4660, 4435. .4626, 4679. .4846 



OJ991028_12.0119.C6 
37766 

TBLASTX ; Mai ze 

4846 

216 



Seq. No. 32173 Seq. ID 

Gene No. 66589 Strand 

Start 37155 End 

Name OJ991028_12 . 0119 . C6 . o4 . ts Method 

Start 4 4 48 End 

GI none Score 
Exons 



OJ991028_12.0119.C6 
37766 

TBLASTX: Soybean 

4846 

193 



4448..4672, 4456. .4626, 4463. .4657, 4673. .4846, 4681. .4821 



Seq. No. 32173 * Seq. ID 

Gene No. 66589 Strand 

Start 37155 End 

Name OJ991028_12 . Oil 9 . C6 . o4 . tc Method 

Start 4481 . End 

GI none Score 

Exons 4481.. 4663, 4676.. 4870 



OJ991028_12. 0119. C6 
.37766 

TBLASTX: Cress 

4870 

116 



Seq. No. 32173 

Gene No. 66589 

Start 37155 

Name OJ991028_12 . 011 9 . C6 . ol . tw 

Start 4496 

GI none 

Exons 4496.. 4945, 
5012. .5251 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_12.0119.C6 
37766 

TBLASTX: Wheat 

5251 

618 



4504. .5025, 4506. .4976, 5003. .5251, 5004. .5234, 



Seq. No. 


32173 








Seq. ID 


OJ991028_12.0119 


Gene No. 


66589 








Strand 




Start 


37155 • 








End 


37766 


Name 


OJ991028 12 


.0119 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5171 








End 


5634 


GI 


5509260 








Score 


95 


Exons 


5171. .5314, 


5319 


. .5489, 


5332 


...5634, 5562.. 5615 


GI Descrip. 














Seq. No. 


32173 








Seq. ID 


OJ991028_12.0119 


Gene No. 


66589 








Strand 




Start 


37155 








End 


37766 


Name 


OJ991028 12 


0119 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5264 








End 


5523 


GI 


none 








Score 


69 


Exons 


5264 . .5317, 


5322 


. .5435, 


5332, 


.5523 




Seq. No. 


32173 








~ Seq. ID 


OJ991028 12.0119 


Gene No. 


66589 








Strand 




Start 


37155 








End 


37766 


Name 


OJ991028 12. 


0119 


.C6.o4. 


tm 


Method 


TBLASTX: Maize 



32192 




OLdlL 








End 


5769 






none 






Score 


321 




Exons 


j jiy . . o 4 o y , 


C n 0 0 

D00Z 


. . 0 / by , o44U. 


.5622, 5559.. 5654 




Seq. No. 


32173 






Seq. ID 


OJ991028_12.0119 


.C6 


Gene No. 


66589 






Strand 






OLdl L 


^7 1 

J/J.JJ 






End 


37766 




Name 


ujyyxuzo xz 


. u 1 1 y 


. lb . oo . tw 


Method 


TBLASTX: Wheat 




Of 2 yf 


3 JZ Z 






End 


5859 




PT 
o 1 


none 






Score 


282 




XT' \s /^\ "r^i c? 


Jj^Z . . 004 J/ 


JJJZ 


. . DD^y, 3 4 3Z . 


.5625, 5644. .5859, 5718. .5822 


Seq. No. 


32173 






Seq. ID 


OJ991028_12.0119 


.C6 


Gene No. 


66589 






Strand 


- 




Cf a +- 
OLdlC 


J ' J. J J 






End 


37766 




Name 


ujyyxuzo xz 


n 1 1 q 
. u x x y 


. lb . OZ . t s 


Method 


TBLASTX : Soybean 




C+- => vf- 


J / Uj 






End 


6048 






none 






Score 


TAT 

303 




Exons 


j / Uj, . j!?U J/ 


3 / U 4 


. . bU 4 O 








Seq. No. 


32173 






Seq. ID 


OJ991028_12.0119 


.C6 


Gene No. 


66589 






Strand 


- 




OLdl L 


J / lJJ 






End 


37766 




Name 


a TQQ1 nOQ 1 O 


ui 1 y 


. Lb . ob . tm 


Method 


TBLASTX : Maize 












End 


6198 




P T 


none 






Score 


ol4 




Exons 


CQCQ C 1 Q"7 


cocn 
jodU 


, . bxyy 








Seq. No. 


32173 






Seq. ID 


OJ991028JL2.0119 


.C6 


Gene No. 


66589 






Strand 


- 




Of a r*-f- 


Oil cc 
J / 1 J J 






End 


37766 




Name 


ujyyiuzo xz . 


m 1 q 
u 1 1 y 


lb . OZ . tw 


Method 


TBLASTX: Wheat 




Q+- 3 

o tar u 


DUO 4 






End 


6530 






none 






Score 


98 




Exons 


zn^A ci oc, 

DUD4 . . DlZ J, 


DUO 3 


. b XZ y , b X 4 4 . 


.6530, 61 


45. .6528 




Seq. No. 


32173 






Seq. ID 


OJ991028_12.0119 


C6 


Gene No. 


66589 






Strand 


- 




C 4- o r f 
O Lai L 


J / 1 J J 






End 


37766 




Name 


uj y y xuzo xz . 


n 1 1 q 

u x x y . 


lb . 00 . t S 


Method 


TBLASTX: Soybean 




OLdl L 


oUol 






End 


6402 




PT 


none 






Score 


90 




T7" v t"\ e? 


DUD 1 . .01/4, 


c n Q *7 
bUo / . 


. bi b4 , bx y*o . 


.6402, 61 


93. .6381 




Seq. No. 


32173 






Seq. ID 


OJ991028_12.0119. 


C6 


Gene No. 


66589 






Strand 






O LdiU 


37155 






End 


37766 




Name 


OJ991028 12. 


0119. 


C6.ol2.tw 


Method 


TBLASTX: Wheat 




Of 3 -K-f 


10579 






End 


11101 




C T 


none 






Score 


68 




Exons 


1057 9. .10650, 10750. .10932, 10757. .108 


82, 11021. .11101 




Seq. No. 


32173 






Seq. ID 


OJ991028_12.0119. 


C6 


Gene No. 


66589 






Strand 






Start 


37155 






End 


37766 




Name 


OJ991028 12. 


0119. 


C6.o9.tw 


Method 1 


TBLASTX: Wheat 




Start 


12589 






End 


12992 





32193 




P T 
bl 


none 






Score 


84 




Exons 


12589. 


.12759, 12722 


1 0 0 0 n 

. . 1 z 0 0 y , 


12754. .12990, 12841. .12990, 






12852. 


.12992, 12882 


1 0 o n 0 








O rt /~1 M rt 

oeq ♦ JNio . 


32173 






Seq. ID 


OJ991028_12.0119 


. C6 


bene wo . 


66589 






. Strand 






Start 


37155 






Hina. 


"ill a(z 

O / / D D 




Name 


OJ991028 12. 0119. C6 


.08. tw 


Method 


rp 0 t 7\ O TV . Ta7V-» rt +- 

i dJjAo 1 a : wneac 






16373 








lb / / / 






none 






Score 


DZ 




Exons 


16373. 


.16465, 16374 


. . 1 d4 jy , 


XO<±DH . . lDJ 


, J.D4 / 1 • . lbD4z, 






16547. 


.16687, 16548 


, . 1 O DO 0 , 


IOOjj . .ID/ 


ju, ±000/. . XO / ZO , 






16733. 


.16777, 16738 


. . ID / / J 








oeq . ino . 


32173 






Seq. ID 


OJ991028__12.0119 


. C6 


Gene No. 


66589 






Strand 






Start 


37155 






End 


37766 




Name 


OJ991028 12. 0119. C6, 


o4 . tw 


Method 


TBLASTX: Wheat 




Cf 2 yf 


16834 






End 


17283 




P T 


none 






Score 


113 




Exons 


16834. 


-.16959, 16836. 


1 £ Q £ A 


16836. .16958, 16992. .17210, 






17032. 


.17214, 17220. 


. 1 / Z 0 z , 


17233. .17283 




Seq. No. 


32173 






Seq. ID 


OJ991028_12.0119 


,C6 


Gene No. 


66589 






Strand 






o car l. 


37155 






End 


37766 




Name 


OJ991028 12. 0119. C6. 


06 . ts 


Method 


TBLASTX: Soybean 




otart 


17316 






End 


17558 




p t 


none 






Score 


216 




Exons 


17316. 


.17558 










beq. wo. 


32173 






Seq. ID 


OJ991028_12.0119 


. C6 


Gene No. 


66589 






Strand 






Start 


37155 






End 


37766 




Name 


OJ9910 


28_12.0119.C6. 


o3 . tm 


Method 


TBLASTX: Maize 




o car c 


17388 






End 


17845 




P T 

b± 


none 






Score 


57 




Exons 


17388. 


.17582, 17592. 


1 "77 1 1 


17592. . 177 


17, 17711. . 17833, 






17717. 


.17845 








oeq. ln 0 . 


32173 






Seq. ID 


OJ991028_12.0119 


C6 


bene ino . 


66589 






Strand 






Start 


37155 






End • - 


37766 




Name 


OJ991028 12. 0119. C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




0 cart 


17422 






End ' 


17890 




P T 


none 






Score 


173 




Exons 


17422. 


.17628, 17422. 


. 1 / djI , 


174 27. . 17 651, 17 631 .. 177 11 , 






17631. 


.17717, 17632. 


T H H T O 

. 1 / / lo , 


17732. .17836, 17736. .17825, 






17837. 


.17890, 17838. 


1 *7 O O O 

. 1 / 00Z 








Qcj ^ virt 


32173 






Seq. ID 


OJ991028_12.0119. 


P c 

Lb 


Gene No. 


66589 






Strand 






Start 


37155 






End 


37766 




Name 


OJ991028 12. 0119. C6. 


ol.tc - 


Method 


TBLASTX: Cress 




Start 


17711 






End 


18026 




GI 


none 






Score 


74 




Exons 


17711. 


.18019, 17739. 


.17834, 


17874 . . 18026 





32194 



Seq. No. 32173 

Gene No. 66589 

Start 37155 

Name OJ991028_12 . 0119 . C6 . o3 . ts 

Start 17759 

GI none 

Exons 17759. .18055, 17777 .. 18001, 



Seq. ID OJ991028__12.0119.C6 
Strand 

End 37766 

Method TBLASTX : Soybean 

End 18188 

Score 121 
18105. .18188, 18113. .18187 



Seq. No. 32173 

Gene No. 66589 

Start 37155 

Name OJ991028_12 . 0119 . C6 . 06 . tw 

Start 18109 

GI none 

Exons 18109. .18360, 18119 18370, 



Seq. ID OJ991028_12.0119.C6 
Strand 

End 37766 

Method TBLASTX : Wheat 

End 18460 

Score 187 
18120. .18362, 18353.. 18460 



Seq. No. 32173 

Gene No. 66589 

Start 37155 

Name OJ991028JL2 . 0119 . C6 . ol . tm 

Start 23950 

GI none 

Exons 23950, .24090, 23951 .. 24 091 , 
24143. .24244, 24 1 64 . . 24 367 , 

Seq. No. 32173 

Gene No. 66589 

Start 37155 

Name OJ991028__12 . 0119 . C6 . oil . tw 

Start 24452 

GI none 

Exons 24452. .24649, 24502.. 24639 



Seq. ID OJ991028_12.0119.C6 
Strand 

End 37766 

Method TBLASTX : Maize 

End 24367 

Score 233 
23972. .24118, 23977 .. 24 105 , 
24178. .24366 

Seq. ID OJ991028_12.0119.C6 
Strand 

End 37766 

Method TBLASTX : Wheat 

End 24649 

Score 201 



Seq. No. 32173 

Gene No. 66589 

Start 37155 

Name OJ991028_12 . 0119 . C6 . o3 . tc 

Start 24452 

GI none 

Exons 24452. .24622, 24502.. 24621 



Seq. ID OJ991028_12.0119.C6 
Strand 

End 37766 

Method TBLASTX : Cress 

End 24622 

Score 189 



Seq. No. 32173 
Gene No. 66589 
Start 37155 

Name OJ991028_12 . 0119 . C6 . o7 . ts 

Start 25772 
GI none 
Exons 25772, 

26115, 

37464 . 



.25843, 25910, 
,26168, 37149. 
.37628 



.25945, 
.37184, 



Seq. ID OJ991028__12..0119.C6 
Strand 

End 37766 

Method TBLASTX : Soybean 

End 37628 

Score 64 
25985.'. 26128, 26114 .. 26224 , . 
37252. .37383, 37257 .. 37382 , 



Seq. No. 32173 

Gene No. 66589 

Start 37155 

Name OJ991028_12 . 0119 . C6 . 08 . tm 

Start 25778 



Seq. ID OJ991028_12.0119.C6 
Strand 

End 37766 

Method TBLASTX: Maize 

End 37550 



32195 



PT 


none 


Score 


70 




Exons 


9R77P 9 c ift4'3 9 c iQ1Q 9fiH71 


26120. .26224, 26127. 


9 6171 




*371 ^79^1 *37^nft ^7^^ 


37362. .37385, 37489. 


-57 uo 




"374Q7 "37SSH 








Seq. No. 


32173 


uCVj» XL/ 


W U Z* Zf X \J c. 0 


12. 0119. C6 


Gene No. 


66589 








OLai L 


371SS 
j / 1 j j 


End 


37766 




LNgUUC 


O.TQQID^ft 19 01 1 Q Pfi nfi rr<s 
uu j^ii/tiO x^.\jxx-7.v^o.wo.yo 


L LHUU 


\J III IN O \^-xlLN 




c+- o r t- 


J / 1 JJ 


FnH 


"377 fifi 




PT 


n on ^ 

1 l^i 1C 


Score 






U 1 v n q 


"371 '37766 








Qo/r Mo 


^917^ 


Seq. ID 


OJ991028_ 


19 m 1 q P6 


\JCilC 1M^. 


6658 9 


Strand • 






Start 


37155 


End 


37766 ' 




Name 


OJ991028 12.0119.C6.o7.np 


Method 


AAT/NAP 




o Lai L 


J / X *J 0 


End 


37514 






1 ^Q7RD 
x 0 / 0 u 


Score 


78 




IT von c 


?71 Sft "37961 "379Q7 "37S14 








(i T Ho c ^ t~ n o 
oX L/troL*xxLj. 


wonKin— TMnnprn protptm 1 ni i 

vvvuiMb 1 liNUU^HjU it ixw 1 Ej x in x y x 1 


82293 |pir | UQ0398 wunl protein - 




potato 










?9 1 7 4 


Seq. ID 


OJ991028 '12. 0119. C7 


Gene No. 


66590 


• Strand 


+ 




Start 


139 


End 


6571 




Name 


OJ991028 12.0119.C7.ol.np 


Method 


AAT/NAP 




O Lai L 


139 


End 


1984 




ci T 


6006359 


Score 


76 




1? VAT*I C 
LaUIIo 


139. .236, 1960. .1984 








OX UCOL-XX^J. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Qpn Mo 


32174 


Seq. ID 


OJ991028_ 


12. 0119. C7 




66590 


Strand 


+ 




Start 


139 


End 


6571 




Name 


OJ991028 12.0119.C7.ol.gs 


Method 


GENSCAN 




C+- o r +- 


1306 


End 


6571 




O X 


none 


Score 


.58 






1306. .1382, 1415. .1707, 1898. .2473, 2570. .3027, 


3132. .3342, 




3929. .4101, 4737. .4881, 507 


8. .5312, 5326. .5517, 


5663. .5719, 




6507. .6571 










32174 


Seq. ID 


OJ991028__ 


12. 0119. C7 


Gene No. 


66591 


Strand 


+ 




Start 


13826 


End 


19417 






• OJ991028 12.0119.C7.o3.np 


Method 


AAT/NAP 






13826 


End 


19140 




PT 
o x 


4680204 


Score 


102 




XT' vnn c? 


13826. . 13946, 16614 .. 16880, 


19069. .19140 




P T 00 C O V 1 O 

ox ucbL-i l^J . 


(AF114171) hypothetical protein [Sorghum bicolor 


] 


Seq. No. 


32174 


Seq. ID 


OJ991028_ 


12. 0119. C7 


Gene No. 


66591 


Strand 


+ 




Start 


13826 


End 


19417 




Name 


OJ991028 12.0119.C7.o3.gs 


Method 


GENSCAN 




Start 


14451 


End 


19417 




GI 


none 


Score 


.69 





32196 




Exons 


1 4451 14508 1 5287 1 5339 


16419 164 


97 1 6882 1 6978 






1 8709 18805 19085 19191 


1 9227 1 94 

X j^. ^- / ■ • X _3 *i 


1 7 

X / 




Seq. No. 


32174 


Seq. ID 


OJ991028_12.0119 


.C7 


Gene No. 


66592 


Strand 






OL.C1I L 


8214 


End 


13597 




INcUUC 


OJ991028 12 0119 CI ol tw 


L it; (_ l l\J \Ji 


TBLASTX: Wheat 






1203 ~ 


FnH 


1479 




r;T 

\j x 


none 


Score 


121 




R von ^ 

Jilt A W llO 


1203 1331, 1205 1297 1331 


1444 , 13 


63. .1443, 1456. .1479 


Seq. No. 


32174 


Seq. ID 


OJ991028_12.0119 


.C7 


Gene No. 


66592 


Strand 






Start 


8214 


End 


13597 




Name 


O.T991 028 12 0119 Cl o2 fw 




TBLASTX: Wheat 






1 7? 3 _ 


FnH 

XjI l\J. 


6500 




O J. 


none 


O O WX C 


71 






1723 1830 1913 2131 6438 

X / ~J . ( 1U JU/ X _7 X _> • « X J X , JO 


6500 








39174 


Seq. ID 


OJ991028_12.0119 


Cl 


Gene No. 


66592 


Strand 






Start 


8214 


End 


13597 




Name 


O.T991 028 12 0119 Cl o9 

UU ? JIUlO X^.UXX.?.^/ • <J^ • Uo 


Method 


GENSCAN 




O Lai L 


891 4 _ 

O Z, X *i 


End 


13597 




O X 


n on o 


Score 


.53 






821 4 8573 8642 8896 Q79R 


..9786, 10272. .10366, 10588 


. .10 




1 33Q5 1 3597 










3217 5 


Seq. ID 


OJ991028_12.0119 


.C8 


Gene No. 


66593 


Strand 


+ 




Start 


1 


End 


9140 




Name 


OJ991028 12.0119.C8.ol.np 


Method 


AAT/NAP 




UL.QI L 


1 


End 


8467 




rz t 


4539386 


Score 


166 




T* 1 v on q 


1..250, 6255. .6671, 8449. .84 


67 






f^T Hp^rr "i o 


(AL035526) extensin-like protein [Arabidopsis thaliana] 




O C ^ • LN KJ . 


32175 


Seq. ID 


OJ991028_12.0119 


C8 


Gene No. 


66593 


Strand 


+ 




Start 


1 


End 


9140 




Name 


OJ991028 12.0119.C8 .o2.gs 


Method 


GENSCAN 




Start 


4635 


End 


9140 




GI 


none . ■ 


Score 


.61 




F.xnn 


4635.. 4805, 5175*. .5241, 5442 


..5589, 58 


45. .5945, 6421. . 6624, 




6629. .6742, 9085. .9140 








i~J VJ . LN \-/ ■ 


32175 


Seq. ID 


OJ991028_12.0119, 


C8 


Gene No. 


66594 


Strand 


+ 




Start 


10071 


End .. 


12265 




Name 


OJ991028 12.0119.C8.o3.np 


Method 


AAT/NAP 




O t_ a X L. 


10061 


End 


12265 




GI 


5911167 


Score 


1241 




Exons 


10061. .102 91, 104 45. .1177 8, 


11879. . 122 


65 




GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 




Seq. No. 


32175 


Seq. ID 


OJ991028_12.0119. 


C8 


Gene No. 


66594 


Strand 


+ 





32197 




Start 


10071 




End 


12265 


Name 


OJ991Q28 12.0119 


.C8.o2.np 


Method 


7\ A T / M Zi D 


C +- -5 >- 4- 

otart 


10071 




End 


/ D 


C T 


4773903 




Score 


/ o 


T* 1 V /"\ C 


10071. .10276 








oJ. uescirip. 


(AF074021) putative transposon protein 


[Arabidopsis thaliana] 


Seq. No. 


32175 




Seq. ID 


OJ991028_12.0119.C8 


Gene No. 


66594 




Strand 


+ 


O Lai L 


10071 




Hina 


X £ Z D D 


Name 


OJ991028 12.0119 


.C8.o3.gs 


Method 




Of a y+- 

o L.ar i. 


10071 




End 


I 1 TOO 

I I / 


ul 


none 




Score 


A 1 




10071. .11172, 11379. .11722 






Seq. No. 


32175 




Seq. ■ ID 


OJ991028_12.0119.C8 


Gene No. 


66595 




Strand 






357 




End 


i y -? / 


Name 


OJ991028 12.0119 


.C8.ol.gs 


Method 




oldl 1 


357 




End 




C T 


none 




Score 


A R 


Exons 


357. .529, 1957.. 


1997 






oeq . iNo . 


32175 




Seq. ID 


HTQQ1 nOQ 1 O m 1 Q r>Q 

ujyyiuzo iz.uiiy.Lcf 


Gaelic 1N(J . 


66596 




Strand 




Start 


1960 




End 


5613 


Name 


OJ991028 12.0119 


.C8.ol.gp . 


Method 


AAT/GAP 


OLal L 


1960 




End 


5613 


f t 






Score 


879 


TP V /*"N r"i 


1960.72055, 2158 


..2227, 5301 


. .5613 






'3395427 5.0e-12 


(AC004683) 


unknown protein [Arabidopsis 




thaliana] ' 








oeq. in o . 


32175 




Seq. ID 


OJ991028_12.0119.C8 


Gene No. 


66596 




Strand 




Start 


1960 




End 


5613 


M -a 7TI Ci 


OJ991028 12.0119 


.C8 .o2 . tm 


Method. 


TBLASTX: Maize 


OLdlC 


2011 




End 


5469 


r- t 

kj ± 


none 




Score 


51 


Exons 


2011. .2058, 2156 


..2233, 2157 


..2231, 5299. .5391, 5301. .5468, 




5302. .5469 








Seq. No. 


32175 




Seq. ID 


OJ991028_12.0119.C8 


Gene No. 


66596 




Strand 




C -J- -a r f- 


1960 




End 


5613 


Name 


OJ991028 12.0119 


.C8.o2.tc 


Method 


TBLASTX: Cress 




5295 




End 


5450 




none 




Score 


129 


Exons 


5295. .5450, 5296 


. .5433 . 






Seq. No. 


32175 




Seq. ID 


OJ991028_12.0119.C8 


Gene No. 


66597 




Strand 




Start 


10605 




End 


10910 


Name 


OJ9910.'28 -12.0119 


.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10605 




End 


10910 


GI 


none 




Score 


267 



Exons 10605. .10910 



32198 




Seq. No. 


32175 






Seq. ID 


.OJ991028__12.0119 


.C8 




66598 






O L X d i IU 






Of- a r f- 


10938 






FnH 


1 1 S79 

X X / /L 




IN clitic 


OJ991028 12. 0119. C8 




Mo f h oH 


TRT A9TY * Qnuho^ n 
1 D XxttO 1A • ouyucaii 






10938 






CjL ILL 






O X 


none 






OL/UI c 


904 




F VOn Q 


10938. . 


11210 










Seq. No. 


32175 






Seq. ID 


OJ991028_12.0119 


.C8 




66598 






0 l. x ai ivx 






o Lai l. 


10938 






FnH 


1 1 R79 




LM CL1LIC 


OJ991028 12. 0119. C8 


ol to 

. \J X • IL 




1 DLirtO lAi ^ X C O O 






10949 






FnH 


1 1 9R8 






none 






^ 00 r*o 


^1 

J X u 






10949. . 


11104, 10959 


11288 

• . X X £. O O 








Seq. No. 


32175 






Seq. ID 


OJ991028_12.0119 


.C8 




66598 






Strand 






O Lai L, 


10938 






End 


11572 




IMCliUC 


OJ991028 12. 0119. C8 


O 1 * t W 


Method 


TBLASTX: Wheat 




0 Lai t 


11064 






End 


11342 




ot 

\J X 


none 






Score 


276 




pvnn q 
CjAuho 


11064. . 


11342, 11126 


> . X X ^ \J Z/ , 


11297. .11341 




Seq. No. 


32175 






Seq. ID 


OJ991028_12.0119 


.C8 


Con p Nlo 


66598 






Strand' 






OLal L 


10938 






End 


11572 






OJ991028 12. 0119. C8 


O 1 f TY1 


Method 


TBLASTX: Maize 




O l_aX (_ 


11132 






End 


11572 




V3 J. 


none 






Score 


269 




I? v" on 0 


11132. . 


11347, 11133 


1 1 

. 110J4 , 


11348. .11572, 11353. .11571 




Seq. No. 


32175 






Seq. ID 


OJ991028__12.0119 


.C8 




66599 






Strand 






Start 


11879 






End 


12062 




Name 


OJ991028 12. 0119. C8 


O J . L.TCI 


Method 


TBLASTX: Maize 




Start 


11879 






End 


•12062 




GI 


none 






Score 


191 




F von q 


11879. . 


12058, 11880. 


1 9069 








Seq. No. 


32176 






Seq. ID 


OJ991018_13.0118 


.CI 


Gene No. 


66600 






Strand 






Start 


1 






'End 


.484 




Name 


OJ99101 


8_13.0118.C1. 


ol . np 


Method 


AAT/NAP 




Of a r +- 
O Lai L 


1 






End 


484 




GI 


5091513 






Score 


663 




FvAn 0 
HiiS.L'i 1 0 


1. .484 












ul L^C O OX X L>> . 


(AB023482) -Hypothetical protein [Oryza 


sativa] 




Seq. No. 


32176 






Seq. ID 


OJ991018_13.0118 


.CI 


Gene No. 


66600 






Strand 






Start 


1 






End 


484 




Name 


OJ991018 13. 0118. CI. 


ol . gs 


Method 


GENSCAN 




Start 


54 






End 


471 




GI 


none 






Score 


.71 




Exons 


54 . . 471 













32199 



Seq. No. 


32177 


Seq. ID 


OJ99101E 


_13 


.0118 


.C2 


Gene No . . 


66601 


Strand 


+ 










1 


End 










Name 


OJ991018 13.0118.C2.ol.np 


Method 


AAT/NAP 








O Ua.IT L. 


1 


End 


C A C 










5091513 


Score 


oU y 








Exons 


1. .546 












ui uesciip . 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


32177 


Seq. ID 


OJ991018 


_13 


.0118 


.C2 


OCllC LN(J . 


66601 


Strand 












1 


End 


C A C 

54 O 








N3ine 


OJ991018 13.0118.C2.ol.gs 


Method 


GENSCAN 








Qt- a -rf- 


39 


End 


"3 O 










none 


Score 










XT 1 Vf f 

Lxons 


39.-532 












Seq. No. 


32178 


Seq. ID 


OJ991018 


_13 


.0118 


.C3 


Gene No. 


66602 


Strand 












1 


End 


*7 £ Q 
7 DO 








Name 


OJ991018 13.0118.C3.ol.np 


Method 


AAT/NAP 










1 


End 


~7 r o 
/ DO 








r t 


5669782 


Score 


o / Z 








HjXOiIS 


1. .768 












bi uescrip . 


(AF108010) HvlLRR2 [Hordeum vulgare] 










Seq. No. 


32178 


Seq. ID 


OJ991018 


_13 


.0118 


.C3 




66602 


Strand 












1 


End 


H C O 

/ DO 








Name 


OJ991018 13.0118.C3.ol.ts 


Method 


rp i~> T 7\ c* m v » 

TBLASTX : 


Soybean 




Q+- a v+- 


41 


End 


4 96 










none 


Score 


inn 

iu y 








Tj 1 \7 /"\ t^i r^i 

lijXOilS 


41. .202, 124. .201, 194. .496, 


212. .496 










Seq. No. 


32178 


Seq. ID 


OJ991018 


_ 13 


0118 


.C3 


(^1 d n o M /^i 


66602 ' 


Strand 


+ 








C -I- r=i v*+- 


1 ' ^ 


End 


T /~ O 

768 








Name 


OJ991018 13.0118.C3.ol.tw 


Method 


mnT 7\ C>rnv'. 

I BLASTX : 


Wheat 




q-t- a v-+- 
O L. al C 


538 


End 


/ O 4 








fT 

OX 


none 


Score 
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538. .681, 578. .754, 581. .754 












Seq'. No. 


32179 


Seq. ID 


OJ991018 


_13. 


0118 


C6 


Gene No. 


66603 


Strand 










ouai L 


1 


End 


yz / 








Name 


OJ991018 13.0118.C6.ol.np 


Method 


AAT/NAP 








OLalL 


1 


End 


hot 

927 










.6721512 


Score 


ICC 

155 








XT' "1/ y-\ T"l O 


1..65, 458. .497, 610. .784, 8 


12. .927 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


32180 


Seq. ID 


OJ991018 


_13. 


0118. 


C7 


Gene No. 


66604 


Strand 


+ 








Start 


10918 


End 


11265 








Name 


OJ991018 13.0118.C7.o3.gs 


Method 


GENSCAN 








Start 


10918 


End 


11265 









32200 



• 



GI none Score .79 

Exons 10918. .11265 



C pi rr Mn 
o c ^ • IN KJ . 






Seq. ID 


OJ991018_ 


i r> n 1 1 P 
1 J . UllO 


. / 




V U U U -J 




Strand 


+ 






Start 


20309 




End 


21740 






Name 


D.TQQ1 m ft 1 ^ HIT ft P7 


. O J . CfS 


Method 


GENSCAN 






Start 


9fno9 — 

jL. \J *J \J Z> 




End 


21740 












Score 


.4 






Exons 


20309. .20310, 20409 


. .21035, 


21117. .21231, 21621. 


.21740 




Seq. No. 


32180 




Seq. ID 


OJ991018_ 


13.0118 


.C7 


Gene No. 


66606 




Strand 


+ 






Start 


25168 




End 


25711 






Name 


OJ991018 13. 0118. C7 


. o2 . gp 


Method 


AAT/GAP 






Start 


25168 




End 


25711 






GI 


51400 1.R1084 




Score 


1028 






Exons 


"25168. .25711 












GI Descrip. 


'4519936/dbj IBAA758 


12.1| 3. 


0e-ll (AB019186) RPR1 


[Oryza 


sativa 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32180 
66607 
44 

OJ991018 
44 

none 

44 . . 478, 



13.0118.C7.ol.gp 



593. .638 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018__13.0118.C7 
638 

AAT/GAP 

638 

901 



Seq. No. 32180 Seq. ID 

Gene No. 66608 Strand 

Start 17828 End 

Name 0 J991 0 1 8_1 3 . 01 1 8 . C7 . o3 . np Method 

Start 17828 End 

GI 3335336 Score 

Exons 17828. . 18158, 20407.. 20518 

GI Descrip. (AC004512) Contains similarity 

from from 

gb| Z29879 



OJ991018_13.0118.C7 

20518 
AAT/NAP 
20518 
238 



to DnaJ gene YM8520.10 gb 1825566 
S. cerevisiae cosmid gb|Z49705. ESTs gb|Z47720 and 
come from this gene. [Arabidopsis thaliana] 



Seq. No. 32180 
Gene No. 66609 
Start 25257 

Name ' OJ991018_13 . 0118 . C7 . o2 . tm 

Start 17830 
GI none 
Exons 17830. 

17833. 

18048. 



17961, 17831. . 17962, 
17961, 18037. .18150, 
18158 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ991018 13. 0118. C7 



27956 

TBLASTX: Maize 
18158 
175 

17832. .17 960, 17832. .17963, 
18041. .18151, 18044 18142, 



Seq. No. 32180 

Gene No. 66609 

Start 25257 

Name OJ991018_13 . 0118 . C7 . o7 . gs 

Start 25257 

GI none 

Exons 25257. .26648 



Seq. ID OJ991018_13.0118.C7 
Strand 

End 27956 

Method GENSCAN 

End 26648 

Score .95 



32201 



Seq. No. 


32180 




Seq. ID 


OJ991018_13.0118 


.C7 


Gene No. 


66609 




Strand 






Start 


25257 




End 


97 9S 6 




ln ctiue 




i 

.Ox. tm 


Mot* h ofS 


TRT QQTY • Ma i 70 




O Lai L 


2 c i?^? ~~ 




PnH 
£4 ii Li 


9 69 61 




GI 


none 




Score 


10S 
X \J *J 




P. von ^ 


25332 25685 25354 


9 S64 7 


25785 262 


61 

\J X 




Seq. No. 


32180 




Seq. ID 


OJ991018_13.0118 


.C7 


Gene No. 


"66609 




Strand 






Start 


25257 




End 


27956 




Name 


OJ9Q1018 1 "3 0118 P7 


ol -re; 


Method 


TBLASTX: Soybean 




Start 


2S13 c i — 
»j j -j *j 




End 


26369 




GI 


none 




Score 


69 




F! von 

i_J AUt I tj 


25335 25682 25447 


9^799 


25737. .26027, 26079.. 26369 




Sea No 


32180 




Seq. ID 


OJ991018_13. 0118 




Gene No. 


66609 




Strand 






Start 


25257 




End 


27956 




Name 


OlTQQI 01 8 13 0118 P7 


. o 1 . t W 


Method 


TBLASTX: Wheat 




Start 


260^Q _ 




End 


26456 




GI 


none 




Score 


177 - 




P v on q 


960^9 96^44 960SS 


9 6^91 


26055. .26345, 2 605 6 .. 2 637 9, 






96^4 964?S 96^Q 


9 6446 

. • U *i *i U , 


96^SS 964 


R6 




C prT M n 

JCtj i IN U . 


^9180 




c pn T n 

OCL] . X U 


D.TQQ1 01 ft 1 ^ 011ft 




Gene No. 


66609 




O L x dlKJ. 






Start 


25257 




End 


27956 




Name 


o.tqqi m 8 i ^ mi 8 ci 

\J\J J Zf X \J X O XJ.UxXO.\^/ 


o 4 no 


Method 


AAT/NAP 




O LCtI L 


961 60 ~~ 




End 


27956 




GI 


S66Q789 




Score 


1666 




P von q 


9 61 60 97QS6 










(~Z T np'jrr'i n 


fAFl 08010^ HvlT.RR? 


T HnrHoi im 
L nui vie LxiiL 


vulgare] 






Seq. No. 


32180 




Seq. ID 


OJ991018_13. 0118 


.C7 


Gene No. 


66609 




Strand 






Start 


25257 




End 


27956 




Name 


O.T991018 1^ 0118 CI 


o ^ fm 


Method 


TBLASTX: Maize 




Start 


26474 _ 




End 


26765 




GI 


none 




Score 


159 




P von <^ 


26474 26644 26485 


. . 26757 , 


26487. .267 


65 




Seq. No. 


32180 




Seq. ID 


OJ991018_13.0118 


.C7 


Gene No. 


66609 




Strand 






Start 


25257 




End 


27956 




Name 


O.TQ91018 1*3 0118 T7 

.7 J* X V X O XO.WXXO.^/ 


O^ 1" «5 


Method 


TBLASTX: Soybean 




Start 


26496 _ 

U *i ^ vJ 




End 


26811 




GI 


none 




Score 


85 






96496 26648 96670 


9 681 0 


26671. .268 


11 




Seq. No. 


32180 




Seq. ID 


OJ991018__13.0118 


. C7 


Gene No. - 


66609 




Strand 






Start 


25257 




End 


27956 




Name 


OJ991018 13. 0118. C7 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


26683 




End 


27022 




GI 


none 




Score 


155 




Exons 


26683. .26790, 26685 


.26921, 


26685. .26921, 26981.. 27022 





32202 




Seq. No. 


32180 


Seq. ID 


OJ991018_13.0118.C7 


Gene No. 


66609 


Strand 




Of art" 


25257 


End 


27956 


Name 


OJ991018 13.0118.C7.o2.ts 


Method 


TBLASTX: Soybean 


°.f a -r f- 

O LdX L 


27102 


End 


27947 


\J X 


none 


Score 


76 




27102. .27386, 27 102 .. 274 04 , 27396 .. 27557 , 27397 .. 274 74 , 




27777 97Q47 






Seq. No. 


32180 


Seq. ID 


OJ991018_13.0118.C7 


uCllC IN . 


66609 


Strand 




O L.dx L 


9 S9 S7 

<L ~J £ ~J 1 


End 


27956 


Name 




Method 


GENSCAN 


Of-a r f 

oldl L 


6 / ODD 


End 


27956 


\J X 


none 


Score 


.76 


Exons 


97 fifif^ 97 

Z / ODD. . Z / j?OD 






Seq. No. 


32181 


Seq. ID 


OJ991018_13.0118.C8 




66610 


Strand 




Qf ar f 
OtalL 


X D *i O 


End 


4879 


Name 


PiTQQI ft 1 Q 1 ^ m 1 Q fm 


Method 


TBLASTX: Maize 


Of a v-f- 


i (T^n 

IDjU 


End 


1984 


PT 


none 


Score 


218 




1£"3n 1 QQQ 1 1 TOO 1£/10 

iDou . . loyy, idj / . . i /o j, xb4Z. 


.1887, 1850. .1984, 1851. .1904 


Seq. No. 


^9 1 R 1 


Seq. ID 


OJ991018_13.0118.C8 




66610 


Strand 




Of a y-f 


1643 


End 


4879 


Name 


OJ991018 13.0118.C8.ol.gs 


Method 


GENSCAN 


Of a y-4- 


1643 


End 


4877 




none 


Score 


.98 


Exons 


1643.. 1970, 3191. .3306, 3421. 


.3521, 4651. .4699, 4824. .4877 


Sea No 


32181 


Seq. ID 


OJ991018_13.0118.C8 


VJ^ilC LIU . 


66610 


Strand 




Start 


1643 


End 


4879 


Name 


OJ991018 13.0118.C8.ol.np 


Method 


AAT/NAP 


u Ldi. L 


1646 


End 


4877 


\j x 


3335336 


Score 


510 


F von c 


1646. .1970, 3191. .3306, 3421. 


.3521, 4 651. .4 693, 4797. .4 877 


\J ± LVC o v^X X L>> . 


(AC004512) . Contains similarity to DnaJ 


gene YM8520.10 gb | 825566 




. from from S. cerevisiae cosmic! gb|Z49705. ESTs gb|Z47720 and 




gb|Z29879 come from this gene 


. [Arabidopsis thaliana] 


Seq. No. 


32181 


Seq. ID 


OJ991018_13.0118.C8 


UCIlC PJvJ . 


66610 


Strand 






1643 


End 


4879 


Name 


OJ991018 13.0118.C8.ol.gp 


Method 


AAT/GAP 


<^f- a r-f- 
o Ccix L 


1763 


End 


3232 


GI 


2797218 


Score 


419 


Exons 


1763. .1970, 3191. .3232 






Seq. No. 


32181 


Seq. ID 


OJ991018_13.0118.C8 


Gene No. 


66610 


Strand 




Start 


1643 


End 


4879 


Name 


OJ991018 13.0118.C8.ol.tc 


Method 


TBLASTX : Cress 



32203 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3191 End . 3523 

none Score 90 

3191. .3304, 3196. .3303, 3418. .3522, 3419. .3523 



32181 
66610 
1643 

OJ991018_13.0118.C8.o2.tm 

3202 

none 

3202.. 3303, 3203.. 3304, 3389, 
4649. .4690, 4822. .4878 



Seq. ID OJ991018_13.0118.C8 
Strand 

End 4 87 9 

Method TBLASTX : Mai ze 

End 4878 

Score 154 

.3523, 3421. .3522, 4641. .4700, 



Seq. No. 32181 Seq. ID 

Gene No. 66610 Strand 

Start 1643 End 

Name OJ991018_13 . 0118 . C8 . o2 . gp Method 

Start 3275 End 

GI 17161_1.R1084 ' Score 

Exons 3275.. 3306, 3421.. 3521, 4651.. 4701, 
GI Descrip. 



OJ991018_13.0118.C8 

4879 
AAT/GAP 
4879 
347 
4825. .4879 



'3335336 3.0e-42 (AC004512) Contains similarity to DnaJ gene 
YM8520.10 gb_825566 from from S. cerevisiae cosmid gb_Z49705. 
ESTs gb_Z47720 and gb_Z29879 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32182 
66611 
1 

OJ991018_13.0118.C9.ol.gp 
1 

17161 1.R1084 



Seq. ID 
Strand 
End * 
Method 
End 
Score 



OJ991018 13. 0118. C9 



2876 
AAT/GAP 
2868 
405 

1..61, 1320. .1411, 2538. .2640, 2818. .2868 

'3335336 3.0e-42 (AC004512) Contains similarity to DnaJ gene 
YM8520.10 gb_825566 from from S. cerevisiae cosmid gb_Z49705. 
ESTs gb_Z47720 and gb_Z29879 come from this gene. [Arabidopsis 
thaliana] ' 



OJ991018 13. 0118. C9 



Seq. No. 32182 Seq. ID _ 

Gene No. 66611 Strand 

Start- 1 End 2876 

Name OJ991018_13 . 0118 . C9 . ol . np Method AAT/NAP 

Start 1 End. 2876 

GI . 3335336 Score 204 

Exons 1..62, 1320 .. 1411, "2538 . . 2661", 2806.. 2876 

GI Descrip. (AC004512) Contains similarity to DnaJ gene YM8520.10 gb|825566 
from from S. cerevisiae cosmid gb|Z49705. ESTs gb|Z47720 and 
gb|Z29879 come from this gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32182 
66611 
1 

OJ991018_13.0118 .C9.ol.gs 
1267 
none 



2876 
GENSCAN 
2876 
.86 

1267. .1285, 1323. .1411, 2538. .2640, 2818. .2876 



Seq. ID OJ991018_13.0118.C9 
Strand 
End 

Method 
End 
Score 



Seq. No. 



32183 



Seq. ID OJ991018 13. 0118. C10 



32204 



Gene No. 


66612 


Strand 


+ 




Start 


1262 


End 


4869 




Name 


OJ991018 13.0118.C10.ol.np 


Method 


AAT/NAP 




Start 


1262 


End 


4869 




GI 


. 6721516 


Score 


573 




Exons 


1262. .1306, 2954. .3194, 3609. 


.3925, 4712. .4869 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3218.3 


Seq. ID 


OJ991018_ 


13 0118 CIO 


Gene No. 


66613 


Strand 


+ 




Start 


13487 


End 


21272 




Name 


OJ991018 13.0118. C10,o3.gs 


Method 


GENSCAN 




Start 


13487 


End 


21272 




GI 


none 


Score 


.41 




Exons 


13487. .13882, 14072 .. 14122, 15489 .. 15642, 18375 


. 18571 , 




18 64 7.. 18739, 20847.. 2 12 72 








Seq. No. 


32183 


Seq. ID 


OJ991018_ 


_13. 0118. C10 


Gene No. 


66614 


Strand 






Start 


1055 


End 


5098 




Name 


OJ991018 13.0118 C10 ol as 


Method 


GENSCAN 




Start 


1055 


End 


5098 




GI 


none 


Score 


.86 




Exons 


1055.. 1389, 2093.. 2399, 2571." 


.2621, 3222.. 3284, 


5013 5098 


Seq. No. 


32183 


Seq. ID 


OJ991018_ 




Gene No. 


66615 


Strand 






Start 


6038 


End 


12238 




Name 


OJ991018 13.0118.C10.o2.gs 


Method 


GENSCAN 




Start 


6038 


End 


12119 




GI 


none 


Score 


.9 




Exons 


6038. .7118, 7249..7367, 7402. 


.7454, 7936. .8074, 


8391. .8556, 




8588. .8656, 9688. .9756, 10279 


. .10535, 


10692. .11097, 1204 6. .12119 


Seq. No. 


32183 


Seq. ID 


OJ991018_ 


13. 0118. C10 


Gene No . 


66615 


Strand 






Start 


6038 


End 


12238 




•Name 


OJ991018 13.0118.C10.o2.np 


Method 


AAT/NAP 




Start 


6119 


End 


10629 




GI ' 


6714304 


Score 


1357 




Exons 


6119. .6936, 6994. .7118, 7249. 


.7324, 7402. .7454, 


9548. .9604, 




. 9688. .9765, 10542. .10629 








GI Descrip. 


(AC013354) F15H18.6 [Arabidopsis thaliana] 




Seq. No. 


32183 


Seq. ID 


OJ991018_ 


13 .0118. C10 


Gene No. 


66615 


Strand 






Start 


6038 


End 


12238 




Name 


OJ991018 13.0118.C10.ol.gp 


Method 


AAT/GAP 




Start 


6168 


End 


6604 




GI 


none 


Score 


874 




Exons 


6168. .6604 








Seq. No. 


32183 


Seq. ID 


OJ991018_ 


13. 0118. C10 


Gene No. 


66615 


Strand 






Start 


6038 


End 


12238 




Name 


OJ991018 13.0118.C10.o3.np 


Method 


AAT/NAP 




Start 


10278 


End 


12238 





32205 



GI 


6714303 


Score 


508 




Exons 


10278. .10535, 10692 .. 11097 , 


12046. . 12238 




GI Descrip. 


(AC013354) .F15HI8.7 [Arabidopsis thaliana] 




Seq. No. 


32183 


Seq. ID 


OJ991018_13.0118 


.C10 


Gene No. 


66616 


' Strand 






Start 


16233 


End 


17782 




Name 


OJ991018 13.0118.C10.o2.gp 


Method 


AAT/GAP 




Start 


16233 


End 


17782 




GI 


LIB34 32-060-P1-K1-F9 


Score 


966 




Exons 


16233. .16320, 17077 17164 , 


17261. .17378, 17541. .17782 




GI Descrip. 


•4521193/dbj IAB0134 50. 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene 


i 






Seq. No. 


32183 


Seq. ID 


OJ991018_13.0118 


.C10 


Gene No. 


66617 


Strand 






Start 


17767 


End 


22297 




Name 


OJ991018 13.0118.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


6077 


End 


7454 




GI 


none 


Score 


1082 




Exons 


6077. .7120, 6150. .6965, 7038 


..7121, 7246. .7323, 7248. .7322, 




7250.. 7327, 7254. .7331, 7394 


..7453, 7403. .7453, 7404. .7454 


Seq. No. 


32183 


Seq. ID 


OJ991018__13.0118 


C10 


Gene No. 


66617 


Strand 






Start 


17767 


End 


22297 




Name 


OJ991018 13.0118.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


6197 


End 


6627 




GI 


none 


Score 


373 




Exons 


6197.. 6625, 6198.. 6626, 6508 


. .6627 






Seq. No. 


32183 


Seq. ID 


OJ991018_13.0118. 


C10 


Gene No. 


66617 


Strand 






Start 


17767 


End 


22297 




Name 


OJ991018 13. 0118 .C10.o3. tc 


Method 


TBLASTX: Cress 




Start 


6629 


End 


6809 




GI 


none 


Score 


115 




Exons 


662 9. . 6808, 6629. . 6808, ' 6630 


. .6809 






Seq. No. 


32183 


Seq. ID 


OJ991018JL3.0118. 


C10 


Gene No. 


66617 


Strand 






Start 


17767 


End 


22297 




Name . 


OJ991018 13-: 0-118. C10. ol.ts 


Method 


TBLASTX : Soybean 




Start 


6753 


End 


6.952 




GI 


none 


Score 


182 




Exons 


6753.. 6917, 6764.. 6952, 6799 


. .6933 






Seq. No. 


32183 


Seq. ID 


OJ991018JL3.0118. 


C10 


Gene No. 


66617 


Strand 






Start 


17767 


End 


22297 




Name 


OJ991018 13.0118.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10870 


End. 


12227 




GI 


none 


Score 


196 




Exons 


10870. .11100, 10878. . 1114 7, 12034. .12222, 1204 6. .12219, 






12048 . . 1222/ 








Seq. No. 


32183 


Seq. ID 


OJ991018_13.0118. 


C10 



32206 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



66617 Strand 

17767 End 

OJ991018_13. 0118. CIO. o2.tc Method 

10954 End 

none Score 



22297 

TBLASTX : Cress 

12253 

35 



10954. .10989, 11007 .. 11099, 11039 .. 11098, 1204 6 .. 12237 , 
12051. .12236, 12089.. 12253 



Seq. No . 


32183 


Seq. ID 


OJ991018_13.0118 


Gene No. 


66617 


Strand 




Start 


17767 


End 


22297 


Name 


OJ991018 13-0118. C10. o2.ts 


Method 


TBLASTX: Soybean 


Start 


12046 


End 


12222 


GI 


none 


Score 


193 


Exons 


1204 6. .12219, 1204 8. .12218, 


12049. . 12222 


Seq. No. 


32183 ,:; >-- 


Seq. ID 


OJ991018_13.0118 


Gene No. 


66617 


Strand 




Start 


17767 


End 


22297 


Name 


OJ991018 13. 0118. CIO. o4 . np 


Method 


AAT/NAP 


Start 


17767 


End 


19315 


GI 


5880692 


Score 


123 


Exons 


17767. .17796, 19147. .19315 






GI Descrip.' 


(AF137379) apocytochrome b6 


of cytochrome b6/f complex 




[Nephroselmis olivacea] 







Seq. No. 32183 Seq. ID OJ991018_13 . 0118 . C10 

Gene No. 66617 Strand 

Start 17767 End 22297 

Name OJ991018_13 . 0118 . C10 . o5 . np Method AAT/NAP 

Start 18643 End 22297 

GI 5295950 Score 576 

Exons 18643. .18699, 20886 .. 21265 , 22244.. 22297 

GI Descrip. (AB026295) EST AU066268 (S5980) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


32183 




Seq. ID 


OJ991018_13.0118 


Gene No. 


66617 : ' : 




Strand 




Start 


17767 




End 


22297 


Name 


OJ991018 13. 0118. C10. 


o3 . t s 


Method 


TBLASTX : Soybean 


Start 


19126 




End 


19427 


GI 


none 




Score 


46 


Exons 


19126. .19155, 19127.. 


19165, 


19150. .19212, 19151. .19222, 




19212. .19244, 19246.. 


19395, 


19247. .19339, 19334 .. 19393, 




19335. .19427, 19381. . 


19407 







Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



32183 Seq. ID 

66617 Strand 

17767 End 

OJ991018_13. 0118. C10. o4 .tc Method 

19150 End 

none Score 



OJ991018_13. 0118. C10 
22297 

TBLASTX: Cress 

19390 

74 



19150. .19212, 19151. . 19222, 19212 .. 19244 , 192 14 .. 1924 6, 
19246. .19323, 19247 .. 19321, 19334 .. 19387 , 19334. .19390 



32183 
66617 



Seq. ID OJ991018__13. 0118. C10 
Strand 



32207 



Start 17767 End 22297 

Name OJ991018_13 . 0118 . CIO . o3 . gp Method AAT/GAP 

Start 20218 End 20529 

GI LIB3475-011-P1-K1-B8 Score 576 

Exons 20218. .20529 

GI Descrip. ' 5295936/dbj | AB02 6295 . 2 | AB026295 1.0e-140 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence* 



Seq. No. 32183 

Gene No. 66617 

Start 17767 

Name OJ991018_13 . 0118 . C10 . o4 . gp 

Start 20775 

GI LIB34 33-037-P1-K1-H5 

Exons 20775. .21185 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 9.0e-92 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



Seq. ID' OJ991018_13. 0118. C10 
Strand 

End 22297 

Method AAT/GAP 

End 21185 

Score 766 



Seq. No. 32184 

Gene No. 66618 

Start 1 

Name OJ991018_13 . 0118 . Cll . ol . np 

Start 1 

GI 6598399' 

Exons 1. . 110, " 1031. .3148 

GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ991018_13. 0118. Cll 
Strand 

End 3148 

Method AAT/NAP 

End 3148 

Score 1249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32184 
66618 
1 

OJ991018_13. 0118. Cll. ol.gs 

480 

none 



Seq. ID OJ991018_13. 0118. Cll 
Strand 

End 3148 

Method GENSCAN 

End 3078 

Score .58 



480. .556, 682. .773, 1172. .1261, 1823. .1976, 2094. .2199, 
2551. .2724, 2791. .2853, 2887. .3078 



Seq. No. 32184 

Gene No. 66618 

Start 1 

Name OJ991018_13 . 0118 . Cll . o3 . tw 

Start 857 

GI none 

Exons "' 857. .1240, '100.8. .1211 

Seq. No. 32184 

Gene No. 66618 

Start 1 

Name OJ991018_13 . 0118 . Cll . o4 . tw 

Start 1603 

GI none 

Exons 1603.. 1785, 1604.. 1771 

Seq. No. 32184 

Gene No. 66618 

Start 1 

Name - OJ991018 13 . 0118 . Cll . ol . tm 



Seq. ID OJ991018_13. 0118. Cll 
Strand 

End 3148 

Method TBLASTX : Wheat 

End 124 0 

Score. ' 108 



Seq. ID OJ991018_13. 0118. Cll 
Strand 

End 3148 

Method TBLASTX : Wheat 

End 1785 

Score 62 



Seq. ID OJ991018. 13. 0118. Cll 
Strand 

End 3148 

Method TBLASTX : Mai ze 



32208 



Start 


1642 








End 


2022 




GI 


none 








Score 


140 




Exons 


1642. .2022, 


1655 


. . 2020 










Seq. No. 


32184 








Seq. ID 


OJ991018_13.0118 


.Cll 


Gene No. 


66618 








Strand 






Start 


1 








End 


3148 




Name 


OJ991018 13 


. 0118 


.Cll .ol 


. ts 


Method 






Start 


1669 ~ 








End 


2088 




GI 


none 








Score 


73 




Exons 


1669. . 1881, 


1739 


. . 1882, 


1903. 


.2088 






Seq. No. 


32184 








Seq. ID 


OJ991018_13.0118 


.Cll 


Gene No. 


66618 








Strand 






Start 


1 








End 


3148 




Name 


OJ991018 13 


.0118 


.Cll .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1793 ~~ 








End 


2209 




GI 


none 








Score 


44 




Exons 


1793. . 1855, 


1825 


. .2208, 


1837 . 


.2157, 1853. .2209 




Seq. No. 


32184 








Seq. ID 


OJ991018_13.0118 


.Cll 


Gene No. 


66618 








Strand 






Start 


1 








End 


3148 




Name 


OJ991018 13 


. 0118 


Cll .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2335' ~ 








End 


2805 




GI 


none 








Score 


76 




Exons 


2335. .2616, 


.2384 


.2443, 


2512. 


.2610, 26 


44. .2805 




Seq. No. 


32184 








Seq. ID 


OJ991018_13.0118 


.Cll 


Gene No. 


66618 








Strand 






Start 


1 








End 


3148 




Name 


OJ991018 13 


0118 . 


Cll . o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


2356 ~ 








End 


2616 




GI 


none 








Score 


184 




Exons 


2356. .2616 














Seq. No. 


32184 








Seq. ID 


OJ991018_13.0118 


.Cll 


Gene No. 


66618 








Strand 






Start 


1 








End 


3148 




Name 


OJ991018 13. 


0118 . 


Cll . ol 


tw 


Method 


TBLASTX: Wheat 




Start 


2380 ~~ 








End 


2760 




GI 


none 








Score 


141 




Exons 


2380 . . 2547, 


2381 . 


. 2548, 


254 0,. 


.2758, . 25 


40. .2743, ;2542. .2760 


Seq. No. 


32185 








Seq. ID 


OJ991018_13.0118 


.C12 


Gene No. 


66619 








Strand 


+ 




Start 


4981 








End 


5870 




Name 


OJ991018 13. 


0118. 


C12.o3. 


np 


Method 


AAT/NAP 




Start 


4867 








End 


5870 




GI 


5852173 








Score 


461 




Exons 


4867. .5870 














GI Descrip. 


(AL117265) zhb0003.1 [Oryza sativa] 






Seq. No. 


32185 








Seq. ID 


OJ991018 13.0118 


■ C12 


Gene No. 


66619 








Strand 


+ 




Start 


4981 








End 


5870 




Name 


OJ991018 13. 


0118. 


C12.o2. 


gs 


Method 


GENSCAN 





32209 



Start 


4981 






Hi 1 l\J. 


J040 




GI 


none 






OLUI C 


• o o 




Exons 


4981 . . 5848 












•Seq. No. 


32186 






Seq. ID 


OJ991018_13.0118 


.C13 


Gene No . 


66620 






Strand 


+ 




Start 


241 






End 


1058 




Name 


OJ991018 13, 


.0118.C13.ol 


.gs 


Method 






Start 


241 






End 


XU JO 




GI 


none 






Score 






Exons 


241. .309, 659. .763, 1029. .1058 






Seq. No. 


32186 






Seq. ID 


OJ991018_13.0118 


.C13 


Gene No. 


66621 






Strand 


+ 




Start 


4776 






End 


10505 




Name 


OJ991018 13. 


0118.C13.o2 


. tm 


Method 






Start 


3057 






End 


770? 




GI 


none 






Score 


272 




Exons 


3057. .3302, 


3072. .3302 










Seq. No. 


32186 






Seq. ID 


O.TQQI 01 Pt 17 01 1 R 


.C13 


Gene No. 


66621 






Strand 


+ ~~ 




Start 


4776 






End 


10505 




Name 


OJ991018 13. 


0118.C13.ol, 


.tm 


Method 


TRT.A^TX * Ma i 7f=i 
± Dlinu l /\ . L JaX 6C 




Start 


3401 






End 






GI 


none 






Score 


7 1 




Exons 


3401. .3472, 


7835. .7888, 


7889. 


.8116, 78 


QO ft 1 ? Q 7fl Q7 Q 

7W i • OIL / O 3 J • • O 


1 9Q 




8133. .8213, 


8133. .8213 








Seq. No. 


32186 






Seq. ID 


d.tqqi m fi 17 mifi 


P1 7 


Gene No. 


66621 






Strand 


+ ~ 




Start 


4776 






End 


10505 




Name 


OJ991018 13. 


0118.C13.ol. 


.np 


Method 


AAT /NAP 




Start 


4776 






End 


/ H \J 




GI 


6815109 






Score 


X _? Zf c. 




Exons 


4776. .4815, 


6125. .7462 










GI Descrip . 


(AP001081) hypothetical 


protein [Oryza 


oa i — l v d J ■ 




Seq. No. 


32186 






Seq. ID 


o.tqqi mfi 17 niift 


n 7 


Gene No. 


66621 






Strand 


+ ~~ 




Start 


4776 






End 


10505 




Name 


OJ991018 13. 


0118.C13.o2. 


np 


Method 


AAT /NAP 




Start 


6602 






End 


.10505 




GI 


421954 ' 






Score 


595 




Exons 


6602. .6648, 


7856. .8755, 


10483 


. . 10505 






GI Descrip. 


hypothetical 


protein 3 - 


- potato transposon Tstl 






gi| 21433 |emb|CAA36615| ( 


;X52387) ORF3 [Solanum tuberosum; 


i 
J 


Seq. "No. 


32186 






Seq. ID 


OJ991018__13.0118 


.C13 


Gene No. 


66621 






Strand 


+ 




Start 


4776 






End 


10505 




Name 


OJ991018 13. 


0118.C13.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8064 






End 


8457 




GI 


none 






Score 


84 




Exons 


8064 . .8150, 


8160. .8339, 


8341. . 


.8457 






Seq. No. 


32186 






Seq. ID 


OJ991018 13.0118 


.C13 



32210 




Gene No. 


66621 


Strand 


+ 




o Lai L 


4 77 6 


End 


10505 




Name 


n tqqi m p i"} m i p pi ^ -t-w 


Method 


TBLASTX: Wheat 




O L cl X L 


ft 07 ^ ~~ 


End 


8721 




O X 


none 


Score 


146 




LiAUl 1 0 


R07? R^fi ft^R ftdQQ pm R 


.8604, 8599. .8721 




Seq. No. 


32186 ■ 


Seq. ID 


OJ991018_13.0118 


.C13 


Gene No . 


66621 


Strand 


+ 




Start 


4776 


End 


10505 






o.tqqi m ft i ^ m i ft pi ^ o^ t-m 


Method 


TBLASTX: Maize 




o l ci x l 


O J _7 


End 


8676 






1 1U1 ic 


Score 


56 




Hi A J 1 1 0 


R?SQ ft?^ ft^Oft ftRQ 1 ^ ft611 


.8676 






Seq. No. 


32186 


Seq. ID 


OJ991018 13.0118 


.C13 


Gene No. 


66621 


Strand 


+ 




Start 


477 6 


End 


10505 




Name 


O.TQQI 01 ft 1 ^ 011ft PI ^ a1 i-n 


Method 


TBLASTX: Cress 




Cf a rt 
J L Ct J- L 


ft ^0 1 — 

U JU1 


End 


8736 




P.T 

O 1 


none 


Score 


38 




III AO 1 lO 


ft^OI ft ^ ^ Q ft 1. ^ ^ Q ^ /l 1 QQ/n 
O JU1 . . Ojjj, Ojjj . . Oj'iI, OJ4U. 


.8576, 8563. .8736 






^91 ft7 


Seq. ID 


OJ991018_13.0118 


. LI 4 


Gene No. 


66622 


Strand 






Start 


1 


End 


952 




Name 


OJ991018 13. 0118.C14 .ol.np 


Method 


AAT/NAP 




O L a. I. L 


1 


End 


952 




\J X 


2707336 


Score 


78 




ijAUilO 


1..49, 371. .517, 809. .952 










(AF037442) histone acetyltransf erase [Arabidopsis thaliana] 


Cprr Kin 


32188 


Seq. ID 


OJ991018_13.0118 


C15 


Gpnp No 


66623 


Strand 


+ 




Start 


1 


End 


4917 




Name 


OJ991018 13. 0118. C15. ol.np . 


Method 


AAT/NAP 




Start 


1 


End 


1947 




yj x 


421954 


Score 


70 






1..31, 1730. .1947 








P.T Pica q t 
ox ucoLi • 


hypothetical protein 3 - potato transposon Tstl 






gil 21433 | emb | CAA36615 | (X52387) 0RF3 [Solanum tuberosum] 




uC^.. LNL> . 


32188 ■ , . 


.Seq. IP , 


.OJ991018_13. 0118 . 


CI 5 


Gene No. 


66623 


Strand 


+ 




Start 


1 


End 


4917 




Name 


OJ991018 13.0118.C15.o2.np 


Method 


AAT/NAP 




o l&x L 


1529 


End 


4917 




O X 


5091513 


Score 


791 




F von c: 


1529. .1567, 4339. .4917 








OX Ucbtlip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


32188 


Seq. ID 


OJ991018_13.0118. 


C15 


Gene No. 


66623 


Strand 


+ 




Start 


1 


End 


4917 




Name 


OJ991018 13.0118.C15.ol.gp 


Method 


AAT/GAP 




Start 


3615 


End 


3732 




GI 


5816518 


Score 


158 





32211 




Exons 3615.. 3732 

GI Descrip. 4 521193/dbj | ABO 134 50 . 1 1 ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



o e q . NO. 


^91 flfi 
jZIOO 


Seq. ID 


OJ991018_13 


.0118 


.C15 


bene no. 


DDuZ J 


Strand 


+ 






o tar u 


-1 

X 


End 


4917 






Name 


' n tqqi m p i ^ niiQ pi c ■. • 

UjyyiUlo 1 j, Ullo . LID . QZ . y p 


Method 


AAT/GAP 






otaiL 


j / 4U ; 


End 


3968 






bl 


J / Dliol 


Score 


339 






Exons 


3740. .3968 










GI Descrip.. 


4 521193/dbj | AB0134 50 . 1 | AB0134 


50 1.0e-99 Oryza sativa DNA, 




biiuiidi bcquence to trio yens 










beq . wo . 


JZloo 


Seq. ID 


OJ991018_13 , 


. 0118 


.C15 


bene wo . 


DODZj 


Strand 


+ 








1 
1 


' End 


4 917 






Name 


n tqqi m q i"5 n i i q pi i; A o z-ie 


Method 


GEN SCAN 






otart 


4036 


End 


4892 






GI 


none 


Score 


.6 






Exons 


4036. .4059, 4339. .4892 










beq. no. 


32189 


Seq. -ID 


OJ991018_13 . 


, 0118 


,C16 


Gene No . 


66624 


Strand 


+ 






otart 


1 


End 


3029 






Name 


OJ991018 13.0118.C16..ol.np 


Method 


AAT/NAP 






btart 


1 


End 


3029 






GI 


5091513 


Score 


1145 






Exons 


1..312, 1066. .1834, 1941. .2093, 2815.. 


3029 






bi uescr xp . 


(AB023482) Hypothetical protein [Oryza 


sativa] 






beq. no. 


32189 


Seq. ID 


OJ991018_13 . 


,0118 


.C16 


bene no . 


66624 


Strand 


+ 






bLart 


1 


End 


3029 






Name 


OJ991018 13.0118.C16.o2.gs 


Method 


GEN SCAN 






Start 


2663 ' 


End 


2818 






GI 


none 


Score 


.68 






Exons 


2663. .2818 










beq. no. 


32190 


Seq. ID 


OJ991018_13. 


,0118 


.C19 


bene no . 


66625 


Strand 


+ 






btart 


461 


End 


881 






Name .... 


OJ991018 i3..0118.C19.ol.gs 


Method 


GENSCAN 






b car l 


4 6i 


End 


881 






ul 


none 


Score 


.96 






TTynn <^ 

1— 1 AV^>1 1 o 


461. .881 










Seq. No. 


32190 


Seq. ID 


OJ991018_13. 


0118 


.C19 


Gene No. 


66626 


Strand 








Start 


537 


End 


906 






Name 


OJ991018 13.0118.C19.ol.np 


Method 


AAT/NAP 






Start 


537 


End 


906 






GI 


5091512 


Score 


546 






Exons 


537. .906 










GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


protein 




gene, complete cds. (M11926) [Oryza sativa] 







32212 



Con Mo 


^91 Q1 




oeq. lu 


o TQ Q 1 HI <3 


Gene No. 


66627 




Strand 




Start 


1 




End 


680 


Name 


OJ991018 


_13.0118.C20.ol.np 


Method 


a a t / m Zi d 


OLQi L 


1 

X 




End 


ton 

DO U 


GI 


ju ji j 




Score 


Q A Q 

OHO 


P von q 

£j AUHO 


1 . .680 








VJ J- L-' O ^ J- JLL/ * 


( AB02348 


2) Hypothetical protein [Oryza 


sat i va J 


Seq. No. 


32191 




Seq. ID 


OJ991018 


Gene No. 


66627 




Strand 




Start 


1 




End 


U O \J 


Name 


J ^ X W X o 


_13.0118.C20.ol.gs 


Method 






73 




End 


££9 


GI 


none 




Score 


S9 


F" von q 


7 3 66? 










-J Z. X _7 Z, 




Seq. ID 


o TQ Q 1 1 AO 


Gene No . 


66628 




Strand 


+ 


Start 


1 




End 


2435 


Name 


OJ991108 


_15.0125.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1116 


GI 


4680186 




Score 


210 


Exons 


1. .278, 


912. .1116 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 



Seq. No. 32192 Seq. ID 

Gene No. 66628 Strand 

Start 1 End 

Name OJ991108_15 . 0125 . CI . ol . gs Method 

Start 1005 End 

GI none Score 

Exons 1005.. 1141, 1805.. 2435 



OJ991108_15.0125.C1 
+ 

2435 
GENSCAN 
2435 
.67 



Seq. No. 


32192 




Seq. ID 


OJ991108 


15.0125 


.CI 


Gene No. 


66629 




Strand 


+ 






Start 


15044 




End 


17339 






Name 


OJ991108 15. 0125. CI 


. o3 . gs 


Method 


GENSCAN 






Start 


15044 




End ■ 


17339 






GI 


none 




Score 


.74 






Exons 


15044. .15564, 15658 


.15881, 


15966. .16161, 16188. 


.16615, 






16686. .16951, 17049 


. 17339 










Seq. No. 


32192 




Seq. ID 


OJ991108_ 


15.0125 


CI 


Gene No. 


66630 




Strand 


+ 






Start 


18745 




End 


20061 






Name 


OJ991108 15. 0125. CI 


o4 . gs 


Method 


GENSCAN 






Start 


18745 




End 


20061 






GI 


none 




Score 


.63 






Exons 


18745. .18768, 18820 


.19020, 


19660. .19743, 19873. 


.20061 




Seq. No. 


32192 




Seq. ID 


OJ991108_ 


15.0125. 


CI 


Gene No. 


66631 




Strand 


+ 






Start 


22491 




End 


24302 






Name 


OJ991108 15. 0125. CI. 


o5 . gs 


Method 


GENSCAN 






Start 


22491 




End 


24302 






GI 


none 




Score 


.73 







32213 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22491. .22551, 23471 .. 23560, 24136.. 24302 



32192 
66632 
26720 
OJ991108 
26720 
322755 
26720. 
29407. 
pistil 



15.0125.Cl.o5.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_ 
+ 

30868 ' 
AAT/NAP 
29440 
75 



15.0125. CI* 



26751, 27207. .27404, 27636 .. 27667, 277 12 .. 27747 , 
29440 

extensin-like protein (clone pMG04) - common tobacco 
(fragment) gi | 19919 | emb | CAA78398 | (Z14020) Pistil extensin like 
protein, partial CDS only [Nicotiana tabacum] 



Seq. No. 


32192 




Seq. ID 


OJ991108 


_15.0125 


.CI 


bene lno . 


66632 




Strand 


+ 






o car u 


26720 




End 


30868 






Name 


OJ991108 15.0125.Cl.o7.gs 


Method 


GENSCAN 








27351 




End 


28234 








none 




Score 


.89 






Exons 


27351. . 


27706, 27799. .27890, 


27936. .28234 






Seq. No. 


32192 




Seq. ID 


OJ991108 


_15.0125 


.CI 


bene lno . 


66632 




Strand 


+ 






btart 


26720 




End 


30868 






Name 


OJ991108 15.0125.Cl.o7.np 


Method 


AAT/NAP 






Of arf 

o tar u 


28807 




End 


30868 








6721561 


Score 


138 






HjXons 


28807. . 


28896, 30847.. 30868 










bi uescrip. 


(AP001073) EST AU082058 (C12976) corresponds to 


a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gil 681508 6(dbj IBAA90372.1 | 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; 


hypothetical 




protein 


[Oryza sativa] 










o e q . in o . 


32192 




Seq. ID 


OJ991108 


_15.0125 


CI 


bene ino . 


66633 




Strand 


+ 






Start 


36213 




End 


40991 






Name 


OJ991108 15.0125.Cl.ol0.gs 


Method 


GENSCAN 






Start 


36213 




End 


40991 






GI 


none 




Score 


.53 






Exons 


36213. . 


36638, 37252. .37329, 


37998. .38135, 40911 


. . 40991 




Seq. No. 


32192 




Seq. ID 


OJ991108 


_15.0125. 


CI " ' 


Gene No. 


66634 




. Strand 


+ 






Start 


45009 




End 


48915 






Name 


OJ991108 15.0125.Cl.ol2.gs 


Method 


GENSCAN 






Start 


45009 




. End 


46942 






GI 


none 




Score 


.58 






Exons 


45009. . 


45038, 45091. .45167, 


45243. .457 


87, 46497 


. .46538, 






46932. . 


46942 










Seq. No. 


32192 




Seq. ID 


OJ991108_ 


_15.0125. 


CI 


Gene No. 


66634 




Strand 


+ ■ 






Start 


45009 




End 


48915 






Name 


OJ991108 15.0125.Cl.o9.np 


Method 


AAT/NAP 






Start 


45645 




End 


48915 







32214 



# • 

GI 6498441 Score 82 

Exons 45645. .45873, 48882.. 48915 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No ? 32192 Seq. ID OJ991108_15 . 0125 . CI 

Gene No. • 66635 Strand 

Start 660 End 1045 

Name OJ991108_15 . 0125 . CI . ol . gp Method AAT/GAP 

Start 660 End 1045 

GI uC-osflcyp033a04bl Score 633 

Exons 660.. 1045 

GI Descrip. ■ 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32192 
66636 
3114 

OJ991108 

3114 

none 



15.0125.Cl.o2.gs 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 14655 

Method GEN SCAN 

End 14655 

Score .56 



3114. .3896, 3987. .4191, 4923. .5219, 5931. .7849, 7909. .9231, 
11302. .11369, 1324 4. .13310, 14593. .14 655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32192 
66636 
3114 

OJ991108_15. 0125.Cl.o2.np 

5990 
4680203 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 14655 

Method AAT/NAP 

End 10635 

Score 1654 



5990. .6841, 7118. .7342, 7499. .9231, 10585. .10635 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 


32192 


Seq. ID 


OJ991108_15 


.0125 


.CI 


Gene No. 


66636 


Strand 








Start 


3114 


End 


14655 






Name 


OJ991108 15.0125.Cl.o3.np 


Method 


AAT/NAP 






Start 


9083 


End 


12364 






GI 


6967113 


Score 


591 






Exons 


9083. . 9114, 11013. . 12364 










GI Descrip. 


(AL138652) putative protein 


[Arabidops 


is thaliana] 






Seq. No. 


32192 


Seq. ID 


OJ991108JL5 


0125 


.CI 


Gene No. 


66637 


Strand 








Start 


21541 


End 


26725 






Name 


OJ991108 15.0125.Cl.o4.np 


Method 


AAT/NAP 






Start 


21541 


End 


26457 






GI 


4206306 


Score 


1511 






Exons 


21541. .21594, 24215. .26457 - 










GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


32192 


Seq. ID 


OJ991108_15. 


0125 


.CI 


Gene No. 


66637 


Strand 








Start 


21541 


End 


26725 






Name 


OJ991108 15.0125.Cl.o6.gs 


Method 


GENSCAN 






Start 


24408 


End 


26725 







32215 




GI 


none 


Score 


. 66. 






TTvnnQ 

l—i *\. \J 1 1 o 


9440R 9^010 9R107 9^908 


25587. .25688, 25718 


. . Z DZ / O , 






9 fid OR 9 £7 9 ^ 










tD c « i\ y*j • 


?91 Q9 

*J JL Z> *L 


Seq. ID 


OJ991108_ 




. Ci 


Gene No. 


66638 


Strand 








Start 


28685 


End 


33738 






Name 


OJ991 1 08 IS 01 9 S PI nfi nn 


Method 


AAT/NAP 






O Lai L 


9R6RS ~~ 


End 


32735 






\J X 


4 fifiOl R ? 


Score 


122 






Hi AU1 lO 


9R6RS 9R776 9RQ0S 9RQR4 


32640. .32735 








Irtc iii /u gay poi proLein 


[Oryza sativa subsp. 


mdica] 




Cprr Kin 


^91 Q9 


Seq. ID 


OJ991108_ 




. CI 


Gene No. 


66638 


Strand 








Start 


28685 


End 


33738 






Name 


OJ991108 15.0125.Cl.o8.np 


Method 


AAT/NAP 






O UGiX L. 


2894 5 


End 


32267 






\J X 


6721512 


Score 


76 






Fvr>nc 

DAUll O 


28945. .29077, 30229 .. 30477 , 


32238. .32267 






OX L/C O L> J L^/ • 


(AP001072) hypothetical protein [Oryza 


sativa] 






O t! . LN (J . 


32192 


Seq. ID 


OJ991108_ 


1 C A1 OC 

1 D . U IZO 


. CI 


Gene No. 


66638 


Strand 








Start 


28685 


End 


33738 






LN dlLlC- 


OJ991108 15.0125.Cl.o8.gs 


Method 


GENSCAN 






OCdlL 


29584 


End 


33738 






r; t 
o x 


none 


Score 


.48 






£jAU1 1 o 


29584. .29675, 30012 .. 3007 1, 


31427. .314* 


37, 33204, 








33610. .33738 










Seq. No. 


32192 


Seq. ID 


OJ991108_ 


_15.0125 


-CI 


Gene No. 


66639 


Strand 








Start 


35232 


End 


35479 






Name 


OJ991108 15.0125.Cl.o9.gs 


Method 


GENSCAN 








35232 


End 


35479 








none 


Score 


.9 








35232. .35350, 35374.. 35479 










Con Mn 


32192 


Seq. ID 


OJ991108_ 


JL5.0I25. 


. CI 


Gene No. 


66640 


Strand 








Start 


42476 


End 


44162 






Name 


OJ991108 15. .0125. CI. oil. gs 


. Method 


GENSCAN- 






C-j- -a r f- 
O Lai L. 


42476 


End " 


44162 








none 


Score 


.58 






P von q 


42476. .42932, 43032 .. 43128, 


43168. .43302, 43881. 


.43937, 






4 394 6. .44 027, 4 4103. .44162 








Seq. No. 


32192 


Seq. ID 


OJ991108_ 


15.0125. 


CI 


Gene No. 


66641 


Strand 








Start 


48512 


End 


48788 






Name 


OJ991108 15.0125.Cl.o5.ts 


Method 


TBLASTX : Soybean 




Start 


6035 


End 


6247 






GI 


none 


Score 


90 






Exons 


6035. .6247, 6089. .6247 










Seq. No. 


32192 


Seq. ID 


OJ991108_ 


15.0125. 


CI 



32216 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



66641 
48512 

OJ991108_15. 

6095 

none 

6095. . 6196, 
6321. .6503, 

32192 
66641 
48512 

OJ991108_15. 

6329 

none 

6329. . 6436, 

32192 
66641 
48512 

OJ991108_15. 

6512 

none 

6512. . 6937, 

32192 
66641 
48512 

OJ991108_15. 

6869 

none 

6869. .7183, 

32192 
66641 
48512 

OJ991108_15. 

7960 

none 

7960. .8142, 

32192 
66641 
48512 

OJ991108_15: 

8047 

none 

8047. .8379, 

32192 
66641 
48512 

OJ991108_15. 

8068 

none 

8068. .8283, 



0125.Cl.ol.tw 



6102. .6194, 6198. 
6512.. 7228, 6600. 



,0125.Cl.o7.tm 
6330. .6437, 6449. 

0125.Cl.ol.tc 
6600. .6929 

0125.Cl.o2.tm 
6870. .7184, 7184. 

0125.Cl.o9. tw 
8006. .8143 

0125.Cl.o2.tc 
8102. .8203, 8243. 

0125. CI. 06. tin 
8078. .8269, 8112. 



Strand 
End 

Method 

End 

Score 



48788 

TBLASTX: Wheat 

7228 

58 



.6317, 6227.. 6328, 6305. .6493, 
.7175 

Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX : Maize 

End 6619 

Score 104 
.6619, 6455.. 6571 

Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX : Cress 

End 6937 

Score 128 



Seq. ID OJ991108_15.0125.C1 
Strand 

48788 

TBLASTX: Maize 
7252 
266 



End 

Method 
End 
Score 
.7252 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX : Wheat 

End 814 3 

Score 116 



Seq. ID OJ991108_15.0125.C1 
Strand 

48788 

TBLASTX: Cress 
8379 
77 



End 

Method 
End 
Score 
.8293 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX : Mai ze 

End 8283 

Score 200: 
.8273 r *' 



Seq. No. 



32192 



Seq. ID OJ991108 15. 0125. CI 



32217 



Gene No. 


66641 


Strand 




Of 3 -yf 

o tar u 


H O D ±/L 


bna 


A Q H Q Q 

4 o / o o 


Name 


ujyyiiuo io.Uizo.Li.o4.ts 


Metnoa 


TBLASTX : Soybean 


btart 


Q1 OQ 


T-> _ _J 

hna 


o 4 U 3 


C T 


none 


Score 


1 T A 

114 


Exons 








Q ft K1 /-\ 

oeq . JNO . 


32192 


Seq. ID 


OJ991108_15.0125.C1 


Gene No. 


66641 


Strand 




Start 


48512 


End 


48788 


Name 


OJ991108 15.0125.Cl.o3.tw 


Method 


TBLASTX: Wheat 


Cf 3 >-f 


8143 


End 


8736 


PT 


none 


Score 


61 




8143. .8268, 8144. .8251, 8272. .8388, 8287. .8385, 8444. .8578, 




8446. .8736, 8557. .8688 






Seq. No. 


32192 


Seq. ID 


vjjyyuuo lo.uizo.ti 


Gene No. 


66641 


Strand 






48512 


End 


A Q 1 Q Q 
4 O / 0 Cf 


Name 


OJ991108 15.0125.Cl.ol.ts 


Method 


TBLASTX: Soybean 




8446 


End 


8718 


Ul 


none 


Score 


y 4 


Exons 


8446..8718, 8453. .8701 






beq. no. 


32192 


Seq. ID 


A TQQ1 1 f^o i c nioc /-"I 

Ujyyiiuo io.uizo.ci 


Gene No. 


66641 


Strand 




Start 


48512 


End 


/ o n o o 
4 o / o o 


Name 


OJ991108 15.0125.Cl.o8.tm 


Method 


TBLASTX: Maize 


Cf 3 vf 


9955 


End 


10287 


C T 
Lil 


none 


Score 


102 


Exons 


9955. .9993, 9994. .10095, 10091. .1027 9, 


10100. . 10231, 




10105. .10287 






Seq. No. 


32192 


Seq. ID 


OJ991108_15.0125.C1 


Gene No. 


66641 


Strand 




Cf a y-4- 


48512 


End 


48788 


Name 


OJ991108 15.0125.Cl.o4.tw 


Method 


TBLASTX: Wheat 


o t am 


10366 


End 


10734 


C T 


none 


Score 


' 114 


Exons 


10366. . 10653, 10366.. 10734 






Seq. No. 


32192 


Seq. ID 


OJ991108_15.0125.C1 


Gene No. 


..66641 


Strand 




^ r-T- 

O L d-L T_ 


" 48512' 


End 


48788 


Name 


OJ991108 15.0125.Cl.o5.tm 


Method 


TBLASTX : Maize 


Of 3 rf 


10459 


End 


10938 


PT 


none 


Score 


73 


Exons 


10459. . 10545, 10558 .. 10842, 


10712. .10888, 10912.. 10938 


OcLj. IN U . 


32192 


Seq. ID 


OJ991108_15.0125.C1 


Gene No. 


66641 


Strand 




Start 


48512 


End 


48788 


Name 


OJ991108 15.0125.Cl.o7.tw 


Method 


TBLASTX: Wheat 


Start 


10981 


End 


11386 


GI 


none 


Score 


143 


Exons 


10981. . 11019, 11026. .11169, 


11186. .11386 



32218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32192 
66641 
48512 

OJ991108_15.0125.C1. 

11011 

none 

11011. .11196, 11183, 



Seq. ID OJ991108_15.0125.C1 
Strand 

48788 

TBLASTX : Soybean 
11536 
107 



End 

Method 
End 
Score 



o2. ts 

.11410, 11199. .11420, 11480. .11536 



32192 
66641 
48512 

OJ991108_15. 0125.Cl.ol.tm 
11139 
none 

11139. . 11414, 11186. .12103, 114 81 . . 11747 , 11822. .12064, 
11886. .12080 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX: Maize 

End 12103 

Score 87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32192 
66641 
48512 

OJ991108_15.0125.Cl.ol0.tw 

11393 

none 

11393. .11473, 114 65. .11617, 
11639. .11740, 17128. .17196 

32192 
66641 
48512 

OJ991108_15.0125.Cl.o6.tw 

11741 

none 

11741. .12037, 11811. .12017 

32192 
66641 
48512 

OJ991108_15.0125.Cl.o9.tm 

12188 

none 

12188. .1237 9, 12195. . 12362 



32192 
66641 
48512 

OJ991108_15.0125.C1, 

24444 

none 

24444. .24569, 24654, 



32192 
66641 
48512 

OJ991108_15.0125.C1, 

24645 

none 

24645. .24995, 24853. 



08 . tw 



,24821 



o3 . ts 



.24978 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX : Wheat 

End 17196 

Score 58 
11481. .11600, 11622. .11738, 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX : Wheat 

End 12037 

Score 160 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX: Maize 

End 12379 

Score 109 



Seq. ID OJ991108_15.0125.C1_ 
Strand 

End 48788 

Method TBLASTX : Wheat 

End 24821 

Score'-- 117 



Seq. ID OJ991108_15.0125.C1 
Strand 

End 48788 

Method TBLASTX : Soyb^n 

End 24995 

Score 77 



32219 



Seq. No. 


32192 




Seq. ID 


OJ991108_15.0125 


CI 




DDDIl 




otrariu 






biart 


fl O 0 1 Z 




bna 


A O "7 O O 

4 0 /oo 




Name 




. o4 . tm 


f- K rt rtl 


1 bbA-b 1 a : Mai ze 










Hina 


ZO X oU 




p y 
VJ J. 


none 




Score 


x y 0 








. . z o u 0 y , 


Z4 0O0 . . Z0 I 


u y 




Seq. No. 


32192 




Seq. ID 


OJ991108_15.0125, 


CI 


P. o n o T\l 


UDO*i 1 




otidnu 






O L-alTC 








A Q H Q Q 
4 O / Cf O 




Name 


PiTQQIinR 1 R Pll 9 c pi 
Uu y^llUO XO.UXZD.LX 


oz . tw 


Method 


rr< 0 T 7\C"TV . TaTVi rt -4- 

x dXjAo xx : wneat 




oLaiL 


9 /i p 7 n 




h.na 


zoz 0 y 




PT 


none 




Score 


111 

XXX 




. Exons 


94fl7H OPOfiQ 94071 
^40 / U. . ^ JZOy, Z *i O / X « 


9 en Q 1 


ocm / oc.0 
Z0UX4 . . Z0Z 


Q Q 

0 y 




Seq. No. 


32192 




Seq. ID 


OJ991108_15.0125. 


CI 


P rt. rt NT rt. 

bene lno . 


0 O O fi X 




otrana 






btart 


4 r m 9 
4 O 0 X Z 




hna 


A on Q Q 

4 0 / 00 




Name 


piTQcnina 1^ ni9R pi 


o3 . tm 


Method 


mnT 7\ O TV • \A -! ^ rt 

x tsLAb x a : Ma x z e 






Otl CO 
^ Jl JO 






ZOoXO 




PT 
LjX 


none 




Score 


lob 






OC1 CO O C C 1 A OC1 CQ 

zoxoo . . zoox4 , zoioy . 


0 c c 1 c 
. ZOO X0 








Seq. No. 


32192 




Seq. ID 


OJ991108_15.0125. 


CI 


f™" rt n NT rt. 


DDD4i 




Strand 






Of a y f- 






End 


48788 




Name 


PiTQQIIflR 1^ n 1 9 c; PI 


00 . tw 


Method 


TBLASTX: Wheat 




Cf a -v-f- 


9 c. 9 QO 

z oz y u 




End 


25643 






none 




Score 


98 






OCOQn OCCQ'S O^OQfi 

zozyu. . z jjo J/ zozyu. 


. Z0 04 J , 


25291. .25617 




Seq. No. 


32192 




Seq. ID 


OJ991108_15.0125. 


CI 


P_ d ■n q NT /^i 


£6£d 1 
DD04 1 




Strand 








yioci O 
4 O O X Z 




End 


48788 




Name 


HTQQ1 1 HP 1 c n 1 9 R PI 


OX X . tw 


Method 


TBLASTX: Wheat 






oco/7 ~ 

Z O 0 ft / 




End 


26200 




p,t 


none 




Score 


75 




Exons 


ocp 47 960.9'} ocp/o 

Z O 0 <i / . . Z O U Z 0 , Z O O 4 O . 


9 £n 6 q 


26075. .26200 




Seq. No. 


32192 




Seq. ID 


OJ991108_15.0125. 


CI 


P ono NT 


D„D 0 ft X 




Strand 






Cf a v-i- 
O L d.r I. 


4 O 0 1 Z 




End 


48788 




Name 


ujyyxiUo xo.uxzd.lx. 


ol3 . gs 


Method 


GENSCAN 




Of ar .f 


4 a m 9 
*± 0 0 x z 




End 


48788 




P T 


none 




Score 


.98 




XT' v rt 

HiXOilS 


/loci 0 A Q~7 QQ 
4 O 0 X Z . . 40 too 










Seq. No. 


32193 




Seq. ID 


OJ991108_15.0125. 


C2 


Gene No. 


66642 




Strand 






Start 


1 




End 


1363 




Name 


OJ991108 15. 0125. C2. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


555 




GI 


2832640 




Score 


75 




Exons 


1..95, 474. .555 











GI Descrip. (AL021710) neoxanthin cleavage enzyme - like protein 

32220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] 

32193 
66642 
1 

OJ991108_15.0125.C2.ol.tm 
7 

none 



Seq. ID OJ991108_15.0125.C2 
Strand 

End 1363 

Method TBLASTX : Maize 

End 801 

Score 92 



7. .114, 15. .125, 467. .643, 503. .643, 751. .801 



Seq. No. 32193 

Gene No. 66642 

Start 1 

Name OJ991108_15 . 0125 . C2 . ol . gs 

Start 161 

GI none 

Exons 161.. 248, 748.. 800, 1072.. 1363 



Seq. ID OJ991108_15.0125.C2 
Strand 

End 1363 

Method GENSCAN 

End 1363 

Score . 53 



Seq. No. 32193 

Gene No. 66642 

Start 1 

Name - ' OJ991108_15 . 0125 . C2 . o2 . tm 

Start 1113 

GI none 

Exons 1113.. 1259, 1115.. 1258 



Seq. ID OJ991108_15.0125.C2 
Strand 

End 1363 

Method TBLASTX : Mai ze 

End 1259 

Score 134 



Seq. No. 32194 

Gene No. 66643 

Start 374 

Name OJ991108_15 . 0125 . C3 . ol . gs 

Start 374 

GI none 

Exons 374.. 376, 1130.. 1165 



Seq. ID OJ991108__15.0125.C3 

Strand + 

End 1165 

Method GENSCAN 

End 1165 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32195 
66644 
5507 

• OJ991108_15.0125.C4 . o2 . gs 

5507. . 
none 



Seq. ID OJ991108_15.0125.C4 

Strand + 

End 6762 

Method GENSCAN' 

End 6762 

Score .69 



5507. .5682, 6103.. 6298, 6324.. 6375, 6635.. 6762 



Seq. No. 32195 

Gene No. 66645 

Start 1878 

Name OJ991108JL5 . 0125 . C4 . ol . gs 

Start 1878 

GI none 
Exons 



Seq.. ID , OJ991108_15.0.125..C4 
Strand 

End 5014 
Method GENSCAN 
End 5014 
Score . 68 



1878. .1987, 2173.. 2317, 3295.. 3583, 4947. .5014 



Seq. No. 32195 

Gene No. 66646 

Start 7646 

Name OJ991108__15 . 0125 . C4 .o3.gs 

Start 7646 

GI none 
Exons 



Seq. ID OJ991108_15.0125.C4 
Strand 

End 8120 

Method GENSCAN 

End 8120 

Score . 94 



7646. .7702, 7764. .7907, 7977. .8120 



32221 



Seq. No. 32195 Seq. ID OJ991108_15 . 0125 . C4 

Gene No. 66647 Strand - ■ ' 

Start 8765 End 9061 

Name OJ991 108_15 . 0125 . C4 . ol . gp Method AAT/GAP 

Start 8765 End 9061 

GI 61605_3.R1084 Score 431 

Exons 8765. . 9061 

GI Descrip. ■ 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32195 Seq. ID 

66648 Strand 

94 98 End 

OJ991108_15.0125.C4 .ol.np Method 

94 98 End 

6063554 Score 



OJ991108_15.0125.C4 

15138 
AAT/NAP 
11280 
478 



9498.. 9672, 10312 .. 10339, 10683 .. 10913 , 11031.. 11280 
(AP000615) ESTs AU075609 (C63344 ) , C71850 {E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 





protein [Oryza sativa] 










o e q . wo. 


32195 


Seq. ID 


OJ991108_ 


_15.0125 


.C4 


Gene No. 


66648 


Strand 








Start 


9498 


End 


15138 






Name 


OJ991108 15.0125.C4 .o2.gp 


Method 


AAT/GAP 








10109 


End 


10845 






C T 


101153 1.R1084 


Score 


647 






TP \* /-\ 


10109. .10339, 10683. .10845 










o± uescrxp. 


1 5852170/emb| AL117265. 1 I0ST17J 


304 l.Oe- 


115 Oryza 


sativa 






indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 


Seq. No. 


32195 


Seq. ID 


OJ991108_ 


JL5.0125 


.C4 


Gene No. 


66648 


Strand 








Start 


9498 


End 


15138 






Name 


OJ991108 15.0125.C4 .o2.np 


Method 


AAT/NAP 






Start 


10578 


End 


12259 






GI 


6539588 


Score 


203 






Exons 


10578. . 10663,' 11929.. 12259 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32195 


Seq. ID 


OJ991108_ 


_15.0125 


.C4 


Gene No. 


66648 


Strand . 








Start ' 


94 98 


End 


15138 






Name 


OJ991108 15. 0125. C4 . o3 . gp 


Method 


AAT/GAP 






Start 


10683 


End 


11027 






GI 


101153 1.R1084 


Score 


474 






Exons 


10683. . 11027 










GI Descrip. 


'585217 0/embl AL117265. 1 IOST17S 


304 l.Oe- 


115 Oryza 


sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


32195 


Seq. ID 


OJ991108_ 


15.0125, 


.C4 


Gene No. 


66648 


Strand 








Start 


94 98 


End 


15138 






Name 


OJ991108 15.0125.C4.o5.gs 


Method 


GENSCAN 






Start 


11959 


End 


14902 






GI 


none 


Score 


.48 







32222 



# • 



Exons 


11959. .12156, 12575 


12675, 


14540. .14722, 14806.. 14902 




Seq. No. 


32195 




Seq. ID 


OJ991108_15.0125 


.C4 


Gene No. 


66648 




Strand 






Start 


9498 




End 


15138 




Name 


OJ991108 15 0125 C4 




Method 


TBLASTX: Soybean 




Start 


14115 _ 




End 


14789 




GI 


none 




Score 


101 




Ex o n s 


"14115 14393. 14412 


14789 


14455. . 14781 




Sea. No. 


32195 




Seq. ID 


OJ991108_15.0125 


C A 


Gene No . 


66648 




Strand 






Start 


9498 




End 


15138 




Name 


OJ991108 15. 0125. C4 


. o3 . np 


Method 


AAT/NAP 




Start 


14145 




End 


15138 




GI 


6630685 
\j \j *j \j \j \j +j 




Score 


936 




Exons 


14145. . 15138 










GI Descrip. 


(AP000969) Similar 


* o pod i ^ 


-type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


32195 




Seq. ID 


OJ991108_15.0125 


. C4 


Gene No. 


66648 




Strand 






Start 


9498 




End 


15138 




Name 


OJ991108 15 0.125 C4 


nl t" m 


Method 


TBLASTX: Maize 




Start 


14163 ~~ 




End 


14789 




GI 


none 




Score 


47 




Exons 


14163 14789, 14173 


14235, 


14178. .14 384, 14296. .14 775 




Seq. No. 


32195 




Seq. ID 


OJ991108_15.0125 


/-I A 

C4 


Gene No. 


66648 




Strand 






Start 


94 98 




End 


15138 




Name 


OJ991108 15 012S C4 


• \J X . L- VV 


Method 


TBLASTX: Wheat 




Start 


14565 _ 




End 


14998 




GI 


none 




Score 


106 




Exons 


14565 .. 14789, 14861 


14 998 








Seq. No. 


32195 




Seq.- ID 


OJ991108_15.0125 


C4 


Gene No. 


66648 




Strand 






Start 


9498 




End 


15138 




Name 


OJ991108 15 0125 C4 


yj . i_j.ii 


Method 


TBLASTX: Maize 




Start 


14792 ~~ 




End 


15005 




GI 


none 




Score 


79 




Exons . 


14792 14992 14792 


x 1 5004 


14868. .15005 . 




Seq. No. 


32195 




Seq. ID 


OJ991108_15.0125. 


C4 


Gene No. 


66648 




Strand 






Start 


9498 




End 


15138 




Name 


OJ991 1 Oft IS 01 ?S P4 




Method 


TBLASTX: Soybean 




Start 


14792 _ 




End 


15037 




GI 


none 




Score 


66 




Exon 

J—J A V_/ i 1 


14792 1 S037 1 4R74 


1 S090 








Seq. No. 


32196 




Seq. ID 


OJ991108_15.0125. 


C5 


Gene No. 


66649 . 




Strand 






Start 


1 




End 


1830 




Name 


OJ991108 15. 0125. C5 . 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1830 





32223 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3777527 . Score 1096 

1..413, 443. .812, 966. .1830 

(AF053008) gag-pol" polyprotein [Glycine max] 



32196 
66649 
1 

OJ991108_15.0125.C5.o2 . tm 
6 

none 

6. .230, 9. .383, 10. .384 

32196 
66649 
1 

OJ991108_15.0125.C5.ol.ts 
46 

5509260 



Seq. ID OJ991108_15.0125.C5 
Strand 

End 1830 

Method TBLASTX : Mai ze 

End 384 

Score 89 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_15.0125.C5 
1830 

TBLASTX: Soybean 

688 

281 



46. .426, 51. .428, 381. .560, 383. .616, 638. .688 



32196 
66649 
1 

OJ991108__15.0125.C5.ol.tw 
54 

none 



Seq. ID OJ991108__15.0125.C5 
Strand 

End ,1830 

Method TBLASTX : Wheat 

End 559 

Score 84 



54. .233, 60. .407, 70. .240, 262. .399, 434. .463, 470. .559, 
476. .559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



32196 
66649 
1 

OJ991108_15.0125.C5.ol . tc 

174 

none 

174. .446, 184. .426 

32196 
66649 
1 

OJ991108_15.0125.C5.o2.tc 

996 

none 



Seq. ID OJ991108_15.0125.C5 
Strand 

End 1830 

Method TBLASTX: Cress 

End 44 6 

Score 106 



Seq. ID OJ991108_15.0125.C5 
Strand 

End 1830 

Method TBLASTX : Cress 

End . .. 14 4.1 

Score 64 



996. .1139, 1004. .1141, 1151. .1441, 1268. .1378 



32196 
66649 
1 .. 

OJ991108_15 . 0125 . C5 . ol . tm 

998 

none 



Seq. ID OJ991108_15.0125.C5 
Strand 

End 1830 

Method TBLASTX : Mai ze 

End 1630 

Score 247 



998. .1126, 1136. .1567, 1146. .1481, 1566. .1628, 1568. .1630 



32196 
66649 
1 



Seq. ID OJ991108_15.0125.C5 
Strand 

End 1830 



32224 






Name 


n TQQ1 1 HQ 1 c m 9 c; ^ o 


4- T T 

. tw 


Method 


TBLASTX: 


Wheat 






oT_3 J- L 


1 UoZ 




End 


1675 










none 




Score 


44 








Exons 




i 9 "5n 


..1478, 1250. .1675, 


1542. .1667 




Seq. No. 


32196 




Seq. ID 


OJ991108 


_15.0125 


C5 




Gene No. 


66649 




Strand 


- 








olaiL 


i 




End- 


1830 








Name 


HTQQl 1 HQ 1 R n *| 9 t; PC 
UJyyilUo 1 J . U1ZD . CD . OZ 


L S 


Method 


TBLASTX: 


Soybean 






OLdl L 


1 1 A R ~~ 




LnQ 


1 A R q 








none 




Score 


124 










11 Zl fl 1 4RQ 1 1 ^ R 1 Zt Zl 9 














Seq. No. 


32197 




Seq. ID 


OJ991108 


_15.0125. 


C7 




Gene No. 


66650 




Strand 


- 










^9 




End 


846 








Name 




gs 


Method 


GENSCAN 








oial I 


"39 _ 
JZ 




End 


846 








CI 


none 




Score 










L 1 tr /~\ y~\ c 


"3 9 A Q £ "7 ^ Q /I £ 














o e q . ln o . 






Seq. ID 


OJ991108 


_15.0125. 


C8 




Gene No. 


66651 




Strand 


+ 








Start 


1 




End 


1003 






r i 


Name 


niQQi i Oft 1 c; m 9 R nfi r\i 


np 


Method 


AAT/NAP 














End 


1003 








c t 






Score 


94 






Hi 


Exons 














□ 


m T" r^l c? >~ 1 

oJ. UcSCIip • 


[HtrKjuuoo/} nypoLnericaj 


protein [Oryza 


sativa] 








Seq. No. 


32198 




Seq. ID 


OJ991108 


_15.0125. 


C8 




Gene No. 


66651 




Strand 


+ 






: E_ i 


C4-3 y+- 


i 
i 




End 


1003 








Name 




gs 


Method 


GENSCAN 














End 


A "7 9 
4 /J 






!. - 1 




none 




Score 


.64 






: -==! 


Exons 


9fi1 / 7 9 














Seq. No. 


32199 




Seq." ID 


OJ991108 


J.5.0125. 


C9 




Gene No. 


66652 . 




Strand 


- 






I s 8 ! 


O Lai L 


100 




End 


1547 








Name 


OJ991108 15.0125.C9.ol. 


gs 


Method 


GENSCAN 








uLdl L. 


100 




. End 


1547 . . 








r:T 

o J. 


none 




Score 


.47 








£i AUllo 


100. .222, 1048. .1120, 1539. .1547 










Can M(^> 


32200 




Seq. ID 


OJ991018_ 


_19.0124. 


CI 




Gene No. 


66653 




Strand 


+ 








Start 


3176 




End 


10192 








Name 


OJ991018 19. 0124. CI. ol. 


gs 


Method 


GENSCAN 








Of n 


3176 




End 


10192 








GI 


none 




Score 


.4 








Exons 


3176. .3397, 4342. .4425, 


6331. 


.6447, 6571. .6634, 


7506. .7690, 






7729. .7934, 9358. .9541, 


9588. 


. 10041, 10170. . 10192 






Seq. No. 


32200 




Seq. ID 


OJ991018_ 


_19.0124. 


CI 




Gene No. 


66654 




Strand 


+ 







32225 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12771 End 13076 

OJ991018_19. 0124 .Cl.ol.gp Method AAT/GAP 

12771 End 13076 

72524_1.R1084 Score 431 

12771. . 13076 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



32200 Seq. ID 

66654 Strand - 

12771 End 

OJ991018_19.0124 .Cl.o2.gp Method 

12971 End 

5816518 Score 
12971. .13076 

4521193/dbj | AB013450.il AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ991018_19 . 0124 . CI 
+ 

13076 
AAT/GAP 
13076 
154 



32200 Seq. ID 

66655 Strand 
18622 End 
OJ991018_19. 0124 .CI . o3 . gp Method 
18622 End 
72524_1.R1084 . Score 

18622.'. 18927 

1 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e-84. Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



OJ991018_1 9 . 0124 . CI 
+ 

18930 
AAT/GAP 
18927 
433 



32200- Seq. ID 

66655 Strand' 

18622 End 

OJ991018_19.0124 .Cl.o4.gp Method 

18822 End 

5816518 Score 
18822. .18930 

4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ991018_19.0124.C1 
+ 

18930 
AAT/GAP 
18930 
159 



32200 
66656 
10448 

OJ991018_19.0124 .Cl.o2.gs 
.10448 
none 
10448, 
13745. 
15921. 
18914. 



Seq. ID 

Strand 

End 

. Method 
End 
Score 



OJ991018_19.0124.C1 

19277 
GENSCAN 
192-77 
.74 



,10694, 11270. .11371, 

,13801, 14726. .15016, 

16057, 16165. .16575, 

19125, 19146.. 19277 



11697. .1184 9, 12557. .12 684, 
15321. .15475, 15 62 9. .15838, 
17445. . 18112, 18 475. .18535, 



32200 
66656 
10448 

OJ991018_19.0124 .Cl.ol .np 

14532 

5091513 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_19 . 0124 . CI 

19277 
AAT/NAP 
18112 
1810 



14532. . 14730, 14765 .. 14974, 15435 .. 1564 6, 15768 .. 16543, 
17375. .18112 



32226 



G.L Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No.. 32201 

Gene No. 66657 

Start 753 

Name OJ991018_19 . 0124 . C2 . ol . gp 

Start 753 

GI 3759960 

Exons 753 . . 802 



Seq. ID OJ991018_19.0124 .C2 

Strand + 

End 802 

Method AAT/GAP 

End 802 

Score 58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32201 
66658 
1843 

OJ991018_19.0124 .C2.ol.np 
1843 
4680204 

1843. .1877, 3059. .4273, 4368. .4797 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991018_19.0124.C2 
Strand + 

4797 
AAT/NAP 
4797 
728 



End 

Method 

End 

Score 



32201 
66658 
1843 

OJ991018_19.0124 .C2.o2.np 

1844 

4680204 



Seq. ID OJ991018_19.0124.C2 

Strand + 

End 4 7 97 

Method AAT/NAP 

End 4 7 97 

Score 729 



1844. .1877, 3059. .4273, 4368. .4797 

(AF114171) hypothetical protein [Sorghum bicolor] 



32201 
66658 
1843 

OJ991018_19.0124 .C2.o2.gs 

3608 

none 

3608.. 4225 



Seq. ID OJ991018_19.0124 .C2 

Strand + 

End 47 97 

Method GENSCAN 

End 4225 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



32201 
66659 
4401 

OJ991018_19.0124.C2.ol. tw 

3483 

none . . 



Seq. ID OJ991018_19.0124.C2 
Strand 

End 4747 

Method TBLASTX: Wheat 

End 3883 

Score '80 



3483. , 3602, . 3583. .3723, 3584. .3715., 37 13 .. 3883,, 377 9 3883 



32201 
66659 
4401 

OJ991018JL9.0124 .C2 .o3.gs 

4401 

none 

4401. .4520, 4603. .4747 

32202 
66660 
83 

OJ991018_19.0124.C3.ol.np 
83 



Seq. ID OJ991018_19.0124.C2 
Strand 

End 4747 

Method GENSCAN 

End 4747 

Score . 9 



Seq. ID OJ991018_19.0124 .C3 

Strand + 

End 4277 

Method AAT/NAP 

End 1427 



32227 



GI 6630699 Score 97 

Exons . 83. .124, 1350. .1427 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 32202 Seq. ID 

Gene No. 66660 Strand 

Start 83 End 

Name OJ991018_19 . 0124 . C3 . ol . gs Method 

Start 86 End 

GI none Score 
Exons 



OJ991018_19.0124.C3 
+ 

4277 
GEN SCAN 
1256 
.88 



86. .201, 289. .496, 915. .1001, 1077. .1256 



DC4» IN \J . 


^9909 


oeq. iu 


ATQQ1 f\1 O 


i y , 


. Ulz4 


. Ci 




DOODU 


otrana 


+ 








o Lai i_ 


o o 


tiTio. 


A OH H 








Name 




iip ixiecnoa 










Start 


1297 


End 


4277 








GI 


6721512 


Score 


77 








Exons 


1297. .1321, 2891.. 3003, 


4241. .4277 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


32202 


Seq. ID 


OJ991018^ 


J.9. 


,0124 


.C3 


Gene No. 


66660 


Strand 


+ 








Start 


83 


End 


4277 








Name 


OJ991018 19.0124.C3.o2. 


np Method 


AAT/NAP 








Start 


1564 


End 


3540 








GI 


6539570 


Score 


216 








Exons 


1564. .1757, 1908. .1974, 


3523. .3540 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


32202 


Seq. ID 


OJ991018^ 




0124 


.C3 


Gene No. 


66661 


Strand 










Start 


1339 


End 


3885 








Name 


OJ991018 19.0124.C3.ol. 


gp Method 


AAT/GAP 








Start 


1339 


End 


1770 








gi ; * . •; < 


LIB347 9-006-Q6-K1-B11 


Score 


718 









Exons ' 1339.. 1770 

GI Descrip. ■ 5734 61 6/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32202 . Seq. ID OJ991018_19 . 0124 . C3 

66661 Strand - ■ 

1339 End 3885 

OJ991018_19.0124 .C3.o2.gs Method GENSCAN 

1564 End 3885 

none Score .41 

1564. .1706, 2346. .2480, 2867. .2940, 3705. .3885 



32203 
66662 
164 

OJ991018_19.0124.C4 .ol.as 

164 

none 

164. .480, 705. .742, 779. .801 



Seq. ID OJ991018_19.0124.C4 

Strand + 

End 801 

Method GENSCAN 

End 801 

Score . 94 



32228 




O C vJ • li W • 


32203 






n 1 9 A C A 


Gene No . 


66663 


Strand 






Start 


579 


End 


683 




Name 


OJ991018 19.0124.C4.ol.gp 


Method 


AAT/GAP 




Start 


579 


End 


683 




GI 


LIB3477-003-P1-K1-E9 


Score 


116 




F y on *3 


579. . 683 








Vwi j. iy i_> \_« j. -i- • 


, 2498586/sp|Q40638 |MP01 ORYSA 


2.0e-24 


MAJOR POLLEN 






S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


l [vjryza 




sativa] ' 








Seq. No. 


32204 


Seq. ID 


OJ991018_19 


.0124 .C5 


Gene No. 


66664 


Strand 


T 




Start 


244 


End 


z y z. i 




Name 


OJ991018 19.0124.C5.ol.np 


Method 


AA1 / JNAr 




<Zt art 


244 


End 






GI 


6498436 


Score 


a n q 






244. .448, 497. .1003, 1103. .1219, 1464. 


1 ^Cl OQAyi 

.lbDl, zytJ4. 






(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32204 


Seq. ID 


OJ991018_19 


.0124 .C5 




66664 


Strand 


+ 






244 


End 


2921 




Name 


OJ991018 19.0124.C5.ol.gs 


Method 


GENSCAN 






286 


End 


1497 




GI 


none 


Score 


.75 




Ej A. J. 1 0 


286. .448, 1313. .1497 








Seq. No. 


32204 


Seq. ID 


OJ991018_19 


0124. C5 


OC11C IN ^ • 


66665 


Strand 






o u ci i. u 


3497 


End 


7554 




Name 


OJ991018 19.0124.C5.o2.gs 


Method 


GENSCAN 




Start 


3497 


End 


7554 




GI 


none 


Score 


.61 






3497. .3579, 3820. .3883, 5977. 


6090, 7125. .7228, 7506. .7554 


Seq. No. 


32205 


Seq. ID 


OJ991018_19. 


0124. C6 


Gene No. 


66666 


Strand 


+ 




Start 


1 


End 


2972 




Name 


OJ991018 19.0124.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2972 




GI 


..'.6728876 - 


Score 


65 




Rvon ^ 


1..41, 423. .596, 2946. .2*972 " ■ 










(AC008113) F12A21.12 [Arabidopsis thaliana] 




Seq. No. 


32205 


Seq. ID 


OJ991018_19. 


0124 .C6 


flpnp No 


66666 


Strand 


+ 




O l_ Cl X l_ 


1 


End 


2972 






OJ991018 19.0124 .C6.ol.gs 


Method 


GENSCAN 




Start 


423 


End 


569 




GI 


none 


Score 


. 94 




Exons 


423. .569 








Seq. No. 


32205 


Seq. ID 


OJ991018_19. 


0124 ,C6 


Gene No. 


66667 


Strand 






Start 


7 61 


End 


2461 





32229 



Name 


ojyyiuxo iy . uiz4 . Co . oz . gs 


Method 


Z" 1 T"' XT fl /"» 7\ XT 

GENSCAN 




Start 


/ ol 


End 


24 61 




GI 


none 


Score 


. /y 




Exons 


TCI Q/1T OO/I "5 O /I C 1 

/OX. .y4o, ZZ4o..z4bl 








Seq. No. 


32206 


Seq. ID 


OJ991018_19.0124 


.C7 


Gene No. 


66668 


Strand 


+ 




btan 


1 

Id/ 


bnct 


0 o o n 




Name 


ujyyiuio 1 y . vizq . l / . 01 . gs 


Method 


T~> XT O f> 7\ XT 

GENSCAN 




Start 


lb/ 


End 


0 0 r c\ 




bl 


none 


Score 


A 1 

. 4 / 




Exons 


ib/..4Ub,, ^4^4..z4Do, ODz4 . 


0 0 a n 






beq. no. 




beq. ID 


ojyyiuio iy.ui^4 


. C7 


Gene No. 


66668 


Strand 


+ 




Start 


167 


End 


8927 




Name 


OJ991018 19.0124.C7.ol.np 


Method 


AAT/NAP 




Start 


3597 


End 


7545 




GI 


5902444 


Score 


305 




Exons 


3597. .3868, 7434. .7545 








GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No. 


32206 


Seq. ID 


OJ991018_19.0124 


. C7 


Gene No. 


66668 


Strand 


+ 




Start 


167 


End 


8927 




Name 


OJ991018 19.0124 .C7.o2.np 


Method 


AAT/NAP 




Start 


5642 


End 


8927 




GI 


6907089 


Score 


4922 




Exons 


5642. .6902, 6997. .8927 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32206 


Seq. ID 


OJ991018_19.0124 


C7 


Gene No . 


66669 


Strand 






ouai t 


9552 


End 


15199 




Name 


OJ991018 19.0124.C7.o3.np 


Method 


AAT/NAP 




Start 


9552 


End 


15199 




GI 


6498441 


Score 


6991 




Exons 


9552. ..9833, 9927. .11324, 11496. .11792, 


11985. .12411, ■ 






12587. .12721, 12 905. . 13278, 


13342. .138 


05, 14136. .15199 




GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 




Seq. No. 


32206 


Seq. ID 


OJ991018_19.0124 . 


C7 


Gene No . 


66670 


Strand 






Of -,v-l- 

o car l 


15937 


End 


16299 




Name 


OJ991018 19.0124.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


9549 


End 


9692 






none 


Score 


129 




Exons 


9549. .9692, 9553. .9687 








Seq. No. 


32206 


Seq. ID 


OJ991018_19. 0124 . 


C7 


Gene No. 


66670 


Strand 






Start . 


15937 


End 


16299 




Name 


OJ991018 19.0124.C7.o7.tw 


Method 


TBLASTX: Wheat 




Start 


9561 


End 


10163 




GI 


none 


Score 


74 





32230 




Exons 9561.. 9686, 9565.. 9687, 9879.. 10163, 9880.. 10158 



Ocvji INl; . 


"3990 6 




Seq. ID 


OJ991018JL9.0124 


. U / 


f^ano M /-v 
ucltc INO . 


ODD / U 




Strand 






J Ldl L 






End 


16299 




LNdltLC 


D.TQQI 01 ft 1 Q 01 9d CI 


. Oj . tW 


Method 


TBLASTX: Wheat 




u Lai L 


i oi 64 — 

X \J X U 1 




End 


10545 




(IT 


none 




Score 


172 




Exons 


10164. .10544, 10195 


. .10443, 


10290. . 10535, 10489.. 10545 






32206 




Seq. ID 


OJ991018_19.0124 


en 


Cori o Mo 


6 667 0 




Strand 






OLal L 


X .J ^ J / 




End 


16299 




Name 


O.TQQI 01 8 1 Q 0194 CI 


• \J£ . LIU 


Method 


TBLASTX: Maize 




u tai L 


10339 _ 




End 


10682 




\j J- 


none 




Score 


214 




Exons 


10339. .10536, 10359 


. .10682, 


10372. . 10665 




Qprt Ma 


32206 




Seq. ID 


OJ991018__19.0124 


P7 




DOO / U 




Strand 








1 SQ^7 
i j j j ' 




End 


16299 






O.TQQ1 01 ft 1 Q ni 9 A ri 

UU yylUlO I-/.VJI^14.L V / 




Method 


TBLASTX: Wheat 




OLdll 


1 OR 7 R _ 




End 


11187 




riT 
yj ± 


none 




Score 


67 




Exons 


1 Oft 7 R 111?^ 11011 

iUO / J . . ill JJ, 11U11 


11107 
. . 1110 / 








Seq. No. 


32206 




Seq. ID 


OJ991018_19.0124 


.C7 


r^onca Mo 


66670 




Strand 






OLal L 


15937 




End 


16299 




M 3 7710 


OJ991018 19. 0124. C7 


.o2.ts 


Method 


TBLASTX: Soybean 




OLai. L 


10935 




End 


11501 




O I 


5666795 




Score 


68 






10935. .11135, 11190 


. . 11327, 


11403. . 11501 




T Plo o /~< y~ n r-\ 
OX Lyfc; o L^I X LJ . 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No-. 


32206 




Seq. ID 


OJ991018_19.0124 


.C7 


O CL 1 C; LN U . 


66670 




Strand 






Qj-a rt 
u Lai L 


15937 




End 


162.99 




Name 


OJ991018 19. 0124. C7 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11190 




End 


14651 




GI 


none 




Score 


88 




F 1 von q 


11190. . 11339, 11191 


.11328, 


11373. .11624, 11374 .. 11559, 






11427. . 11609, 14598 


.1-4 651 








Qpa Mo 


32206 




Seq. ID 


OJ991018_19.0124 




uci its nu • 


66670 




Strand 






Cf a >-+- 
O Lai L 


15937 




End 


16299 




Name 


OJ991018 19. 0124. C7. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


12196 




End 


124.85 




GI 


none 




Score 


51 




Exons 


12196. .12354, 12198. 


.12485, 


12391. .12480 




Seq. No. 


32206 




Seq. ID 


OJ991018_19.0124 


.CI 


Gene No. 


66670 




Strand 






Start 


15937 




End 


16299 




Name 


OJ991018 19. 0124. C7. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


12249 




End 


12621 





32231' 



C T 


none 






Score 


73 




Exons 


1 994 Q 


1 94 7 Q 1 94 7 R 


19691 


12479. .12604 






^9906 
o z. z u u 






Seq. ID 


OJ991018_19.0124 




Gene No. 


66670 






Strand 






Start 


15937 






End 


16299 




M 3 m <^ 


0.79 91 f)1 

\J^J Z> ^ X \J J 


fi 1 Q 019 4 Cl 


o3 tm 


Method 


TBLASTX: Maize 




OL.OI 1. 


1 9 "37 9 






End 


12756 






n on o 






Score 


60 




F" von c; 


12372. . 


12566, 12391 


1 9S1 9 


12478. . 12756, 124 79 12721, 






12540. . 


12722 










Seq. No. 


32206 






Sea T D 

kJCV^ i XL/ 


O.T991 01 R 1 Q 0194 


.C7 


Gene No. 


66670 






' — l aiiu 








15937 






End 


1 69Q9 

X O £. .7 Z> 




Ha mo 


OJ991018 19. 0124. C7 


O R +" \/J 
. U J . LW 


Mp f- K oH 


1 L-> XirtO 1A . VHIlfcrciL 




OLal L 


12496 






End 


1 9807 






none 






JLUIC 


1 QO 

X _7 \J 




R von <=i 


12496. . 


12807, 12509 


. 127 99 








Seq. No. 


32206 






Seq. ID 


OJ991018_19.0124 


C7 


Gene No. 


66670 






Strand 






O LGi. L 


15937 






End 


16299 - 




Name 


OJ991Q1 


8_19.0124 .C7 


i +- 
. o 1 * tm 


Method 


TBLASTX: Maize 




OLai I. 


12784 






End 


13140 






none 






Score 


125 




U 1 von Q 


12784. . 


13089, 12784 


, • X -J X 4 U , 


12794. .131 


05 




Seq. No. 


32206 






Seq. ID 


OJ991018_19.0124 . 


C7 


Gene No. 


66670 






Strand 






Start 


15937 






End 


16299 






OJ991018 19. 0124. C7 


1 


Method 


TBLASTX: Wheat 




O L- Cl X L- 


12808 






End 


13271 




w X 


none 






Score 


232 






12808. . 


13269, 12814 


1 ?9 f, Q 


12815. .13270, 12828. .13271 




Seq. No. 


32206 






Seq. ID 


OJ991018_19.0124. 


C7 


Gene No. 


66670 






Strand 






Start 


15937 






End 


16299 




LN CtUlC 


OJ99101 


8_19.0124 .C7. 




Method 


TBLASTX: Soybean 




Start 


12865 






End 


13230 




GI 


none 






Score 


116 




i_j *\ w no 


12865.. 


12999, 130.06. 


. 1J6JU 








Seq. No. 


32206 






Seq. ID 


OJ991018_19.0124. 


C7 


Gene No. 


66670 






Strand 






O Lai L 


15937 






End 


16299 




Name 


OJ991018 19. 0124. C7. 


OZ • LW 


Method 


TBLASTX: Wheat 




Qfarf 


13435 






End 


13921 




yj x 


none 






Score 


163 




Hi AU1 lO 


13435. . 


13920, 13466. 


1 ^7 9 £ 

. lO /ZD; 


13748. .13921 




Seq. No. 


32206 






Seq. ID 


OJ991018_19.0124. 


C7 


Gene No. 


66670 






Strand 






Start 


15937 






End 


16299 




Name 


OJ99101 


8_19.0124.C7. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


14659 






End 


15051 





32232 



GI 

Exons 



• 



none 

14659. .14916, 14693. 
15004. .15051 



Score 92 
, 14 932, 14 8 99. . 14 997, 14 900. . 14 992, 



Seq. No. 32206 Seq. ID 

Gene No. 66670 Strand 

Start 15937 End 

Name OJ991018_19 . 0124 . C7 . o4 . tm Method 

Start 14761 End 

GI none Score 

Exons 14761. .15009, 14762.. 15046 



OJ991018_19.0124 .C7 
16299 

TBLASTX: Maize 

15046 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32206 
66670 
15937 

OJ991018_19. 0124 .C7.o4 .np 
15937 
5042454 
15937. .1598 6, 1624 6. .162 99 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ991018_19.0124.C7 
Strand 

16299 
AAT/NAP 
16299 
93 



End 

Method 

End 

Score 



32207 
66671 
1 

OJ991018_19.0124.C8.ol.np 
1 

5922631 

1..328, 587. .743, 4792. 
5770. .6699, 7306. .9802 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_ 
+ 

22027 
AAT/NAP 
9802 
6256 



19.0124 ,C8 



4833, 4879. .5442, 5485. .5643, 



GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | db j |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 32207 Seq. ID 

Gene No. 66671 Strand 

Start 1 End 

Name OJ991018_19 . 0124 . C8 . o3 . np Method 

Start 1 _ End 

GI . 6907090 • Score 

Exons 1..39, 3538. .3766, 17377 .. 17647, 21991.. 22027 

GI Descrip. (AP001129) Similar to Oryza sativa root-specific RCc3 mRNA. 
(L27208) 



OJ991018_19.0124.C8 
+ 

22027 
AAT/NAP 
22027 
75 



Seq. No. 32207'. 

Gene No. 66671 

Start 1 

Name OJ991018_19 . 0124 . C8 . ol . gs 

Start 44 

GI none 

Exons 44. -.554 



Seq. ID OJ991018_19. 0124 .C8 

Strand + 

End 22027 

Method GENSCAN 

End 554 

Score . 4 



Seq. No, 
Gene No . 



32207 
66671 



Seq. ID OJ991018_19.0124.C8 
Strand + 



32233 



Start 
Name 
Start 
GI 

Exons 



OJ991018_19.0124.C8.o3.gs 

4780 

none 



End 

Method 

End 

Score 



22027 
GENSCAN 
9838 
.59 



4780. .5086, 5149. .5785, 5787. .5886, 6009. .6571, 6788. .8161, 
8323. .8419, 8645. .8896, 8981. .9838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ991018 19. 0124. C8 



32207 Seq. ID 

66672 Strand 

1672 End 2104 

OJ991018_19 . 0124 . C8 . ol . gp Method AAT/GAP 

1672 End 2104 

94945_1.R1084 Score 558 
1672. .2104 

' 4521194/dbj |AB013613.1|AB013613 1.0e-132 Oryza sativa DNA, 
centromere sequence RCB11' 



32207 
66673 
3157 

OJ991018_19.0124 .C8.o2.gs 

3157 

none 

3157.. 3268, 3326.. 3405 

32207 
66674 
10254 

OJ991018__19.0124.C8.o2.np 

10149 

6691716 

10149. .10597, 10670. .10784, 
11373. .11535, 11611. .11731, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_19.0124 .C8 

3405 
GENSCAN 
3405 
.87 



Seq. ID 

Strand 
End 

Method 

End 

Score 
10932. .11033, 
11809. .11982, 



OJ991018 19. 0124. C8 



19046 
AAT/NAP 
13066 
2501 

11108. 
12174, 



.11295, 
.13066 



(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.1! (AP000570) hypothetical protein 

[Oryza sativa] 



32207 
66674 
10254 

OJ991018_19.0124 .C8.o4 ,gs 

10254 

none 

10254 . . 10597, 10670. . 107 60, 
11809. .12097, 12184. .13105, 

32207 
66675 
20079 .. 

OJ991018_19.0124.C8.o8.tw 

5054 

none 

5054. .5323, 5055. .5456 

32207 
66675 
20079 



Seq. ID 
Strand 
End 

Method 

End 

Score . 6 
11108. . 11295, 
18904. .19046 



OJ991018 19. 0124. C8 



19046 * 
GENSCAN 
19046 



11373. .11768, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ991018JL9.0124.C8 
22043 

TBLASTX: Wheat 

5456 

282 



OJ991018 19. 0124. C8 



22043 



32234 




Name 


OJ991018 19 


. 0124 


C8 o7 




Method 


TBLASTX: Wheat 




Start 


6039 ~ 








End 


6496 




GI 


none 








Score 


142 




Exons 


6039. . 6215, 


6260 


. . 6349 


, 6264. 


.6494, 6380. .6496 




Seq. No. 


32207 








Seq. ID 


OJ991018_19.0124 


.C8 


Gene No. 


66675 








Strand 


- . 




Start 


20079 








End 


22043 




Name 


OJ991018 19 


. 0124 


. C8 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6681 ~~ 








End 


704 0 




GI 


none 








Score 


417 




Exons 


6681 . . 7040, 


6695 


. .7039 










Seq. No. 


32207 








Seq. ID 


OJ991018_19.0124 


.C8 


Gene No. 


66675 








Strand 


- 




Start 


20079 








End 


22043 




Name 


OJ991018 -19 


. 0124 


.C8 .o2 


ts 


Method 


TBLASTX: Soybean 




Start 


6756 ~~ 








End 


/ X X 




GI 


none 








Score 


139 




Exons 


6756. . 6980, 


6987 


. .7121 










Seq. No. 


32207 








Seq. ID 


OJ991018_19.0124 


.C8 


Gene No. 


66675 








Strand 


- 




Start 


20079 








End 


22043 




Name 


OJ991018 19 


0124. 


. C8 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


684 6 ~~ 








End 


/ \J 




GI 


none 








Score 


366 




Exons 


6846. .7202, 


6887 


. . 7192 










Seq. No. 


32207 








Seq. ID 


OJ991018_19.0124 


.C8 


Gene No. 


66675 








Strand 


- 




Start 


20079 








End 


22043 




Name 


OJ991018 19 


0124 


. C8 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


7071 ~~ 








End 


7 4 QD 




GI 


none 








Score 


494 




Exons 


7071 . .7490, 


7071 


. 7286, 


7073 . 


. 7489 






Seq. No. 


32207 








Seq. ID 


OJ991018^19.0124 


,C8 


Gene No. 


66675 








Strand 


- 




Start 


20079 








End 


22043 




Name 


OJ991018 19. 


0124 


C8 . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


7206 ~ 








End. 


7433 




GI • 


none 








Score 


188 




Exons 


7206. . 7433 














Seq. No. 


32207 








Seq. ID 


OJ991018_19.0124 


.C8 


Gene No. 


66675 








Strand 






Start 


20079 








End 


22043 




Name 


OJ991018 19 


0124 . 


V/O ■ u j. . 




Method 


TBLASTX : Soybean 




Start 


7335 ~~ 








End 


7766 




GI 


none 








Score 


309 




Exons 


7335. .7766, 


7382. 


.7525, 


7404 . 


.7667, 7562. .7732 




Seq. No. 


32207 








Seq. ID 


OJ991018_19.0124 


.C8 


Gene No. 


66675 








Strand 






Start 


20079 








End 


22043 




Name 


OJ991018 19. 


0124 . 


C8.o2. 


tm 


Method 


TBLASTX: Maize 





32235 






7433 








End. 


7877 






PT 

\J X 


none 








Score 


286 






p. von <=; 


7433 7693 


74^4 


7 694 


7710 
/ / x u ■ 


.7853, 7749. .7841, 


7851, .7877 


Seq. No. 


32207 








Seq. ID 


OJ991018 19.0124 


.C8 


Gene No. 


66675 








Strand 








Start 


20079 








End 


9904 ^ 

z. Z. \J H O 






Name 


OJ991018 "19 


. 0124 


C8 o3 


tw 


Method 


TBLASTX: 


Wheat 




Start 


7535 _ 








End 


7964 






GI 


none 








Score 


416 






Evons 


7535 7720. 


7536 


7964 , 


7829 . 


.7963 








Seq. No. 


32207 








Seq. ID 


OJ99101E 


_19.0124 


.C8 


Gene No. 


66675 








Strand 








Start 


2007 9 








End 


22043 






Name 


OJ991018 19 


. 0124 


P8 r>3 




Method 


TBLASTX: 


Soybean 




Start 


7992 ~~ 








End 


8379 




GI 


none 








Score 


88 






Exons 


7992 8096 


8000 


. 8086, 


8136 . 


.8186, 8188. .8379, 


8189. .8377 


Seq. No. 


32207 








Seq. ID. 


OJ991018 


_19.0124 


.C8 


Gene No. 


66675 








Strand 








Start 


20079 








End 


22043 






Name 


O.T991 01 ft 19 

VU J? .7 X >J X O X .7 


01 94 


PR n6 


1" w 
l_ w 


Method 


TBLASTX: 


Wheat 




Start 


7 QQft _ 








End 


8427 






GI 


none 








Score 


169 






FynnQ 
i_j \y no 


799ft ft 1 09 


R001 

O U U X . 


ft 1 ft 6 


ft 006 


.8185, 81 


35. .8427, 


8186. .8^ 


322 


Seq. No. 


32207 








Seq. ID 


OJ991018 


_19.0124 


.C8 


Gene No. 


66675 . 








Strand 








Start 


20079 








End 


22043 






Name 


f),T991 01ft 19 


019 4 


PR n1 


LIU 


Method 


TBLASTX: 


Maize 




Start 


8705 ~~ 








End 


9067 






GI 


none 








Score 


396 






Fvnriq 

1—1 *± 1 1 o 


8705 9098 


8728 . 


901 S 
. y \j x *j f 


9090 

_7 U Z VJ . 


.9067 








Seq. No. 


32207 








Seq. ID ' 


OJ991018 


_19.0124 


.C8 


Gene No. 


66675 








Strand 








Start 


20079 








.End 


22043 






Name 


O.T991 01ft 19 


01 94 


PR 


LW 


Method 


TBLASTX : 


Wheat 




Start 


8711 _ 








End 


9099 






GI 


none 








. Score 


3.66 








8711 9097 


8734 . 


9091 ' 

. _? U C. X f 


R 91 9 


.9097, 9052. .9099, 






Seq. No. 


32207 








Seq. ID 


OJ991018 


_19.0124 


C8 


Gene No. 


66675 








Strand 








Start 


20079 








End 


22043 






Name 


O.T991 01ft 19 


019 4 


PR o^ 
k>0 . oo ■ 


LIU 


Method 


TBLASTX.: 


Maize 




Start 


91 69 _ 

Zf X O _7 








End 


9442 






GI 










Score 


95 








91 69 99 67 


917 0 


99 6ft 

• -/ZOO, 


Q9 


.9333, 9263..9343, 


9344 . .9442 


Seq. No. 


32207 








Seq. ID 


OJ991018 


_19.0124. 


C8 


Gene No. 


66675 








Strand 








Start 


20079 








End 


22043 






Name 


OJ991018 19. 


0124 . 


C8.'o4. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


9212 








End 


9826 







32236 





none 




Score 


276 




Q919 CMQO 0,9^9 




.-.9474, 9545.. 9703, 9689.. 9826 


Seq. No. 


32207 




Seq. ID 


OJ991018_19.0124.C8 


Gene No. 


66675 




Strand 




O Lai L 


9007 Q 




End 


22043 


Name 


O TQQ1 m fi 1 Q 019/1 


. to . 04 . urn 


Method 


TBLASTX: Maize 


O L.C1X. L 


J D D *i 




End 


9787 


O X 


none 




Score 


147 


IT vnn q 

Ej A. L^I 1 o 


^4 Q706 Q&A & 


Q7 0 R QCQt; 


..9786, 9686.. 9787 


Seq. No. 


32207 




Seq. ID 


OJ991018_19.0124 .C8 


Gene No. 


66675 




Strand 




O Lol L 


9007 Q 




End 


22043 


Name 


n TQQ1 fl1 Q 1 Q 019/1 


. to . oy . tw 


Method 


TBLASTX: Wheat 


OLai. L 






End 


12948 




none 




Score 


203 




l<i D JO . . _7*i 0 








Seq. No. 


32207 




Seq. ID 


OJ991018_19.0124.C8 


Gene No. 


66675 




Strand 




q+- -a r +- 


20079 




End 


22043 


Name 


OJ991018 19.0124 


. C8.o5.gs 


Method 


GENSCAN 


OLalL 


20079 




. End 


22043 


ul 


none 




Score 


.55 


Exons 


20079. .20087, 20216 .. 20329, 21826.. 22043 


Seq. No. 


32208 




. Seq. ID 


OJ991018_19.0124.C9 


Gene No. 


66676 




Strand 


+ 


Start 


910 




End 


7072 


Name 


OJ991018 19.0124 


.C9.ol.gs 


Method 


GENSCAN 


Start 


910 




End 


7072 


GI 


none 




Score 


.71 


Exons 


910. .1753, 2096. 


2856, 2976. 


.3428, 3600 


. .3900, 4078. .4962, 



5257. .5623, 6314. .7072 



Seq. No. 32208 
Gene No". 66676 
Start 910 

Name OJ991018_19 . 0124 . C9 . ol . np 

Start 957 

GI , 5922631 

Exons ■.. 957.. 1081, 1340. .1584, 

2982. .3908, 4515.^7036 

GI Descrip. (AP000492) ESTs C26347 (C12 
region of the predicted ge 
retrotransposon Cinful-1. 
gil 6016864 |dbj |BAA85207.1| 
C26347 (C12145) ,AU078074 (CI 
predicted gene.; Similar t 
Cinful-1. (AF049110) [Oryz 



Seq. ID OJ991018_19.0124 .C9 
Strand - + 
End 7072 

Method AAT/NAP 

End ' 7036 
Score 64 69 
1843.'. 2050, 2096.' ..2658, 2701 . . 2856,. ' . 

145) ,AU078074 (C12145) correspond to a 
ne.; similar to prpol; Zea mays 
(AF049110) [Oryza sativa] 

(AP000570) ESTs 
2145) correspond to a region of the 
o prpol; Zea mays retrotransposon 
a sativ 



Seq. No. 
Gene No. 
Start 
Name 
Start 



32208 
66677 
6985 

OJ991018 
2267 



19.0124.C9.o7.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ991018__19.0124.C9 
9731 

TBLASTX: Wheat 
2669 



32237 




P T 

bl 


none 








Score 


Z by 




Exons 


Z Z b / . ./jjj, 


ZZ DO 


. . z boy 










Seq. No. 


32208 








Seq. ID 


OJ991018_19.0124 


.C9 


Gene No. 


66677 








Strand 






Of -!V-f 

o tar z. 


oy O D 








End 


9731 




Name 


A TQQ1 HI Q 1 Q 

ujyyiuio iy 


. U 1Z 4 


P Q C 

. uy . oo . 


f T T 

tw 


Method 


TBLASTX: Wheat 




Of -i v-f 

otart 


J.Z 4 a 








End 


3925 




p t 


none 








Score 


147 




Exons 


11 A Q T/1 O A 
OZ 4 O . . 34 Z 4 , 


JZ 3 U 


. . JJJ / , 


1 A CQ 

J4 oy . 


.3705, 3473. -.3703, 3752.. 3925 


Seq. No. 


32208 








Seq. ID 


OJ991018 19.0124 


.C9 


Gene No. 


66677 








Strand 


- 




Q 4- -a v-+- 

o tar l 


b yo d 








End 


9731 




Name 


n tq q i m Q 1 Q 

uj yyiuio iy 


C\~\ 1 A 

U 1Z 4 


. b y . oo . 


f -m 

tm 


Method 


TBLASTX: Maize 




oLart 


o c c £ 








End 


3733 




P T 
bl 


none 








Score 


184 




Exons 


jjjD. . j /UZ, 






ODD/. 


ii n i 

. j / U j 






Seq. No. 


32208 








Seq. ID 


OJ991018 19.0124 


.C9 


Gene No. 


66677 








Strand 


- 




Of 3 v-f 


oy o o 








End 


9731 




Name 


ujyyiuio iy 


U 1Z4 


P Q 1 

. by . oi . 


tw 


Method 


TBLASTX: Wheat 




Oh — , -w~4- 

btart 


O QO C 

o yzo 








End 


•4381 




P T 
bl 


none 








Score 


'488 




Exons 


-3QOC A 1Q C\ 

oyzo . . ^ oou, 


*3 Q O £ 

o y z o 


/I "5 Q 1 

. 4 o y i 










Seq. No. 


32208 








Seq. ID 


OJ991018 19.0124 


.C9 


Gene No. 


66677 








Strand 


- 




Of a v-+- 


f" QQ C 

d y o o 








End 


9731 




Name 


H TQQ1 H1 Q 1 Q 

ujyyiuio iy . 


U 1Z4 


P Q O 

by . oz . 


t s 


Method 


TBLASTX: Soybean 




Of -irf 


oy do 








End 


4330 




PT 
bl 


none 








Score 


134 




Exons 


jyiDO . . 4 1 o y , 


A 1 Q £ 

4 1 y o 


Aim 
. 4 o JU 










Seq. No. 


32208 








Seq. ID 


OJ991018_19.0124 


C9 


Gene No. 


66677 








Strand 






Of -a y*f 


D y 0 0 








End 


9731 




Name 


Pv TQ Qi ni Q 1 Q 

uj yyiuio iy. 


U1Z4 . 


by . oz . 


tm 


Method 


TBLASTX: Maize 




O f -» >-f 

o car u 


4 U D 3 








End 


4411 




P T 

bl 


none 








Score 


368 




Exons 


4 U 3 3 . . y 411, 


/i n q a 
4 u y 4 . 


. 4 Z 3 0 , 


a n q c 
4 u y o . 


. 4401 






Seq. No. 


32208 








Seq. ID 


OJ991018_19.0124 


C9 


Gene No. 


66677 








Strand 






Of 3r f 


oy o o 








End 


9731 




Name 


PiTQQiniQ 1Q 

uj yyiuio l y . 


U1Z4 . 


c y . o o . 


tw 


Method 


TBLASTX: Wheat 






A A Q a 

4 4 y d 








End 


4896 




bl 


none 








Score 


395 




Exons 


4 4 yo . . 4 o y i , 


A C A T 

4 34 1 . 


. 4 a / y , 


/I r r r 

4 ODD . 


.4896, 4567. .4890 




Seq. No. 


32208 








Seq. ID 


OJ991018_19.0124 . 


C9 


Gene No. 


66677 








Strand 






Start 


6985 








End 


9731 




Name 


OJ991018 19. 


0124 . 


C9.ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


4544 








End 


4891 




GI 


none 








Score 


243 





32238 



Exons 


yiR/1/l A Q QQ 
4 D4 4 . . 4000; 


/ CQ1 

4 oy 1 


. . 4 /J4 , 4 bio 


A Q Q 1 

. 4 0 y 1 








Seq. No. 


32208 






Seq. ID 


OJ99101S 


i_19.0124 


.C9 


Gene No. 


66677 






Strand 








O 4- s v-4- 
OLaiL 


t>yo o 






Lna 


9731 






Name 


Oi TQ Q1 m Q 1 Q 

uj yyiuio 1 y 


. U 1Z 4 


. uy . 0 0 . tm 


KjT rt 4- Vi rt y-J 

Metnoa 


TBLASTX : 


Maize 




C ■*-■=)>- 4- 

otart 


/l £ A O 
4 O 4 z 






bna 


5061 






C T 
bl 


none 






Score 


254 






Exons 


4 04 z . .40 y u / 


A £. A "5 
4 D4 J 


/QQl / Q1 Q 

. . 4 0 y 1 / 4 y 1 0 , 


. DU bl 








Seq. No. 


32208 






Seq. ID 


OJ991018 19.0124 


.C9 


Gene No. 


66677 






Strand 








otarc 


oy ts 0 








9731 






Name 


n tq oi m q 1 a 
uj yyiuio 1 y 


. U 1Z 4 


. by . oiu . tw 


Method 


TBLASTX: 


Wheat 




o car t 


A QOH 

4i 0 y / 






hna 


5073 






C T 


none 






Score 


188 






Exons 


A QQl c; ft"7 "3 


4 0 y / 


. . DUU4 










Seq. No. 


32208 






Seq. ID 


OJ99101£ 


_19.0124 


.C9 


Gene No. 


- 66677 






Strand 








Q+- a >~4- 


d y 0 0 






End 


9731 






Name 


uj yyiuio iy 


. U 1Z 4 


ty .ob, tw 


Method 


TBLASTX: 


Wheat 




otart 








End 


5491 






T 
bl 


none 






Score 


201 






Exons 


— n Q O coon 
DUoZ . . DZoZ , 


c n n 0 

OUoj 


. ozo y , oz/u. 


.5314, 5345. .5491, 


5350. .5490 


Seq. No. 


32208 






Seq. ID 


OJ991018 


_19.0124 


.C9 


Gene No. 


66677 






Strand 










oy 0 d 






End 


9731 






Name 


ATQQ1 H1 O 1 Q 

uj yyiuio iy 


. U1Z4 


by . Oo . tw 


Method 


TBLASTX: 


Wheat 






j4 y z 






End 


5803 








none 






Score 


97 






Exons 


c/QO CC70 
y Z . . D D 1 Z , 


cenn 
jDUU . 


. DODO/ DO / J. 


.5803 








Seq. No. 


32208 






Seq. ; ID 


OJ991018 


_19.0124 


.C9 


Gene No. 


66677 






Strand 








oLal t 


d y 0 d 






End 


9731 






Name 


uj yyiuio iy 


mo/ 
. U1Z4 . 


Q rt 1 +- -m 

by .01. tm 


Method 


TBLASTX: 


Maize 




o t art 


0 y j y 






End 


6301 






bl 


none 






Score 


416 






Lj 1 /""\ y-i 

iLxons 


d y 0 y . . dzdz, 


d y dz . 


. oz4 y , bz o4 . 


.6301 








Seq. No. 


' 32208 ■ 






Seq. ID 


OJ991018 


_19.0124 


• C9 


Gene No. 


• 66677. 






Strand 








OLdlL 


cap c 
0 y 0 d 






End 


9731 






Name 


r\ TQ Q1 m Q 1 Q 

uj yyiuio 1 y 


U1Z4 . 


by . o4 . tw 


Method 


TBLASTX: 


Wheat 






0 y 4 0 






End 


6331 






bl 


none 






Score 


373 






Exons 




oybo . 


/--ico .coil 
. blbz, bZ 11 . 


.6255, 6212.. 6331 






Cpn Ma 
0C4. in u • 








. Seq. ID 


OJ991018 


_19.0124 


.C9 


Gene No. 


66677 






Strand 








Start 


■ 6985 






End 


9731 






Name 


OJ991018 19. 


0124 . 


C9.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


6403 






End 


6676 






GI 


none 






Score 


95 






Exons 


6403. .6501, 


6404 . 


.6502, 6492. 


.6572, 6497. .6577, 


6578. .6676 



32239 



Seq. No. 


32208 






Seq. ID 


OJ991018_19.0124 .C9 


taene no . 


ODD / / 






Strand 




otart 


b y o o 






End 


9731 


Name 


flTQQI rn Q 1 Q C\'\ O A 


. Ly . oz . 


tw 


Method 


TBLASTX : Wheat 


clan 


Oft 4t D 






End 


7060 


pi 


none 






Score 


oo2 


Exons 




. . b / jo , 


byz -3 . 


7 r\ £r\ 
. /UbU 




Seq. No. 


32208 






Seq. ID 


OJ991018_19.0124.C9 


bene lno . 


ODD / / 






Strand 






£ Q Q C 






End 


9731 


Name 


ujyyiuxo iy.uiz4 


. Cy . 04 . 


tm 


Method 


TBLASTX: Maize 


o r.ar u 


£7 £7 

b / b / 






End 


7021 


r* t 


* none 






Score 


157 


Exons 


£7£7 CG/in CQi / 

b/b/. . by 4 U , bo 1 41 


. . byjy, 


by ly . 


.7020, 6920.. 7021 


oeq . no . 








Seq. ID 


OJ991018_19.0124.C9 


Con p 


66677 






Strand 




OL.Cl.LL 


6985 






End 


9731 


Name 


OJ991018 19.0124 


.C9.o2. 


np- 


Method 


AAT/NAP 


Start 


6985 






End 


9692 


C T 


6691716 






Score 


1916 


Exons 


6985.. 7404, 7555 


. .7656, 


7731. 


.7918, 7996. .8175, 8254. .8354, 




8432. .8610, 8808 


. .9692 








GI Descrip. 


( AP0004 92 ) hypothetical 


protein [Oryza 


sativa] 




gi| 6691717 | db j IBAA89397 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


32208 






Seq. ID 


OJ991018_19.0124 .C9 


Gene No. 


66677 






Strand 




C •(- -a r*-)- 
O tdlL 


6985 






End 


9731 


Name 


OJ991018 19.0124 


C9.o2. 


gs 


Method 


GENSCAN 


Of n 

olail 


7507 






End 


9731 


ui 


none 






Score 


.72 


IT" v An o 


7507.. 7684, 7907 


.8007, 


8171. 


.8387, 8432..8652, 8808. .8990, 




9525. . 9731 










Seq. No. 


32208 






Seq. ID 


OJ991018_19.0124..C9 


bene wo . 


66677 






Strand 




o l art 


6985 






End 


9731 


Name 


OJ991018 19.0124. 


C9.o9. 


tw 


Method 


TBLASTX: Wheat 


Cf -a v-4- 

otart 


- 9282. 






End 


9572. 


bl 


none 






Score 


52 


Exons 


9282.. 9572, 9319. 


. 9387 








Seq. No. 


32209 






Seq. ID 


OJ991018_19. 0124. C10 


Gene No. 


66678 






Strand 




Cf 3 v-f 


1128 






End 


5465 


Name 


OJ991018 19.0124. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


1128 






End 


5465 


GI 


none 






Score 


.63 


Exons 


1128. .1205, 2035. 


.2264, 


2949. 


.3191, 3628. .3719, 4118. .4271, 




5416. .5465 










Seq. No. 


32210 






Seq. ID 


OJ991018__19.0124.C11 


Gene No. 


66679 






Strand 





,vc- 3224 0 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1815 
AAT/NAP 
1815 
1409 



OJ991018_19. 0124 .jCII . ol . np 
1 

4388818 
1. .1815 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


32210 




Seq. ID 


OJ99101E 


i_19.0124.Cll 


Gene No. 


66679 




Strand 








i 




End 


1815 




Name 


O.TQQ1 m fi 1 Q 019/1 PI 1 


. tm 


Method 


TBLASTX: 


Maize 




1 ~~ 

X 




End 


418 




P T 

Kj X 


none 




Score 


91 






1 1 fift 1 9 ft 9 R 9P. ^ 


256. . 


417, 326. 


.418 




Seq. No. 


32210 




Seq. ID 


OJ991018 19.0124.C11 


Gene No. 


66679" 




Strand 






O Lai L 


i 

X 




End 


1 Q1 C 




Name 


mQQi m p to mo/i pi i 

UU^jxUIo 1 UlZfi .Lll .Ol 


. tw 


Method 




wheat 


q-i- v-4- 
OLdl L 


an ~ 
o / 




End 


o 4 b 




P T 


none 




Score 


c c 
DO 




LAUIl o 


67 SOI P. 9 R0 917 


372, 311. .445, 


COO O A C 

DOO . . O 4 0 , 


C. A O O A A 

o4z . . o4 4 


Seq. No. 


32210 




Seq. ID 


OJ99101S 


_19.0124 .Cll 


Gene No. 


66679 




Strand 






OLdl L 


i 

X 




End 


1 O 1 c 




Name 


DTQQl H1 1 q 019/1 PI 1 

uu y^iuio ly.uizi.^ii.oi 


.gs 


Method 






OLdl L 


jjj 




End 


i z y 




PT 


none 




Score 


. / I 






7 9Q 










Seq. No. 


32210 




Seq. ID 


O.TQQ1 01P 

\J\J Zs Z> X U X o 


1 Q 01 94 PI 1 

X ZJ . VJX^.*± . ^ X X 


Gene No. 


66679 




Strand 






C-j- a r 4- 
OLdi L 


1 

X 




End 


1815 




Name 


PiTQQIOIP. 1 Q 019/4 PI 1 r\0 
UU J^IUIO 1? . Ul/4 . Lll . OZ 


. tm 


Method 


TBLASTX: 


Maize 


Of a y- -t- 

O Idl L 


4 91 ~~ 
4 Z 1 




End 


859 




p t 


none 




Score 


128 




TP V /~\ C 1 


4 z i . . ts 4 y , o o 4 . . o o y 










Corf 

o e q . in o . 


^ 9 9 1 O 
j^ZIU 




Seq. ID 


OJ991018 


_19. 0124 .Cll 


Gene No. 


66679 




Strand 






Start ' 


1" 




End 


18.15 




Name 


OJ991018 19.0124 .€11. ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


436 




End 


819 


GI 


none 




Score 


87 




Exons 


436. .819, 474. .731, 530 


. .805 








Seq. No. 


32210 




Seq. ID 


OJ991018 


_19. 0124. Cll 


Gene No. 


66679 




Strand 






Start 


1 




End 


1815 




Name 


OJ991018 19.0124.Cll.ol 


• gp 


Method 


AAT/GAP 




Start 


448 




■ End 


690 




GI 


1621494 




Score 


434 




Exons 


448 . . 690 










GI Descrip. 


1621495/dbj |BAA12903| 4 


. 0e-35 


(D85877) 


reverse 


transcriptase 



[Oryza sativa] 



32241 




Seq. No. 


32210 






Seq. ID 


OJ991018_19.0124 


.Cll 


Gene No . 


66679 






Strand 






Start 


1 






End 


1815 




Name 


OJ991018 19. 


.0124.Cll.o2 


. tc 


Method 


TBLASTX : Cress 




b tart 


652 






End 


a a c\ 

84 9 




P T 

bl 


none ■ 






Score 


o r\ 

oU 




Exons 


652. .849, 652. .849 










Seq. No. 


32210 






Seq. ID 


OJ991018_19.0124 


.Cll 


Gene No . 


66679 






Strand 






ot art 


1 






End 


1815 




Name 


OJ991018 19. 


■0124.Cll.o3 


. tw 


Method 


TBLASTX : Wheat 




btart 


847 






hna 


i n c h 
lUo / 




P T 

bl 


none 






Score 


4 0 




Exons 


847. .885, 848. .904, 878 


O O A 

. . 994 , 


n n o n o "7 
yUo . . 331 


Art/ 1 a r /■ rtnc 

, 994 . . 1056, 995 . 


. 1057 


Seq. No. 


dZZ 1U 






Seq. ID 


OJ991018_19.0124 


.Cll 


Gene No . 


66679 






Strand 






btart 


1 






End 


1815 




Name 


OJ991018 19. 


0124.Cll.o2 


. gs 


Method 


GENSCAN 




bt art 


955 






End 


i ~i a o 

1788 




P T 

bl 


none 






Score 


rt o 




Exons 


955. .1788 












Seq. No. 


"3 o o i n 
3ZZ1U 






Seq. ID 


OJ991018__19.0124 


.Cll 


Gene No . 


66679 






Strand 






Start 


1 






End 


1815 




Name 


OJ991018 19. 


0124.Cll.ol 


. tc 


Method 


TBLASTX : Cress 




btart 


1246 






End 


1713 




p t 
bl 


none 






Score 


78 




Exons 


1246. . 1404, 


1289. . 1405, 


14z0 . 


. 1713 






Seq. No. 


32210 






Seq. ID 


OJ991018_19.0124, 


.Cll 


Gene . No . 


66679 






Strand 






btart 


1 






End 


1815 




Name 


OJ991018 19. 


0124.Cll.o2. 


. ts 


Method 


TBLASTX: Soybean 




C * i v-+- 

bt art 


1279 






End 


1731 




P T 


none 






Score 


106. 




Exons 


1279. . 1404, 


1402. .1731, 


1 a n o 
14 1 Z . 


.1702, 1477. .1722 




Seq. " No. 


32210 






Seq. ID 


OJ991018_19.0124 . 


.Cll 


Gene No . 


66679 






Strand 






Start 


1 






End 


1815-' 




Name 


OJ991018 19. 


0124.Cll.o2, 


. tw 


Method 


TBLASTX: Wheat 




btart 


1342 






End 


1815 






none 






Score 


85 




Exons 


1342. . 1404, 


1421. .1501, 


1501 . 


.1815, 1541.. 1807 




Seq. No. 


32210 






Seq. ID 


OJ991018_19.0124 . 


Cll 


Gene No. 


66679 






Strand 






Start 


1 






End 


1815 




Name 


OJ991018 19. 


0124 .Cll.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


1342 






End 


1746 




GI 


none 






Score 


133 




Exons 


1342. .1407, 


1423. .1746, 


1427. 


. 1744 







32242 



C t~* K7 /~\ 

oeq. in o . 


09911 




0 ssr-f T Pi 

beq. xlj 


Pi TO Q1 ni Q 

vo y y x u x o 


Gene No. 


66680 




Strand 




Start 


1 




End 


521 


Name 


HTQQ1 01 ft 1 Q 01 94 PI 9 ^1 


.np 


Method 


njm /MAD 


Of 3 >-■*- 

OtdiL 


1 
X 




End 


coi 

JZl 


P T 






Score 


Q A £ 
O H O 




1 ^91 
X . . 3 Z X 










( AR09 ^dfl9 ^ Hunnthpfi pal 


protein [Oryza 


• 

sat iva ] 


Seq. No. 


32211 




Seq. ID 


OJ991018 


Gene No. 


66680 




Strand 




Of- a >~f- 


1 

X 




End 


r 9 1 


Name 


nTQQi ni r 1 q ni 9 a pi 9 


gs 


Method 


P T? M C P A M 
O III IN O CAN 


Of a r-f 

OLclIL 


D / 




End 


/} Q "3 
41 0 j 


pt 


none 




Score 


. 0 X 


IT 1 v r\ T"i c? 
Hi AU1 1 O 










oeq . CMO . 






Seq. ID 


oj y yxuio 


Gene No. 


66681 




Strand 




Start 


1 




End 


910 


Name 


OJ991018 19.0124.C13.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


910 


GI 


130582 




Score 


352 


Exons 


1..910 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



32212 
66681 
1 

OJ991018_19.0124.C13.ol.gs 

210 

none 

210. .459, 594. .787, 838. .903 

32212 
66681 
1 

OJ991018_19.0124 .C13.ol.tw 
237 , 
none 

237. .299, 247. .282, 318. .401, 
437. .529, 509. .661, 519. .641 



Seq. ID OJ991018JL9.0124 .C13 
Strand 

End 910 

Method GENSCAN 

End 903 

Score .77 



Seq. ID OJ991018_19-.0124.C13 
Strand 

End 910 

Method TBLASTX : Wheat 

End 661 

Score 42 

366. .428, 376. '.417, 431. .526, 



32213 
66682 
1 

OJ991108_10. 0124 .C2.ol.np 
1 

4680203 
1. .663 

(AF114171) TNP2-like protein [Sorqhum bicolorl 



Seq. ID OJ991108_10.0124 . C2 

Strand + 

End 663 

Method AAT/NAP 

End 663 

Score 587 



32213 
66682 



Seq. ID OJ991108_10.0124 .C2 
Strand + 



32243 



btalt 


1 






DO J 


Name 


OJ991108 10.0124.C2.ol 


tm 


Method 


TBLASTX : Maize 


btart 


1 




End 


438 


bl 


none 




Score 


o o o 

222 


TP 


1..240, 45. .236, 244. .438 






Seq. No. 


32213 




Seq. ID 


OJ991108_10-.0124.C2 


Gene No. 


\ 66682 




Strand 


+ 


C4- ar f 
OLdrt 


1 






boo 


Name 


OJ991108 10.0124.C2.ol. 


tc 


Method 


TBLASTX : Cress 




o 




tna 


15(J 


P T 


none 




Score 


1 T ft 

l / y 




3. .53, 4. .150, 4. .108, 


75. 


1 A Q 

. 1 4 y 




oeq . LNO . 


32213 




Seq. ID 


OJ991108_10.0124.C2 


Gene No. 


66682 




Strand 


+ 


Start 


1 




End 


663 


Manio 
LNdlUc 


OJ991108 10.0124.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Of 3 vh 
O L.ar U 


-5 
O 




End 


404 


C T 


none 




Score 


111 


Exons 


3. .89, 4. .96, 88. .198, 


97. 


.213, 101. .199, 105. .275, 216. .404, 




244. .399 








Seq. No. 


32213 




Seq. ID 


OJ991108_10.0124.C2 


Gene No. 


66682 




Strand 


+ 




1 




End 


f~ f~ o 

663 


Name 


OJ991108 10.0124.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




273 




End 


c n i 


PT 
bl 


none 




Score 


o c n 
2oU 




273. .428, 274. .507 








oeq. IN O . 


32214 




Seq. ID 


OJ991108_10.0124.C4 


Gene No . 


66683 




Strand 


+ 


Start 


422 




End 


7379 


Name 


OJ991108 10.0124.C4.ol. 


gs 


Method 


GENSCAN 


C 4- o vh 


422 




End 


7379 


P T 
bl 


none 




Score 


. 69 


Exons 


422.. 424, 1801.. 1936, 2804 


.2865, 3409 


..3490, 5134. .5250, 




5359. .5474, 6481. .6657, 


6736. .6896, 69 


79. .7379 


oeq . no . 


32214 




Seq. ID 


OJ991108_10.0124.C4 


OCl 1C 


66683 




Strand 


+ 


O Lai L 


422 




End . 


7379 


Name 


OJ991108 10.0124.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1562 




End 


2906 


bl 


6630699 




Score 


71 


Exons 


1562. .1593, 2739. .2906 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gil 6721536 |dbj IBAA89566 


.11 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


32214 




Seq. ID 


OJ991108_10.0124.C4 


Gene No. 


66683 




Strand 


+ 


Start 


422 




End 


7379 


Name 


OJ991108 10.0124.C4.o2. 


tm 


Method • 


TBLASTX : Maize 


Start 


5858 




End 


6635 


GI 


none 




Score 


183 



32244 



Exons 



5858.. 6031, 5859.. 6083, 5860.. 6084, 6462.. 6626, 6478.. 6633, 
6480.. 6635, 6508 .. 6633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32214 Seq. ID 

66683 Strand 

4 22 End 

O J991108_10 . 0124 . C4 . ol . tm Method 

6868 ' End 

none Score 



OJ991108_10.0124.C4 
+ 

7379 

TBLASTX: Maize 

7289 

61 



6868.. 6906, 6870.. 6905, 6940.. 7287, 6977.. 7276, 6978.. 7289, 
7065. .7289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32215 
66684 
1 

OJ991108_10.0124 .C5.ol.gp 
1 

5002953 
1..119, 599. .781 

4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq. ID OJ991108_10.0124 ,C5 

Strand + 

End 8478 

Method AAT/GAP 

End 781 

Score 503 



32215 
66684 
1 

OJ991108_10.0124 .C5.ol.np 
1 

4680203 
1. . 666 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ991108_10.0124.C5 

Strand + 

End 8478 

Method AAT/NAP 

End 666 

Score 321 



32215 
66684 
1 

OJ991108_10.0124.C5.ol.tw 
4 

none 



Seq. ID OJ991108_10.0124.C5 

Strand + 

End 8478 

Method TBLASTX : Wheat 

End 555 

Score 50 

4. .57, 61. .252, 96. .236, 241.'. 288, 292. .333, 295. .333, 363. .434, 
364. .462, 463. .555 



Seq. No. 32215 

Gene No. 66684 

Start 1 

Name OJ991 108_10 . 0124 . C5 . ol . gs 

Start 22 

GI none 
Exons 



Seq. ID OJ991108_10.0124 .C5 

Strand + 

End 8478 

Method GENSCAN 

End 7771 

Score .73 



22. .610, 989. .1042, 1592. .1656, 1727. .1843, 4546. .4682, 
4916. .5504, 5583. .6044, 6126. .6958, 7041. .7211, 7378. .7549, 
-7655. .7771 



Seq. No. 32215 

Gene No. 66684 

Start 1 

Name OJ991108_10 . 012 4 . C5 . o2 . np 

Start 1000 

GI 1076802 

Exons 1000. . 1869 



Seq. ID OJ991108_10.0124 .C5 

Strand + 

End 8478 

Method AAT/NAP 

End 1869 

Score 242 



32245 



GI Descrip. extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf || 2111476A 
extensin-like domain [Zea mays] 



Ccvrr No 
o c; lj ■ irivj * 


32215 


Seq. ID 


OJ991108_10 






66684 


Strand 


+ 




Start 


1 


End 


8478 




Name 


OJ991108 10.0124.C5.o3.np 


Method 


AAT/NAP 






4998 


End 


8478 




ox 


4680204 


Score 


201 




F!von ^ 

1_J *\ v_/ no 


4998.. 5508, 5605.. 5996, 6064 


..6392, 8434. .8478 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Qfarr No 


32215 


Seq. ID 


OJ991108_10 


.0124. C5 


f^l o t~i o No 


66684 


Strand 


+ 






1 


End 


8478 




Name 


OJ991108 10.0124.C5.o2.gp 


Method 


AAT/GAP 




Start 


7367 


End 


7887 






LIB34 31-001-P1-N1-B5 


Score 


766 




Exons 


7367.. 7549, 7655.. 7887 








GI Descrip. 


, 4 680203/gb| AAD27566.1 IAF114 


171_7 l.Oe- 


-39 (AF114171) TNP2- 




protein [Sorghum bicolor] ' 








O fci t-J . LN (J . 


32216 


Seq. ID 


OJ991108_JL0, 


.0124. C6 


Cpnp No 


66685 


Strand 


+ 




oLdl L 


240 


End 


2509 




Name 


OJ991108 10.0124.C6.ol.gs 


Method 


GENSCAN 




u Lai L 


240 


End 


2509 




GI 


none 


Score 


.67 




Exons 


240. .327, 705. .1367, 1515. .2509 






Q&n No 

OCLj • LN KJ * 


32216 


Seq. ID 


OJ991108_10, 


.0124. C6 


f^pnp No 


66686 


Strand 


+ 




Start 


5839 


End 


7793 




Name 


OJ991108 10.0124 .C6.o2.np 


Method 


AAT/NAP 




Start 


5839 


End 


7793 




GI 


4680186 


Score 


194 




Exons 


5839. .5870, 7565. .7793 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




C *=k-t No 


32216 


Seq. ID 


OJ991108_10. 


,0124 .C6 


C^e^n No 

UCllC LN LJ • 


66687 


Strand 






a rt- 

o Lai L 


3603 


End 


9448 




LN CLiUC. 


OJ991108 10.0124 .C6.o2.gs 


Method 


GENSCAN 




O L- a X. L. 


3603 


End 


9303 




w -L 


none 


Score 


.44 




Exons 


3603. .3631, 3699. .3783, 4333 


..4533, 4847. .4953, 5977. .6553, 




7519. .7651, 7675. .7781, 8730 


. . 9303 






Seq. No. 


32216 


Seq. ID 


OJ991108_10. 


0124. C6 


Gene No . 


66687 


Strand 






Start 


3603 


End 


9448 




Name 


OJ991108 10.0124 .C6.o3.np 


Method 


AAT/NAP 




Start 


8189 


End 


9448 




GI 


6907087 


Score 


473 




Exons 


8189. .8290, 8840. . 9448 








GI Descrip. 


(AP001129) ESTs C7277 1 ( E22 15 ; 


\ ,AU082313(E2215) correspond tc 



32246 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



32217 
66688 
65 

OJ991108_10.0124 .C8.ol.gs 

65'* ' 
none 



Seq. ID OJ991108_10.0124.C8 
Strand 

End 1142 

Method GENSCAN 

End 1142 

Score .55 



65. .102, 107. .174, 464. .591, 1082. .1142 



32218 
66689 
1639 

OJ991108_10. 0124 .C9.ol.gs 

1639 

none 

1639. .2115 



Seq. ID OJ991108_10.0124 .C9 
Strand 

End 2115 

Method GENSCAN 

End 2115 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



32219 
66690 
77 

OJ991108_10. 0124 .C10. ol.gs 
77 

none 

77. .276, 2133. .2214, 2550. .2602, 3214 
4180. .4306, 4615. .4752, 4797. .4900 



Seq. ID OJ991108_10. 0124 .C10 
Strand + 

7087 
GENSCAN 
4900 
.57 

3354, 3394.. 3609, 



End 

Method 

End 

Score 



32219 
66690 
77 

OJ991108_10. 0124. C10. ol.np 
3262 
4895171 
3262, .3725 

(AC007662) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991108_10. 0124. C10 

Strand + 

End 7087 

Method AAT/NAP 

End 3725 

Score 409 



32219 
66690 
77 

OJ991108_10. 0124. C10. o2.np 

4306 

2252851 



Seq. ID OJ991108_10. 0124 .C10 

Strand + 

End 7087 

Method AAT/NAP 

End 7087 

Score 111 



4306. .4474, 4697. .4866, 7063. .7087 

(AF013294) No definition line found [Arabidopsis thaliana] 



32219 
66691 
9563 

OJ991108_10. 0124 .C10. o3.gs 

9563 

none 



Seq. ID OJ991108_10. 0124 .C10 

Strand + 

End 12241 

Method GENSCAN 

End 12241 

Score .89 



9563. .9742, 9798. .9938, 12107. .12241 



32219 
66691 



Seq. ID OJ991108_10. 0124. C10 
Strand + 



32247 



Start 


9563 




End 


12241 


Name 


OJ991108 10. 0124. CIO. ol 


■ gp 


Method 


AAT/GAP 


OlaX l_ 


11015 




End 




C T 


uC-osflcyp033a04bl 




Score 


COT 


Exons 


11015. .11396 








(~* T naor'T i r» 
bi UcbLIip. 


' 601684 5/dbj IAP000570.1 


AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 


Seq. No. 


32219 




Seq. ID 


OJ991108_10. 0124 .C10 


Gene No. 


66692 




Strand 




Qf a y-t- 


A fiOQ 




End 


14870 


Name 


OJ991108 10. 0124. C10. ol 


tw 


Method 


TBLASTX: Wheat 


Of a >~f 


3240 




End 


3603 




none 




Score 


174 


Exons 


3240. .3461, 3271. .3474, 


3325. 


.3477, 3493. .3603, 3504. .3569 


oeq . no . 


32219 




Seq. ID 


OJ991108_10. 0124 .C10 


Gene No. 


66692 




Strand 




Start 






End 


14870 


Vi CU lit! 


OJ991108 10.0124 .C10. ol. 


tm 


Method 


TBLASTX: Maize 


Cf a r"+- 


3298 




End 


3719 


PT 


none 




Score 


413 


t? v An c? 


3298.. 3609, 3299.. 3574, 


3315. 


3575, 3325. .3597, 3606. .3719, 




3608. .3715 








Seq. No. 


32219 




Seq. ID 


OJ991108_10. 0124. C10 


Gene No. 


66692 




Strand 




Cf a y-f 


4609 




End 


14870 


Name 


OJ991108 10.0124 .C10. ol. 


ts 


Method 


TBLASTX: Soybean 


Of a v-f 


3319 




End 


3716 


PT 


none 




Score 


.301 


Cjxons 


3319.. 3594, 3321.. 3572, 


3328. . 


3591, 3611. .3712, 3612. .3716 


oeq. no. 


32219 




Seq. ID 


OJ991108_10. 0124 .C10 


bene no . 


66692 




Strand 




Start 


4609 




End 


14870 


Name 


OJ991108 10. 0124. C10. o4. 


np 


Method 


AAT/NAP 


Of v-f 

O Lai. L 


4609 




End 


14870 




5852180 




Score 


488 




4609. .4656, 9636. .10092, 


10144 


. .10262, 


11245. . 11298, 




14845. .14870 








- 

GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza. sativa] 




O C . LN ^ • 


32219 




Seq. ID 


OJ991108_10. 0124. C10 


Gene No. 


66692 




Strand 




Start 


4609 




End 


14870 


Name 


OJ991108 10. 0124. C10. o3. 


np 


Method 


AAT/NAP 


Start 


5673 




End 


6403 


GI 


4680339- 




Score 


107- • 


Exons 


5673. .5717, 6164. .6403 









GI Descrip. (AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Seq. No. 32220 

Gene No. 66693 

Start 1 

Name OJ991108JL0 . 0124 . Cll . ol . gp 

Start 1 



Seq. ID OJ991108_10. 0124 .Cll 

Strand - 

End 153 

Method AAT/GAP 

End 153 



32248 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2428185 Score. 286 

1. .153 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



32221 Seq. ID 

66694 Strand 

470 End 
OJ991108_10.0124 .C12.ol.gs Method 

470 End 

none Score 
470. .534 



OJ991108__10.0124.C12 
+ 

53.4 

GE1MSCAN 

534 

.78 



Seq. No. 32222 Seq. ID 

Gene No. 66695 Strand 

Start 1 End 

Name OJ991108_10 . 0124 . C13 . ol . np Method 

Start 1 End 

GI 5902445 Score 

Exons 1 . . 727 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ991108_10.0124.C13 
+ 

730 

AAT/NAP 
727 
614 



Seq. No. 32222 Seq. ID 

Gene No. "66695 Strand 

Start 1 End 

Name OJ991108_10 . 0124 . C13 . ol . gs Method 

Start ■ 287 End 

GI none Score 

Exons 287. .730 



OJ991108_10.0124.C13 
+ 

730 

GENSCAN 

730 

.82 



Seq. No. 32222 Seq. ID 

Gene No. 66696 Strand 

Start 6684 End 

Name OJ991108_10 . 0124 . C13 . o3 . gs Method 

Start 6684 End 

GI none Score 

Exons 6684.. 6823, 6829.. 7075 



OJ991108_10.0124.C13 
+ 

7075 
GENSCAN 
7075 
.53 



Seq. No. 32222 Seq. ID 

Gene No. 66697 Strand 

Start 8 60 End 

Name OJ991108_10 . 0124 . C13 . o2 . gs Method 

Start 8.60 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991108_10.0124.C13 

6946 
GENSCAN 
5.256 
.4 



860. .915, 1217. .1344, 1443. .1710, 1856. .2001, 2129. .2562, 
2589. .2714, 3100. .3240, 3353. .3477, 3645. .4189, 4491. .4576, 
4592. .4787, 5132. .5256 



32222 
66697 
860 

OJ991108_10.0124 .C13.o2.np 

2128 

6721561 



Seq. ID OJ991108_10. 0124 .C13 
Strand 

End 694 6 

Method AAT/NAP 
End 37 4 4 

Score 885 
2128. .2889, 2971. .3029, 3100. .3284, 3674. .3744 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



32249 




gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Qorr No 


"3000 O 






Seq. ID 


OJ991108 


_10.0124 


.C13 


vjCilC LM KJ ■ 


U O U _? f 






Strand 










ft 60 






End 


6946 






Name 


OJ991 1 fift ID 




.np 


Method 


AAT/NAP 








J J *i 






End 


6946 






GI 


6721512 






Score 


64 






Exons 


3394. .3558, 


4609. .4714, 


5004. 


.5104, 5132'.. 5266, 


6847. . 6946 


GI Descrin 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 






CJpfT No 


32222 






Seq. ID 




_1U .01^4 


. C13 


f^pnp No 

L\ • 


66698 






Strand 








Start 


9538 






End 


i n g "3 n 






Name 


OJ991108 10 


.0124 .C13.ol 


. tw 


Method 


TE3T 7\ O rn V . 


wneat 




Start 


140 






End 


/IB 






GI 


none 






Score 


337 






F! yon 


140. .562, 259. .366, 590 


. .718, 


592. .717 








Q prr KJo 


32222 






Seq. ID 


ATQQ1 1 HQ 


in m O/i 
1U . U1^4 


CI J 


UCIIC LN W . 


66698 






Strand 








J LC3I L 


9538 






End 


xu y ju 






LN CllLlt! 


OJ991108 10 


.0124 .C13.ol 


.tm 


Method 


1 bLiAb 1 A : 


yiaize 




Start 


332 






End 


d y o 






GI 


none 






Score 


193 






P. von ^ 


332. .595 














Q^f-r No 


32222 






Seq. ID 


uj y y i iuo 


JLU . Ulz 4 . 


CI J 


flpi n pi No 


66698 






Strand 








Start 


9538 






End 


x u y o u 






Name 


OJ991108 10 


.0124.C13.o4 


.gs 


Method 


tahNoCAN 






Start 


9538 






End 


i u y ou 






GI 


none 






Score 


■ D f 






Exon s 


9538. .9694, 


9977. .10325, 


10338. . 10930 








Sea No 


32223 






Seq. ID 


OJ991108 


_10.0124. 


C16 


Hprip No 


66699 






Strand 


+ 






Start 


67 






End 


187 






Name 


OJ991108 10 


.0124 .C16.ol 


gs 


Method 


GENSCAN 






Start 


67 




End 


187 






GI 


none 






Score 


. 5 






Exons 


67.. 187 














Seq. No. 


32224 






Seq. ID 


OJ991108_ 


J.0.0124. 


C17 


Gene No. 


66700 






Strand 


+ 






Start 


1 






End 


436 






Name 


OJ991108 10 


.0124 .C17.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


436 






GI 


6063554 






Score 


131 






Exons 


1..51, 262. 


436 













GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 18 50 ( E04 64 ) , C98 61 1 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 32224 Seq. ID OJ991108_10 . 0124 . C17 



32250 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



66701 Strand + 

8476 End 8861 

0 J9 9 1 1 0 8_1 0.0124.C17.o2.gp Me t hod AAT/GAP 

8476 End 8861 

uOosf Icyp033a04bl Score 64 5 

8476. .8861 

' 6016845/dbj IAP000570.1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1; clone : P0711E10 1 



32224 
66702 
1 

OJ991108_10. 0124 .C17.o2.np 
1 

5852180 



Seq. ID OJ991108_10.0124 .C17 
Strand 

End 10169 

Method AAT/NAP 

End 10169 

Score 635 



1..305, 2675. .2846, 6140. .6265, 6976. .7030, 7195. .7551, 
7603. .7712, 8702. .8772, 10094. .10169 
(AL117265) zhbOOOlO.l [Oryza sativa] 



32224 
66702 
1 

OJ991108_10.0124.C17.o2.gs 

4968 

none 



Seq. ID OJ991108_10.0124.C17 
Strand 

End 10169 

Method GENSCAN 

End- 7737 

Score .63 



4968. .5133, 5365. .5462, 6090. .6268, 6760. .7127, 7142. .7737 



32224 
66702 
1 

OJ991108_10. 0124 .C17.o3.gs 

9326 

none 



Seq. ID OJ991108_10.0124.C17 
Strand 

End 10169 

Method GENSCAN 

End 997 9 

Score .57 



9326. .9361, 9499. .9771, 9867. .9979 



32225 
66703 
861 

OJ991108_10. 0124 .C18.ol . gp 
861 

61605_3.R1084 
861. .1117 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ991108__10.0124 .C18 
Strand + 

1117 
AAT/GAP 
1117 
415 



End 

Method 

End 

Score 



32225 
66704 
1485 

OJ991108_10.0124 .C18.ol.np 

1485 

6063554 



Seq. ID" OJ991108_10.0124.C18 
Strand 

End 4564 

Method AAT/NAP 

End 4564 

Score 444 



1485. .1659, 2295.. 2322, 2661.. 2903, 3004. .3269, 3357. .3429, 
4516. . 4564 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



32251 




O C q • INC? • 




oeq. iu 


ATQQ1 1 HQ 

uu y y i lUo 




. CI o 


Hono Mo 

UCllC InU • 




o l r ana 








Start 


1485 


End 


4564 






Name 


OJ991108 10.0124.C18.o2.gp 


Method 


AAT/GAP 






OLdl L 


2092 


End 


2828 






r; t 


101153 1.R1084 


Score 


684 






LAUI 1 O 


2092.. 2322, 2661.. 2828 










T r^o cpyi rS 

ul L> fc; O O I_ _L £J . 


f 5852170/emb|AL1172 65. 1 I0ST17 


804 l.Oe- 


115 Oryza 


sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAG clone:tl7804 1 


OCLj . J.NU i 


32226 


Seq. ID 


OJ991108 


_10.0124 


.C19 


Gene No. 


66705 


Strand 


+ 






Start 


4755 


End 


14310 






Name 


OJ991108 10.0124.C19.ol.np 


Method 


AAT/NAP 






O Lai L 


4755 


End 


13637 






o x 


5852180 


Score 


650 






P von c; 


4755. .4820, 5811. .5929, 5981. 


.6391, 7097. .7133, 


13607. . 


13637 


T np<?rr"i o 
w J. UCoLI 1^; • 


(AL117265) zhb00010.1 [Oryza 


sativa] 








C^rr Mo 


32226 


Seq. ID 


ATQQ1 1 HQ 

uu y y 1 1 u o 


_10.0124 


.C19 




66705 


Strand 


+ 






Start 


4755 


End 


14310 






Name 


OJ991108 10.0124 .C19.o2.np 


Method 


AAT/NAP 






O L CL i. L 


9302 


End 


14310 






PT 


5852180 


Score ' 


479 






T7" v ^ t""\ o 


9302. .9348, 10239 .. 10292, 11271. .11396 


, 11425.. 


11827, 






14286. .14310 












(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


32226 


Seq. ID 


OJ991108_ 


in n i o a 

10 . 01Z4 


. CI 9 


Gene No. 


66705 


Strand 


+ 






Qfarf 
O LCll L 


4755 


End 


14310 






Name 


OJ991108 10.0124 .C19.o3.gs 


Method 


GENSCAN 






O Lai L. 


11481 


End 


12419 






VJJ -L 


none 


Score 


.72 






TTy on <3 


114 81. .11859, 12412. .12419 










Q^rr Mo 


32226 


Seq. ID 


OJ991108_ 


_10.0124 


.C19 


Gene No. 


66706 


Strand 








Start 


2146 


End 


9437 






Name 


OJ991108 10.0124 .C19.o2.gs 


Method 


GENSCAN 






OLdl L 


2146 


End 


9437 






VJ J. 


none 


Score 


.73 








'2146. .3417, 5833. .6674, 7277. 


.7551, 8005. .8113, 


8375. .8 


560, 




9392. .9437 










oeq . ino . 


32226 


Seq. ID 


OJ991108_ 


JL0.0124 


.C19 


Gene No. 


66706 


Strand 








Start 


2146 


End 


9437 






Name 


OJ991108 10.0124.C19.ol.gp 


Method 


AAT/GAP 






Start 


4669 


End 


5053 






GI 


uC-osflcyp033a04bl 


Score 


612 






Exons 


4669. .5053 











GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ■ 

Seq. No. 32226 Seq. ID OJ991108_10 . 0124 . C19 



32252 



Gene No. 66707 Strand 

Start 10141 End 10522 

Name OJ991108_10 . 0124 . CI 9 . o2 . gp Method AAT/GAP 

Start 10141 End 10522 

GI uC-osflcyp033a04bl Score 659 

Exons 10141.. 10522 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 • 



Seq. No. 


32226 




Seq. ID 


OJ991108_10.0124 


.C19 


Gene No. 


66708 




Strand 






Start 


1334 8 




End 


16451 




Name 


n.TQQi i np io 0194 n q 


. o J. . tm 


Method 


TBLASTX: Maize 




O Lai L. 


1 "3^99 ~~ 




End 


14016 




ri t 


none 




Score 


577 






1^799 14014 1^40 


1 "34 R 7 

• ± O f± D O , 


13354 . . 14016 






^99 9 6 




Seq. ID 


OJ991108JL0.0124 




Gene No. 


66708 




Strand 






Start 


13348 




End 


16451 




Name 


OJ991108 10.0124.C19 


,o2. ts 


Method 


TBLASTX : Soybean 




OLdll- 


13342 




End 


14007 






none 




Score 


69 




Exons 


13342. .13590, 13415. 


.13582, 


13624. .13995, 13624. .14 007, 






13631. .14002 










Seq. No. 


32226 




Seq. ID 


OJ991108__10.0124 


.C19 


Gene No. 


66708 




Strand 






OLdl L 


13348 




End 


16451 




Name 


OJ991108 10.0124.C19 


. o3 . np 


Method 


AAT/NAP 




O Lai L 


13348 




End 


16451 




(1 T 


4416302 




Score 


3317 




DAUl io 


13348. .16451 










fl T npi or-ri n 
OX L/G O L~ i. -LLy • 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


32226 




Seq. ID 


OJ991108_10.0124 


.C19 




66708 




Strand 








13348 




End 


16451 




NT 3 mo 


OJ991108 10.0124.C19 


.ol.tc 


Method 


TBLASTX; Cress 






13369 




End 


13827 






none 




Score 


74 




Exons 


13369. .13614, 13421. 


.13588, 


13600. .137 34, 13738. .13827 




Seq. No. 


32226 




Seq. ID 


OJ991108_10.0124 


.C19 


Gene No. 


66708 




Strand 






Start 


13348 




End 


16451 




Name 


OJ991108 10.0124.C19 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13402 




End 


13782 




GI 


none 




- Score 


51 




Exons 


13402. .13590, 13415. 


.13534, 


13609. . 137 


82, 13613.. 13714 




Seq. No. 


32226 




Seq. ID 


OJ991108_10.0124 


.C19 


Gene No. 


66708 




Strand 






Start 


13348 




End 


16451 




Name 


OJ991108 10.0124.C19 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13792 




End 


14208 




GI 


none 




Score 


90 





32253 



Exons 



137 92. .14028, 14 041. .14208 



Seq. No. 32226 Seq. ID 

Gene No. 66708 . Strand 

Start 13348 End 

Name OJ991108_10 . 0124 . C19 . 06 . tm Method 

Start 14017 End 

GI none Score 

Exons 14017. .14208, 14018.. 14209 



OJ991108_10.0124 ,C19 
16451 

TBLASTX: Maize 

14209 

181 



Seq. No. 32226 

Gene No. 66708 

Start 13348 

Name OJ991108_10 . 0124 . CI 9 . o3 . tm 

Start 14250 

GI none 

Exons 14250. .14468, 1425 1 . . 147 18 , 



Seq. ID OJ991108_10.0124.C19 
Strand 

End 16451 

Method TBLASTX: Maize 

End 14718 

Score 339 
14252. .14716, 14 599. .14718 



Seq. No. 32226 

Gene No. 66708 

Start 13348 

Name OJ991108_10 . 0 124 . CI 9 . ol . ts 

Start 14378 

GI 5509260 

Exons 14378. .14896, 14378 .. 14 4 64 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_10.0124.C19 
16451 

TBLASTX: Soybean 

14991 

391 



14383. . 14 991, 14 38 9. . 14 8 98 



Seq. No. 32226 

Gene No. 66708 

Start 13348 

Name OJ991108_10 . 0124 . CI 9 . ol . tw 

Start 14389 

GI none 

Exons 14389 
14605 



Seq. ID OJ991108_10.0124.C19 
Strand 

16451 

TBLASTX: Wheat 
14862 
88 



End 

_ Method 

End 
Score 

14562, 14392. . 14739, 14393 .. 14731, 14396 .. 14749, 
14733, 14740. . 14766, 14773. .14862 



Seq. No. 32226 

'Gene No. 66708 

Start 13348 

Name OJ991108_10 . 0124 . CI 9 . o3 . tc 

Start 14497 

GI none 

Exons 14497. .14769, 14 626 .. 14724 , 14630.. 14770 



Seq. ID OJ991108_10.0124.C19 
Strand 

End 16451 

Method TBLASTX: Cress 

End 14770 

Score 71 



Seq. No. 32226 

Gene No. 66708 

Start 13348 

Name OJ 99110 8_10. 0124. C19.o5.tm 

Start 14719 

GI none 
Exons 



Seq. ID OJ991108_10.0124.C19 
Strand 
End 

Method 
End 
Score 



16451 

TBLASTX: Maize 

15006 

63 



14719. .14769, 14720 .. 14 7 67 , 14723 .. 14 98 6, 14758. .15006 



Seq. No. 32226 

Gene No. 66708 

Start 13348 

Name OJ991108_10 . 0124 . CI 9 . o2 . tm 

Start 15007 



Seq. ID OJ991108_10.0124.C19 
Strand 

End 16451 

Method TBLASTX : Mai ze 

End 15867 



32254 




bl 


none 




Score 


0 f 0 
362 




Exons 


lOUU / . . 1 Ol 00 , lOl/O. 


1 c 0 c 0 

. loooz, 


15218 . . 15 i 


93, 15799. . 15867, 






lOoUU . . 1 oo 4 1 










O rt rtf KT 

beq. no. 






Seq. ID 


OJ991108_10.0124 


.C19 


Gene No. 


66708 




Strand 






Start 


13348 




End 


16451 




Name 


ATQQ1 1 HP 1(1 0 10/1 r"1 Q 

ujyyiiuo iu.uiZ4.biy 


. o4 . tw 


Method 


TBLASTX: Wheat 




ot art 






End 


15444 




bl 


none 




Score 


49 




Exons 


1 CI no 1 C, T QO 1 CI 1 o 

1 0 1 U O . . 1 0 1 y Z , loll J . 


1 CI £C 

10 lob, 


15207. .15350, 15214 15351 , 






lc.Oi/1 1 co^rn 1C3£"7 
1 OZ 1 4 . . 10 joU , 10 JO / . 


1 C. A A A 

10444 








Seq. No. 


32226 




Seq. ID 


OJ991108_10.0124 


.C19 


Gene No. 


66708 




Strand 






ot art 






End 


16451 




Name 


ujyyiiuo iu.uiZ4.biy, 


rt O 4- ~ 

O J . ts 


Method 


TBLASTX: Soybean 




O 4 i >~ 4- 

otart 


i coo;: 
1 ozz o 




End 


15687 




bl 


none 




Score 


43 




Exons 


1 COO 1 C £ Q O 1CO"7Q 
1 OZ Z O . . lOOO / , 1 OZ / O . . 


1 c a 0 n 


154 90. .15612, 154 97. .15658 




Seq. No. ■ 


32226 




Seq. ID 


OJ991108_10.0124 


C19 


Gene No. 


66708 




Strand 


- ' 




ot art 


1 OO /I Q 




End 


16451 




Name 


atqqi i no in nio>i "in 

ojyyiiUo iu . u iz4 . ci y . 


o2 . tc 


Method 


TBLASTX: Cress 




otart 


1 C O O Q 

lozz y 




End 


15645 






none 




Score 


200 




Exons 


1C.OOQ i ctyi c 

lozzy . . ioo4o 










Seq. No. 


32226 




Seq. ID 


OJ991108_10.0124. 


C19 


Gene No. 


66708 




Strand 






o tar t 


1 O. O A Q 
1 JJ 4 O 




End 


16451 




Name 


a tqai i no in nio>i oin 

QjyyilUo 10 . U 124 . Cl 9 . 


o2 . tw 


Method 


TBLASTX: Wheat 




b tar l 


1 C C O Q 

looJo 




End 


16102 




bl 


none 




Score 


136 




Exons 


1 C, C O Q 1 CQK 1 CCOQ 

i oooo . . loo i o, loooy.. 


1 C T7 C 
lO / ID, 


15856. .161 


01, 15872.. 16102 




oeq . no . 


O O O O (Z 
JZZZO 




Seq. ID 


OJ991108_10.0124. 


C19 


Gene No. 


66708 




Strand 






Start 


13348 




End 


16451 




Name 


r\ tqqi 1 no in ni o/i r^iQ 

ujyyiiuo iu.uiz4.biy. 


o4 . tm 


Method 


TBLASTX: Maize 




o t art 


1 OO / Z 




End 


16264 




bl 


none 




Score 


167 




Exons 


1 C, Q O O 1 C 1 /l >1 1 COT/I 

10o/Z..lOl44, 100/4.. 


1 a n 
1 d!4 U f 


15923. .161 


44, 15939. .16145, 






1 C 1 O O 1 1 £ 1 o c 

loUJ..loZb4, loloo.. 


1 /" 0 /■ 0 
16263 








G rt rt M rt 

oeq. no. 


0000-7 
oZZZ / 




Seq. ID 


OJ991108_10.0124. 


C20 


Gene No. 


66709 




Strand 


+ 




Start 


1 




End 


3866 




Name 


OJ991108 10.0124.C20. 


o2 .np 


Method 


AAT/NAP 




otart 


1 




End 


3866 




GI 


6721516 




Score 


315 




, Exons 


1..37, 1714. .1765, 21 


81. .2520, 3841. .3866 




v£l De scrip. 


(AP001072) hypothetical protein [Oryza 


SPt i 1 




Seq. No. 


32227 




Seq. ID 


OJ99110.8_10.0124. 


C20 


Gene No. 


66710 




Strand 


+ 





32255 



Start 


3835 




End 


14590 




o.tqqi i rift in m oa roc\ o^ 


.np 


Method 


AAT/NAP 


O LciX L 


"34 PI R _ ■ 

J40 J 




End 


8724 








Score 


213 


Fynnc 


^4ftR "}R9/1 4QQQ c.RQl 


8647. 


.8724 




fl T Dpopri o 
VJl L/COC-J L kJ • 


fAFll417"M h\/not-hpt- i o^ 1 
V 1111 / x ^ nyLj<ji_iitrLX(_ciX 


protein [Sorghum bicolor] 


O ~ • IN \J • 


32227 




Seq. ID 


OJ991108_10.0124.C20 


VJC11C IN ^> « 


vj U ' X U 




Strand 


+ 


Cf art- 


JO J J 




End 


14590 


Name 


OJ991108 10.0124 .C20.O2 


.gs 


Method 


GENSCAN 


Start 


3835 




End 


14590 


GI 


n on ^ 




Score 


.46 


IT von Q 


^ft^R ^Qft^ /IC.'JI AaiQ 


4923. 


.5291, 5325.. 5864, 5958.. 6250, 




6709 fift9fi 709ft 71R0 


8011. 


.8210, 8221. .8488, 8527. .8669, 




R716 ftftll Q969 Q^7R 


9902. 


.10044, 10499. .10574, 10662. .1 




1 ^Qft 7 1 A R Qfl 

X J .7 O / • . 14 J3U 








o pn Wo 


^99 97 




Seq. ID 


atqqi i no in nio/t o>on 




66710 




Strand 


_L 
T 


Start 


3835 




End 


i yi can 
X 4 D y U 


Name 


OJ991108 10.0124 .C20.ol 


.gp 


Method 


AAT/GAP 


>j u a J. u 


6325 




End 


6515 


rj 
u X 


LIB3433-02 6-P1-K1-C1 




Score 


254 


Exons 


6325. . 6515 








T Ho CPT1 "O 


, 5852170/emb|AL117265. 1 I0ST17 


804 l.Oe- 


44 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 » 


Ccirr Mo 

OC^t IN ^ • 


32227 




Seq. ID 


OJ991108_10.0124.C20 


Gene No. 


66711 




Strand 




Start 


7607 




End 


8512 


Name 


OJ991108 10.0124.C20.o4 


np 


Method 


AAT/NAP 


O L. d. X L. 


7607 




End 


8512 


O X 


5852178 




Score 


496 


ITynn q 


7607. .7701, 8065. .8177, 


8209. 


.8512 




"W -I- i— ' O ' J L k_/ m 


(AL117265) zhb0008.1 [Oryza sativa] 




Seq. No. 


32227 




Seq. ID . 


OJ991108_r0;0124.C20 


Gene No. 


66712 




Strand 




Start 


13986 




End 


14304 


Name 


OJ991108 10.0124 .C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


13986 




End 


14304 


GI 


none 




Score 


163 


R v on q 

J— J A UilO 


1398 6. .14192, 13987 . .. 14202 , 14214 14 297 , 14215. .14304 


Seq. No. 


32228 




Seq. ID 


OJ991108_10.0124.C21 


Gene No. 


66713 




Strand 


+ 


Start 


48 




End 


358 


LNCliUt; — 


OJ991108 10.0124.C21.ol. 


gs 


Method 


GENSCAN 


O L- Cl X L. 


48 


End 


358 


GI 


none 




Score 


.93 


Exons 


48. .358 








Seq. No. 


32228 




Seq. ID 


OJ991108_10. 0124.C21 


Gene No. 


66714 




Strand 




Start 


110 




End 


446 


Name 


OJ991108 10.0124.C21.ol. 


gp 


Method 


AAT/GAP 



32256 



Start 110 End 446 

GI none Score 650 

Exons 110.. 446 



o e q . IN O . 


JZ Z Z 0 




beq. ID 


A7QQI 1 AO 

oj y y 1 1U0 


IU . 


VIZ 4 


. C21 


bene lno . 


DO / 1 J 




Strand 












1 Jl D 




hno 


1 / y y 








Name 




gs 


Metnoa 


bLNbLAiN 








Start 


1546 




End 


1799 








GI 


none 




Score 


.68 








ilt AUl lo 


1S4fi 1 fi^fi 1796 17QQ 














O c CJ . LN O . 






beq. iu 


a-tqqi t no 

uj y y 1 1 Uo 


IU . 


U IZh 


. LZZ 




££7 1 £ 

OD / ID 




otrano 


+ 










1 O U 0 




17 r\ sA 

_na 


9 c; "3 a 
ZD oh 








Name 


fiTQQI 1 HQ in 01 9/1 POO /-vl 


gs 


Method 


rTMCP7\ XT 








oLait 


IJUO 






ZD OH 








r; t 


none 




Score 


. 65 








Exons 


1308. .1793, 1812. .2534 














oeq. ln o . 


32229 




Seq. ID 


OJ991108_ 


10. 


0124 


.C22 


Gene No . 


66717 




Strand 










ot ar l 


4853 




End 


5654 








Name 


OJ991108 10.0124.C22.ol. 


gp 


Method 


AAT/GAP 








OLalL 


4582 


End 


4963 








PT 


LIB34 32-012-P1-K1-H3 




Score 


701 








Exons 


4582. .4963 














GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171 


) TNP2-like 




protein [Sorghum bicolor] ' 












oeq. lno . 


32229 




Seq. ID 


OJ991108__ 


10. 


0124 


.C22 


bene lno . 


66717 




Strand 












4853 




End 


5654 








Name 


OJ991108 10.0124.C22.o2. 


gs 


Method 


GENSCAN 








btart 


4853 




End 


5654 








GI 


none 




Score 


.77 








Exons 


4853. .4994, 5128. .5271, 


5353. 


.5654 










Seq. No. 


32230 




Seq. ID 


OJ991108_ 


10. 


0124 


.C23 


Gene No. 


66718 




Strand 


+ 








Start 


1310 




End 


1732 








Name 


OJ991108 10.0124.C23.ol. 


gs 


Method 


GENSCAN 








Start 


1310 




End 


1732 








GI 


none 




Score 


.9 








Exons 


1310. .1732 















Seq. .No. 32230 . Seq. ID 

Gene No. 66719 Strand 

Start 3931 End 

Name OJ991108_10 . 0124 . C23 . o2 . gs Method 

Start 3931 End 

GI none Score 

Exons 3931. .4248 



OJ991108_10.0124.C23 

4248 
GENSCAN 
4248 
.58 



Seq. No. 
Gene No. 
Start 



32231 
66720 
1 



Seq. ID 

Strand 

End 



OJ991018 18. 0125. C2 



479 



32257 



Name OJ991018_18 . 0125 . C2 . ol . np Method AAT/NAP 

Start 1 End 479 

GI 1345808 Score 146 

Exons 1..192, 384. .479 

GI Descrip. CHALCONE SYNTHASE (NARINGENIN-CHALCONE SYNTHASE) 

gil 1067125|emb|CAA91923| (Z67982) chalcone synthase [Dianthus 
caryophyllus] 



Seq. No. 32232 Seq. ID 

Gene No. 66721 Strand 

Start 14212 End 

Name OJ991018_18 . 0125 . C3 . o4 . gs Method 

Start 14212 End 

GI none Score 

Exons 14212. .14295, 16205.. 16552 



OJ991018_18.0125.C3 
+ 

16552 
GENSCAN 
16552 
.5 



Seq. No. 32232 Seq. ID OJ991018_18 . 0125 . C3 

Gene No. 66722 Strand + 

Start 18356 End 20995 

Name OJ991018_18 . 0125 . C3 . o4 . np Method AAT/NAP 

Start 18356 End 20995 

GI 4539658 Score 110 

Exons 18356. . 18631, 20975.. 20995 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 32232 Seq. ID 

Gene No. 66723 Strand 

Start 26119 End 

Name OJ991018_18 . 0125 . C3 . 06 . gs Method 

Start 26119 End 

GI none Score 
Exons 



OJ991018_18.0125.C3 
+ 

27183 
GENSCAN 
27183 
.4 



26119. .26204, 26400 .. 2651 6, 27015. .27183 



Seq. No. 32232 Seq. ID 

Gene No. 66724 Strand 

Start 29368 End 

Name OJ991018_18 .0125 . C3 . o2 . gp Method 

Start 29368 End 

GI uC-osflcyp039h04bl Score 

Exons 29368.-29539, 29918.. 29980 

GI Descrip. ' 1617274 /emb | CAA96522 | 1.0e-09 (Z72152) AMP-binding protein 
[Brassica napus] ' '•* 



OJ991018_18.0125.C3 
+ 

29980 
AAT/GAP 
29980 
303 



Seq. No. 32232 Seq. ID 

Gene No. 66725 Strand 

Start 47387 End 

Name OJ991018_18 . 0125 . C3 . o9 . gs Method 

Start 47387 End 

GI none Score 

Exons 47387. .47396, 48568.. 48710 



OJ991018_18.0125.C3 
+ 

48710 
GENSCAN 
48710 
.58 



Seq. No. 
Gene No. 
Start 
Name 
Start 



32232 

66726 

49908 

OJ991018_ 

49908 



18.0125.C3.ol0.gs 



Seq. ID OJ991018_18.0125.C3 

Strand + 

End 52524 

Method GENSCAN 

End 52524 



32258 





none 




Score 


.79 






Exons 


4 yyuo . . h yy ju , oiuzi 


. . JlJJJ, 


52280. .52328, 52339 


coco/ 
. . DZ bZ 4 




Seq. No. 


32232 




Seq. ID 


OJ991018 


_18.0125 


.C3 


Gene No. 


66727 




Strand 


+ 








jj / ID 




End 


54047 






Name 




.oil. qs 


Method 


GENSCAN 






btart 






End- 


54047 






H T 


none 




Score 


.92 






Exons 


JJ / IO . . jjoU / , jjOjZ 


. . O H U H 1 










C/arr NT /■> 

oeq . ino . 


099-39 
jZZ JZ 




Seq. ID 


uj yyiuio 


IO f\ T O C 

lo . U 1Z 3 




UCilC LN U • 


66728 




Strand 


+ 






Start 


56588 




End 


56741 






Name 


OJ991018 18. 0125. C3 


. o4 . gp 


Method 


AAT/GAP 






OLall- 


56588 




End 


56741 






C T 


2338 1.R1084 




Score 


79 






Exons 


56588. .56608, 56673 


. .56741 










ui uescrip. 


, 5803242/cibj | AP000399 . 1 1 AP000399 2.0e- 


40 Oryza 


sativa genomi 




DNA, chromosome 6, clone : P0535G04 1 








Pari NT /"\ 

oeq . ino . 


32232 




Seq. ID 


OJ991018 


_18.0125 


-C3 


Gene No . 


66729 




Strand 


+ 






Start 


61580 




End 


70081. 






Name 


OJ991018 18. 0125. C3 


. ol3 . gs 


Method 


GENSCAN 






o cart 


61580 




End 


70081 






(al 


none 




Score 


.76 






Exons 


61580. .61850, 63857 


. .63987, 


64022. .64205, 64621 


. .64733, 






64789. .65007, 65749 


. .65913, 


67113. .67235, 67904 


. .68067, 






68100. . 68296, 68832 


. .68911, 


69362. .70081 






oeq . no . 


32232 




Seq. ID 


OJ991018_ 


_18.0125 


C3 


bene INO . 


66729 




Strand 


+ 






Start 


61580 




End 


70081 






Name 


OJ991018 18. 0125. C3 


o5 . gp 


Method 


AAT/GAP 






Cf y-f 


64270 




End 


66286 






C T 


13899 1.R1084 




Score 


1607 






Exons 


64270. . 64397, 64789 


.65007, 


65749. .66286 






uescrip. 


, 4455351/emb|CAB36761.1| 5. 


0e-63 (AL035524) putative protein 




[Arabidopsis thaliana] 1 










oeq . no . 


32232- 




Seq. ID 


OJ991018_ 


JL8.0125. 


C3 


Gene No. 


66729 




Strand • 


+■ . 






Start 


61580 




End 


70081 






Name 


OJ991018 18. 0125. C3. 


06 . np 


Method 


AAT/NAP 






Cf n v+- 


64275 




End 


65955 








4455351 




Score 


561 






Exons 


64275. .64397, 64789. 


.65011, 


65726.. 65955 






bi uescrip. 


(AL035524) putative 


protein 


[Arabidopsis thaliana] 




Spa Nn 


32232 




Seq. ID 


OJ991018_ 


_18. 0125. 


C3 


Gene No. 


66730 




Strand 


+ 






Start 


71198 




End 


77133 






Name 


OJ991018 18. 0125. C3. 


ol4 . gs 


Method 


GENSCAN 






Start 


71198 




End 


77133 






GI 


none 




Score 


.64 






Exons 


71198. .71257, 71663. 


.71772, 


73357. .73639, 73767 


.74013, 





32259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



74983. .75104, 7514 9 .. 75269, 77099. .77133 

OJ991018 18. 0125. C3 



32232 
66731 
459 

OJ991018_18.0125.C3.ol.gs 

459 

none 

459. .554, 1168. .1391 

32232 
66732 
4032 

OJ991018_18.0125.C3.o2.gs 

4032 

none 

4032.. 4130, 4233.. 4337, 4552, 
6333.. 6555, 7584. .7779 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4650, 



1391 
GENSCAN 
1391 
.79 



OJ991018 18. 0125. C3 



7779 
GENSCAN 
7779 
.69 

5598. .5933, 5999. 



6254, 



OJ991018 18. 0125. C3 



32232 Seq. ID 

66732 Strand 

4032 End 7779 

OJ991018_18 . 0125 ,C3 . ol . np Method AAT/NAP 

5667 End 7779 

1345801 Score 768 
5667.. 6555, 7584.. 7779 

CHALCONE SYNTHASE B (NARINGENIN-CHALCONE SYNTHASE B) (CHS-B) 

gi 1 687557 (U15942) chalcone synthase [Ipomoea cordatotriloba] 



Seq. No. 


32232 




Seq. ID 


OJ991018_ 


18.0125 


.C3 


Gene No. 


66733 




Strand 








Start 


10274 




End 


13259 






Name 


OJ991018 18. 0125. C3. 


o3 . gs 


Method 


GENSCAN 






Start 


10274 




End 


13259 






GI 


none 




Score 


.57 






Exons 


10274. .10466, 10805. 


.10991, 


11861. .12103, 12236. 


. 12525, 






12604 .. 12814, 13010. 


.13259 










Seq. No. 


32232 




Seq. ID 


OJ991018_ 


18.0125 


C3 


Gene No. 


66733 




Strand 








Start 


10274 




End 


13259 






Name 


OJ991018 18. 0125. C3. 


o2 . np 


' Method 


AAT/NAP 






Start 


11841 




End 


13229 






GI 


2598293 




Score 


872 






Exons 


11841. .12826, 13064. 


. 13229 










GI Descrip. 


(AJ002526) chalcone 


synthase 


[Digitalis 


lanata] 






Seq. No. . 


32232 




Seq. ID 


OJ991018_ 


18.0125, 


C3 


Gene No. 


66734 




Strand 








Start 


15649 




End 


23392 






Name 


OJ991018 18. 0125. C3. 


o3 .np 


Method 


AAT/NAP 






Start 


15649 




End 


21784 






GI 


4680203 




Score 


457 






Exons 


15649. . 15752, 16921. 


.17735, 


18013. . 1824 


8, 19288. 


.19332, 






19590. . 19777, 21724. 


.21784 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 







32260 




beq. no. 


32232 






Seq. ID 


OJ991018_ 


lo . 0125 


. C3 


Gene No. 


66734 






Strand 








Start 


15649 






End 


23392 






Name 


OJ991018 18. 0125. C3. 


o5 . gs 


Method 


GENSCAN 








16783 




End 


23392 








none 






Score 


.68 






DAUIlO 


16783. 


16986, 18277. 


1 Q A £9 


18522. .18551, 20033. 








21219. 


22177, 23197. 


. c jo yz 










Seq. No. 


32232 






oeq . iu 


uu y y x u ± 0 


18.0125 


.C3 


Gene No. 


66734 






Strand 








Q-t a r* t- 


15649 






End 


23392 






Name 


OJ991018 18. 0125. C3. 


ol . gp 


Method 


AAT/GAP 






OLaiL 


21066 






End 


21350 








3106823 • 




Score 


558 






Exon s 


21066. . 


21350 












Seq. No. 


32232 






Seq. ID 


OJ991018_ 


18.0125 


.C3 


Gene No. 


66735 






Strand 








o LclX. L 


29667 






End 


31975 






Name 


OJ991018 18. 0125. C3. 


o7 . gs 


Method 


GENSCAN 






otart 


29667 






End 


31975 








none 






Score 


.8 






Exons 


29667. . 


29710, 30068. 


. ju i y d , 


31417. .31531, 31843. 


0 1 mc 




o e q . in o . 


32232 






Seq. ID 


OJ991018_ 


lo . U 1Z D 


. Co 


bene ino . 


66736 






Strand 








Start 


33798 






End 


43258 






Name 


OJ991018 18.0125-C3. 


o5 . np 


Method 


AAT/NAP 






OLal L 


33792 






End 


35169 








5921766 






Score 


955 






L, T \7 f~\ if^ C 


33792. . 


34780, 34989. 


.35169 










ia± uescnp. 


CHALCONE SYNTHASE 8 


(NARINGENIN-CHALCONE SYNTHASE 8) gi | 2253119 




(AF007099) chalcone 


synthase 


[Bromheadia f inlaysoniana] 




o e q . In o . 


32232 






Seq. ID 


OJ991018_ 


18.0125 


C3 


bene wo . 


66736 






Strand 








Start 


33798 






End 


43258 






Name 


OJ991018 18. 0125. C3. 


08 . gs 


Method 


GENSCAN 






OCdlC 


33798 






End 


43258 








none 






Score 


.6 






Exons 


33798. . 


34780, 34989. 


.35218, ' 


37978. .38205, 39007. 


.39086, 






40897. . 


40991, 41851. 


.41991, 


42497. .42730, 42827. 


.43202, 






43220. . 


43258 














32232 






Seq. ID 


OJ991018_ 


18.0125. 


C3 


Gene No. 


66737 






Strand 








Start 


52693 






End 


59468 






Name 


OJ991018 18. 0125. C3. 


o3.gp 


Method 


AAT/GAP 






Start 


52693 






End 


56043 






GI 


LIB3477 


-003-P1-K1-E9 




Score 


136 






Exons 


52693. . 


52745, 55991. 


.56043 . 











GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >qi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 

Seq. No. 32232 Seq. ID OJ991018_18 . 0125 . C3 



32261 



Gene No. 66737 

Start * 52693 

Name OJ991018_18 . 0125 . C3 . ol2 . gs 

Start 54242 

GI none 

Exons 54242. .54381, 54 698 54 806, 57217 
58108. .58186, 59376. .59468 



Strand 
End 

Method 
End 
Score 



59468 
GENSCAN 
59468 
.59 



,57311, 57593. .57682, 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32232 
66738 
68203 

OJ991018_18. 

5586 

none 

5586. .5648, 
5863. . 6054, 
7583. .7726, 
11998. .12126 
12391. .12741 
13063. .13206 
21349. .21477 
23195. .23344 
33891. .34082 
34282. .34341 
34988. .35131 



0125.C3.ol.tc 



Seq. ID OJ991018 
Strand 

End 76931 
Method TBLASTX: 
End 35172 
Score 55 
.5858, 5728. .5856, 
.6583, 6240. .6470, 



18. 0125. C3 



Cress 



5587. .5649, 5667. 
6058. .6117, 6140. 
11856. . 11918, 11857. .11919, 11937. . 

, 12126. .12317, 12330. . 12389, 12345 

, 12396. .12812, 12429 .. 12806, 13062 

, 21207. .21272, 21208 .. 21267 , 21288 

, 21477. .21668, 21738 22205 , 21745 

, 23196. .23339, 33810 33872 , 33811 

, 33952. .34080, 34 090 .. 34278 , 34095 

, 34341. .34775, 3.4-465 .. 34695, 34987 



5856. . 6050, 
7582. .7767, 

12122, 

. .12389, 

. .13247, 

. .21479, 

. .22173, 

. .33870, 

. .34274, 

. .35172, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32232 
66738 
68203 

OJ991018_18, 
5586 
none 
5586. . 
6140. . 
11856. 
12126. 
13063. 



0125.C3.ol.tm 



5648, 
6583, 
. 11918 
.12389 
.13206 
21466. .21738 
23195. .23344 



33952, 
34412, 



.34080 
.34480 



5617. .5856, 5667 
6187.. 6255, 6261 
, 11937. .12122, 
, 12396. .12812, 
, 21207. .21311, 
, 21477. .21740, 
, 23196. .23339, 
, 34095. .34343, 
, 34486. .34719, 



Seq. ID OJ991018 
Strand 

End 76931 
Method TBLASTX 
End 35175 
Score 116 
.5858, 5845. .6117, 
.6494, 7582. .7731, 
11998. .12126, 12115 
12397. .12765, 13062 
21288. .21479, 21349 
21738. .22205, 21748 
33810. .33914, 33891 
34096. .34341, 34341 
34987. .35175, 34988 



18. 0125. C3 



Maize 



5856. . 6119, 
7583. .7726, 

. . 12345, 

. . 13211, 

. .21477, 

. .22173, 

. .34082, 

. .34775, 

. .35131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32232 
66738 
68203 

OJ991018_18. 

5586 

none 

5586. .5648, 
5856. . 6119, 
11866. .11919 
12126. .12389 
12612. .12812 
21288. .21479 
21738. .22205 
33810. .33914 
34090. .34341 



0125.C3.ol. ts 



5596.. 5649, 5667 
6140.. 6583, 6240 
, 11937. .12122, 
, 12396. .12812, 
, 13056. .13211, 
, 21349. .21477, 
, 21862. .22170, 
, 33820. .33870, 
, 34095. .34343, 



Seq. ID OJ991018_18.0125.C3 
Strand 

End 76931 

Method TBLASTX : Soybean 

End 35136 

Score 50 
..5858, 5.695.. 5856, 5845. .6117, 
..6494, 7576. .7731, 11856 .. 11918 , 
11998. .12126, 12115. .12342, 
1242 9. .12521, 12511. .127 65, 
21207. .21311, 21217. .21267, 
214 66. .21738, 2 14 77 . . 21740 , 
23190. .23333, 231 92 .. 2334 4 , 
338 91. .34 082, 33952. .34 080, 
34 341. .34775, 34 348 .. 34 719, 



32262 





O il op /I oci oc; *3/lQQQ *3 C 1 O C 






beq. NO. 




Seq. ID 


OJ991018_18.0125 


^ y - * q NT /~\ 


DO / JO 


Strand 




Start 


68203 


End 


76931 


Name 


OJ991018 18.0125.C3.o2.tw 


Method 


TBLASTX : Wheat 


Start 


17108 


End 


18123 


GI 


none 


Score 


72 


Exons 


17108. .17212, 17201. .17308, 


17407. .17583, 17598 17756, 




17599. .1774 8, 17722 .. 18009, 


18055. . 18123 



Seq. No. 32232 

Gene No. 66738 

Start 68203 

Name OJ991018_18 . 0125 . C3 . o4 . tm 

Start 17764 

GI none 
Exons 



Seq. ID OJ991018__18.0125.C3 
Strand 
End 

Method 
End 
Score 



76931 

TBLASTX: Maize 

18147 

234 



17764. .18075, 17765 .. 18103, 18079. .18147 



Seq. No. 


32232 






Seq. ID 


OJ991018_18.0125, 


■ C3 


Gene No. 


66738 






Strand 






Start 


68203 






End 


76931 




Name 


OJ991 


018_18.0125.C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


31054 






End 


31437 




GI 


' none 






Score 


130 




Exons 


31054 


..31173, 31177. 


.31437, 


31178. .314 


26, 31309.. 31431 




Seq. No. 


32232 






Seq. ID 


OJ991018JL8.0125. 


.C3 


Gene No. 


66738 






Strand 






Start 


68203 






End 


76931 




Name 


OJ991 


018_18.0125.C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


31054 






End 


31440 




GI 


none 






Score 


105 




Exons 


31054 


..31242, 31054. 


.31272, 


31055. .314 


23, 31122. .31373, 






31297 


. .31440 











Seq. No. 32232 
Gene No. ' 66738 

Start 68203 

Name OJ991018_18 . 0125 . C3 . o3 . tw 

Start 31084 

GI none 

Exons 31084 . .31272, 31106 , .-31264-, 31291 . .31440, 31295.. 31438 



Seq. ID OJ991018_18.0125.C3 

Strand - 

End 76931 

Method TBLASTX : Wheat 

End 31440 

Score 82 



Seq. No. 32232 

Gene No. 66738 " 

Start 68203 

Name OJ991018_18 . 0125.C3. 

Start 31464 

GI none 

Exons 31464 .. 31523, 31521, 
31544. .31957, 31844. 



Seq. ID OJ991018_18.0125.C3 
Strand 

End 76931 

o3.tm Method TBLASTX : Maize 

End. 31957 

Score 277 
.31835, 31525. .31791, 31525 .. 31 953, 
.31957 



Seq. No. 32232 

Gene No. 66738 

Start 68203 

Name OJ991018 18 . 0125 . C3 . ol . tw 



Seq. ID OJ991018_18.0125.C3 
Strand 

End 76931 

Method TBLASTX : Wheat 



32263 



C-4- a r-t- 
OLqiC 


jIDUO 








End 


32359 








none 








Score 


89 








31608. 


31826, 


31853. 




32069. .32230, 32231 


. . 32359 




Seq. No. 


32232 








Seq. ID 


OJ991018 


_18.0125. 


C3 


Gene No. 


66738 








Strand 








O L. O. -L L. 


68203 








End 


76931 






Name 


OJ991018__18.0125.C3. 


Oj . IS 


Method 


TBLASTX: 


Soybean . 




o Lai i_ 


31973 








End 


32359 




(IT 


none 








Score 


128 








31973. . 


32233, 


31974 . 


TOO Q7 


32231. .32359, 32232 


. . 0_! J4 0 




O fci . IN O . 


32232 








Seq. ID 


OJ991018 


__lo . 0125 . 


C3 


Con d M /^i 


66738 








Strand 








Start 


68203 








End 


76931 






Name 


OJ991018 18. 0125. C3 . 


o2.ts 


Method 


TBLASTX: 


Soybean 




OLai L 


64313 








End 


65964 




ul 


none 








Score 


108 






IT" V /~\ T~l o 


64313. . 


64399, 


64326. 


. b4 4 U b , 


64789. . 64863, 64806 


. .64844, 






64863. . 


65006, 


64864 . 




65735. . 65842, 65736 


c a o n "i 
. . boo 91, 






65743. . 


65964, 


65748. 


£ C. Q O O 








OCtj • IN (J . 


32232 








Seq. ID 


OJ991018 


18.0125. 


C3 


otriltr IN (J. 


66738 








Strand 








Start 


68203 








End 


76931 






Name 


OJ99101 


8 18. 0125. C3. 


o2. tm 


Method 


TBLASTX: 


Maize 




o Lai L 


64323 








End 


66084 






(IT 


none 








Score 


123 






LXOllb 


64323. . 


64400, 


64331. 


a A A O Q 

. b4 4 _. y , 


64789. . 65007, 64806 


. . 65000, 






65736. . 


65894, 


65743. 


. oo y d4 , 


65746. . 65940, 65748 


. . 65957 , 






65996. . 


66046, 


66000. 


. DDU4 / , 


66036. . 6608 


3, 66046 


. . ooOo 4 




O L£ ■ LN U . 


32232 








Seq. ID 


OJ991018 


lo . Ulz5 . 


C3 


VjJCllt; In L/ • 


66738 








Strand 








Start 


68203 








End 


76931 






Name 


OJ991018 18. 0125. C3. 


o2.tc 


Method 


TBLASTX: 


Oress 




Start 


64326 








End 


65946 






GI 


none 








Score 


89 






Exons 


64326. . 


64406, 


64789. 


.64863, 


64806. .64862, 64863 


. .64988, 






64864 . . 


64989, 


64984. 


.65007, 


65743. . 6580 


8, 65800 


. .65895, 






65802. . 


65894, 


65802. 


.65945, 


65803. . 65946 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32232- . Seq. ID 
66738 - Strand 
68203 End 
OJ991018_18 . 0125 .C3.o7.np Method 
68203 End 
5305335 Score ■ 



OJ.991018_18.0125.C3 

76931 
AAT/NAP 
73489 
142 



68203. .68371, 694 15 .. 69603, 73251. .73489 

(AF071081) proline-rich mucin homolog [Mycobacterium 

tuberculosis] 



Seq. No. 32232 Seq. ID 

Gene No. 66738 Strand 

Start 68203 End 

Name OJ991018_18 . 0125 . C3 . 08 . np Method 

Start 72638 End 



OJ991018_18.0125.C3 

76931 

AAT/NAP 

76931 



32264 



GI 1076414 Score " 37 

Exons 72638. .72675, 73901 .. 74 036, 76910.. 76931 

GI Descrip. subtilisin-like proteinase (EC 3.4.21.-) - Arabidopsis thaliana 
(fragment) gi | 757534 | emb | CAA59963I (X85974) subtilisin-like 
protease [Arabidopsis thaliana] 



Seq. No. 32233 Seq. ID 

Gene No. 66739 Strand 

Start 1252 End 

Name OJ991018_18 . 0125 . C4 . ol . gs Method 

Start 1252 End 

GI none Score 

Exons 1252.. 1833 



OJ991018_18.0125.C4 

"1916 
GENSCAN 
1833 
.82 



Seq. No. 32233 Seq. ID OJ991018__18 . 0125 . C4 

Gene No. 66739 Strand 

Start 1252 End 1916 

Name OJ991018_18 . 0125 . C4 . ol . gp Method AAT/GAP 

Start 1447 End 1916 

GI 20814_1.R1084 Score 843 

Exons 1447.. 1916 

GI Descrip. 1 6015437/dbj | AB008112 . 1 | AB008112 1.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 32234 

Gene No. 66740 

Start 3133 

Name OJ991018_18 . 0125 . C5 . o2 . gs 

Start 3133 

GI none 

Exons 3133.. 3147, 3732.. 4058, 4597, 
7528. .7654, 9171. .9280 



Seq. ID OJ991018_18.0125.C5 

Strand + 

End 9280 

Method GENSCAN 

End 9280 

Score .66 

.6076, 6342. .7025, 7046.. 7218, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32234 



66740 
3133 

OJ991018_18.0125.C5.ol.np 
4498 
2586082 
4498. .8763 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991018_18.0125.C5 
+ 

9280 
AAT/NAP 
8763 
3975 



32234. Seq. ID O.J991018 

66741 Strand- + 

12553 End 13640 

OJ991018_18. 0125.C5.ol.gp Method AAT/GAP 

12553 End 13640 

none Score 522 

12553. .12699, 13504.. 13640 



18. 0125. C5 



Seq. No. 


32234 






Seq. ID 


OJ991018_18.0 


Gene No. 


66742 






Strand 




Start 


10749 






End 


11680 


Name 


• OJ991018 18 


0125 


. C5 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


4716 






End 


5019 


GI 


none 






Score 


270 


Exons 


4716. .5018, 


4717 


. .5019 







32265 




Seq. No. 


32234 








Seq. ID 


OJ991018_18.0125 


belle vi\j . 


DO / 4^ 








Strand 






X U / ft j 








End 


11680 


Name 


O TQQ1 01ft 1ft 


01 9 R 
. Uli J 




f i.i 


Method 


TBLASTX: Wheat 


o tar L 


A ft ^ A ~ 
ft O J 4 








End 


5166 




none 








Score 


280 


IJ 1 von c 


A ft "34 SI fifi 


A ft "34 

fi O O H 


' 4 QSQ 


4 ft R7 
4 0 D f • 


.5063, 5005. .5097 


Seq. No. 


32234 








OCl^ • X u 


O.TQQ101R 1ft 01 9 R 


vjCilC IN LJ . 










Strand 




cn- a r-+- 

cLdi i. 


1 07 A Q 








End 


11680 


Name 


DTQQ1 HI ft 1ft 


01 9R 


. • O^ . 


C W 


Method 


TBLASTX : Wheat 


O LCti L 










End 


5726 




none 








Score 


369 




o c R794 


R9 


S796 








Seq. No. 


32234 








Qorr T H 
Octj • 1U 


OTQQIOIft 1ft 019R 
Uu f jIUIO 10 • U1Z j 


uCllC LN L* • 


66749 








Strand- 




Of a r*f 
O L clx L 


1 07 A Q 
X U / 4 j 








End 


11680 


Name 


OTQQIOIft 1ft 


01 




f m 

LIU 


Method 


TBLASTX: Maize 


o L ax L 


R4 ^1 ~~ 
D 4 O X 








End 


5724 


r: t 


none 








Score 


244 


Exons 


R 4 T 1 R7 9 4 


R4 ft 7 
O 4 O / 


R7 90 








Seq. No. 


32234 








Seq. ID 


OJ991018_18.0125 


O ono "NT r\ 

oene ino . 


£ £7 4 9 
O D / 4 & 








Strand 




Of 3 r f 


1 07 4 Q 
X U / 4 y 








End 


11680 


Name 


OTQQIOIft 1ft 




OR 


f O 


Method 


TBLASTX : Soybean 


Of 3r f 


Rft 0 6 








End 


6237 


(IT 


none 








Score 


74 


Exons 


tpnc rqi n 


R ft Q £ 


£094 
. 0UZ4 , 


£0 4 £ 
OU 4 0 . 


. 6237 




Seq. No. 


32234 








Seq. ID 


OJ991018_18.0125 


vjCIIC LNvJ • 


667 A 9 








Strand 




Q1- 3 r-+- 
o tax t 


1 07 4 Q 
x u / 4 :? 








End 


11680 




O.TQQ1 01 ft 1ft 

vu ? JlUlO XO 


01 9S 
• U1Z J . 


Lj . 04 . 


fm 

LIU 


Method 


TBLASTX: Maize 


o L ai L 


69 9 ? _ 








End 


6619 


OT 


none 








Score 


66 


Exons 


DZZO. . o o x ^ , 


D JJJ . 


£4 A R 
. 04 4 0 , 


£4 "3 £ 
04 O O . 


.6618, 6437. .6619 


Seq. No. 


32234 








Seq. ID . 


OJ991018._18.0125 


vJCllC IN u . 


6674 9 








Strand 




Of 


1 0 7 4 Q - 
1 U / 4 :? 








End 


11680 


IN cUllfc; 


OTQQIOIft 1ft 
VJJjJ^XUXO 10 


UIZj . 


OR olI 
Lj . Ol . 


lC 


Method 


TBLASTX: Cress 


Q-i- a -r t- 
Otal I. 


6 9 9 Q _ 








End 


6649 




none 








Score 


84 


H V /*\ T"* C 


£9 9 Q Q 


UJ X ft . 


. 04 OU , 


£ A O Q 


.6649 




Seq. No. 


' 32234 








Seq. ID 


OJ991018_18.0125 


Gene No. 


66742 








Strand 




Start 


10749 








End 


11680 


Name 


OJ991018 18. 


0125. 


C5 ,o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6319 








End 


6642 


GI 


none 








Score 


80 


Exons 


6319. . 6426, 


6332. 


. 6421, 


6436. 


.6642, 6437. .6640 



32266 




Seq. No. 


32234 








Seq. ID 


OJ991018 18 0125 C5 


Gene No. 


66742 








Strand 




Start 


10749 








End 


11680 


Name 


OJ991018 18 


.0125 


.C5 .o2 


ts 


Method 


TBLASTX : Sovbean 


Start 


7244 








End 


7734 


GI 


5509260 








Score 


122 


Exons 


7244 . . 7444, 


7540 


. .7734, 


7552 . 


.7707, 75 


57 . . 7721 


GI Descrip. 














Seq. No. 


32234 








Seq. ID 


OJ991018_18.0125.C5 


Gene No. 


66742 








Strand 




Start 


10749 








End 


11680 


Name 


OJ991018 18 


.0125 


.C5 .o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7412 








End 


7743 


GI 


none 








Score 


34 


Exons 


7412. .7444, 


7443 


. . 7529, 


7540. 


.7743, 7557. .7622 


Seq. No. 


32234 








Seq. ID 


OJ991018 18 0125 C5 


Gene No. 


66742 








Strand 




Start 


10749 








End 


11680 


Name 


OJ991018 18 


.0125 


C5 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


7531 








End 


7977 


GI 


none 








Score 


353 


Exons 


7531. .7977, 


7554 


. 7769, 


7884 . 


.7931 




Seq. No. 


32234 








Seq. ID 


OJ991018_18.0125.C5 


Gene No. 


66742 








Strand 




Start 


10749 








End 


11680 


Name 


OJ991018 18 


0125 . 


C5 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


7912 ~ 








End 


8352 


GI 


none 








Score 


102 


Exons 


7912. . 8022, 


8031. 


. 8234, 


8032. 


.8352, 80 


41. .8292, 8265. .8351 


Seq. No. 


32234 








Seq. ID 


OJ991018_18.0125.C5 


Gene No. 


66742 








Strand 




Start 


10749 








End 


11680 


Name- 


OJ991018 18. 


0125. 


C5.ol . 


tm 


Method 


TBLASTX: Maize 


Start 


8104 








End 


8712 


GI 


none 








Score 


297 


Exons 


8104. .8511, 


8199. 


.8453, 


8536. 


.8712 




Seq. No. '. 


32234 








Seq.. ID , 


OJ991018_15.0125.C5 


Gene No. 


66742 








Strand. 




Start 


10749 








End 


11680 


Name 


OJ991018 18. 


0125. 


C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8116 








End 


8793 


GI 


none 








Score 


518 


Exons 


8116. .8739, 


8118 . 


. 8270, 


8310. 


.8507, 8377. .8706, 8535. .8711, 




8764 . .8793 












Seq. No. 


32234 








Seq. ID 


OJ991018_18.0125.C5 


Gene No. 


66742 








Strand 




Start 


10749 








End 


11680 


Name 


OJ991018 18. 


0125. 


C5.o3. 


gs 


Method 


GENSCAN 


Start 


10749 








End 


11680 


GI 


none 








Score 


.53 



Exons 10749. .10822, 10855 .. 11107, 11274 .. 11593, 11677. .11680 



32267 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32234 Seq. ID 

66742 Strand 

10749 End 

OJ991018_18.0125.C5.o2.np Method 

10768 End 

3153821 Score 



OJ991018_18.0125.C5 

11680 
AAT/NAP 
11469 
69 



10768. .10994, 1 1075 .. 11160, 11335. .11469 

(AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. No. 32235 Seq. ID 

Gene No. 66743 Strand 

Start 312 End 

Name OJ991018_16 . 012 1 . CI . ol . gs Method 

Start 312 End 

GI none Score 

Exons 312.. 584 



OJ991018_16.0121.C1 
+ 

584 

GENSCAN 

584 

.58 



Seq. No. 32236 

Gene No. 66744 

Start 2226 

Name OJ991018_16 . 0121 . C2 . o2 . gs 

Start 2226 

GI none 
Exons 



Seq. ID OJ991018__16.0121.C2 

Strand + 

End .4113 

Method GENSCAN 

End 4113 

Score .52 



2226. .2400, 2646. .2748, 2761. .3062, 4085. .4113 



Seq. No. 32236 

Gene No. 66745 

Start 42 

Name OJ991018_16 . 0121 . C2 . ol . gs 

Start 42 

GI none 
Exons 



Seq. ID OJ991018_16.0121.C2 
Strand 

End 1774 * 

Method GENSCAN 

End 1774 

Score .84 



42. .134, 213. .410, 686. .846, 1139. .1238, 1577. .1774 



Seq. No. 


32236 








Seq. ID 


OJ991018_16 


.0121 


.C2 


Gene No. 


66746 








Strand 








Start 


1801 








End 


1941 






Name 


OJ991018 16. 


0121. 


C2.ol 


■ gp 


Method 


AAT/GAP 






Start 


1801 








End 


1941 






GI 


none 








Score 


258 






Exons 


1801. .1941 
















Seq. No. 


32237 








Seq. ID 


OJ991018_16 


0121 


.C3 


Gene No. 


66747 








Strand 


+ 






Start 


29 








End 


1248 






Name 


OJ991018 16. 


0121. 


C3.ol 


gs 


Method 


GENSCAN 






Start 


29 








End 


1248 






GI 


none 








Score 


.66 






Exons 


29. .35, 318. 


.348, 


446. 


571, 


1122. .1248 








Seq. No. 


32237 








Seq. ID 


OJ991018_16. 


0121, 


C3 


Gene No. 


66748 








Strand 


+ 






Start 


1314 








End 


2266 






Name 


OJ991018 16. 


0121. 


C3.o2 


np' 


Method 


AAT/NAP 






Start 


1314 ' 








End 


2266 






GI 


6714336 








Score 


115 







32268 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1314. .1412, 2115. .2266 

(AC016162) hypothetical protein [Arabidopsis thaliana] 



32237 
66748 
1314 

OJ991018_16.0121.C3.o2.gs 

1'97 7 
none 

1977. .2266 



Seq. ID OJ991018_16.0121.C3 

Strand + 

End 2266 

Method GENSCAN 

End 2266 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start \ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32237 
66749 
1 

OJ991018_16.0121.C3.ol.np 
1 

5852093 

1..19, 1616. .1742, 2371. .2398 
(AL117264) zwhl6.1 [Oryza sativa 



Seq. ID OJ991018_16.0121.C3 
Strand 

End 2398 

Method AAT/NAP 

End 2398 

Score 101 



32237 
66749 
1 

OJ991018JL6.0121.C3.ol.tm 

2076 

none 



Seq. ID OJ991018_16.0121.C3 
Strand 

End 2398 

Method TBLASTX : Maize 

End 2267 

Score 98 



2076.. 2144, 2145.. 2240, 2150.. 2236, 2238.. 2267, 2238.. 2267 



32238 
66750 
1 

OJ991018_16.0121.C4.ol.np 
1 

6714336 
1..38, 200. .340 

(AC016162) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991018_16.0121.C4 

Strand + 

End 387 

Method AAT/NAP 

End 340 

Score 164 



Seq. No. 


32238 






Seq. ID 


OJ991018 


_16.0121 


.C4 


Gene No. 


66750 






Strand 


4- 






Start 


1 






End 


387 






Name 


OJ991018 


16. 0121. C4 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


197 






End 


387 






GI 


none 






Score 


228 - 






Exons 


197. .343, 


198. .341, 


199. .387, 


199. . 351 








Seq. No. 


32238 






Seq. ID 


OJ991018 


_16.0121 


C4 


Gene No. 


66750 






Strand 


+ 






Start 


1 






End 


387 






Name 


OJ991018 


16. 0121. C4 


. ol . gs 


Method 


GENSCAN 






Start 


200 






End 


343 






GI 


none 






Score 


. 99 






Exons 


200. .343 














Seq. No. 


32239 






Seq. ID 


OJ991018 


_16.0121. 


C5 


Gene No. 


66/51 






Strand 


+ 






Start 


10811 






End 


13534 






Name 


OJ991018 


16. 0121. C5 


. o2 . gs 


Method 


GENSCAN 







32269 



Start 
GI 

Exons 



10811 End 13534 

none Score . 7 

10811. .10818, 11323. .11368, 11724 11753, 11791 .. 11908 , 

12005. .12037, 12319. .12392, 13457.. 13534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_16.0121.C5 
+ 



32239 
66752 
15848 

OJ991018_16.0121.C5.o2.np 
15848 
1076802 

15848. .15940, 16116 .. 16307 , 
18978. .19269, 19313.. 19623 
extensin-like protein - maize gi | 6001 18 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2 1114 7 6A 
extensin-like domain [Zea mays] 



19623 
AAT/NAP 
19623 
113 



16459. .16547, 17097 17177, 



32239 Seq. ID 

66753 Strand 

24500 End 

OJ991018_16.0121.C5.o5.gs Method 

24500 End 

none Score 



OJ991018_16.0121.C5 

+ 

29337 
GENSCAN 
29337 
.86 



24500. .24713, 25051 .. 26396, 29188. .29337 



Seq. No. 32239 

Gene No. 66753 

Start 24500 

Name OJ991018_1 6 . 0121 . C5 . 06 . gp 

Start 25693 

GI LIB34 34-04 8-P1-K1-B4 

Exons 25693. .26164 

GI Descrip. '2462835 3.0e-37 (AF000657) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_ 
+ 

29337 
AAT/GAP 
26164 
923 



16. 0121. C5 



hypothetical protein [Arabidopsis 



Seq. No. 


32239 








Seq. ID 


OJ991018 


Gene No. 


66753 








. Strand 


+ 


Start 


24500 








End 


29337 


Name 


OJ991018 16.0121 


.C5 


.o7 


• gp 


Method 


AAT/GAP 


Start 


26794 








End 


27122 


GI 


3760541 








Score 


501 


Exons 


26794. .27122 












Seq. No. 


32239 








Seq. ID 


OJ991018 


Gene No. 


66754 








Strand 


+ 


Start 


30397 








End 


31521 


Name 


OJ991018 16.0121 


C5 


08 


gp 


Method 


AAT/GAP 


Start 


30150 








End 


30774 


GI 


none 








Score 


1180 


Exons 


30150. .30774 












Seq. No. 


32239 








Seq. ID 


OJ991018_ 


Gene No. 


66754 








Strand 


+ 


Start 


30397 








End 


31521 


Name 


OJ991018 16.0121 


C5, 


06 


gs 


Method 


GENSCAN 


Start 


30397 








End 


31521 


GI 


none 








Score 


.73 



16. 0121. C5 



16. 0121. C5 



16. 0121. C5 



32270 



Exons 



30397. .31395, 31504.. 31521 



Seq. No. 32239 Seq. ID 

Gene No. 66755 Strand 

Start 36721 End 

Name OJ991018_16 . 0121 . C5 . 08 . gs Method 

Start 36721 End 

GI none Score 

Exons 36721. .36872, 37877 .. 37940, 38166 .. 38213, 38274 

38635. .38728, 39050 39189, 40205 .. 40770, 40875 

41551. .41679, 42008.. 42151 



OJ991018_16.0121.C5 
+ 

42151 
GENSCAN 
42151 
. 62 

38328, 
,41501, 



Seq. No. 


32239 


Seq. ID 


OJ991018_16. 


\J J. J. . \^*J 


Gene No . 


66755 


Strand 


+ 




Start 


36721 


End 


42151 




Name 


OJ991018 16.0121.C5.o5.np 


Method 


AAT/NAP 




Start 


39124 


End 


41513 




GI 


4914330 


Score 


971 




J-J \-/ l l o 


39124 . .39192, 4 04 76 . . 4 0770, 


40875. .41513 




GI Descrip. 


(AC005489) F14N23.16 [Arabidopsis thaliana] 




Seq. No. 


32239 


Seq. ID 


OJ991018_16. 


0121. C5 


Gene No. 


66756 


Strand 


+ 




Start 


42457 


End 


42894 




Name 


OJ991018 16.0121.C5.o9.gp 


Method 


■ AAT/GAP 




Start 


42457 


End 


42894 




GI 


uC-osroM202028g02al 


Score 


844 




Exons 


42457. .42894 








GI Descrip. 


'1931643 6.0e-10 (U95973) DnaJ isolog 


[Arabidopsis 


thaliana] 


Seq. No. 


32239 


Seq. ID 


OJ991018_16. 


0121. C5 


Gene No. 


66757 


Strand 






Start 


81 


End 


417 




Name 


OJ991018 16.0121.C5.ol.gp 


Method 


AAT/GAP 




Start 


81 


End 


417 




GI 


31614 1.R1084 


Score 


666 




Exons 


81. .417 








GI Descrip. 


, 4 538 975/emb|CAB397 63.1 | 3. 


Oe-23 (AL049487) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32239 

66758 

1860 - 

OJ991018 

1860 

none 



16.0121.C5.ol.gs 



Seq. ID 

Strand . 

End. 

Method 

End 

Score 



OJ991018_16.0121.C5 

6233 " ' . . 

GENSCAN 

6194 

.53 



1860. .2087, 4326. .4362, 4739. .4877, 5708. .5840, 6012. .6194 



Seq. No. 32239 Seq. ID 

Gene No. 66758 Strand 

Start 1860 End 

Name OJ991018_16 . 012 1 . C5 . ol . np Method 

Start 1980 End 

'GI 2462825 Score 

Exons 1980.. 2087, 
GI Descrip. 



OJ991018_16.0121.C5 

6233 
AAT/NAP 
6233 
350 



4326. .4362, 4739. .4897, 5708. .5840, 6012. .6233 
(AF000657) contains Procite f RNPl ! putative RNA-binding region 
[Arabidopsis thaliana] 



32271 



Seq. No. 32239 Seq. ID 

Gene No. 66759 Strand 

Start 18878 End 

Name OJ991018_16 . 0121 . C5 . o2 . gp Method 

Start 18719 End 

GI 5771197 Score 

Exons 18719. . 19198 



OJ991018_16.0121.C5 

22943 
AAT/GAP 
19198 
882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32239 Seq. ID 

66759 Strand 

18878 End 

OJ991018_16.0121.C5.o4 . gs Method 

18878 End 

none Score 



OJ991018_16.0121.C5 

22943 
GENSCAN 
22936 
.8 



18878. .19621, 19675. 
21890. .22101, 22903, 



.19727, 21244, 
.22936 • 



.21288, 21381. .21582, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32239 Seq. ID 

66759 Strand 

18878 End 

OJ991018_16.0121.C5.o3.np Method 

19963 End 

4538975 Score 



OJ991018_16.0121.C5 

22943 
AAT/NAP 
22057 
205 



19963. .20002, 21540 .. 2 1582 , 21890.. 22057 
(AL049487) putative protein [Arabidopsis .thaliana] 



32239 Seq. ID 

66759 Strand 

18878 End 

OJ991018_16. 0121.C5.o3.gp Method 

20015 End 

3107785 Score 
20015. .20223 



OJ991018_16.0121.C5 

22943 
AAT/GAP 
20223 
394 



Seq. No. 32239 Seq. ID 

Gene No. 66759 Strand 

Start 18878 ' End 

Name OJ991018_16 . 0121 . C5 . o4 . gp Method 

Start 20364 End 

GI 569665 Score 

Exons 20364.. 20739 



OJ991018_16.0121.C5 

22943 
AAT/GAP 
20739 
736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32239 Seq. ID 

66759 Strand 

18878 End 

OJ991018_16 . 0121 . C5 . o5 . gp Method 

21484 End 

4715321 Score 



OJ991018_16.0121.C5 

22943 
AAT/GAP 
22943 
657 



21484. .21582, 21890 .. 22101, 22903.. 22943 

4538975/emb|CAB39763.1| 3.0e-23 (AL049487) putative protein 
[Arabidopsis thaliana] 



Seq. No. 32239 Seq. ID 

Gene No. 66760 Strand 

Start 32633 End 

Name OJ991018_16 . 012 1 . C5 . o4 . np Method 



OJ991018_16.0121 .T5 

37315 
AAT/NAP 



32272 



• • 

Start 32633 End 37315 

GI 1655536 Score 2527 

Exons 32633. .32719, 32801 33938 , 34 042 . . 34 311 , 34483 .. 34741, 

34851. .35032, 35125 .. 35325, 36056 .. 36165 , 37271.. 37315 
GI Descrip. (Y09095) chloride channel [Arabidopsis thaliana] 

gi 1 1742957 |emb|CAA96059| (Z71447) CLC-c chloride channel protein 

[Arabidopsis thaliana] 



Seq. No. 32239 
Gene No. 66760 
Start 32633 

Name OJ991018_16 . 0121 . C5 . o7 . gs 

Start 32633 
GI none 

Exons 32633. .32719, 32801 .. 33938 , 

34483. .34651, 34 694 .. 3474 5 , 
35810. .35989, 36056. .36300 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_16.0121.C5 

37315 
GENSCAN 
36300 
.75 



34042. .34166, 34 17 9 . . 34 31 1 , 
34765. .35032, 35125 35325, 



Seq. No. 32239 
Gene No. 66761 
Start 42703 

Name ■ OJ991018_1 6 . 0121 . C5 . o5 . tm 

Start 38 
GI none 

Exons 38.. 70, 75.. 158, 76.. 162, 81.. 

232. .252, 281. .319, 332. .478, 
381. .527, 390. .524, 689. .802, 
827. .862, 837. .863, 902. .1096, 
1098. .1142, 1099. .1143, 1103.. 
1170. .1334, 1608. .1667, 1782.. 
1798. .1911, 1826. .1918, 1906.. 
1965. .2012, 1966. .2013, 1966.. 
2044. .2088, 2044. .2121, 4686.. 
5706. .5840, 5706. .5840, 5707.. 
6010. .6219 



Seq. ID OJ991018_16.0121.C5 
Strand 

End 44418 
Method TBLASTX : Mai ze 
End 6219 
Score 95 

161, 83. .163, 227. .250, 227. .319, 
336. .374, 344. .385, 380. .520, 
703. .789, 756. .830, 786. .878, 

902. .1057, 906. .1100, 924. .1250, 
1144, 1160. .1333, 1166. .1333, 
1847, 1797. .1847, 1798. .1929, 
1992, 1911. .1973, 1912. .1992, 
2013, 2043. .2087, 2044. .2088, 
4835, 4736. .4879, 4738. .4878, 
5841, 6004. .6198, 6009. .6218, 



Seq. No. 


32239 










Seq. ID 


OJ991018 


_16.0121.C5 


Gene No. 


66761 










Strand 






Start 


42703 










End 


44418 




Name 


OJ991018 16 


.0121 


.C5.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1765 










End 


6198 


GI 


none 










Score 


85. 




Exons 


17 65. 


1902, 


1894 


.1959, 


1965. 


.2012, 2043. .2063, 


2061. .2087, 




4736. 


4822, 


4738 


.4803, 


4760. 


.4822, 5706. .5840, 


5707. .5841, 




6009. 


6194, 


6010 


.6198 










Seq. No. 


32239 










Seq. ID 


OJ991018 


_16.0121.C5 


Gene No. 


66761 










Strand 






Start 


42703 










End . 


44418 




Name 


OJ991018 16 


0121. 


C5.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5721 










End 


6167 




GI 


none 










Score ' 


122 




Exons 


5721. . 


5840, 


5743. 


.5841, 


6004 . 


.6159, 6009. .6167, 


6010. . 6165 


Seq. No. 


32239 










Seq. ID 


OJ991018 


_16.0121.C5 


Gene No. 


66761 










Strand 






Start 


42703 










End 


44418 





32273 




Name 


OJ991018 16. 0121. C5 


,o4 . tw 


Mpt" hod 

Lie iyu 


TBLASTX: Wheat 




Start 


6072 






End 


6201 






GI 


none 






Score 


221 






Exons 


6072. . 


,6194, 6073. .6201 










Seq. No. 


32239 






Seq. ID 


OJ991018 


:_16.0121 


.C5 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5, 


.08. tm 


Method 


TBLASTX : 


Ma izs 




Start 


21861 






End 


22106 






GI 


none 






Score 


235 






Exons 


21861. 


.22103, 21863. 


. .22105, 


21871. .22104, 21888 


22106 




Seq. No. 


32239 






Seq. ID 


OJ991018 


_16.0121 


.C5 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5. 


. 06 . ts 


Method 


TBLASTX : 


<J \J y kJ"CL 1 1 




Start 


21887 






End 


22106 




GI 


none 






Score 


192 






Exons 


21887; 


.22105, 21891. 


. .22106 










Seq. No. 


32239 






Seq. ID 


OJ991018 


J.6.0121. 


PS 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5. 


, ol4 . tm 


Method 


TBLASTX: 


1 J d -L L.C 




Start 


24416 






End 


25356 






GI 


none 






Score 


44 






Exons 


24416. 


.24454, 24496. 


. 24525, 


24497. .24532, 24623 


. 24712 , 






24626. 


.24712, 25068. 


.25301, 


25069. .25278, 25306 


• • L J J JU 




Seq. No. 


32239 






Seq. ID 


OJ991018 


_16.0121, 


rs 
■ \s j 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5. 


o7. ts 


Method 


TBLASTX: 






Start 


25378 






End 


25646 




GI 


none 






Score 


64 






Exons 


25378. 


.25437, 25399. 


.25533, 


25403. .25447, 25410 


2564 6, 






25413. 


.25532, 25493. 


.25645 










Seq. No. 


32239 






Seq. ID 


OJ991018 


J.6.0121. 


, C5 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


. OJ991018 16. 0121. C5. 


0 1 . tm 


Method 


TBLASTX: 


Ma i z e 




Start 


25400 






End 


26148 






GI 


none 






Score 


101 






Exons 


25400. 


.25453, 25401. 


.25475, 


25407. .25475, 25473 


. 26027 , 






25476. 


.26024, 26023. 


. Z o!4 0 , 


26026. .26148 






Seq. No. 


32239 






Seq. ID 


OJ991018 


J.6.0121. 


C5 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5. 


o2 . ts 


Method 


TBLASTX: , 


Soybean 




Start 


25649 






End 


26003 




GI 


none 






Score 


416 






Exons 


25649. 


.'ZSVbb, 25650. 


.26003, 


25653. .25982 






Seq. No. 


32239 






Seq. ID 


OJ991018_ 


J.6.0121. 


C5 



•3227 4 



Gene No. 


66761 






Strand 






Start 


42703 






End 


44418 




Name 


OJ991018 16. 0121. C5. 




Method 


TBLASTX: Maize 






26348 






End 


27125 




ox 


none 






Score 


113 






26348 


26389 26484 


26SR S 


26488. .26568, 26817 27056, 






26817'. . 


27056, 26818. 


. 27057, 


26957. .27067, 27063.. 27125 




Seq . No . 


32239 






Seq. ID 


OJ991018_16.0121 


pr 


Gene No. 


66761 






Strand 






Start 


42703 






End 


44418 




Name 


OJ99101 


8 16 0121 C5 


oil . tm 


Method 


TBLASTX : Maize 




Start 


31212 






End 


31484 




GI 


none 






Score 


49 




1—1 *\ UUu 


31212 


31238 31213 


. 31239, 


31264. .31386, 31269 .. 31385, 






31410. . 


314S1 31428 

X *i %J X , J 1 1 t, O i 


. 31451, 


31452. .314 


B4, 31452. .31484 




Qpri Mo 

k_J ^3 w * LNU ■ 


32239 






Seq. ID 


OJ991018_16.0121 


PR 


flckHP No 


667 61 






Strand 






Start 


42703 






End 


44418 




Name 


OJ99101 


8_16.0121.C5. 




Method 


TBLASTX: Cress 




Start 


32645 






End 


36120 




GI 


none 






Score 


70 




Exons 


J o U 1 J ■ • 


39719 ^9 6S9 


.32720, 


32801. .33046, 32802. .33023, 






33038. . 


33373, 33114. 


. 33491, 


33431. .'33463, 33554 .. 33817 , 






33558. . 


33818, 33836. 


• j j j j f , 


33867. .33938, 3404 1 .. 34238 , 






34143. . 


34310, 34150. 


34 311 


34480. .34746, 34 482 .. 34757 , 






34852. . 


35034, 34855. 


35010 
. ~j *j \j j. \j f 


34856. .35065, 35122 .. 35319, 






35124. . 


35330, 35130. 


35330 


36055. .36120, 36056.. 36118 




Seq. No. 


32239 






Seq. ID 


OJ991018__16.0121 


.C5 


Gene No. 


66761 






Strand 






Start 


42703 






End 


44418 




Name 


OJ991018 16. 0121. C5. 




Method 


TBLASTX: Maize 




Start 


32804 






End 


33373 




GI 


none 






Score 


222 




LLl \y 1 1 t_) 


32804 . . 


33373, 32805. 


. 33170, 


33222. .33371 




Qpa No 


32239 






Seq. ID' 


OJ991018_16.0121 




Gene No. 


66761 






Strand 






Start 


42703 






End 


44418 




Name 


OJ99101 


8_16.0121.C5. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


32822 






' End 


33476 . 




GI 


none 






Score 


145 




Rvnn c; 
j_i 1 1 o 


32822.. 


33031, 32823. 


. 33008 , 


33057. .33173, 33122 .. 3337 3 , 






33222. . 


33476, 33431. 


.334 63 








Seq. No. 


32239 






Seq. ID 


OJ991018_16.0121. 


C5 


Gene No. 


66761 






Strand 






Start 


42703 






End 


44418 




Name 


OJ99101 


8_16.0121.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


33005 






End 


33373 




GI 


none 






Score 


147 




Exons 


33005. . 


33373, 33222. 


. 33371 








Seq. No. 


32239 






Seq. ID 


OJ991018_16.0121. 


C5 


Gene No. 


66761 






Strand 







32275 



Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5 


.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


33431 






End 


34625 






GI 


none 






Score 


82 






Exons 


33431. 


.33463, 33444 


33500 


33554. .33838, 33561 


. • O O 0 U _7 , 






33836. 


.33937, 34029 


. . 34073, 


34041. .34238, 34143 


. .34310, 






34165. 


.34311, 34482 


34625 


34482. .34622 




Seq. No. 


32239 






Seq. ID 


OJ991018 


_16.0121 


.C5 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5 


. o9 . ts 


Method 


TBLASTX : 






Start 


33644 






End 


33919 




GI 


none 






Score 


73 






Exons 


33644 . 


.33838, 33711 


33809, 


33824. .33919 






Seq. No. 


32239 






Seq. ID 


OJ991018 




rs 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5 


. olO . ts 


Method 


TBLASTX: 






Start 


34599 






End 


35034 




GI 


none 






Score 


95 






Exons 


34599. 


.34748, 34633 


?4 74 fi 


34852. .34938, 34856 








34960. 


.35034 












Seq. No. 


32239 






Seq. ID 


OJ991018 


i a n 1 9 1 

X D . U X <L X 


. Lj 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5 


olO . tm 


Method 


TBLASTX: 


\4a "i t o 




Start 


34861 






End 


36124 






GI 


none 






Score 


77 






Exons 


34861. 


.35097, 34868. 


35035 


35122. .35322, 35124 


. .35330, 






36049. 


.36120, 36050. 


. 36124 










Seq. No. 


32239 






Seq. ID 


OJ991018 


i 6 n i 9 1 

X \j . U X ^ X 




Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5. 


08 . ts 


Method ' 


TBLASTX: 






Start 


40422 






End 


40937 




GI 


none 






Score 


37 






Exons 


40422. 


.40442, 40483. 


. 40551, 


40576. .40617, 40578 


. .40616, 






40624 . 


.40770, 40626. 


. 40778, 


40872;. 40937 






Seq. No. 


32239 






Seq. ID 


OJ991018 


_16.0121 




Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 






Name 


OJ991018 16. 0121. C5. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


40474 






End 


41045 






GI 


none 






Score 


95 






Exons 


40474 . 


.40557, 40476. 




40576. .40620, 40578 


. .40619, 






40623. 


.40766, 40624. 


. 40770, 


40671. .40772, 40872 


. .40979, 






40873. 


.40980, 40884. 


.40979, 


40979. .41044, 40982 


. .41044, 






40983. 


.41045 












Seq. No. 








Seq. ID 


OJ991018_ 


_16.0121 


C5 


Gene No. 


66761 






Strand 








Start 


42703 






End 


44418 







32276 



Name 


OJ991018 16. 0121 ,C5 . 


. o2 . tc 






. ^x t; o o 


Start 


40875 ~ 




End 


*3 X -J X 




GI 


none 




Score 


279 




Exons 


40875. .41228, 41226, 


. .41312 








Seq. No. 


32239 




Seq. ID 


OJ99101S 


i_16.0121 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121. C5. 


. o3 . ts 


Method 


TBLASTX: 


Soybean 


Start 


40938' 




End 


41488 


GI 


none 




Score 


244 




Exons 


40938 . .41225, 41078 , 


. .41224, 


4122 9. .41270, 4128 9. .41399, 




41291. .41374, 41357, 


. . 41488, 


41406. .414 


80 




Seq. No. 


32239 




Seq. ID 


OJ991016 


' X U . U X c. ± 


Gene No. 


66761 




.Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121. C5. 


o4 . tm 


Method 


TBLASTX: 


Ma i z e 


Start 


41093 




End 


41525 




GI 


none 




Score 


492 




Exons 


41093. .41503, 41094 . 


.41525, 


41370. .41510 




Seq. No. 


32239 




Seq. ID 


OJ991018 


i m ?1 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121 .C5. 


o3 . tw 


Method 


TBLASTX: 


v v 1 1 1; d l. 


Start 


41202 ~~ 




End 


41396 




GI 


none 




Score 


244 




Exons 


41202 . .41396, 41204 . 


. 41395 








Seq. No. 


32239 




Seq. ID 


OJ991018 


1 fi 0191 

X \J • U X z. X 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121 .C5. 


ol3 . tm 


Method 


TBLASTX: 


L JCt lLC 


Start 


42655 ~ 




End 


42865 




GI 


none 




Score 


151 




Exons 


42655. .42684, 42718. 


. 42864, 


42719. .42865 




Seq. No. 


32239 




Seq. ID 


OJ991018 


- X D . UIlI i 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121 .C5 . 


o9 . g s 


Method 


GENSCAN 




Start 


42703 ~ 


End 


44352 




GI 


none 




Score 


.85 




Exons 


42703 . . 43201, 44000 . 


. 44352 








Seq. No. 


32239 




Seq. ID 


OJ991018 


_16.0121. 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121 . C5 . 


06 . np 


Method 


AAT/NAP 




Start 


42706 ~ 




End 


44418 




GI 


1931643 




Score 


465 




Exons 


42706. .43156, 44000. 


.44418 








GI Descrip. 


(U95973) DnaJ isolog 


[Arabidopsis. thaliana] 




Seq. No. 


32239 




Seq. ID 


OJ991018 


_16.0121. 


Gene No. 


66761 




Strand 







32277 



Start 
Name 
Start 
GI 

Exons 



42703 End 

OJ991018_16.0121.C5.o2.tw Method 

42724 End 

none Score 



44418 

TBLASTX: Wheat 

'43141 

43 



42724 . .42876, 42830. 
42938. .43141 



,42868, 42895. .43119, 42935 .. 4314 1, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32239 

66761 

42703 

OJ991018 

42724 

none 



16.0121.C5.o4.tc 



Seq. ID OJ991018_16.0121.C5 
Strand 
End 

Method 
End 
Score 



44418 

TBLASTX: Cress 

43152 

71 



42724. .42879, 42 928 43152 , 42980. .43090 



Seq. No. 32239 Seq. ID 

Gene No. 66761 Strand 

Start 42703 End 

Name OJ991018__16. 0121 .C5.o4 .ts Method 

Start 42724 End 

GI none Score 

Exons 42724. .42873, 4274 0 .. 42877 , 42931 .. 43119, 42938 .. 4314 1, 
43999. .44142 



OJ991018_16.0121.C5 
44418 

TBLASTX : Soybean 
44142 
80 



Seq. No. 


32239 




Seq. ID 


OJ991018_16.0121 


.C5 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


42867 




End 


43141 




GI 


none 




Score 


294 




Exons 


42867. .43010, 42869. 


.43141, 


42871. .43140, 42872. .43141 




Seq. No. 


32239 




Seq. ID 


OJ991018_16.0121 


.C5 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121. C5. 


olO . gp 


Method 


AAT/GAP 




Start 


44106 




End 


44358 




GI 


' uC-osroM202028g02bl 




Score 


470 




Exons 


44106. .44358 










GI Descrip. 


'4981382/gb|AAD35931 


. 1|AE001751_11 7.0e 


-13 (AE001751) dnaJ 




protein [Thermotoga 


maritima] 1 






Seq. No. 


32239 




Seq. ID 


OJ99101 : 8_16 V 0121 


.C5 


Gene No. 


66761 




Strand 






Start 


42703 




End 


44418 




Name 


OJ991018 16. 0121. C5. 


ol2 . tm 


Method 


TBLASTX: Maize 




Start 


44107 




End 


44366 




GI 


none 




Score 


170 




Exons 


44107. .44250, 44107. 


. 44247, 


44281. .44307, 44285. .44305, 






44308. .44355, 44309. 


. 44353, 


44310. .44366 





Seq. No. 32240 Seq. ID OJ991018 

Gene No. 66762 Strand + 

Start 17595 End ' 20829 

Name OJ991018_16. 0121 . C6 . o3 . gs Method GENSCAN 

Start 17595 End 20829 

GI none Score .75 



16. 0121. C6 



32278 




Exons 17595. .17702, 17979 18021, 18100 18421, 20685.. 20829 



Seq. No. 


32240 






Seq. ID 


OJ991018_16.0121 


.C6 


Gene No . 


66762 






Strand 


+ 




Start 


17595 






End 


20829 




Name 


OJ991018 16 


.0121 


. C6 . o3 . np 


Method 


AAT/NAP 






18189 






End 


18421 




P T 


4972728 






Score 


105 




Exons 


18189. . 18421 










GI Descrip . 


(AF132171) 


unknown [Drosophila melanogaster ] 




Seq. No. 


32240 






Seq. ID 


OJ991018_16.0121 


.C6 


Gene No. 


66763 






Strand 






OLdLL 


621 






End 


7216 




Name 


OJ991018 16 


.0121 


.C6.ol.gs 


Method 


GENSCAN 




o rare 


621 






End 


7216 




P T 
bl 


none 






Score 


.54 




Exons 


621. .687, 735. .805, 1114. .1416, 1445.. 


1720, 1869.. 2078, 






ZZ If., ^4Uj , 


z o u y 


. . z o 4 d , Zo / / . 


.2930, 3253. .3351, 3539. .3999 




4479. .4591, 


6611 


..6677, 6902. 


.6941, 7040. .7216 




oeq . no . 


oZZh U 






Seq. ID 


OJ991018_16.0121 


.C6 


Gene No . 


c C H a A 






Strand 






Start 


yu / y 






End 


15814 




Name 


ojyyiuio lo 


. U lzl 


C6 . o5 . tm 


Method 


TBLASTX: Maize 




btan 


*3 o o n 
dZZV 






End 


3489 






none 






Score 


75 




Exons 


3220. .3489, 


3341 


.3487 








oeq . wo . 


6ZZ 4 U 






Seq. ID 


OJ991018_16.0121 


C6 


Gene No . 


66764 






Strand 






otart 


yu / y 






End 


15814 




Name 


OJ991018 16 


.0121 


C6 nl tw 


Method 


TBLASTX: Wheat 




Of T vf 


3567 






End 


3928 




P T 
bl 


none 






Score 


84 




Exons 


3567. .3626, 


3628 


.3834, 3629. 


.3796, 3629. .3928, 3639. .3809 


oeq . iNo . 


32240 






Seq. ID- 


^•OJ991018_16.0121. 


C6 


Gene No . 


66764 






Strand 






otart 


9079 






End 


15814 




Name 


OJ991018 16 


.0121. 


C6.o3.tm 


Method 


TBLASTX: Maize 




Of -ivf 

otart 


3659 






End 


4127 




P T 


none 






Score 


52 . " 




Exons 


3659. .3727, 


3684 . 


.3740, 3758. 


.4126, 3765.. 3860, 3942.. 4127 


oeq . no . 


32240 






Seq. ID 


OJ991018_16.0121. 


C6 


bene no . 


66764 






Strand 






otart 


9079 






End 


15814 




Name 


OJ991018 16 


0121. 


C6.o3. tw 


Method 


TBLASTX: Wheat 




Start 


4172 






End 


4581 




GI 


none 






Score 


82 




Exons 


4172. .4204, 


4205. 


.4363, 4206. 


.4364, 4456. .4581 




Seq. No. 


32240 






Seq. ID 


OJ991018JL6.0121. 


C6 


Gene No. 


66764 






Strand 






Start 


9079 






End 


15814 




Name 


OJ991018 16. 


0121. 


C6.o4 . ts 


Method 


TBLASTX: Soybean 





32279 



Start 
GI 

Exons 



4202 End 4732 

none * Score . 53 

4202. .4363, 4215. .4349, 4415. .4525, 4456. .4605, 4574. .4615, 
4676. .4732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32240 
66764 
9079 

OJ991018_16.0121.C6.o4 .tm 

4359 
none 



Seq. ID OJ991018_16.0121.C6 
Strand 
End 

Method 
End 
Score 



15814 

TBLASTX: Maize 

4678 

64 



4359. .4442, 4412. .4522, 4426. .4590, 4456. .4635, 4571. .4678 



32240 
66764 
9079 

OJ991018_16.0121.C6.o2.gs 

9079 

none 



Seq. ID OJ991018_16.0121.C6 
Strand 

End 15814 

Method GENSCAN 

End 15814 

Score .74 



9079. .9285, 9669. .9837, 10204 .. 10301, 10698 .. 10805, 
11023. . 11132, 11424. .11524, 11686 .. 11870, 12190 .. 12306, 
13075. .13180, 13323. .13411, 13854 .. 13997 , 14 109 .. 14201, 
14 472. .14584, 14 682 .. 14 8 64 , 14 996 .. 15651 , 157 65. .15814 



Seq. No. 32240 
Gene No. 66764 
Start 9079 

Name OJ991018_16 . 0121 . C6 . ol . tm 

Start 9121 
GI none 
Exons 9121.. 

9669. . 
10081. 
10383, 
10698, 
11005. 
11425, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991018_16.0121.C6 
15814 

TBLASTX: Maize 

12309 

37 



9168, 
9806, 
.10302 
.10499 
. 10808 
. 11136 
.11496 
11686. .11871 
12140. . 12307 



9215. .9328, 9216. .9326, 9217. .9333, 9667. .9810, 
9669.. 10004, 9670.. 10005, 9831.. 10007, 9835.. 10005, 
, 10086. .10313, 10086. .10313, 10088 .. 10345, 
10496, 10384. .10497, 10695 .. 10817, 
10818, 10700. . 10831, 
11131, 11029. .11139, 
11526, 11486. .11542, 
11870, 12139. .'12309, 



10383. 
10699. 
11022. 
11426. 
11688. 
12141. 



,10827, 10699. 

,11138, 11024. 

,11485, 11479. 

,11873, 11688. 
12308 



Seq. No. 32240 Seq. ID 
Gene No. 667 64 Strand 
-Start - " 907 9 " End- 
Name OJ991018_16.0121.C6.o2.tc ' Method 
Start 9218 End 
GI none Score 
Exons 9218.. 9322, 9669.. 9806, 9709.. 9783, 9858.. 10004, 1008 6 .. 10163, 

10087. .10158, 10197. .102 92, 10198. .10293, 10377. .10412, 

10422. .10496 



OJ991018_16.0121.C6 
15814 

TBLASTX: Cress 

10496 

72 



Seq. No. 32240 Seq. ID 

Gene No. 66764 Strand 

Start 9079 End 

Name OJ991018_16 . 0121 . C6 . o2 . ts Method 

Start 9621 End 

GI none Score 
Exons 



OJ991018_16.0121.C6 
15814 

TBLASTX: Soybean 

11789 

130 



9621. .9773, 9864. .10004, 9865. .10005, 1008 6 .. 1028 6, 



32280 



10102. .10293, 10371. .104 09, 10377. .104 51, 11023. .11133, 
11030. .11134, 114-22. .11499, 11676. .11789 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32240 
66764 
9079 

OJ991018_16. 0121.C6.o4 . tw 
9687 
none 

9687. .9797, 98 61. .10004, 10197. .10280 



Seq. ID OJ991018_16.0121.C6 
Strand 
End 

Method 
End 
Score 



15814 

TBLASTX: Wheat 

10280 

93 



32240 
66764 
9079 

OJ991018_16.0121.C6, 

9891 

6686892 

9891.. 10005, 10090.. 
11023. .11132, 11424, 
12579. . 12697, 12781. 
13854. .13997, 14109. 
14682. .14777, 14855. 
(AJ270306) putative 



Seq. ID OJ991018_16.0121.C6 
Strand 

End 15814 
o2.np Method AAT/NAP 

End 15043 

Score 1975 
10301, 10386. .10496, 10698 10805, 
.11524, 11677. .11870, 12142 .. 12306, 
.12868, 13075. .13180, 13323 .. 134 11, 
.14201, 14287. .14353, 14 4 72 .. 14584 , 
.15043 

beta-galactosidase [Arab.idopsis thaliana] 



OJ991018 16. 0121. C6 



32240 Seq. ID 

66764 Strand 
9079 End 15814 

OJ991018_16 . 012 1 . C6 . ol . gp Method AAT/GAP 

10677 End 11764 

LIB3475-004-P1-K2-A4 Score 692 

10677. . 10805, 11023. . 11132, 11424 .. 11524 , 11686. .11764 
f 4138137/emb|CAA10173| 1.0e-25 (AJ012796) ss-galactosidase 
[Lycopersicon esculentum] 1 



32240 
66764 
9079 

OJ991018_16. 
11688 
none 

11688'. . 11804, 
12579. .12698, 
1307-5. .13170, 
13868. .13999, 
14287. . 14364, 
14682. .14789, 



0121.C6.ol.tc 



12139. 
12774 . 
13322. 
13869. 
14288. 
14683. 



.12309, 
.12869, 
. 13411, 
. 14003, 
. 14368, 
. 14778, 



32240 
66764 
9079 

OJ991018_16.0121.C6.o2 .tw 

12139 

none 



Seq. ID OJ991018_16. 0121 .C6 
Strand 

End 15814. 

Method TBLASTX : Cress 

End 14953 

Score ' 67 
12140. .12205, 12163. .12309, 
12779. .128 68, 12780. .128 69, 
13848. .13997, -1384 9.. .13995,' 
14106. .14204, 1413.3. . 14210, 
144 71. .14 587, 144 72 . . 14 585, 
14852. . 14953 

Seq. ID OJ991018 16. 0121. C6 



Strand 
End 

Method 

Ehd 

Score 



15814 

TBLASTX: Wheat 

12887 

69 



12139. . 1227 9, 1214 0. . 12280, 1257 9. . 12 698, 12580. . 12 699, 
12774. .12869, 12779 .. 12868 , 12780. .12887 



Seq. No. 



32240 



Seq. ID OJ991018 16. 0121. C6 



32281 



Gen© No . 


66764 






Strand 






O -1 > v- 4- 

btart 


9079 






hna 


loo 14 




Name 


OJ991018 16. 0121. C6. 


. o2 . tm 


Method 


TBLASTX : 


Maize 


btart 


12591 






End 


14 953 




bl 


none 






Score 


52 




Exons 


izoy l . 


. iz bya , lzd yz . 


.12699, 


12631. . 127 


11, 12774 


. .12869, 




iz i f y . 


. izobo , LZ /by . 


.12869, 


. 13075. . 131 


70, 13322 


. . 13411, 




1 ^9£ 


.1J4Z1, Ijo^o . 


. i o y y / , 


i ob4 y . . ioy 


yb, loboi 


. . 14003, 




1 41 1 U D . 


. 1 4 i y o / 1 4 1 u / . 


. 141b / , 


14287 . . 14 J 


64 , 14 288 


. . 14368 , 




1 A A ~1 1 


. 11 JO / / 144 /Z . 


1 ^ coo 
. 1 4 DO b , 


144 / Z . . 14 o 


ob, 14669 


. . 14707 , 




14 ObZ . 


.14 /by, I4bbb. 


1 A "7 T Q 
.14 / /Of 


14 d y D . . 14 / 


91, 14714 


. . 14848, 




1 A Q R9 
1 4 0 3<£ . 


. 1 4 yoo 










beq . ino . 


o^z4U 






Seq. ID. 


OJ991018 


_16.0121 


ucllc INO . 


66764 






Strand 








9079 






17 -J 


15814 




Name 


Pi TO Q1 fl 

uu y y i u 


lb It). Ulil.LD. 


Ol.tS 


Metnoa 


TBLASTX: Soybean 


Start 








End 


14950 




GI 


none 






Score 


4 3 




T7 1 v /"s t^i c? 


12621. 


.12698, 12634. 


1 OCQQ 

. lz d y y , 


1 ona i9Q 
iz / / y. . izo 


6b, 12780 


. . 12869, 




13075. 


.13170, 13322. 


. 1 J4 1 1 , 


ijbo 1 . .13 9 


97, 13858 


. . 13995, 




13868. 


.13999, 14106. 


. 1 4 1 y o , 


14zb / . . 14 o 


64, 14288 


. . 14368, 




14471. 


.14587, 14472. 


1 / c o o 
. 14 DOO , 


14 ooz . . 14 / 


89, 14686 


. . 14778, 




14852. 


.14950 










Seq. No. 


32240 






Seq. ID 


OJ991018 


J.6. 0121 


Gene No. 


66765 






Strand 






otdrt 


18204 






hnd 


20841 




Name 


OJ991018 16. 0121. C6. 


Oj . tC 


Method 


TBLASTX : < 


Cress 


otdrt 


18204 






hnd 


20841 




p t 


none 






Score 


227 






18204 . 


.18422, 20686. 


. Z Uo 4 1 








Seq. No. 


32240 






Seq. ID 


OJ991018 


_16.0121 


Gene No. 


66765 






Strand 






OLdlL 


18204 








20841 




Name 


OJ991018 . 16. 0121. C6. 


Oj . tS 


Method 


TBLASTX:: 


Soybean 


otart 


18204 






End 


18422 


p t 


none 






Score 


223 




Exons 


18204 . 


.18422, 18287. 


1 Q/1 01 

. Ib4zl 








O ~ • IN \J ■ 


32241 






Seq. ID 


OJ991018_ 


_16.0121 


Gene No. 


. 66766 






Strand 


. + ■ 




Start 


1 






End 


1473 




Name 


OJ991018 16. 0121. C7. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


1198 




GI 


4972728 




Score 


448 




Exons 


1. .38, 


371. .481, 560 


. . 623, 


716. .890, 974 . .1198 





GI Descrip. (AF132171) unknown [Drosophila melanogaster ] 



Seq. No. 32241 Seq. ID 

Gene No. 66766 Strand 

Start 1 End 

Name OJ991018 16. 0121 . C7 . ol . gs Method 

Start 368 End 

GI none Score 
Exons 



OJ991018_16.0121.C7 
+ 

1473 
GENSCAN 
1212 
. 95 



368. .481, 560. .623, 716. .890, 974. .1212 



32282 



Seq. No. 32241 

Gene No. 66766 

Start 1 

Name OJ991018_16 . 0121 . C7 . ol . tm 

Start 370 

GI none 
Exons 



Seq. ID OJ991018_16.0121.C7 
Strand + 

1473 

TBLASTX: Maize 
1266 
168 



End 

Method 
End 
Score 

370. .480, 376. .480, 381. .482, 384. .512, 544. .621, 557. .622/ 
562. .621, 570. .638, 711. .890, 714. .890, 962. .1219, 971. .1222, 
973. . 1266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32241 
66166 
1 

OJ991018_16.0121.C7.ol. tc 

381 

none 



Seq. ID OJ991018_16.0121.C7 

Strand + 

End 1473 

Method TBLASTX : Cress 

End 623 

Score 162 



381. .479, 382. .480, 561. .623, 562. .621 



32241 
66766 
1 

OJ991018_16.0121.C7.ol.ts 

561 

none 



Seq. ID OJ991018_16.0121.C7 

Strand + 

End 1473 

Method TBLASTX : Soybean 

End • 1120 . 

Score 95 



561. .623, 562. .621, 713. .814, 714. .827, 831. .893, 845. .898, 
942. .1109, 973. .1110, 974. .1120, 974. .1114 



Seq. No. 32241 

Gene No. 66766 

Start 1 

Name OJ991018_16 . 012 1 . C7 . ol ..gp 

Start 1015 

GI none 

Exons 1015.. 1473 



Seq. ID OJ991018_16.0121.C7 

Strand + 

End 1473 

Method AAT/GAP 

End 1473 

Score 885 



Seq. No. 32242 

Gene No. 66767 

Start 1103 

Name OJ991018_16 . 0121 . C8 . ol . gp 

Start 1103 

GI 2312103 

Exons 1103.. 1546 



Seq. ID OJ991018_16. 0121 .C8 

Strand + 

End 1546 

Method AAT/GAP 

End 1546 

Score . 813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



32242 
66768 
508 

OJ991018_16.0121.C8.ol.gs 

508 

none 



Seq. ID OJ991018_16.0121.C8 
Strand 

End 1521 

Method GENSCAN 

End 1521 

Score .68 



508. .615, 825. .1076, 1164. .1365, 1445. .1521 



32243 
66769 
1 

OJ991018_16.0121.C9.ol . gp 
1 



Seq. ID OJ991018_16.0121.C9 

Strand 

End 3488 

Method AAT/GAP 

End 297 



32283 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3431-058-P1-K1-A10 Score 574 

1. .297 

, 224 4 74 9/emb|CAB10172. 1 | 7.0e-37 (Z97335) 
hydroxymethyltransf erase [Arabidopsis thaliana] ' 



32243 
66769 
1 

OJ991018_16.0121.C9.ol.np 
1 

2244749 



Seq. ID OJ991018_16.0121.C9 

Strand + 

End 3488 

Method AAT/NAP 

End 3234 

Score 1389 



1..628, 1984. .2386, 2794. .2895, 2993. .3234 

(Z97335) hydroxymethyltransferase [Arabidopsis thaliana] 



32243 
66769 
1 

OJ991018_16.0121.C9.ol.gs 
17 

none 

17. .628, 1984. .2056, 2794. 



Seq. ID OJ991018_16.0121.C9 
Strand + 

3488 
GENSCAN 
2900 
.89 



End 

Method 
End 
Score 
.2900 



32243 
66769 
1 

OJ991018_16.0121.C9.o2.gp 
2161 

4421 1.R1084 



Seq. ID OJ991018_16.0121.C9 
Strand + 

3488 
AAT/GAP 
3488 
1500 



End 

Method 
End 

_ Score 
2161. .2386, 2794. .2895, 2993. .3488 

M455318/emb|CAB36853.1| 4.0e-47 (AL035528) glycine 
hydroxymethyltransferase-like protein [Arabidopsis thaliana] 1 



32243 
66770 
7187 

OJ991018_16. 0121.C9.o4 . gs 

71.8.7 

none 

7187. .7250, 7659. .7777 

32243 
66771 
5855 

OJ991018_16.0121.C9.ol .ts 
1 

none 



Seq. ID OJ991018_16.0121.C9 

Strand + 

End 7777 

Method GENSCAN 

End 77 77 

Score .88 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 

Method TBLASTX : Soybean 

End 3227 

Score 783 



1..624, 2. .637, 14.. 637, 514. .663, 1929. .2081, 1981. .2043, 
2116. .2388, 2148. .2393, 2789. .2896, 2790. .2897, 2988. .3056, 
2992.. 3207, 3090.. 3227 



32243 
66771 
5855 

OJ991018_16.. 0121.C9.ol.tm 
2 

none 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 

Method TBLASTX : Ma i 7P 

End 3227 

Score 784 



2. .628, 19. .624, 1929. .2081, 1981. .2043, 2134. .2388, 2148. .2393, 



32284 







z / yu 


. . z o y / 


r zybo . 


Seq. No. 


32243 








Gene No. 


66771 










cpcc 

JOJJ 








Name 


ujyyxuio Id 


. U 1Z ± 


. cy . oi 


. tw 


o tar c 


a r\ 










none 








Exons 


AC\ A ft £ 4 1 


AQ A 


, Z H 1 . 


aq a 


o e q . ln u . 


32243 








Gene No. 


66771 








Start 


5855 








Name 


OJ991018 16 


.0121 


,C9.ol 


tc 


otalL 


106 








C T 


none 








Exons 


106. .624, 107. .628, 110. .640, 




91 -3/1 


O 1 A Q 

Z ± 4 o 


. . ZZo 1 




oeq. no. 


O Z Z 4 J 








Gene No. 


66771 








Start 


5855 








Name 


n tqqi m q ic 


U 1Z 1 


. cy . oz . 


tw 




o n q r 
Z UoO 








C T 


none 








Exons 


ZUoj . . Z Jo4l , 


Z Uo D 


. . Z Joo , 


2092. 




Z / O 0 . . Zo / O , 


z / yu 


1 O H f~ 

. . zo / 6, 


2792 . 


OcCJ. 1\ o . 


32243 








Gene No. 


66771 








Start 


5855 








Name 


OJ991018 16. 


0121 


.C9.o2. 


tc 




2238 








P T 
ox 


none 








/™S T~\ c* 


2238. .2393, 


2239 


. .2388, 


2789. 




2992. .3207 








Seq. No. 


32243 








Gene No. 


66771 








OLait 


5855 








Name 


OJ991018 16. 


0121. 


C9.o3. 


tw 




5851 










none 








Exons 


5851. .5898, 


5855. 


.5977, 


5856. 


Seq. No. 


32243 








Gene No. 


66771 








Start 


5855 








Name 


OJ991018 16. 


0121. 


C9.o2. 


np 


Start 


5855 







GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 

Method TBLASTX : Wheat 

End 486 

Score 768 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 

Method TBLASTX : Cress 

End 2232 

Score 681 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 

Method TBLASTX: Wheat 

End 2878 

Score 280 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 

Method TBLASTX : Cress 

End 3227 

Score 149 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 

Method TBLASTX : Wheat 

End 5977 

Score 58 . 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 ' 

Method AAT/NAP 

End 6970 

6573780 Score 401 

5855. .6207, 6253. .6512, 6591. .6970 
(AC009243) F28K19.7 [Arabidopsis thaliana] 



32243 
66771 
5855 



Seq. ID OJ991018_16.0121.C9 
Strand 

End 6970 



32285 



# 



Name 

Start 

GI 

Exons 



0 J9 9 1 0 1 8_1 6.0121.C9.o3.gs Me t hod GENS CAN 

5855 End 6966 

none Score .99 
5855. .6484, 6640. .6966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start. 
Name * 
Start 
GI 

Exons 



32244 
66772 
111 

OJ991018_16. 0121. CIO. ol.gs 

111 

none 



Seq. ID OJ991018JL6. 0121. CIO 

Strand + 

End 1720 

Method ' GENSCAN 

End 1720 

Score .59 



111. .236, 571. .705, 785. .892, 925. .1002, 1217. .1720 



32244 
66773 
1655 

OJ991018_16. 0121. C10. ol.np 

1655 

5852093 

1655. .1738, 3031. .3160, 4803. 



Seq. ID OJ991018_16. 0121. C10 
Strand + 

4881 
AAT/NAP 
4 8 81 
96 



End 

Method 
End 
Score 
.4881 



(AL117264) zwhl6.1 [Oryza sativa] 



32244 
66774 
2824 

OJ991018_16.0121.C10.o2.gs 

2824 

none 

2824. .2930, 4183. .4207 



Seq. ID OJ991018_16. 0121. C10 
Strand 

End 4207 

Method GENSCAN 

End 4207 

Score .87 



32245 
66775 
136 

OJ991018_16. 0121. Cll. ol.np 
136 

4406763 

136. .289, 1246. .1462, 2239. .2370 

(AC006836) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991018_16. 0121. Cll 

Strand + 

End 2370 

Method AAT/NAP 

End 2370 

Score 14 4 



32245 
66775 
136 

OJ9910I8_16.0121 .Cll.ol.tm 

1489 

none 



Seq. ID OJ991018_16. 0121. Cll 

Strand + 

End 2370 

Method TBLASTX : Mai ze 

End 2369 

Score 85 



1489. .1560, 1490. .1552, 1495. .1563, 2229. .2315, 2231. .2326, 
2245. .2325, 2311. .2361, 2313. .2369 



Seq. No. 32246 ... 

Gene No. 66776 

Start 332 

Name OJ991028_11 . 0120 . C2 . ol . gs 

Start 332 

GI none 

Exons 332.. 513 



Seq. ID OJ991028_11.0120.C2 

Strand + 

End 513 

Method GENSCAN 

End 513 

Score .99 



Seq. No. 



32247 



Seq. ID OJ991028 11. 0120. C3 



32286 



# # 





66777 






Strand 


+ 












End 


12439 




Name 


O.TQQ1 09ft 1 1 

WU-7-7XUZO XX 


0 1 90 


■C3.ol.gs 


Method 


GENSCAN 




Start 


98 






End 


12439 




GI 


none 






Score 


.66 




Exons 


Qft 974 1ft 


R9 9 


190, 2335.-2428, 3322 


..3395, 3479.. 3573, 




4007 

JJO / , . 4UU / ; 


A 7 


..4819, 5188. 


.5262, 5391.. 5483, 


5605. .5853, 




c iQd7 601 Q 


71 1 Q 
/ X X y 


71 qc "7 9ft ^ 
. * / X r>0 , /ZOO. 


.7368, 7507. .7582, 


/ / oi . . / / y o , 




7ft77 7Q4^ 


ft 006 


pi ni Qi pi 
. . o x u x , o 1 O X . 


.828'3> 8620. .8715; 


114 / o . . llo45, 




1 1 QR4 1 1 QO 


6 19 
0 , X Z 


joy . . xz4 






Seq. No. 


32247 






Seq. ID 


OJ991028 


11 . OlzU . Co 


Gene No. 


66777 






Strand 


+ 




9t- ^ Tt- 


Qft 






End 


12439 




Name 


o.tqqi nop 1 1 


01 90 


. . ox . gp 


Method 


AAT/GAP 






17 4 7 _ 






End 


2364 






S6ft R 1 9 






Score 


■ 523 




Exons 


1 747 1 QQ6 


9 

Z J J J 


. .2364 










32247 






Seq. ID 


OJ991028 


11 . UlzU . Lo 




66777 






Strand 


+ 




OL.di.l_ 


Qft 






End 


12439 




Name 


O.TQQ1 09ft 1 1 

UU J JlUtO XX 


0190 
. U X z u 


.C3.ol.np 


Method 


AAT/NAP 




Start 


1961 






End 


8871 




GI 


5669871 






Score 


1753 






1 Q61 1 QQ6 


2335 


..2432, 3326. 


.3389, 3479.. 3573, 


"3Q67 4007 




4 7 64 4 Q 1 Q 


5188 


..5262, 5391. 


.5483, 5605.. 5853, 


5947. .6019, 




7110 71 

/ x x u . . / ±yo f 


7283 


..7368, 7507. 


.7582, 7731. .7798, 


7877. .7943, 




R006 ftl 01 

O U U O . . O X U X , 


8181 


..8283, 8620. 


.8715, 8$ 


304. .8871 




OX UebCXXp. 


( H T?1 "3 R 0 1 4 ^ 


dihydrolipoamide S 


-acetyltransf erase 


[Zea mays] 


Seq. No. 


32247 






Seq. ID 


OJ991028_ 


JL1.0120.C3 


Gene No. 


66777 






Strand 


+ 




Start 


98 






End 


12439 




Name 


OJ991028 11 


.0120 


.C3.o4 .gp 


Method 


AAT/GAP 




Start 


7727 






End 


8713 




GI 


LIB3433-056- 


-P1-K1-E2 


Score 


731 




Exons 


7727. .7798, 


7877 


..7943, 8006. 


.8101, 8181.. 8283, 


8620.. .8713 



GI Descrip. ' 5669871/gb | AAD4 64 91 . 1 | AF135014_1 1.0e-71 (AF135014) 





dihydrolipoamide S- 


acetyltransf erase 


[Zea mays] 1 




Seq. No. 


32247 




Seq. ID 


OJ991028__ 


11.0120 


Gene No. 


66777 ■ - 




Strand. 


+ ■* . 




Start 


98 




End 


12439 




Name 


OJ991028 11. 0120. C3 


. o5 . gp 


Method 


AAT/GAP 




Start 


8981 




End 


9345 




GI 


5003232 




Score 


628 




Exons 


8981. . 9345 










Seq. No. 


32247 




Seq. ID 


OJ991028_ 


11.0120 


Gene No. 


66778 




Strand 


+ 




Start 


16796 




End 


26009 




Name 


OJ991028 11. 0120. C3 


. o3 . gs 


Method 


GENSCAN * 




Start 


16796 




End 


25817 




GI 


none 




' Score 


.83 




Exons 


16796. . 16831, 17364 


. .17415, 


17476. .17497, 17686. 


.17923, 




18814. . 18944, 19375 


. . 19416, 


19811. . 19? 


392, 19992. 


.20070, 



32287 



20886. .21055, 221 64 22290, 23060 23175, 23264 .. 23371 , 
24513. .24608, 25325 25498 , 25662.. 25817 



Seq. No. 32247 
Gene No. 66778 
Start 16796 

Name OJ991028_1 1 . 0120 . C3 . o2 . np 

Start 17780 

GI 6689922 

Exons 17780. .17923, 18814 

19992. .20070, 20886 
23264. .23371, 2454 6 .. 24 608 , 



Seq. ID 
Strand 

End 26009 
Method AAT/NAP 
End 25814 
Score 2090 
18944, 19375. .19416, 19811 
21055, 22164. .22290, 23060 
25325. .25498, 25662 



OJ991028_11.0120.C3 
+ 



.19921, 
.23175, 
.25814 



GI Descrip. (AF194414) calcium-dependent protein kinase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32247 

66778 

16796 

OJ99102 

17780 

1078_1. 

17780. . 

19992. . 

23264 . . 

'270874 

protein 



8_11.0120.C3.o6.gp 



Seq. ID 
Strand 

End 26009 
Method AAT/GAP 
End 26009 
R1084 Score 2931 

17923, 18814. .18944, 19375 .. 194 16, 19811 
20070, 20886. .21055, 22164 22290, 23060 
23371, 24546. .24608, 25325 .. 254 98 , 25662 



OJ991028_11.0120.C3 



.19921, 
.23175, 
.26009 



5 0.0e+00 (AC003952) putative calcium-dependent ser/thr 
kinase [Arabidopsis thaliana] ' 



32247 Seq. ID 

66779 Strand 

30843 End 

OJ991028_11. 0120.C3.o4 . np Method 

30785 End 

6598677 Score 



OJ991028_11.0120.C3 
+ 

42391 
AAT/NAP 
36247 
750 



30785. .30905, 32296 .. 32377 , 3284 9 .. 32923, 33065 .. 33140, 
33391. .33801, 33883 .. 33951 , 34 039 .. 34 103, 34 623 34 695, 
34922. .35026, 3527 1 .. 35342 , 35432 .. 354 94 , 36116. .36247 
GI Descrip. (AC007135) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 32247 
Gene No. 66779 
Start 30843 

Name OJ991028_11 . 0120 . C3 . o5 . gs 

Start 30843 
GI • none - 

Exons 30843 

33248 

34623 

37516 

40470 



30905, 32271. .32377, 

33292, 33391. .33801, 

34695, 34922. .35026, 

37645, 38355... 38467, 

40577, 41040. .41155, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

32849 

34039 

35271 

39455 

42136 



32923, 
34061, 
35342, 
39584, 
42160, 



OJ991028_ 
+ 

42391 
GENSCAN 
42391 
.62 

33065. 
34473. 
36116. 
40359. 
42303. 



11. 0120. C3 



.33140, 
,34541, 
,36212, 
,40417, 
,42391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32247 
66779 
30843 

OJ991028__11.0120.C3.o7.gp 
35432 



Seq. ID OJ991028_11.0120.C3 

Strand + 

End 42391 . 

Method AAT/GAP 

End 35511 

Score 105 



35432. .35511 

, 4510362/gb|AAD21450.1| 3.0e-22 (AC007017) hypothetical protein 



32288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] ' 

32247 Seq. ID 

66780 Strand 

46779 End 

OJ991028_11.0120.C3.o7.np Method 

45767 End 

3250674 Score 
45767. .45800, 47987. .48452 

(AL024486) putative protein [Arabidopsis thaliana] 



OJ991028_11.0120.C3 
+ 

49632 
AAT/NAP 
48452 
246 



32247 
66780 
46779 

OJ991028_11.0120.C3.o6.np 

46460 

1313909 



Seq. ID OJ991028 11. 0120. C3 



Strand 
End 

Method 

End 

Score 



+ 

49632 
AAT/NAP 
49632 
45 



46460. .46496, 4 6703 .. 4 6966, 49606. .49632 
(D84508) CDPK-related protein kinase [Zea mays] 



32247 Seq. ID 

66780 Strand 

46779 End 

OJ991028_11 .0120 . C3 . o7 . gs Method 

46779 End 

none Score 
46779. .48506 



OJ991028_11.0120.C3 
+ 

49632 
GENSCAN 
48506 
. 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



32247 
66781 
50216 

OJ991028_ll.0120.C3.o8 .gs 

50216 

none 



Seq. ID OJ991028_JL1.0120.C3 

Strand + 

End 52703 

Method GENSCAN 

End 52703 

Score .66 



50216. .50259, 51264 .. 51 920, 5208 4 .. 52178 , 52438. .52703 



32247 Seq. ID 

66781 Strand 

50216 End 

OJ991028_11.0120.C3.ol0.np Method 

52123 End 

2244914 Score 
52.123. .52313, 52349-. . 52617 ' 
(Z97339) splicing factor like protein [Arabidopsis thaliana 



OJ991028_11.0120.C3 
+ 

52703 
AAT/NAP 
52617 
58 



32247 Seq. ID 

66782 Strand 

5173 End 5265 

OJ991028_11 . 0120 . C3 . o3 . gp Method AAT/GAP 

5173 End 5265 

uC-osflcyp064allbl Score 132 
5173. .5265 

'951166 2.0e-30 (U31451) invertase [Zea mays]' 



OJ991028 11. 0120. C3 



32247 
66783 
26861 



Seq. ID 

Strand 

End 



OJ991028JL1.0120.C3 
27640 



32289 



Name 


uj^yiUiO i ± . u i _. u . . oft . gs 


Method 










_na 


0 "7 a a n 




r* t 


none 


Score 


. bo 




HtXono 


9£Q£1 971R1 OTonc On£AC\ 








O S tj . IN (J . 




Seq. ID 


OJ991028 




Gene No. 


66784 


Strand 






Start 


29034 


End 


30972 




Name 


OJ991028 11.0120.C3.o3.np 


Method 


AAT/NAP 




Qt- a r- f- 


29034 


End 


30972 




oi 


6815052 


Score 


110 






29034 . .29169, 294 64 .. 29507 , 


30944 . .30972 






(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32247 


Seq. ID 


OJ991028 


_11.0120.C3" 


Gene No. 


66785 


Strand 






Of- ^ r f- 
OLdi L 


43330 


End 


44981 




Name 


OJ991028 11.0120.C3.o6.gs 


Method 


GENSCAN 




O Lei I. L 


43330 


End 


44981 






none 


Score 


.81 




TT v t"i o 


4 3330. .4 3968, 43974 .. 4 4 190, 


44506. .44981 




Corf Vfr^ 


32247 


Seq. ID 


OJ991028_ 


ii m on r^Q 


Gene No. 


66785 


Strand 






Start 


43330 


End 


44981 




Name 


OJ991028 11.0120.C3.o5.np 


Method 


AAT/NAP 




OCalt 


43342 


End 


43875 




r* t 


3719211 


Score 


304 




f v An c 


43342. .43875 








o_ uescrip , 


(U97021) UIP2 [Arabidopsis 


thaliana] 






Oorr Ma 


32247 


Seq. ID 


OJ991028_ 


11 ni on ^ *3 
1 1 . U X_ U . Lj 


uCHC LNU • 


66786 


Strand 






Start 


50102 


End 


50317 




Name 


OJ991028 11.0120.C3.o8.np 


Method 


AAT/NAP 




Start 


50102 


End 


50317 






6069646 


Score 


76 




Exons 


50102.. 50317 










(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse transcriptase. (AC006248) 




[Oryza sativa] 








UC(m| t V\\J ■ 


32247 


Seq. ID 


OJ991028_ 


_11.0120.C3 


uciic LvU. 


66787 


Strand 






Start 


53387 


End 


58464 




Name 


OJ991028 11.0120.C3.o9.gs 


Method 


GENSCAN 




Ot-arf 
OLai L 


53387 


End 


58464 




PT 

ul 


none 


Score 


. 43 






53387. .53521, 54530. .54 652, 


55105. .55174, 55422 


.55699, 




557 95. .55919, 56014. .5614 6, 


57074. .57335, 57381 


.57445, 




58048. .58177, 58427. .58464 








Seq. No. 


32247 


Seq. ID 


OJ991028_ 


_11.0120.C3 


Gene No. 


66787 


Strand 






Start 


53387 


End 


58464 





32290 



# 



# 



Name 

Start 

GI 

Exons 



OJ991028_11. 0120. C3. oil. np Method AAT/NAP 
54445 End 57952 

4567285 Score 1308 

54445. .54652, 55105 .. 55174 , 55422 .. 55699, 55795. 

56014 . .56146, 57074 .. 57363 , 57408 57585, 57860. 



,55883, 
,57952 



GI Descrip. (AC006841) putative xylulose kinase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI . 
Exons 



32247 
66788 
60678 

OJ991028_11. 
1886 
none 
1886. 
3484 . 
5187. 
5396. 
5944. 
7279. 
7716. 
7997. 
8180. 
8782. 
8978 . 



Seq. ID OJ991028 
Strand 



11. 0120. C3 



0120.C3.ol.tm 



.2002, 
.3573, 
.5261, 
,5497, 
,6018, 
.7359, 
.7802, 
.8101, 
.8281, 
.8859, 
.8995 



2315. 
4756. 
5187. 
5602. 
5946. 
7280. 
7720. 
8005. 
8616. 
8796. 



.2431, 
.4833, 
.5267, 
.5853, 
.6023, 
.7369, 
.7791, 
.8103, 
.8723, 
,8879, 





End 


61151 






tm 


Method TBLASTX: 


Maize 






End 


8997 








Score 


72 








2332. 


.2433, 


3320. 


.3388, 


3471. 


.3611, 


4763. 


.4819, 


4763. 


4849, 


5185. 


.5262, 


5188. 


.5262, 


5369. 


5485, 


5391. 


.5486, 


5603. 


.5659, 


5605. 


5856, 


5606. 


.5854, 


5947. 


.6018, 


7115. 


7198, 


7117. 


.7200, 


7280. 


.7369, 


7505. 


7582, 


7507. 


.7578, 


7725. 


.7799, 


7844 . 


7957, 


7866. 


.7943, 


8005. 


.8100, 


8173. 


8283, 


8175. 


.8291, 


8622. 


.8717, 


8630. 


8740, 


8781. 


.8879, 


8803. 


.8880, 


8804. 


8881, 


8974 . 


.8997, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32247 
66788 
60678 

OJ991028_11. 
4762 
none 
4762, 
5383. 
5605, 
5969. 
7725. 
7889. 



0120.C3.ol.ts 



.4833, 
.5484, 
.5856, 
.6019, 
.7799, 
.7945, 
8175. .8291, 
8616. .8723, 



4763. 
5390. 
5607. 
7115. 
7730. 
7997. 
8178. 
8782. 



.4819, 
.5497, 
.5855, 
.7198, 
.7801, 
.8101, 
.8288, 
,8856, 



5185, 
5391, 
5800, 
7279. 
7872. 
8005. 
8180, 
8793. 



Seq. ID -OJ991028_11.0120.C3 
Strand 

End 61151 

Method TBLASTX : Soybean 

End 8873 

Score 103 

.5262, 5187. .5267, 5188. .5262, 
.5486, 5393.-5497, 5602. .5697, 
.5865, 5928. .6017, 5941. .6018, 
.7368, 7280. .7363, 7508. .7582, 
.7943, 7875. .7943, 7877. .7957, 
.8112, 8005. .8100,. 8173. .8286, 
,8290, 8589. .8717, ' 8 611. .8718, 
.8873 



Seq. No. 32247 

Gene No. 66788 

■Start 60678" 

Name OJ99102 8JL1 . 0120 .C3 . o4 . tc 

Start 4762 - 

GI none 

Exons 4762.. 4833, 4763.. 4819, 5185, 
5390. .5485, 5391.. 5486, 5605, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991028 11. 0120. C3 



61151 

TBLASTX : Cress 
5775 
103 

.5262, 5187. .5267, 5188. .5262, 
.5775, 5607. .5735 ' 



Seq. No. 32247 

Gene No. 66788 

Start 60678 

Name OJ991028_11 . 0120 . C3 . ol . tc 

Start 5797' 

GI none 

Exons '5797. .5856, 5805. .5855, 5967, 
7279. .7359, 7280. .7366, 7508, 



Seq. ID OJ991028_11.0120.C3 
Strand 

End 61151 
Method TBLASTX : Cress 
End 8291 
Score 73 

.6017, 5968. .6018, 7112. .7198, 
.7582, 7725.-7799, 7730. .7798, 



32291 



t t 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7844 . .7957, 
8005. .8100, 

32247 
66788 
60678 

OJ991028_11 
7504 " 
none 

7504 . .7578, 
7829. .7957, 
8173. .8256, 



7875. .7943, 
8173. .8262, 



7889. .7945, 
8175. .8291,- 



7997. .8101, 
8180. .8281 



8005. .8103, 



Seq. ID OJ991028_11.0120.C3 
Strand 

End 61151 
. 0120 . C3 . ol . tw Method TBLASTX : Wheat 

• End 8257 
Score 103 
7505. .7582, 7508. .7582, 7725.-7799, 7730. .7801, 
7866. .7943, 7997. .8101, 8005. .8103, 8005. .8100, 
8175. .8255, 8180. .8257, 8180. .8257 



Seq. No. 


32247 




Seq. ID 


OJ991028_11.0120. 


.C3 


Gene No. 


66788 




Strand 






Start 


60678 




End 


61151 




Name 


OJ991028 11. 0120. C3, 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


12652 




End 


50330 




GI 


none 




Score 


39 




Exons 


12652. .12741, 12670. 


. . 12711, 


12730. .12924, 1277 6. .12931, 






12941. .13096, 12956, 


. .13099, 


.12987. .13103, 12991. . 13107, 






13098. .13223, 13100. 


. .13228, 


13171. . 13236, 13211.,. 13351, 






.50046. .50330, 50102. 


. .50323 








Seq. No. 


32247 




Seq. ID 


OJ991028_11.0120. 


,C3 


Gene No. 


66788 




Strand 






Start 


60678 




End 


61151 




Name 


OJ991028 11. 0120. C3. 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


12871 




End 


13216 




GI 


none 




Score 


139 




Exons 


12871. .12921, 13038. 


, .13103, 


13097. .132 


16 





Seq. No. 


32247 






Seq. ID 


OJ991028JL1.0120. 


.C3 


Gene No. 


66788 






Strand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3 . 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


13462 






End 


13779 




GI 


none 






Score 


.107 




Exons 


13462. 


.13779/13488, 


.VI 37 7 5 








Seq. No. 


32247 






Seq. ID 


OJ991028JL1.0120. 


,C3 


Gene No. 


66788 






Strand 






Start 


60678 






End , 


61151 




Name 


OJ991028 11. 0120. C3 . 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13710 






End 


47527 




GI 


none 






Score 


53 




Exons 


13710. 


.13838, 13848. 


, . 14144, 


47362. .47397, 47444. .47527 




Seq. No. 


32247 






Seq. ID 


OJ991028JL1.0120. 


,C3 


Gene No. 


66788 






Strand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3.. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


13785 






End 


14339 




GI 


none 






Score 


213 




Exons 


13785. 


.14339, 13792. 


. 14241 









Seq. No. 



32247 



Seq. ID OJ991028 11. 0120. C3 



32292 




ocuc INO . 


66788 








Strand 






C 4- a vf- 

O Lar L 


60678 








End 


61151 




Name 


OJ991028 11. 0120. C3. 


o4 . tm 


Method ■ 


TBLASTX : 


Mai ze 


Start 


1 7fi^Q 
1 / DJ3 








End 


20037 




GI 


i 1L>I 1C 








Score 


306 




Exons 


17659. 


.17814, 


17660. 


1 7 99 6 


17857. .17922, 18811 


1 O Q/t C 
. . 1034 J, 




18813. 


.18911, 


18843. 


1 8 Q S fi 
. i o y «j u , 


18866. .18955, 19337 


1 CM 1 7 

. . 1 y fl 1 / , 




19809. 


.19883, 


19812. 


. i _? O O J , 


19813. .19884, 19883 


1 QQ91 
. . 1 y y Z 1 , 




19887. 


.19922, 


19887. 


1 QQ1 Q 
. i .7 y i y , 


19989. .20036, 19990 


900^7 
. . ZUU j / , 




19991. 


.20035 












Seq. No. 


32247 










n TQQ1 09ft 
\Ju y y 1 U Z O 


_11.0120 


Gene No. 


66788 








Strand " 






O Lai L 


60678 








End 


61151 




Name 


OJ991028 11. 0120. C3. 


Ob . tc 


Mo f hnH 

l JC LilUU 




Cress 


Of a >-■}- 


17762 








PnH 


1 7QOC 

1 / y c. O 




b 1 


none 








Score 


91 1 




Exons 


17762. 


.17926 












oeq. in o . 


32247 








OcLJ . 1 U 


ATQQ1 0 9ft 


11 O 1 9 o 
1 1 . U 1 z u 


bene no . 


66788 








Cf ra nrl 
OLI all CI 






Start 


60678 








End 


61151 




Name 


OJ991028 11. 0120. C3. 


o5 . tc 


Method 


TBLASTX : 


Cress 


o Ldi L 


18835 








End 


22292 




bl 


none 








Score 


80 




HjXons 


18835. 


.18945, 


19337. 


1 Q A 1 7 
. 1 y H 1 / , 


19509. .195 


50, 19883 


. . l y yz i , 




19989. 


.20072, 


19991. 


. ZUU / 1 , 


20884. .210 


51, 20885 


9 1 n q p 




22137. 


.22292, 


22193. 


999 Q1 








oeq. in o . 


32247 








Seq. ID 


OJ991028 


ii m on 

il . U1ZU 


bene ino . 


66788 








Strand 






o nan. 


60678 








End 


61151 




Name 


OJ9910 


28 11. 0120. C3. 


o3 . ts 


Method 


TBLASTX: 


Soybean 


Start 


18849 








End 


21001 




(ZJ 


none 








Score 


143 




Exons 


18849. 


.18908, 


18850. 


1 O Q A C 

. 1 o y *± 0 , 


19337. .194 


17, 19809 


. .\i yoo j, 




19815. 


.19880, 


19856. 


1 QQQ 9 
. 1 y O O Z , 


19883. .19921, 19884 


1 QQ1 T 

. . i y y 1 3 1 




19885. 


.19920, 


19964 . 


9 007 1 


19989. .20072, 20884 


9 0 Q Q 1 

. . z u y y i , 




20885. 


.21001 












Seq. No. 


32247 








Seq. ID 


OJ991028 


_11.0120 


Gene No. 


66788 








Strand 






O Lai L ■ ■ 


60-678 








• End 


6-11-51 




Name 


OJ99i028 11.0 


120. C3. 


oil. Lin 


Method 


TBLASTX: 


LYia i z e 


oLd.iL 


20888 








End 


21061 






none 








Score 


220 




HiXOilo 


20888. 


.21061, 


20888. 


910 9^ 
. Z 1 UZ D , 


20959. .210 


57 




Corf M ^ 

oeq . ino . 


32247 








Seq. ID 


OJ991028 


11 m on 

• 11. U1ZU 


bene ino . 


66788 








Strand 






Start 


60678 








End 


61151 




Name 


OJ991028 11.0 


120. C3. 


06 . tm 


Method 


TBLASTX: 


Maize 


Start 


22163 








End 


25507 




GI 


none 








Score 


173 




Exons 


22163. 


.22285, 


22164 . 


.22289, 


23054. .23176, 23059 


. .23193, 




23061. 


.23174, 


23264. 


.23368, 


24545. .24598, 24546 


. .24632, 




25258. 


.25287, 


25313. 


.25507, 


25325. .25501 





32293 



Seq. No. 


32247 






Seq. ID 


OJ991028 


_11.0120 


Gene No. 


66788 






Strand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3, 


. o2 . tc 


Method 


TBLASTX: 




Start 


23061 






End 


24611 




GI 


none 






Score 


167 




Exons 


23061, 


..23171, 23062. 


23193, 


23257. .23370, 23264 


23371 




24543, 


. .24611 








Seq. No. 


32247 






Seq. ID 


OJ991028 


_11.0120 


Gene No. 


66788 






St rand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3. 


o2 . t s 


Method 


TBLASTX: 


uuyjjcdii 


Start 


24543 






End 


254 98 




GI 


none 






S cor e 


88 




Exons 


24543, 


,.24632, 25323. 


. 254 96, 


25323 254 


j \j f *j 


7 54 Qft 




25328, 


. .25498 








Seq. No. 


32247 








UU _7 J ± \J O 


_11.0120 


Gene No. 


66788 






Strand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3. 




Mp f- H or] 


TRT.ASTX • 


Or e s s 


Start 


25324 








2 57 Q 6 




GI 


none 








? ^ Q 
<i j j 




Pvnn S 

J— 1 A V_/ i 1 o 


25324 . 


,.25497, 25325. 


?54 QR 


25325 254 




0 r 7 qc 




25655. 


..25789, 25665. 


9 5 7 Qfi 








Seq. No. 


32247 






Seq. ID 


OJ991028 


_11.0120 


Gene No . 


66788 






Strand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3 . 


\J _/ • Uill 


Method 


TBLASTX:; 


Via. lZc 


Start 


25660 






End 


25826 




GI 


none 






Score 


207 




Exons 


25660. 


.25821, 25661. 


. 25822, 


25665. .258 


26 




Seq. No. 


32247 






Seq. ID 


OJ991028 


J.1.0120. 


Gene No. 


66788 






Strand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3 . 


oft t*m 

KJO • Lilt 


Method 


TBLASTX:! 




Start 


33105 






End 


33597 




GI 


none 






Score 


45 




Exons 


33105. 


.33143, 33106. 


.33141, 


33244. .33303, 33246 


. .33293, 




- 33247. 


.33294, 33389. 


33550 


33390. .33596, 33391 


. .33597 


Sea No 


32247 






Seq. ID 


OJ991028 


J.1.0120, 


Cpnp No 


66788 






Strand 






Start 


60678 






End 


61151 




Name 


OJ991028 11. 0120. C3. 


n7 i~ m 
\j ( * i_i.il 


Method 


TBLASTX : Maize ■ 


Start 


33711 






End 


36251 




GI 


none 






Score 


132 




Exons 


33711. 


.33800, 33715. 


.33804, 


33879. .33962, 33880 


. .33963, 




34034 . 


.34105, 34036. 


.34122, 


34474 . .34542, 34474 


. .34542, 




34618. 


.34689, 34623. 


.34736, 


34624 . .34695, 34899 


. .35024 . 




34919. 


.35029, 34919. 


.35026, 


35268. .35327, 35270 


. .35326^ 




35276. 


.35335, 35423. 


.35494, 


35425. .35496, 35432 


. .35494, 




36104 . 


.36250, 36114. 


.36251, 


36116. .36241 





32294 



• # 



Seq. No. 


32247 






Seq. ID 


OJ99102S 


_11,0120 


.C3 


belle 1NO . 


66788 






Strand . 










60678 






End 


61151 






Name 


OJ991028 11. 0120. C3. 


oiu . tin 


Method 


TBLASTX: Maize 






43345 






End 


43719 








none 






Score 


76 






Exons 




. 4 JJOI, 4.3filZ. 


/-34QC 


43672. .43719 






Seq. No. 


32247 






oeq . i u 




_11.0120 


.C3 


Gene No . 


66788 






Strand 








otart 


60678 






End 


61151 






Name 


OJ9910 


28_JL1.0120.C3. 


o / . tc 


Method 


TBLASTX: 


Cress 




o tar u 


43345 






End 


43719 








none 






Score 


65 






Exons 


43345. 


.43638, 43582. 












Seq. No. 


32247 






oeq . i v 


n tqq i nod 


1 1 . U 1 z u 


.C3 


bene ino . 


66788 






Strand 








otart 


60678 






End 


61151 






Name 


OJ991028 11. 0120. C3. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




otarL 


43345 






End 


43647 




C T 
bl 


none 






Score 


194 






Exons 


43345. 


.43647 












Seq. No. 


32247 






Seq. ID 


OJ991028 


ii Pi i o n 
11. U 1Z U 


.C3 


Gene No . 


66788 






Strand 








bt art 


60678 






End 


61151 






Name 


OJ991028 11. 0120. C3. 


o9 . gp 


Method 


AAT/GAP 






otart 


60396 






End 


60869 






C T 
bl 


none 






Score 


865 






Exons 


60396. 


.60869 












Seq. No. 


32247 






Seq. ID 


OJ991028 


ii c\ i o n 
1 1 . U 1ZU 


C3 


Gene No. 


66788 






Strand 










60678 






End 


61151 






Name 


OJ9910 


28_11.0120.C3. 


oo . tm 


Method 


TBLASTX: 


Maize 




Of -V v-f 


60663 






End 


61073 






r* t 

bl- 


none 






Score 


163 






Exons 


60663. 


.60773, 60664. 


£ fl *7 "7 A 


60700. . 60810, 60862 


. .60906, 






60954. 


.61073, 60958. 


£ i m i 

. DlU / 1 










Seq. ' No. 


3224 7 






Seq. .ID 


OJ991028 


ii ni on 
1 1 . U IZU , 


C3 


Gene No. 


66788 






Strand 










60678 - 






End 


61151 






Name 


OJ9910 


28_11.0120.C3. 


ol2 . np 


Method 


AAT/NAP 






btarc 


60677 






End 


61075 






bl 


176989 


5 




Score 


306 






Exons 


60677. 


.61075 












GI Descrip. 


(X9659 


8) CaLB protein [Arabidopsis thaliana] 






Seq. No. 


32247 






Seq. ID 


OJ991028 


_11.0120. 


C3 


Gene No. 


66788 






Strand 








Start 


60678 






End 


61151 






Name 


OJ991028 11. 0120. C3. 


olO .gs 


Method 


GENSCAN 






Start 


60678 






End 


61151 






GI 


none 






Score 


.99 







32295 



Exons 


60678 .. 61070, 61140 


. .61151 










Seq. No. 


*3 O O A O 

J224 8 




Seq. ID 


OJ991028_ 


11 . 0120 


. C4 


bene no . 


bb / by 




Strand 


+ 






Start 


10880 




End 


14202 






Name 


OJ991028 11. 0120. C4 


. o2 . np 


Method 


AAT/NAP 






otart 


10880 




End 


14202 






GI 


6721512 




Score 


75 






Exons 


10880. . 10916, 11503 


. .11562, 


12474. . 12586, 12614 . 


. 12677 , 






14179. . 14202 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32248 




Seq. ID 


OJ991028__ 


11.0120 


r> A 

. C4 


Gene No. 


66790 




Strand 


+ 






Start 


14904 




End 


18390 






Name 


OJ991028 11. 0120. C4 


. o2 . gs 


Method 


GENSCAN 






Start 


14904 




End 


18390 








none 




Score 


.73 






Exons 


14904. .14909, 15067 


. .15198, 


15898. .15979, 16332. 


. 16416, 






17414. .17584, 18264 


. .18390 










Seq. No. 


32248 




Seq. ID 


OJ991028_ 


11 . 0120 


. C4 


Gene No . 


66791 




Strand 


+ 






Start 


19707 




End 


26794 






Name 


OJ991028 11. 0120. C4 


o3 . gs 


Method 


GENSCAN 






btart 


19707 




End 


26794 






GI 


none 




Score 


.56 






Exons 


19707. .19777, 20341 


.20474, 


21068. .21171, 21486. 


.21831, 






22269. .22347, 22580 


.22639, 


22675.-22774, 23862. 


. 23953, 






24313. .24659, 25268 


.25537, 


25751. .25846, 26508. 


. 2 6794 




Seq. No. 


32248 




Seq. ID 


OJ991028_ 


11 . 0120 


. C4 


Gene No. 


66791 




Strand 


+ 






Start 


19707 




End 


26794 






Name 


OJ991028 11. 0120. C4 


o3 . np 


Method 


AAT/NAP 






Start 


19909 




End 


23951 






GI 


4680199 




Score . 


323 






Exons 


19909. .20129, 20210 


.20806, 


23886.. 23951 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


32248 




Seq. ID 


OJ991028_ 


11.0120 


. C4 


Gene No . 


66791 




Strand 


+ 






Start 


19707 




End 


26794- 






Name 


OJ991028 11. 0120. C4. 


o4 . np 


Method 


AAT/NAP 






Start 


21678 




End 


25944 






GI 


6815052 




Score 


1900 






Exons 


21678. .21831, 21913. 


.21987, 


22269. .22387, 22675. 


.22774, 






23641. .23725, 24507. 


.'24659, 


24708. .25440, 25522. 


.25597, 






25826. .25944 - 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32248 




Seq. ID 


OJ991028_ 


11.0120 


.C4 


Gene No. 


66792 




Strand 


+ 






Start 


35429 




End 


38 14 8 






Name 


OJ991028 11. 0120. C4. 


ol.gp 


Method 


AAT/GAP 






Start 


35429 




End 


37118 






GI 


967 1.R1084 




Score 


838 










32296 









* 



Exons 35429. .35558, 357 12 .. 3584 9, 36829 .. 36905 , 36994.. 37118 

GI Descrip. 1 6094 330 /sp I 04 8 659 | SPE2_HYONI 1.0e-150 SPERMIDINE SYNTHASE 2 
(PUTRESCINE AMINOPROPYLTRANSFERASE 2) (SPDSY 2) 
>gi_2821957_dbj_BAA24534_ ' (AB006691) spermidine synthase 2 
[Hyoscyamus niger] 1 



Seq. No. 32248 

Gene No. 66792 

Start 35429 

Name OJ991028_11 . 0120 . C4 . 06 . np 

Start 35720 

GI 6468656 

Exons 35720. .35849, 36829 .. 36905 , 
GI Descrip. 



Seq. ID OJ991028_11.0120.C4 

Strand + 

End 38148 

Method AAT/NAP 

End 38148 

Score 478 



36994. .37123, 38003. .38148 
(AJ251298) spermidine synthase 1 [Oryza sativa] 



Seq. No. 32248 

Gene No. 66793 

Start 1 

Name OJ991028_11 . 0120 . C4 . ol . np 

Start 1 

GI 2789434 
Exons 



OJ991028 11. 0120. C4 



Seq. ID _ 
Strand 

End 10422 
Method AAT/NAP 
End 10422 
Score 1144 

1..25, 270. .454, 3324. .3549, 4799. .4881, 4962. .5042, 5653. .5751, 
5849. .5967, 7253. .7373, 8201. .8251, 10074 .. 10175 , 10318. .10422 



GI Descrip. (AB001389) CLB1 [Lycopersicon esculentum] 



Seq. No. 32248 
Gene No. . 66793 

Start 1 

Name OJ991028_11 . 0120 . C4 . ol . gs 

Start 287 

GI none 
Exons 



OJ991028 11. 0120. C4 



Seq. ID 
Strand 

End 10422 
Method GENSCAN 
End 10422 
Score .7 

287. .486, 1433. .1455, 1580. .1644, 3324. .3549, 4799. .4881, 
4962. .5042, 5653. .5751, 8201. .8251, 9100. .9195, 10074 .. 10175, 
10318. .10422 



Seq. No. 32248 

Gene No. 66794 

Start 28468 

Name OJ991028_11 . 0120 . C4 . o2 . tm 

Start 270 

GI none 
Exons 



Seq. ID OJ991028_11.0120.C4 
Strand 

34365 

TBLASTX: Maize 
7331 
132 



End 

Method 
End 
Score 

270. .416, 284. .457, 286. .465, 287. .460, 3321. .3551, 3322. .3516, 
3323. .3550,. 3465. .3566, 4-799.. 4879, 4801 4881*, 4803 4880, 
4804. .4884, 4957. .5043, 4962. .5042, 5653. .5754, 5654. .5752, 
5682. .5753, 5841. .5969, 5846. .5971, 5861. .5971, 7242. .7331, 
7242. .7328 



Seq. No. 32248 Seq. ID 

Gene No. 66794 Strand 

Start 28468 End 

Name OJ991028_11 . 0120 . C4 . ol . tc Method 

Start 284 End 

GI none Score 
Exons 



OJ991028_11.0120.C4 
34365 

TBLASTX: Cress 

10362 

191 



284. .430, 3321. .3551, 3322. .3519. 4811. .4882, 4816. .4881,- 
4957. .5043, 4962. .5045, 5648. .5752, 5650.'. 5754, 5653. .5754, 
5841. .5969, 5846. .5971, 5897. .5971, 7242. .7361, 7242. .7376, 
8180. .8251, 10071. .10190, 10072 .. 10176, 10318. .10362 



32297 



Seq. No. 


32248 


Seq. ID 


OJ99102E 


_11.0120.C4 


Gene No. 


66794 


Strand 






OtalC 


28468 


End 


34365 




Name 


OJ991028 11. 0120. C4 .ol.ts 


Method 


TBLASTX : 


Soybean 


Ql. — — J- 

OLdlL 


284 


End 


5048 




none 


Score 


182 




Exons 


- 284. .430, 3318. .3551, 3319. 


.3552, 3322 


..3516, 4811. .4882, 




4816. .4884, 4816. .4881, 4962. .5048 






Seq. No. 


32248 


Seq. ID 


OJ991028 


_11 . 0120 . C4 


Gene No. 


66794 


Strand 






o tart 


28468 


End 


34365 




Name 


OJ991028 11.0120.C4.o4.tw 


Method 


TBLASTX: 


Wheat 


C +- -i v-i- 

otart 


3321 


End 


5009 






none 


Score 


47 




Exons 


3321. .3419, 3351. .3413, 3429. .3551, 3433. .3516, 


4819. .4881 




4 y bZ . .5009 








Seq. No. 


Jzz4 o 


Seq. ID 


OJ991028 


_11.0120.C4 


Gene No . 


66794 


Strand 






btart 


28468 


End 


34365 




Name 


OJ991028 11.0120.C4.o4.tm 


Method 


TBLASTX : 


Maize 


btart 


20593 


End 


20796 




P T 


none 


Score 


191 




Exons 


20593. .20796, 20594.. 20782 








Seq. No. 


32248 


Seq. ID 


OJ991028 


_11 . 0120 .C4 


Gene No . 


66794 


Strand 






Start 


28468 


End 


34365 




Name 


OJ991028 11.0120.C4.o2.tw 


Method 


TBLASTX: 


Wheat 


C -t- -| v- -(- 

otart 


23960 


End 


24454 






none 


Score 


81 




Exons 


23960. .24139, 24164. .24454 








beq. jno . 


32248 


Seq. ID 


OJ991028 


_11.0120.C4 


Gene No. 


66794 


Strand 






Start 


28468 


End 


34365 




Name 


OJ991028 11.0120.C4.o5.np 


Method 


AAT/NAP 




Start 


28283 


End 


33844 




GI 


5441880 


Score. 


1354 




Exons 


. 28283. .28527, 28936 .. 29193, 


29496. .29716, 29815 


. . 301.15, ' 




30634 . .30939,- 3104 6 . . 31219, 


31788. .32084, 32346 


. .32395, * 




32836.. 33844 







GI Descrip. (AP000367) EST C28 952 (C62 94 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq- No. 32248 Seq. ID 

Gene No. 66794 Strand 

Start 28468 End 

Name OJ991028_11 . 0120 . C4 . o4 . gs Method 

Start 28468 End 

GI none Score 
Exons 



OJ991028JL1.0120.C4 

34365 
GENSCAN 
34365 
.52 



28468. .28477, 28673 .. 28793, 28830 .. 28910, 28 954 .. 2 9158 , 
29463. .29730, 29823 .. 30121 , 30214 .. 30982, 31065 312 15, 
31769. .31882, 322 19 .. 32517 , 32889 .. 34 054 , 34168. .34365 



32298 



Seq. No. 32248 Seq. ID 

Gene No. 66794 Strand 

Start 28468 End 

Name OJ991028_11 . 0120 . C4 . o3 . tw Method 

Start 30571 End 

GI none Score 

Exons 30571. .30603, 3064 0 .. 30675, 30709 30837 , 30710 

30844. .30897, 30847.. 30900 



OJ991028 11. 0120. C4 



34365 

TBLASTX: Wheat 
30900 
100 

30838, 



Seq. No. 32248 

Gene No. 667 94 

Start 28468 • 

Name OJ991028_11 . 0120 . C4 . ol . tw 

Start 32597 

GI none 

Exons 32597. .32794, 32674 327 60, 
32807. .32983, 32834 32 983, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991028 11. 0120. C4 



34365 

TBLASTX: Wheat 
32984 
71 

32693. .32770, 32739 .. 32786, 
32835. .32984 



Seq. No. 32248 

Gene No. 66794 

Start 28468 

Name OJ991028_11 . 0120 . C4 . ol . tm 

Start 32693 

GI none 

Exons 32693 
33122 



Seq. ID OJ991028_11.0120.C4 
Strand 

34365 

TBLASTX: Maize 
33275 
44 



End 

Method 
End 
Score 

32773, 32745. .32771, 32813 .. 33121 , 32817 33122 , 
33274, 33153.. 33275 



Seq. No. 32248 

Gene No. 66795 

Start 35792 

Name OJ991028_11 . 0120 . C4 . o3 . tm 

Start 35792 

GI none 

Exons 35792 . . 35866, 
36828. .36905, 



35797. .35877, 
36987. .37118, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35807. .35866, 
36988. .37122, 



OJ991028 11. 0120. C4 



37122 

TBLASTX: Maize 
37122 
97 

36827. .36904, 
36988. .37119 



Seq. No. . 32248 
Gene No. '': : '667 95 
Start * 35792 ■ 

Name OJ991028_11 . 0120 . C4 . o2 . tc 

Start 35797 
GI none 
Exons 35797, 

36828. 

36988, 



Seq. ID 
Strand 
End 

Method 
End . .. t 
Score 



OJ991028 11. 0120. C4 



.35868, 35807. .35866, 36827. 
.36905, 36977. .37117, 36983. 
,37122 



37122 

TBLASTX: Cress 
37122 
96 

36898, 36828. .36905, 
37060, 36985. .37119, 



Seq. No. 32248 Seq. ID 

Gene No. 66795 Strand 

Start 35792 End 

Name OJ991028_11 . 0120 . C4 . o2 . ts Method 

Start 35797 End 

GI none Score 
Exons 



OJ991028_11.0120.C4 
37122 

TBLASTX: Soybean 

37122 

98 



35797. .35865, 35807 .. 35872, 36827 .. 36898 , 36828 .. 36905 , 
36988. .3/122, 37003. .37116 



Seq. No. 



32249 



Seq. ID OJ991028_11.0120.C5 



32299 



Gene No. 


66796 




Strand 


+ 


Start 


377 




End 


A 1 


Name 






Mof V"i r*s 
l w Jc LflOU 




Start 


377 ~~ 






4 7 


GI 


none 






7 1 


i—j *± 1 1 


377 . .476 








Spa No 


3??S0 






n TQQ1 OOP 
\JO y y X vj u 0 


Gene No. 


66797 




Strand 


+ 


Start 


1 




End 


392 


Name 


OJ991008 09.0106. 


. Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


392 


GI 


6325267 




Score 


101 


Exons 


1..58, 248. .392 








GI Descrip. 


RNA polymerase I 


subunit A135; 


Rpal35p 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi|133320|sp|P22138|RPA2_YEAST DNA- DIRECTED RNA POLYMERASE I 135 
KD POLYPEPTIDE (A135) (RNA POLYMERASE I SUBUNIT 2) 
gi|101446|pir| IA39607 DNA-directed RNA polymerase (EC 2.7.7.6) I 
135K chain - yeast (Saccharomyces cerevisiae) gi 1172464 (M62804) 
RNA polymerase I (second largest subunit) [Saccharomyces 
cerevisiae] gi | 887587 1 



32251 
66798 
1 

OJ9.91008_09.0106.C2.ol.np 
1 

3914801 



OJ991008_09.0106.C2 
+ 

4293 
AAT/NAP 
3161 
788 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..102, 279. .468, 551. .626, 1250. .1372, 1482. .1628, 1939. .2151, 
2323. .2556, 2760. .3008, 3039. .3161 

DNA-DIRECTED RNA POLYMERASE I 135 KD POLYPEPTIDE (RNA POLYMERASE 

I SUBUNIT 2) (RPA135) (RNA POLYMERASE I 127 KD SUBUNIT) 

gi 1 2739048 (AF025424) RNA polymerase I 127 kDa subunit [Rattus 

norvegicus] 



32251 
66798 
1 

OJ991008_09.0106.C2.o2.tm 

360 

none 



Seq. ID OJ991008_09.0106.C2 

Strand + 

End 4293 

Method TBLASTX : Mai ze 

End 1645 

Score 145 



360.. 467, 362.. 469, 364.. 468, 525.. 6.26, 5.53.. 627, 554.. 625, 
1242. .1373, 1247. .1378, 1247. .1372, 1249. .1377, 1478. .1624/ 
1479. .1625, 1493. .1645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32251 Seq. ID 

66798 Strand 

1 End 

OJ991008_09. 0106.C2 .ol .gs Method 

365 End 

none Score 



OJ991008_09. 0.106. C2 
+ 

4293 
GENSCAN 
4293 
.73 



365. .468, 551. .626, 1250. .1372, 1482. .1625, 1939. .2151, 
2323. .2556, 2760. .3023, 4023. .4080, 4169. .4293 



Gene No . 
Start 



66798 
1 



Seq. ID OJ991008_09.0106.C2 
Strand + 
End 4293 



32300 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ991008_09.0106.C2.ol.tc 

1479 

none 

1479.. 1595, 1941.. 2147, 1948. 

32251 
66798 
1 

OJ991008_09.0106.C2.ol.ts 

2389 

none 

2389.. 2559, 2391.. 2558, 2395. 
2757.. 2987, 2894.. 2971, 2964. 

32251 
66798 
1 

OJ991008_09.0106.C2.ol.tm 

2397 

none 

2397. .2558, 
2759. .2815, 



2397. .2558, 2398. .2562, 2407 
2775. .3164, 2980. .3171 



Method TBLASTX : Cress 
End 2364 
Score 87 
.2151, 2320. .2364 

Seq. ID OJ991008_09.0106.C2 

Strand + 

End 4293 

Method TBLASTX : Soybean 

End 3110 

Score 245 

.2562, 2432. .2569, 2754. .2933, 
.3110, 2987. .3109 

Seq. ID OJ991008_09.0106.C2 

Strand + 

End 4293 . 

Method TBLASTX : Mai ze 

End 3179 

Score 189 

2559, 2757. .3179, 



32252 Seq. ID 

66799 Strand 

1 End 

OJ991008_09.0106.C3.ol.np Method 

1 End 

4309744 Score 



OJ991008_09.0106.C3 
+ 

4091 
AAT/NAP 
4028 
1301 



1..41, 950. .1028, 1101. .1627, 1735. .2049, 2378. .2701, 
2781. .2987, 3065. .3151, 3237. .3331, 3550. .3708, 3766. .4028 



GI Descrip. (AC006439) unknown protein [Arabidopsis thaliana] 



32252 
66799 
1 

OJ991008_09.0106.C3.ol.gs 

950 

none 



Seq. ID OJ991008_09.0106.C3 
Strand + 
End 4091 
Method GENSCAN 
End 4091 
Score .84 

950. .1021, 1118. .1442, 1820. .2049, 2107. .2199, 2495. .2701, 
2781. .2987, 3065. .3151, 3237. .3331, 3550. .3684, 3770. .4091 



32252 Seq. ID 

66799 Strand 
1 End 
OJ991008_09.0106.C3.ol.gp Method 
364 6 End 
uC-osf lcyp084dllal Score 
3646. .3684, 3770. .4042 

'5103812/gb|AAD39642.1|AC007591_7 4.0e-ll (AC007591) Similar to 
gb_AJ005073 Alix (ALG-2-interacting protein X) from Mus 
musculus. ESTs gb_R90133, gb_Z17944 and gb_AA605465 come from 
this gene. [Arabidopsis thaliana] 1 



OJ991008_09.0106.C3 
+ 

4091 
AAT/GAP 
4042 
420 



32252 
66800 
5343 



Seq. ID 

Strand 

End 



OJ991008_ 
+ 

6495 



09. 0106. C3 



32301 



Net ins 


/^TQQinnQ no nine m 
ujyyiuuo uy . u iu o . . oz , gs 


Method 


GENSCAN 


C-h =a v+- 


"5 ^ *5 


End 


6495 


C T 


none 


Score 


. 95 




qqQQ ^^HR ^filCi c.QQ/1 


. . 6156, 6213. . 6495 


Seq. No. 


32252 


Seq. ID 


OJ991008_ 


Gene No. 


66801 


Strand 


+ 


C -t- -> >-■(- 

oiart 




End 


9376 


Name 


ujyy±uuo u^.uiuD.tj.oj.gs 


Method 


GENSCAN 


otart 




End 


9376 




none 


Score 


.58 


Exons 


/UbZ . . / Ijj, / jjj. . / *! / D/ /DDI 


..7907, 7965.-9376 


Seq. No. 


32252 


Seq. ID 


OJ991008 


Gene No. 


66801 


Strand 


+ 


otdit 


/ U OZ 


End 


9376 


Name 


ujyyj-UUo u y . u 1 u 0 . b j . oz . gp 


Method 


AAT/GAP 


otart 


7CTQ 

/ o / y 


End 


8094 




0 U U4 JO D 


Score 


872 


Exons 


7C7Q q nQyl 

/ 3 / y . . 0 u y ^ 






oeq . no . 




Seq. ID 


OJ991008_ 


Gene No. 


66801 


Strand 


+ 


Start 


7062 


... End 


9376 


Name 


OJ991008 09.0106.C3.o2.np 


Method 


AAT/NAP 


otart 


8166 


End 


9355 


T 

bl 


6598835 


Score 


529 


Exons 


8166. .9355 






GI Descrip. 


(AC010795) unknown protein [Arabidopsis thaliana 


beq . no . 


32252 


Seq. ID 


OJ991008_ 


VJC J. 1C INU • 


66802 


Strand 


+ 


Start 


13408 


End 


15929 


Name 


OJ991008 09.0106.C3.o4 . np 


Method 


AAT/NAP 


Start 


13402 


End 


15929 


GI 


5103812 


Score 


1682 


Exons 


13402. .14079, 14 74 9 .. 15609, 


15773. .15929 


GI Descrip. 


(AC007591) Similar to gb|AJ005073 Alix 


(ALG-2-in1 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



protein X) from Mus musculus . ESTs gb|R90133, gb|Z17944 and 
gb|AA605465 come from this gene. [Arabidopsis thaliana] 



32252 Seq. ID 

66802 - ■ Strand . 

13408 . * End 

OJ991008_09. 0106.C3 . o4 .gs Method 

13408 ■ End 

none Score 

13408. .14079, 14659. .15609 



OJ991008__09.0106.C3 

+ ' * 

15929 

GENSCAN 

15609 

. 97 



Seq. No. 32252 Seq. ID 

Gene No. 66802 Strand 

Start 13408 End 

Name OJ991008_09 . 0106 . C3 . o3 . gp Method 

Start 14780 End 

GI 2427958 Score 

Exons 14780. . 15004 

GI Descrip. 5103812/gb | AAD39642 . 1 | AC007591_7 4.0e-ll (AC007591) Similar to 



OJ991008_09.0106.C3 
+ 

15929 
AAT/GAP 
15004 
381 



32302 



gb_AJ005073 Alix (ALG-2-interacting protein X) from Mus 
musculus. ESTs gb_R90133, gb_Z17944 and gb_AA6054 65 come from 
this gene. [Arabidopsis thaliana] 



Seq. No. 32252 
Gene No. 66803 
Start 12006 

Name OJ991008_09 . 0106 . C3 . o2 . tm 

Start 2559 
GI none 
Exons 2559. 

2778. 

3239. 



.2702, 2570. .2704, 2570. 
.2987, 3059.. 3151, 3062. 
.3277, 9740.. 9874, 9744. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008 09. 0106. C3 



15853 

TBLASTX: Maize 
10011 
168 

2707, 2771. .2980, 2772. 
3145, 3064.. 3150, 3234. 
9839, 9745.. 9840, 9914. 



,2990, 
.3281, 
, 9985, 



9915. .9986, 9916. .10011, 9926.-9988, 9988. .10008 



Seq. No. 32252 

Gene No. 66803 

Start 12006 

Name OJ991008_09 . 0106 . C3 . ol . tm 

Start 5966 

GI none 
Exons 



Seq. ID OJ991008_09.0106.C3 
Strand 

End 15853 

Method TBLASTX : Mai ze 

End 15853 

Score 125 



5966. .6082, 5989. .6033, 13963 .. 14082, 14016. . 14081, 
14634. . 15329, 14 650 .. 15612 , 14 655 .. 15608 , 14 656 .. 15612 , 
15772. .15849, 15773.. 15853 



Seq. No. 32252 

Gene No. 66803 

Start 12006 

Name OJ991008_09 . 0106 . C3 . o3 . ts 

Start 5966 

GI none 

Exons 5966.. 6082, 13996 .. 14082, 
14715. . 14897 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_09.0106.C3 
15853 

TBLASTX: Soybean 

14907 

78 



14650. .14877, 14 656 .. 14 907 , 



Seq. No. 32252 
Gene No. 66803 
Start 12006 

Name OJ991008_09 . 0106 . C3 . ol . ts 

Start 8264 
GI none 

Exons 8264.. 8464, 8270.. 8425, 8456. 

8594. .9262, 8594. .8932, 8603. 
8707.. 8919, 8726.. 8908, 8900. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008 09. 0106. C3 



15853 

TBLASTX : Soybean . 
9352 
71 

8584, 8489. .8581, 8594. .9133, 
8947, 8683.. 9060, 8693.. 9352, 
9262, 8939.. 9109, 9002.. 9346' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32252 
66803 . 
12006 

OJ991008_09.0106.C3.ol.tc 

8276 

none 

8276.-8455, 8276. .8416, 8393. 
8599. .8781, 8600. .8860, 8603, 
8750. .8962, 8764. .8919, 8872. 
8912. .9262, 8917. .9120, 8972. 
9290 . . 9349 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991008 09. 0106. C3 



15853 

TBLASTX: Cress 
9349 . 
89 

,8557, 8468. .8578, 8594. 
,8950, 8639.. 8860, 8690. 
,9057, 8876.. 9058, 8891, 



,8782, 
,9061, 
,9058, 



,9187, 9008.. 9349, 9149.. 9346,- 



Seq. No, 



32252 



Seq. ID OJ991008 09. 0106. C3 



32303 



ftlono Kin 


DDOUj 




Strand 






Start 


12006 




End 


15853 




Name 


OJ991008 09. 


0106.C3.o3.tm 


Method 


TBLASTX: 


Maize 


u Lai L 






End 


9349 






none 




Score 


76 






Q 9 *7 £ Q/l^Q 


qccq QH9^ Q£9'7 


. . 9130, 8645. .8815, 


o / oz . . y^ JD , 




OOOQ O QO A 
OOtj , . O -?0 4 , 


ppOQ Q949 ftft^f) 


..-/ZOO, OC 




pQOl Q "3 9 Q 

oool. . y o4o f 




ft Q Q^/l Q 










Corr Kin 


32252 






n 7QQ1 nno 


u y . Uluo . L J 


Gene No. 


66803 




o Liana 






Start 


12006 






1 coco 
1 JO D O 






OJ991008 09. 


0106.C3.o3.np 


Method 


AAT/NAP 




oldl L 


12006 




End 


15546 




riT 
\j ± 


5852172 




Score 


CQ 
DO 




ITvnn c 
LjAUilO 


12006. .12168, 154 90. .1554 6 










(AL117265) zhb0002.1 [Oryza 


Sdciva j 






Seq. No. 


32252 " 




Cnrr T Pi 


/*\ tqq i nn q 
uj yyiuuo 


_09.0106.C3 


Gene No. 


66803 




btrana 








12006 




t»na 


IjOjj 




Name 


OJ991008 09. 


0106.C3.o2.tc 


Method 


TBLASTX : 


Cress 


Otait 


13693 




End 


13911 - 






none 




Score 


1 QQ 

±o y 




Exons 


13693. .13911 


, 13707.. 13895 








C orr Ma 


32252 




Q r^r TP 

oeq. lu 


n TQQ1 f\f\Q 


U y . U 1U to . Lj 


Gene No. 


66803 




o l. r ana 






Start 


12006 




17 -h. -J 

bna 


1 coco 




Name 


OJ991008 09. 


0106.C3.o2.ts 


Method 


TBLASTX : 


Soybean 




15277 




End 


15853 




none 




Score 


195 






15277. .15426, 15282. .15332, 


15283. .154 


23, 15294 


1 C/1 ^ A 

. . 1 3)4 4 U , 




15433. . 15612 


, 15441. .15608, 


15772. .158 


52, 15773 


. . 1 Do D j 


oeq . mo . 


32253 




Seq. ID 


OJ991008 


(jy . 0106 . C4 


Gene No. 


66804 




Strand 


+ 




Start 


315 




End 


715 




Name 


OJ991008 09. 


0106.C4 .ol.gs 


Method 


GENSCAN 




Start 


315 




End 


604 




GI 


none 




Score 


.84 




Exons * 


315. .604 











Seq. No. . 32253 - Seq. ID 

Gene No. 66804 Strand 

Start 315 End 

Name OJ991008_09 . 0106 . C4 . ol . np Method 

Start 315 End 

GI 1931641 Score 

Exons 315.. 423, 460.. 715 

GI Descrip. (U95973) unknown protein [Arabidopsis thaliana] 



OJ991008__09.0106.C4 
+ 

715 

AAT/NAP 
715 
142 



Seq. No. 32253 Seq. ID 

Gene No. 66805 Strand 

Start 313 End 

Name OJ991008_09 . 0106 . C4 . ol . gp Method 

Start 313 End 



OJ991008_09.0106.C4 
678 

AAT/GAP 
624 



32304 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



uC-osroM202013c03bl Score 524 

313.. 624 

1 1931641 1.0e-30 (U95973) unknown protein [Arabidopsis 
thaliana] 1 



32253 
66805 
313* 

OJ991008_09. 0106.C4 .ol. tm 

354 
none 

354.. 605, 355.. 678, 355.. 603 



Seq. ID OJ991008_09.0106.C4 
Strand 

End 678 

Method TBLASTX : Mai ze 

End 678 

Score 288 



32254 
66806 
1 

OJ991008_09. 0106.C5.ol.np 
1 

4587533 
1..77, 301. .393, 503. .661 

(AC007060) EST gb|AA721821 comes from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ991008_09.0106.C5 
Strand 

End 661 

Method ' AAT/NAP 

End 661 

Score 122 



Seq." No. 


. 32254 




Seq. ID 


OJ991008 


_09.0106 


-C5 


Gene No. 


66806 




Strand 








Start 


1 




End 


661 






Name 


OJ991008- 09. 0106. C5 


.ol . gs 


Method 


GENSCAN 






Start 


105 




End 


642 






GI 


none 




Score 


.89 






Exons 


105. .195, 503. .642 












Seq. No. 


32254 




Seq. ID 


OJ991008 


_09.0106 


.C5 


Gene No. 


66806 




Strand 








Start 


1 




End 


661 






Name 


OJ991008 09. 0106. C5 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


306 




End 


661 






GI 


none 




Score 


62 






Exons 


306. .395, 306. .395, 


502. .660, 


542. . 661 








Seq. No. 


32255 




Seq. ID 


OJ991008 


_09.0106 


.C6 


Gene No. 


66807 




Strand 


+ 






Start 


.58 




End 


273 






Name ■ 


OJ991008- 09. 0106. C6 


.ol.gp 


Method 


AAT/GAP 






Start 


58 




End 


273 






GI 


uC-osflcyp081e03bl 




Score 


339 







Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58. .273 

1 4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] 1 



32256 
66808 
550 

OJ991008_09. 0106.C7.ol.gs 

550 
none 



Seq. ID OJ991008_09. 0106.C7 
Strand 

End 4640 

Method GENSCAN 

RnH 4640 

Score .46 

550. .584, 807. .1391, 1437. .1555, 1680. .2297, 3036. .3170, 
3210. .3418, 4532. .4640 



32305 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32256 
66808 
550 

OJ991008_09.0106.C7.ol.np 
670 

5454201 
670.. 2363, 3036.. 3204 

(AC005698) T3P18.15 [Arabidopsis thaliana] 



Seq. ID OJ991008_09.0106.C7 
Strand 

End 4640 

Method AAT/NAP 

End 3204 

Score 717 



32256 Seq. ID 

66808 Strand 
550 End 
OJ991008_09.0106.C7.ol. ts Method 
691 End 
none Score 
691. .1158, 763. .1386, 850. .1293, 862. .1575, 931. .1566, 
956. .1282, 1135. .1611, 1135. .1491, 1144. .1611, 1241. .1555, 
1249. .1623, 1250. .1525, 1250. .1384, 1279. .1533, 1294. .1467, 
1342. .1614, 1399. .1572, 1409. .1579, 1623. .1691, 1673. .1855, 
1722. .1841, 1730. .1864, 1874. .2002, 1877. .1993, 1877. .1969, 
1883. .2158, 2033. .2188 



OJ991008_09.0106.C7 
4640 

TBLASTX: Soybean 

2188 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



32256 Seq. ID 

66808 Strand ■ 

550 End 

OJ991008_09.0106.C7 .ol . tm Method- 

709 End 

none Score 



OJ9910.08_09.0106.C7 
4640 

TBLASTX: Maize 

1623 

148 



709. .1023, 710. .1021, 955. .1113, 1141. .1434, 1480. .1623 



32256 
66808 
550 

OJ991008_09.0106.C7.ol.tc 
823 



OJ991008 09. 0106. C7 



Seq. ID 
Strand 
End ' 
Method 
End 

none Score 
823. .1053, 922. .1113, 943. .1281, 989. 
1036.. 1386, 1096.. 1323, 1109.. 1306, 1135. .1491, 1201 
1222. .1608, 1318. .1527, 1342. .1623, 1411. .1623, 1682 
1688. .1858, 1688. .1855, 1688. .1819, 1721 .. 1855 ,. 1814 
1880. .1990, 1.883.. 1969, 1901.. 2065, 2003. .2182, 2042 



4640 

TBLASTX: Cress 
2182 
6'6 

1240, 991. .1254, 



.1440, 
.1864, 
.1852, 
.2182 



Seq. No. 


32256 








Seq. ID 


OJ991008_09.0106, 


.C7 


Gene No. 


66808 








Strand 






Start 


550 








End 


4640 




Name 


OJ991008 "09. 


.0106, 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1721 








End 


2086 




GI 


none 








Score 


144 




Exons 


1721. .1966, 


1721, 


.'.1984, 


1728. 


.1985, 1976.. 2086 




Seq. No. 


32257 








Seq. ID 


OJ991008_09.0106, 


.C8 


Gene No. 


66809 








Strand 


+ 




Start 


4211 








End 


5016 




Name 


OJ991008 09; 


,0106. 


,C8.o2. 


gs 


Method 


GENSCAN 




Start 


4211 








End 


5016 




GI 


none 








Score 


.87 





32306 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4211. .4258, 4966. .5016 



32257 
66810 
15474 

OJ991008_09.0106.C8.o3.np\ 
15263 
6498441 

15263. . 15309, 18529 .. 18672, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18856. 



OJ991008_09.0106.C8 
+ 



22027 
AAT/NAP 
22024 
4231 

,18990, 19165. .19505, 
19698. .20080, 20252 2164 9, 21743. .22024 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 32257 

Gene No. 66810 

Start 15474 

Name OJ991008_09 . 0106 . C8 . o4 . gs 

Start 15474 

GI none 

Exons 15474. .15688, 157 1 9 15780, 
17205. .17325, 17531. .17699, 



Seq. ID OJ991008_09.0106.C8 

Strand + ' 

End 22027 

Method GENSCAN 

End 22027 

Score .84 
15908. .16126, 16717. .16809, 
17756. .22027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32257 
66811 
1 

OJ991008_09.0106.C8.ol.np 
1 

6630464 



Seq. ID -OJ991008_09.0106.C8 
Strand - 
End 15334 
Method AAT/NAP 
End 15334 
Score 1292 

1..131, 1102. .2264, 9610. .9800, 11121 .. 12 104 , 12315 .. 12704 , 
15307.. 15334 

(AC007190) F23N19.4 [Arabidopsis thaliana] 



32257 
66811 
1 

OJ991008JD9. 0106.C8.ol.gs 

34 9 
none 

349. .504, 1366. .2567 

32257 

66811. 

1 

OJ991008_09. 0106.C8.ol.gp 
582 

426253 
582. .870 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_09.0106.C8 

15334 
GENSCAN 
2567 
.98 



OJ991008_09.0106,C8 

15334 
AAT/GAP 
870 
534 



Seq. No. 32257 

Gene No. 66811 

Start 1 

Name OJ991008 

Start 5741 

GI none 

Exons 5741.. 5919, 7100 
11751. .13332 



_09. 0106.C8.o3.gs 



.7288, 8097, 



Seq. ID OJ991008_09.0106.C8 
Strand 

End 15334 

Method GENSCAN 

End 13332 

Score .63 

.8180, 9660. .9993, 1114 3 11333, 



32307 



Seq. No. 


32257 




Seq. ID 


OJ991008_ 


09.0106 


.C8 


Gene No. 


66812 




Strand 








C -t- -1 -v- -1- 

otarc 






End 


27634 






Name 


(juyyiuuo uy. uiuo.to 


. ob . gs 


Method 


GENSCAN 






Start 






End 


25952 








none 




Score 


.83 






Exons 


O O £ Q c; OOQH1 OOQQ/I 


, . Z jUj D , 


23113. .24595, 24691. 


. Z H. O J 4 , 






O^H'i'i OC/I 1 Q O yl C C 

ZjUjj. .ZD^iy, ZOflOD 


. .ZD /DO, 


25823. .25952 






Seq. No. 


32257 




Seq. ID 


OJ991008_ 


09.0106 


.C8 


Gene No. 


66812 




Strand 








b tart 


22655 




End 


27634 






Name 


OJ991008 09. 0106. C8 


o4 . np 


Method 


AAT/NAP 






Start 


22658 




End 


25952 






GI 


5803259 




Score 


4850 






Exons 


22658. .24323,- 24366 


.24595, 


24691. .25952 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Cpn Kin 


32257 




Seq. ID 


OJ991008_ 


09 0106 


. C8 


Gene No. 


66812 




Strand 








Start 


22655 




End 


27634 






Name 


OJ991008 09. 0106. C8 


o5 . np 


Method 


AAT/NAP 






Start 


25142. 




End 


27634 






GI 


5922623 




Score 


212 






Exons 


25142. .25182, 26768 


.26843, 


27011. .27165, 27550. 


.27634 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi| 6016856 | dbj | BAA85199.il 
[Oryza sativa] 

32257 
66813 
28799 

OJ991008_09.0106.C8.o2.gp 
28799 

38270 1.R1084 



(AP000570) hypothetical protein 



Seq. ID OJ991008_09.0106.C8 
Strand 

End 30087 

Method AAT/GAP 

End 30087 

Score 1006 



28799.-28975, 29636 .. 2994 1 , 30048.. 30087 

•3559805/emb|CAA07251| 3.0e-21 (AJ006787) putative phytochelatin 
synthetase [Arabidopsis thaliana] 1 ■ • 



32257 
66814 
31846 

OJ991008_09. 
1 

none 

1..117, 1091 
1151. .1363, 
1521. .1646, 
1648. .1767, 
1878. .2087, 
1989. .2255, 
2085. .2249, 
2325. .2423, 
11140. . 11472 
11305. . 11568 
11515. .11754 



OJ991008 09. 0106. C8 



0106.C8.o2.tc 



1524. .1787, 1566. 

1779. .2141, 1816. 

1879. .2244, 1906. 

2014. .2172, 2076. 



32064 

TBLASTX: Cress 

13068 

61 



Seq. ID 
Strand 
End 

Method 
End 
Score 

..1252, 1103. .1366, 1127. .1315, 1130. .1369, 
1271. .1369, 1374. .1541, 1374. .1511, 1437. .1826, 
1928, 1641. .1829, 1647. .2024, 
2127, 1875. .2252, 1878. .2024, 
2049, 1953. .2072, 1974.. 2186, 
2249, 2076.. 2252, 2080.. 2232, 
2154. .2234, 2241. .2321, 2250. .2315, 2271. .2309, 
2337. .2423, 234 9.-24 23, 2355, ,2423,- 11137 11-3 67, 
11212. .11427, 1124 8. .11595, 11303. .11554, 
11350. .117 00, 114 4 0. .11637, 1144 9 .. 11805, 
11536. .11922, 11632. .11700, 11632 .. 11841, 



32308 



1 1 ccc 
1 X DO O . 


1 Ort^'J 

. IzUbo, 


I 1 1 o c 

II /ZD. 


. 11952 , 


11734 . 


. 11820, 


117 61 . 


. 12129, 


11848. 


. 12237, 


11912. 


.12205, 


11935. 


.12162, 


11977. 


. 12339, 


12052. 


. 12240, 


12143. 


. 12241, 


12190. 


. 12552, 


12227. 


. 12487, 


12286. 


. 12657, 


1228 9. 


.12456, 


12317. 


.12460, 


12385. 


.12597, 


12400. 


.12738, 


12425. 


.12583, 


12487. 


.12708, 


12487. 


.12738, 


12491. 


. 12643, 


12565. 


. 12738, 


12769. 


.12951, 


12769. 


. 12876, 


12769. 


. 12855, 


12781. 


.12855, 


12889. 


.13068 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32257 
66814 
31846 

OJ991008_09. 
1091 
none 
1091. 
1223. 
1674 . 



0106.C8.ol.ts 



, 1369, 
, 1369, 
,2252, 
1876. .2250, 
2274. .2318, 
11092. .11700 
11176. .11607 
11555. . 11869 
11678. .11806 
11923. .12132 
12217. .12735 
12415. .12732 
12769. . 12888 



1100.. 1366, 1100 
1374.. 2129, 1497 
1674.. 2036, 1689 
1989.. 2258, 2028 
2325.. 2423, 2325 
, 11104. .11367, 
, 11245. .11880, 
11564. .11698, 



11680, 
12085. 



,12540, 
,12738, 



12286. .12654, 
12416. .12649, 
12769. .12855 



Seq. ID OJ991008JD9. 0106.C8 
Strand 

End. 32064 

Method TBLASTX : Soybean 

End 12888 

Score 125 
..1339, 1118. .1315, 1178. .1369, ' 
..1538, 1512. .1721, 1569. .1934, 
..2258, 1827. .2000, 1875. .2243, 
..22.10, 2184.. 2255, 2250.. 2312, 
..2423, 11005. .11472, 1 1077 .. 11370, 
1114 0. .1188 9, 1117 6. . 11610, 
1144 9. .12225, 114 58. .12330, 
11608. .11781, 11656. . 12024, 
11713. . 1188 6, 11714. .118 93, 
12085. .12441, 12100. .12720, 
12287. .12664, 12400 .. 12732, 
12439. .12621, 12520 .. 12738 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32257 
66814 
31846 

OJ991008_09. 0106. C8.0L. tni 
1094 



none 
1094. , 
1386. . 
1695. . 
11152, 
11587, 
12007. 
12217. 
12532, 



1366, 

1889, 

2210, 

.11676 

. 12075 

.12516 

.12720 

.12675 



Seq. ID OJ991008_09.0106.C8 
Strand 

End 32064 
Method TBLASTX : Maize 
End 12738 
Score 323 

1285, 1202. .1366, 1374. .1790, 
2105, 1608.. 2084, 1648.. 2106, 
2076, 11098. .11466, 11104 .. 11571, 
11272. .11775, 11398. .11886, 11524 .. 11991, 
11690. .11971, 11692. .12201, 117 97 12300, 
12019. .12498, 12050. .12517, 12112 12615, ' 
12322. .12738, 12343 .. 12555, 12363 .. 12518 , 



1100.. 1366, 1100 
1497.. 2000, 1590 
1806.. 2258, 1912 



Seq. No. 32257 

Gene No. 66814 

Start 31846 

Name OJ991008_09 . 0106 . C8 . o9 . tm 

Start 2259 

GI none 

Exons 2259. .2426, 2260. .2424, 12748 .. 12939, 127 69 .. 128 61, 
127 69. . 12933, 1288 6. . 12960 



Seq. ID OJ991008_09.0106.C8 
Strand 

End 32064 

Method TBLASTX: Maize 

End 12960 

Score 106 



Seq. No. 32257 Seq. ID 

Gene No. 66814 * ■ Strand- 

Start 31846 End 

Name OJ991008_09 . 0106 . C8 . o2 . tm Method 

Start 5395 End 



OJ991008_09.0106.C8 
32064 

TBLASTX: Maize 
30816 



32309 




GI 


none 


Score 


316 




Exons 


5395.-5673, 5395.. 56/3, 6324 


..6386, 30048. .30149, 30048 


. . 3 




3004 9 .. 30150, 30489 .. 3064 1, 


30495. .30560, 30496. .30816, 






D A /I A/T "D A O 1 O OA/I m Trtni / 

304 9o . , 308 13, 304 97 . . 308 1 4 , 


30696. .30815 




Seq. No. 


*D O O C 1 


Seq. ID 


OJ991008_09.0106 


.C8 


Gene No. 


66814 


Strand 






Start 


31846 


End 


32064 




Name 


OJ991008 09 . 0106 . Co . ol . tc 


Method 


TBLASTX: Cress 




Start 


5425 


End 


30907 




GI 


none 


Score 


91 




Exons 


54z5..5664, 5445. .5648, 5446 


..5667, 5475. .5666, 6273. .6482 




oacot *Dr»rii n iT onc/io o n ft r> i 

305z / . . 30 90 / , 30548. .3090 / 








Seq. No. 


32257 


Seq. ID 


OJ991008_09.0106 


.C8 


Gene No. 


66814 


Strand 






Start . 


31846 


End 


32064 




Name 


otaoiaao a a ai a/: /-» o _ o +- _» 

uuyyiuoo uy.uiub.cb.o8.tm 


Method 


TBLASTX: Maize 




Start 


74 95 


End 


7756 




GI 


none 


Score 


65 




Exons 


7495.. 7557, 7506.. 7556, 7556 


..7675, 7556. .7675, 7560. .7676 




7591.. 7689, 7658.. 7756, 7691 


. .7756 






Seq. No. 


32257 


Seq. ID 


OJ991008_09.0106 


. C8 


Gene No. 


66814 


Strand 






Start 


31846 


End 


32064 




Name 


OJ991008 09 . 0106 . C8 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


9653 


End 


10410 




GI 


none 


Score 


324 




Exons 


9653.. 9979, 9657.. 9980, 9657 


..9989, 9661.. 10008, 9835.. 


QQQ 

y y y 




1 /-\ — ) — ) 1 A >1 1 A i ATTfl 1 A >1 A A 

10330 104 10, 10338. .10409 








Seq. No. 


32257 


Seq." ID 


OJ991008_09.0106 


.C8 


Gene No. 


66814 


Strand 






Start 


3184 b 


End 


32064 




Name 


/"NTAAI'AAO A A A 1 A /"* /— i o _T i 

OJ991008 09 . 0106 . C8 . o7 . tm 


Method 


TBLASTX: Maize . 




Start 


18517 


End 


18793 




GI 


none 


Score 


327 




Exons 


1851 / . . 18 /83, 18530 .. 187 93, 


18533. .18793 




Seq. No. 


32257 


Seq. ID 


OJ991008JD9.0106 


.C8 


Gene No. 


66814 


Strand 








— "3 1 Q A a 

■ " 3184b 


End- ' 


32064 




Name 


/~\ tAATAAO AA A 1 A /" riA _/I ol.. 

OJ991008 09 . 0106 . C8 . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18532 


End 


18769 




GI 


none 


Score 


343 




Exons 


18532 .. 18762, 18533 187 69, 


18533. . 18763 




Seq. No. 


32257 


Seq. ID 


OJ991008_09.0106 


.C8 


Gene No. 


66814 


Strand 






C-j- -> y-f- 
O Lalt 


"3 1 Q A £ 
j 1 0 41 D 


End 


32064 




Name 


OJ991008 09.0106.C8.o5.tm 


Method 


TBLASTX: Maize 




Start 


18820 


End 


19204 




GI 


none 


Score 


359 




Exons 


18820. . 19185, 18821. . 19204 








Seq. No. 


32257 


Seq. ID 


OJ991008J)9.0106 


C8 



32310 




Gene No. 


66814 






Strand 


- 




Start 


31846 






End 


32064 




Name 


OJ991008 09. 0106. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18877 






End 


19297 




GI 


none 






Score 


485 




Exons 


18877. 


.19290, 18878 


. .19297 








Seq. No. 


32257 






Seq. ID 


OJ991008 09.0106. 


C8 


Gene No. 


66814 






Strand 


- 




Start 


31846 






End 


32064 




Name 


OJ991008 09. 0106. C8 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


18926 






End 


19327 




GI 


none 






Score 


281 




Exons 


18926. 


.19327, 18973 


. 19116 








Seq. No. 


32257 






Seq. ID 


OJ991008_09.0106. 


C8 


Gene No. 


66814 






Strand 






Start 


31846 






End 


32064 




Name 


OJ991008 09. 0106. C8 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


19952 






End 


20386 




GI 


none 






Score 


240 




Exons 


19952. 


.20203, 19952 


.20176, 


20017. .20193, 20237. .20386, 






20248. 


.20385 










Seq. No. 


32257 






Seq. ID 


OJ991008_09.0106. 


C8 


Gene No. 


66814 






Strand 






Start 


31846 






End 


32064 




Name 


OJ991008 09. 0106. C8 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


20075 






End 


20641 




GI 


5666795 




Score 


68 




Exons 


20075. 


.20173, 20249, 


.20386, 


20441. .20641 




GI Descrip. 


4206306 2-0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


32257 






Seq. ID 


OJ991008_09.0106. 


C8 


Gene No. 


66814 






Strand 






Start 


31846 






End 


32064 




Name 


OJ991008 09. 0106. C8. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


20389 






End 


20701 




GI 


none 






Score 


191 




Exons 


20389. 


.20700, 20441. 


.20701 








Seq. No. 


32257 






Seq. ID 


OJ991008_09.0106. 


C8 


Gene No. 


6.6814 






Strand 






Start 


31846 






End 


32064 




Name 


OJ9910 


08J39.0106.C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20894 






End 


21217 




GI 


none 






Score 


364 




Exons 


20894 . 


.21217, 20923. 


.21204 








beq. No. 


32257 






Seq. ID 


OJ991008_09.0106. 


C8 


Gene No. 


66814 






Strand 






Start 


31846 






End 


32064 




Name 


OJ991008 09. 0106. C8 . 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


21031 






End 


21412 




GI 


none 






Score 


378 




Exons 


21031. 


.21087, 21032. 


.21412, 


21128. .21373, 21133.. 21381 





32311 



Seq. No. 


32257 




Seq. ID 


OJ991008_09.0106 


.C8 


Gene No. 


66814 




Strand 






Start 


31846 




•End 


32064 




Name 


OJ991008 09.01Uo.C8 


. o5 . tw 


Method 


TBLASTX : Wheat 




Start 


21413 




End 


22015 




GI 


none 




Score 


265 




Exons 


21413 .. 21697, 2141/ 


A 1 A *7 r 

.2147 6, 


A 1 >l 1 A A 1 C 

21418 . .215 


16, 21553 . .21723, 






a i c c a a i r r\ fi oi oon 

21553 .. 21696, 21889 


AAA"! 1 

. 22011 , 


A1AAA AAA 

21890 . . 220 


15 




Seq. No. 


32257 




Seq. ID 


OJ991008_09.0106 


,C8 


Gene No. 


66814 




Strand 






Start 


O 1 O A c 

3184 b 




End 


32064 




Name 


OJ991008 09. 0106. C8 


olO . tm 


Method 


TBLASTX: Maize 




Start 


21884 




End 


22024 




GI 


none 




Score 


186 




Exons 


21884 .. 22024 , 21889, 


A A A A A 

. 22023 








Seq. No. 


32257 




Seq. ID 


OJ991008_09.0106 


.C8 


Gene No. 


66814 




Strand 






Start 


3184 6 




End 


32064 




Name 


TriA1 A AO A A ATA/"" Of) 

OJ991008 09. 0106. C8. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


29697 




End 


29944 




GI 


none 




Score 


138 




Exons 


A A /~ A *1 A A A A A A A /" A A 

2 9697 29933, 29698. 


.29865, 


29708. .29944, 29712. .29939 




Seq. No. 


32257 




Seq. ID 


OJ991008_09.0106 


C8 


Gene No. 


66814 




Strand 






Start 


31846 




End 


32064 




Name 


/ATAA1AAO AA A 1 A /" r*id 

OJ991008 09. 0106. C8 . 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


2 9777 




End 


30150 




GI 


none 




Score 


153 




Exons 


OATTT A A A >1 Vl A A *7 T A 

29 ///.. 29944 , 29778. 


. 29939, 


29789..29944, 30047. .30148, 






3004 8 3014 9, 30048. 


. 3014 9, 


30049. .30150, 30052. .30150 




Seq. No. 


32257 




Seq. ID 


OJ991008_09.0106. 


C8 


Gene No. 


66814 




Strand 






Start 


3184 o 




End 


32064 




Name 


OJ991008 09.0l06.C8. 


o3 . gp 


Method 


AAT/GAP 




Start 


3184 6 




End 


32064 




GI 


OOi A /" A 1 

2312681 




Score 


386 




Exons 


3184 6. . 32064 










Seq . No . ■ 


A A A C A 

32258 




Seq. ID 


OJ991008_09.0106. 


C9 


Gene No . 


66815 




Strand 






Start 


1 




End 


3299 




Name 


OJ991008 09. 0106. C9. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


3299 




GI 


1931641 




Score 


409 




Exons 


1..30, 321. .637, 818 


. .946, 


1515. .1627, 


1898. .2231, 2585. 


.26 




3079.. 3164, 3269. .3299 








GI Descrip. 


(U95973) unknown protein [Arabidopsis thaliana] 




Seq. No. 


32258 




Seq. ID 


OJ991008J)9.0106. 


C9 


Gene No. 


66815 




Strand 






Start 


1 




End 


3299 




Name 


OJ991008 09. 0106. C9. 


ol . gs 


Method 


GENSCAN 




Start 


331 


End 


2684 





32312 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .87 

331. .404, 544. .637, 818. .946, 1515. .1627, 1898. .2231, 2585. .2684 



32258 
66815 
1 

OJ991008_09.0106.C9.ol.tm 

1891 

none 



Seq. ID OJ991008_09.0106.C9 
Strand 

End 3299 

Method TBLASTX : Maize 

End 2 64 7 

Score 322 



1891. .2217, 1895. .2218, 1895. .2227, 1899. .2246, 2073. .2234, 
'2567. .2647, 2575. .2646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32259 Seq. ID OJ991008_09 . 0106 . CIO 

66816 Strand + 

3795 End 4720 

OJ991008JD9 . 0106 . C10 . ol . gp Method AAT/GAP 

3795 End 4720 

1444_2.R1084 Score 1798 

3795.. 4720 

M19742/pir| IS30167 8.0e-87 protochlorophyllide reductase (EC 

1.3.1.33) precursor - loblolly pine' 



32259 

66817". 

10399 

OJ991008_09. 0106. C10. o3.gs 

10399 

none 

10399. .1094 7, 114 37 .. 11605 , 
12 68 9. .1278 9, 127 95. .14396 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_ 
+ 

18306 
GENSCAN 
14396 
. 56 



09. 0106. C10 



11684. .11794, 1232 9. .124 57, 



Seq. No. 32259 Seq. ID OJ991008_09 . 0106 . C10 

Gene No. 66817 Strand + 

Start 10399 End 18306 

Name OJ991008_09 . 0106 . C10 . o3 . np Method AAT/NAP 

Start 13617 End 18306 

GI 6815062 Score 1323 

Exons • 13617. .14433, 18269.. 18306 

GI Descrip. (APOOIO'80) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



32259 . . Seq. ID 

66817 ' Strand 
10399 End 
OJ991008_09. 0106. C10. o4 . np Method 
13633 End 
6815062 Score 
13633.. 14406 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



OJ991008_09. 0106. C10 
+ 

18306 
AAT/NAP 
14406 
1327 



32259 
66817 
10399 
OJ991008 



09. 0106. C10. o4 , 



gs 



Seo , ID O-J991008 09. 0106. C10 

Strand + ~ 

End 18306 

Method GENSCAN 



32313 



Start 17007 End 18161 

GI none Score .47 

Exons 17007. .17096, 17961 .. 18051 , 18145.. 18161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32259 Seq. ID 

66818 Strand 

20560 End 

OJ991008_09. 0106. C10. oS.np Method 

20560 End 

2204226 Score 



20560. .20631, 20864. 
21576. .21624, 21704. 



.20932, 21017. .21101, 21200 
.21753, 21850.. 22055 



OJ991008_09. 0106. C10 
+ 

22055 
AAT/NAP 
22055 
335 

21241, 



GI Descrip. (Y13848) alpha-galactosidase [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32259 
66819 
22351 

OJ991008_09. 0106. C10. o7.np 

22351 

2462832 



Seq. ID OJ991008_09. 0106. C10 

Strand + 

End 26041 

Method AAT/NAP 

End ' 26041 

Score 245 



22351. .22469, 24027 .. 24 4 54 , 26018. .26041 

(AF000657) similar to Bacillus CotA [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32259 
66819 
22351 

OJ991008_09. 0106. C10. o6.np 
23329 
5777617 
23329. .23433 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq.' ID OJ991008 09. 0106. C10 



Strand 
End 

Method 

End 

Score 



+ 

26041 
AAT/NAP 
23433 
79 



Seq. No. 


32259 




Seq. ID 


OJ991008_ 


09.0106 


.C10 


Gene No. 


66820 




Strand 


-f 






Start 


31514 




End 


33702 






Name 


OJ991008 09. 0106. C10 


. 08 . np 


Method 


AAT/NAP 






Start 


. 31514 




End 


33702 






GI 


4996640 




Score 


249 






Exons 


31514. .31650, 33346. 


.33702 










GI Descrip. 


(AB028129) Dof zinc 


finger 


protein [Oryza sativa] 




Seq. .No. 


'32259 




Seq. ID 


OJ991008_ 


09.Q106 


C10 


.Gene No. 


66821 




Strand 


+ ■ . 






Start 


39299 




End 


43714 






Name 


OJ991008 09. 0106. C10 


. 08 . gs 


Method 


GENSCAN 






Start - 


39299 




End 


42136 






GI 


none 




Score 


.5 






Exons 


39299. .39406, 39567. 


.39818, 


41351. .41427, 42059. 


.42136 




Seq. No. 


32259 




Seq. ID 


OJ991008__ 


09.0106. 


C10 


Gene No. 


668.21 




Strand 


+ 






Start 


39299 




End 


43714 






Name 


OJ991008 09. 0106. C10 


. olO . np 


Method 


AAT/NAP 






Start 


41131 




End 


4 3714 






GI 


6325267 




Score 


141 






Exons 


41131. .41173, 41304. 


.41427, 


41693. .41756, 41865. 


.41935, 






42059. .42117, 42208. 


.42272, 


42687. ,42869, 43113. 


.43375, 





32314 



43677. .43714 

GI Descrip. RNA polymerase I subunit A135; Rpal35p 

gi I 133320 |sp|P22138|RPA2_YEAST DNA-DIRECTED RNA POLYMERASE I 135 
KD POLYPEPTIDE (A135) (RNA POLYMERASE I SUBUNIT 2) 
gi I 101446|pir | IA39607 DNA- directed RNA polymerase (EC 2.7.7.6) I 
135K chain - yeast (Saccharomyces cerevisiae) gi 1172464 (M62804) 
RNA polymerase I (second largest subunit) [Saccharomyces 
cerevisiae] gi | 887587 | 



Seq. No. 


32259 






Seq. ID 


OJ991008 09. 


0106. C10 


Gene No. 


66822 






Strand 


- 




Start 


1 






End 


2391 




Name 


OJ991008 09 


.0106, 


.C10.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


867 




GI 


6751691 






Score 


14 0 




Exons 


1 . . 42, Joo . 


.594, 


677. .867 








GI Descrip. 


(AGO 18 908 ) 


unknown protein [Arabidops. 


is thaliana] 




C ^ ^ XT a 

Seq. No. 








Seq. ID 


OJ991008_09. 


0106. C10 


Gene No. 


66822 






Strand 






Start 


1 






End 


2391 




Name 


OJ991008 09 


.0106. 


.C10.ol.gs 


Method ' 


GENSCAN . 




Start 


463 






End 


2391 




GI 


none 






Score 


.64 




Exons 


463. .1251, 


2335. . 


.2391 








Seq. No. 


32259 






Seq. ID 


OJ991008_09. 


0106. C10 


Gene No. 


66823 






Strand 






Start 


1 3063 






End 


9853 




Name 


OJ991008 09 


.0106. 


.C10.o2.gs 


Method 


GENSCAN 




Start 


3063 






End 


9853 




GI 


none 






Score 


.47 




Exons 


3063. .3126, 


4195, 


..4750, 5350. 


.5881, 7080. .7166, 7305. .7437, 




8828. .9110, 


9339, 


..9756, 9782. 


.9853 







Seq. No. 32259 
Gene No. 66823 
Start 3063 

Name OJ991008_09 . 0106 . C10 . o2 . np 

Start 4206 
GI 1076725 

'Exons 4206. .4717, 5350.. 5881, 

GI Descrip. NADPH dehydrogenase- (EC 

gi I 6834 76 | emb | CAA59228 | 

vulgare] 



Seq. ID OJ991008_09. 0106. C10 
Strand 

End . 9853 

Method AAT/NAP 
End 7367 ■ 

Score 1691 
,'7166, 7305.. 7367 



7080. 

1.6.99.1) ■ - barley 
(X84738) NADPH dehydrogenase 



[Hordeum 



Seq. No. 32259 Seq. ID 

Gene No. 66823 Strand 

Start 3063 End 

Name OJ991008_09 . 0106 . C10 . o2 . gp Method' 

Start 5021 End 

GI LIB3431-025-P1-K1-D4 Score 

Exons 5021.. 5632 

GI Descrip. 1 5B0324 2 /dbj ! AP000399 . 1 ! AP000399 7 . Oe- 
DNA, chromosome 6, clone : P0535G04 1 



OJ991008_09. 0106. C10 

9853 
AAT/GAP 
5632 
1131 



ju i — l. v a. 



Seq. No. 



32259 



Seq. ID OJ991008_09. 0106. C10 



32315 



Gene No. 66824 Strand 

Start 19540 End 19840 

Name OJ991008_09 . 0106 . CIO . o4 . gp Method AAT/GAP 

Start 19540 End 19840 

GI 3107675 Score 602 

Exons 19540. .19840 



Seq. No. 32259 

Gene No. 66825 

Start 35035 

Name OJ991008_09 . 0106 . C10 . ol . tc 

Start 4206 

GI none 

Exons 4206.. 4718, 4207. .4629, 4675. 

Seq. No. 32259 

Gene No. 66825 

Start 35035 

Name OJ991008_09 . 0106 . C10 . ol . ts 

Start 4206 

GI none 

Exons 4206.. 4718, 4207.. 4239, 4306. 
5349. .5798 



OJ991008_09. 0106. C10 
37825 ■ 

TBLASTX: Cress 
5798 
326 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4746, '5339. .5797, 5349. .5798 



OJ991008_09. 0106. C10 
37825 

TBLASTX: Soybean 

5798 

46 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4629, 4678. .4746, 5339. .5797, 



Seq. No. . 32259 

Gene No. 66825 

Start 35035 

Name OJ991008_09 . 0106 . C10 . ol . tm 

Start 4206 

GI none 

Exons 4206. .4601, 4207. .4242, 4306. 
5340.. 5867 



Seq. ID OJ991008_09. 0106. C10 
Strand 

End 37825 

Method TBLASTX: Maize 

End 5881 

Score 42 

.4563, 4602. .4718, 5339. .5881, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32259 Seq. ID 

66825 Strand 

35035 End 

OJ991008JD9. 0106. C10. o2 . tm Method 

13658 End 

none Score 



OJ991008_09. 0106. C10 
37825 

TBLASTX: Maize 

14201 

147 



13658. .13783, 13662. 
14158. .14181 



,13817, 13836. . 14201, 13850 .. 14 125 , 



Seq. ■ No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32259 
66825 
35035 

OJ991008JD9, 
17019 
none 

17019. . 17069, 
17240. . 17269, 
17375. . 17416, 
20865. .20966, 
21017. .21085, 
21569. .21628, 
21848. .21904, 



0106.C10.o4 .tm 



17066. 
17270. 
17480. 
20905. 
21179. 
21703. 
21848. 



.17140, 
,'17395, 
, 17524, 
,20943, 
21235, 
21756. 
21910, 



Seq.- ID OJ991008_09. 0106. C10 
Strand 

End 37825 

Method TBLASTX: Maize 

End 21995 

Score 4 9 
17175. . 1724 3, 17216. .17239, 
17273. .17368, 17351 .. 174 16, 
17484 .. 17510, 20862. .20903, 
21016. .21084, 21016. .21084, 
21199. .21234, 21569 .. 21625, 
21712, ,21753,- 21847.. 219 0.3, 
21897 . . 21995^ 21905 .. 21973' 



Seq. No. 



32259 



Seq. ID OJ991008 09. 0106. C10 



32316 



Gene No. 66825 Strand 

Start 35035 End 

Name OJ991008_09 . 0106 . CIO . o5 . tm Method 

Start 33451 End 

GI none Score 

Exons 33451. .33582, 33467.. 33583 



37825 

TBLASTX: Maize 

33583 

188 



Seq. No. 32259 Seq. ID 

Gene No. 66825 Strand 

Start 35035 End 

Name OJ991008_09 . 0106 . CIO . o2 . tc Method 

Start 33454 End 

GI none Score 

Exons 33454 . .33582, 33467.. 33583 



OJ991008_09. 0106. CIO 
37825 

TBLASTX: Cress 

33583 

194 



Seq. No. 32259 Seq. ID 

Gene No. 66825 Strand 

Start 35035 End 

Name OJ991008_09 . 0106 . C10 . o4 . ts Method 

Start 33454 End 

GI none Score 

Exons 33454 . .33582, 33467.. 33583 



OJ991008_09. 0106. C10 
37825 

TBLASTX: Soybean 

33583 

193 



Seq. No. 32259 Seq. ID 

Gene No. 66825 Strand 

Start 35035 End 

Name OJ991008_09 . 0106 . C10 . o3 . tm Method 

Start 35035 End 

GI none Score 

Exons 35035. .35289, 35041.. 35289 



OJ991008_09.0106.C10 
37825 

TBLASTX: Maize 

35289 ' 

127 



Seq. No. 32259 

Gene No. 66825 

Start 35035 

Name OJ991008_09 . 0106 . C10 . o7 . gs 

Start 35035 

GI none 

Exons 35035. .35287, 37362 .. 37567, 

Seq. No. ' 32259 

Gene No. 66825 

Start 35035 . 

Name ' OJ991008_09 . 0106 ..CIO . o9 . np 

Start 35062 

GI 6862951 

Exons 35062. .35287, 37362 .. 37567, 
GI Descrip. (AC019018) unknown protein 

Seq. No. 32259 

Gene No. 66825 

Start 35035 . 

Name OJ991008_09 . 0106 . C10 . o3 . ts 

Start 35077 

GI none 

fcxons 35077. .35280, 35132 .. 35275, 
37362. .37448 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_09. 0106. C10 

37825 
GENSCAN 
37772 
.99 



37680. .37772 



Seq. ID 

Strand 
End 

•Method 
End * 
Score 



OJ991008_09. 0106. C10 

37825 
AAT/NAP ♦ 
37769' ~ 
391 



37680. .37769 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_09. 0106. C10 
37825 

TBLASTX: Soybean 

37448 

103 



35173. .35289, 37361. .37447, 



32317 



Seq. No. 


32259 


Seq. ID 


OJ991008_09.0106 


.CIO 


Gene No. 


66825 


Strand 






Of -j r f 
O Lai t 


"5 c: f) ? S 


End 


37825 




Name 


n tqqi nriQ no mn£ r*i n /^i f T r 


Method 


TBLASTX: Wheat 




oLait 




End 


37444 






none 


Score 


120 




Exons 


^ROfl/l ^R^ll ^fift^ OCOQQ 


37361. .37444, 37365. .37442 




Seq. No. 


32259 


Seq. ID 


OJ991008_09.0106 


.CIO 


Gene No. 


66825 


Strand 








-3 C f| "D C 


End 


37825 




Name 


ujyyiuuo u? . uxuo . l.xu . oo . gp 


■ Method 


AAT/GAP 




Of a rf 


J / J14 


End 


37825 






01 Q££7n 
Z / y OO / \J 


Score 


336 




Exons 


0/0X4. . j/jD/, j/DuU. . J / Ol J 








o e q . no. 




Seq. ID 


OJ991008_09.0106 


C10 


Gene No. 


66826 


Strand 






Start 


41694 


End 


42755 




Name 


Uu U^.UIUD.LIU.OZ.LS 


Method 


TBLASTX: Soybean 




Qf -a vf 


A 1 £ Q 4 
fi X D 3? f± 


End 


42755 




taX 


none 


Score 


74 






4t X 0 y 41 . . 4 X / 3 O , flXooX. .fixyoU/ 


418 65. .41939, 42056 42136, 






41 Z U 3 / . . 41 Z X O / , 41 Z Z ZZ . . 41 ZZ o X , 


42227. .42268, 42687. .42755 




Seq. No. 


32260 


Seq. ID 


OJ991118_02.0104 


C2 


Gene No. 


66827 


Strand 


+ 




uLalL 


X 


End 


143 




Naine 


ujyyxxxo uz.uxu^.cz.oi.gp 


Method 


AAT/GAP 




Of a r-f 


X 


End 


143 




ox 


none 


Score 


282 




Exons 


i 14^ 

X . . X fi J 








Seq. No. 


32260 


Seq. ID 


OJ991118_02.0104. 


C2 


Gene No. 


66828 


Strand 






Of a -rt 


ft s 


End 


1132 




Name 


HTQQ1 1 1 P 09 fll fid r0 y^l rro 
uuyyxxxo U Z . U X U 41 . cz . o x . g s 


Method 


GENSCAN 






o 0 


End 


1094 






none 


Score 


.98 




IT* V ^ T~> C 


pc (Ton 7 1 "3 1HQ/1 
o 0 . . t>Z U , /Xv5. . x u y 4 








o e q . no. 


jZ Z DU 


Seq. ID 


OJ991118_02.0104 . 


C2 


Gene No . 


66828 • 


Strand 






Start 


85 ' ' 


■ End 


1132 




Name 


uj^jiiio uz . u x u 41 . cz . o x . np 


Method 


AAT/NAP 




Cf a >-f 


I 1 Q 

II J 


End 


1132 






j o 4i x d y o 


Score 


294 




Exons 


iio . , yoj, xuuy..xxoz 








ui Ucscrip 


(huuu jo / i j unKnown prorexn 


[Arabidopsis 


thaliana] 




O C ^ • LN VJ . 


O Z Z O U 


Seq. ID 


OJ991118 02. 0104. C2 


Gene No. 


66828 


Strand 






Start 


85 


End 


1132 




Name 


OJ991118_02.0104 . C2 . o2 . tm 


Method 


TBLASTX ize 




Start 


169 


End 


324 




GI 


. none 


Score 


81 




Exons 


169. .324, 173. .226 









32318 



Seq. No. 


32260 


Seq. ID 


OJ991118_02.0104.C2 


Gene No. 


66828 


Strand 




OtaiL 


0 D 




TITO 

1 1 oZ 


Name 


ujyyiiio uz . uiu*i . bz . oi . ts 


Method 


I BLASTX : Soybean 




1 Q1 
1 O 1 




y bb 


P T 
bl 


none 


Score 


*5 A 


Exons 


1 Q1 OOyl (TTn £.HH 1 C\C\ "7 C 

1 o 1 . . JZ 4 , DOU . .0 / / , /UU. . / c 


C "7 O A lOQ 

b , / Zfi . . / o o i 


/ . . / y / , o l o . . y 4 1 




oZj. . y do 






oeq . ino . 


OZZ DU 


Seq. ID 


OJ991118_02.0104.C2 


Gene No. 


66828 


Strand 




Start 


85 


End 


1132 


Name 


ptqqiiiq no n i n /i po ^ o 
ujyyiiio uz . u i u 4 . bz . oz . gp 


Method 


AAT/GAP 


otart 


CO") 
JO / 


End 


1005 


P T 
bl 


O D / j4 1 . Kl U O 4 


Score 


778 


Exons 


Do f . . 1UU j 






GI Descrip. 


oo^ioyo o.ue-io (Abuuob/Z) 


unknown protein [Arabidopsis 




tnanana j 






Seq. No. 


32260 


Seq. ID 


OJ991118J)2.0104 .C2 


Gene No . 


££Q OQ 


Strand 




o tart 


0 O 


End 


1132 


Name 


AiQQi 1 1 0 no Ai n/ o ^ 1 

ujyyiiio uz . uiU4 . bz . 01 . tm 


Method 


TBLASTX: Maize 


OA 1 -vA- 

otart 


bl 0 


End 


978 


P T 


none 


Score 


89 


Exons 


bio. .boy, bio . . y41, t>4b..y/ 


8, 86S..969 




Seq. No. 


32260 


Seq. ID 


OJ991118_02.0104.C2 


Gene No . 


66828 


Strand 




btart 


85 


End 


1132 


Name 


OJ991118 02. 0104 .C2.ol.tc 


Method 


TBLASTX: Cress 


Of ar f 


712 


End 


960 


P T 
bl 


none 


Score 


78 


Exons 


712. .789, 753. .791, 822. .941, 829. .960 




Seq. No. 


32261 


Seq. ID 


OJ991118_02.0104 .C3 


Gene No. 


66829 


Strand 


+ 




1 


End 


965 


Name 


OJ991118 02.0104.C3.ol.np 


Method 


AAT/NAP 


o car t 


1 


End 


965 


PT 
bl 


2245107 


Score 


90 


Exons 


1..86, 281..343, 772. .813,* 


933.. 965 ' 




GI Descrip. 


(Z97343) thi'oesterase like protein [Arabidopsis thaliana] 


Seq. No. 


32262 


Seq. ID 


OJ991118_02.0104.C4 


Gene No. 


66830 


Strand 


+ 


o tar l 


1 


End 


4247 


Name 


OJ991118 02.0104.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4247 


GI 


2245107 


Score 


270 


Exons 


1..30, 538. .660, 1180. .1272 


, 1379... 1544 


, 4174. .4247 


GI Descrip. 


(Z97343) thioesterase like 


protein [Arabidopsis thaliana] 


Seq. No. 


32262 


Seq. ID 


OJ991118_02.0104.C4 


Gene No . 


66830 


Strand 


+ 


Start 


1 


End 


4247 



32319 



Name OJ991118_02 . 0104 . C4 . ol . gp Method AAT/GAP 

Start 538 End 1436 

GI LIB3434-048-P1-K1-H7 Score 478 

Exons 538.. 660, 1180.. 1272, 1379.. 1436 

GI Descrip. ' 2245107/emb | CAB10529 . 1 1 3.0e-36 (Z97343) thioesterase like 
protein [Arabidopsis thaliana] 1 



Seq. No. 32262 Seq. ID 

Gene No. 66830 Strand 

Start 1 End 

Name OJ991118_02 . 0104 . C4 . ol . gs Method 

Start 538 End 

GI none Score 

Exons 538. .660, 1180. .1272, 1379. .1564 



OJ991118_02.0104 .C4 
+ 

4247 
GENSCAN 
1564 
. 96 



Seq. No. 32262 Seq. ID 

Gene No. 66830 Strand 

Start 1 End 

Name OJ991118_02 . 0104 . C4 . o2 . gp Method 

Start 1573 End 

GI 4969077 Score 

Exons 1573.. 1938 



OJ991118__02.0104.C4 
+ 

4247 ' 
AAT/GAP 
1938 
692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32262 Seq. ID 

66830 ' Strand 

1 End 

OJ9 911 18_02. 0104 .C4 .o2.np Method 

2060 End 

3914142 Score 
2060. .2291, 2411. .2550 

EARLY NODULIN 20 PRECURSOR (N-20) gi | 1771351 1 emb | CAA67830 | 
(X99467) ENOD20 [Medicago truncatula] 



OJ991118_02.0104.C4 
+ 

4247 
AAT/NAP 
2550 
71 



Seq. No. 32262 Seq. ID 

Gene No. 66830 Strand 

Start 1 End 

Name OJ991118_02 . 0104 . C4 . o2 . gs Method 

Start 2386 End 

GI none Score 

Exons 2386.. 2557, 2976.. 3103, 3437.. 3886 



OJ991118_02.0104 .C4 
+ 

4247 
GENSCAN 
388 6 
. 65 



Seq. No. . 32262 

Gene No. • 66831 

Start ' ' 4302 

Name OJ991118_02 . 0104 . C4 . o3 . gs 

Start 4302 

GI none 
Exons 



.Seq. ID OJ991118JD2.0104.C4 



Strand 
End 

Method 

End 

Score 



+ 

6955"' 
GENSCAN 
6955 
.49 



4302. .5522, 5897. .5967, 6413. .6548, 6557. .6955 



Seq. No. .32262 Seq. ID 

Gene No. 66831 Strand 

Start 4302 End 

Name OJ991118__02 . 0104 . C4 . o3 . np Method 

Start 4680 End 

GI 2213632 Score 

Exons 4680.. 5440, 6806.. 6923 

GI Descrip. (AC000103) F21J9.24 [Arabidopsis thaliana] 



OJ991118_02.0104 ,C4 
+ 

6955 
AAT/NAP 
6923 
794 



32320 




Seq. No. 


32262 






Seq. ID 


OJ991118_02.0104 


.C4 


Gene No. 


66832 






Strand 






bear u 


7745 






End 


15227 




Name 


OJ991118 02. 


.0104 


.C4 .o3. tm 


Method 


TBLASTX: Maize 




Of -ivf 

o care 


537 






End 


1517 




C T 
bl 


none 






Score 


172 




Exons 


537. .659, 538. .660, 538. .660, 


1173. .1292, 1180. .1290, 






1375. .1506, 


1379 


..1513, 1440. 


.1517 






Seq. No. 


32262 






Seq. ID 


ujyyiiio Uz.uiu4 


.C4 


Gene No. 


66832 






Strand 






otart 


7745 






End 


15227 




Name 


OJ991118 02. 


0104 


.C4 .ol. tc 


Method 


i bLiAo l a : tress 




otart 


538 






End 


1 3 1 J 




GI 


none 






Score 


o3 




Exons 


538. .597, 604. .660, 1164. .1328, 1180.. 


IzyU, U/o..l3lz, 






1 O "7 O, 1 C 1 O 

13 /y . . 151 3 












Seq. No. 


32262 






Seq. ID" 


OJ991118_02.0104 


.C4 


Gene No . 


66832 






Strand 






otart 


1 "7 A C 
1 I 4 D 






End 


15227 




Name 


ojy yiiio Uz . 


n i n a 
U1U4 


. C4 . o2 . tw 


Method 


TBLASTX: Wheat 




otart 


a a i n 
4 4 /U 






End 


4844 




bl 


none 






Score 


234 




Exons 


A A~l f\ A Q A A 

4 4 / U . . 4 o 4 4 , 


A C A A 

4 0 4 4 , 


A H O C 
. .4 / JO 








Seq. No. 


32262 






Seq. ID 


OJ991118_02.0104 


.C4 


Gene No . 


66832 






Strand 






Start 


H H A C 
1 1 4 3 






End 


15227 




Name 


a mm 1 1 o no 

OJyyiiio Uz. 


0104 , 


. C4 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


A S~ O C 

4 635 






End 


5063 




bl 


none 






Score 


362 




Exons 


4 635 . . 4 961 , 


A f A O 

4 643, 


A C\ f~ C\ A C\ f~ C 

..4960, 4965. 


.5063, 4979. .5062 




Seq. No. 


32262 






Seq. ID 


OJ991118_02.0104 


.C4 


Gene No. 


66832 






Strand 






C 4- -i -v- 4- 

o tart 


7745 






End 


15227 




Name 


OJ991118 02. 


0104 . 


.C4 .ol'. tw 


Method 


TBLASTX: Wheat 




otart 


4979 






End 


5390 




bl 


none 






Score 


204 




Exons 


4979. .5143, 


4980. 


,.5153, 4986. 


.5153, 51 


38. .5335, 5145. .5390, 




' 5253.-5378 












Seq. No. 


32262 






Seq. ID 


OJ991118_02.0104 


.C4 


Gene No . 


66832 






Strand 






otart 


7745 






End 


15227 




Name 


OJ991118 02. 


0104. 


,C4 .o4 . tm 


Method 


TBLASTX: Maize 




Of -,vf 

otart 


5064 






End 


5402 




bl 


none 






Score 


231 




Exons 


5064. .5297, 


5156. 


.5296, 5337. 


.5402, 5337. .5399 




Seq. No. 


32262 






Seq. ID 


OJ991118_02 .0104 


.C4 


Gene No. 


66832 






Strand 






Start 


7745 






End 


15227 




Name 


OJ991118 02. 


0104. 


C4 . o5. tm 


Method 


TBLASTX: Maize 




Start 


7718 






End 


13095 





32321 



GI 

Exons 



none Score 191 

7718. .7930, 7731. .7922, 7868. .7924, 8235. .8363, 8244. .8330, 
8246. .8332, 8503. .8745, 8518. .8739, 9817. .9894, 9825. .9896, 
11067. .11126, 11068. .11130, 11068 .. 11133, 12347 .. 12451, 
12369. .124 61, 12372. .124 64, 12373 .. 124 65, 12382. .124 65, 
13036. .13095, 13039.. 13086 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32262 
66832 
7745 

OJ991118__02.0104.C4.o4 . gs 

7745 

none 



Seq. ID OJ991118_02.0104 .C4 
Strand 

End 15227 

Method GENSCAN 

End 15129 

Score .81 



7745, .7921, 8244. .8328, 9826. .10001, 11068 .. 11131 , 11618 .. 11692, 
12370. .12464, 12843 .. 12930, 1304 0 .. 13167 , 13826 .. 13957 , 
14059. .14139, 14172. .14384, 14482. .15129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32262 Seq. ID 

66832 Strand 
7745 End 15227 

OJ991118_02 . 0104 . C4 . o4 . np Method AAT/NAP 

7748 End 15227 

2344894 Score 2108 

7748. .7921, 8244. .8328, 8516. .8737, 9826. .10001, 

12370. .12464, 12843 .. 12930, 1304 0 .. 13167 , 13826. 



OJ991118 02. 0104. C4 



11068. 
13957, 



14059. .14139, 14226. .14384, 14482. .15227 

(AC002388) hypothetical protein [Arabidopsis thaliana] 



32262 Seq. ID 

66832 Strand 

7745 End 

OJ991118_02. 0104 .C4 .ol. ts Method 

9817 End 

none Score 



9817. .10023, 9825. .10004, 9888. .9983, 11066 .. 11134 , 
11068. .11133, 12840. .12935, 1284 1 .. 12924 , 14244. .14384 



11131, 



OJ991118_02.0104.C4 
15227 

TBLASTX : Soybean 

14384 

187 



Seq. No. 32262 Seq. ID OJ991118_02 . 0104 . C4 

Gene No. 66832 • Strand 

Start 7745 End 15227 

Name OJ991118_02 . 0104 . C4 . o3 . gp Method AAT/GAP 

Start 9825 . End 10125 

•GI 426268 " • - ' Score 581 * ' . • 

Exons 9825. . 10125 r 

GI Descrip. 2344894 2.0e-17 (AC002388) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32262 Seq. ID OJ9911 18_02 . 0104 . C4 

66832 Strand 

7745 • End 15227 

OJ991118_02. 0104 .C4 .ol.tm Method TBLASTX : Maize 

9897 End 14843 

none Score 65 

9897. .9998, 12840. .12938, 12840. .12935,- 12841 12924, 

13830. .13916, 13830. .13955, 13831. .13956, 1384 1 13957 , 

14 057. .14122, 14060. .1414 0, 14101. .14133, 14201. .14 308, 

14217. . 14 384, 14218. .14385, 14 226. . 14 387, 14241. .14 369, 



32322 



14467. .14835, 14 477 .. 14824 , 14523. .14843 



Seq. No. 


32263 


Seq. ID 


OJ991118_ 


02 . 0104 . C5 


Gene No. 


66833 


Strand 


+ 




Start 


7943 


End 


17251 




Name 


OJ991118 02.0104.C5.o2.gs 


Method 


GENSCAN 




.Start 


7943 


End 


17251 




GI 


none 


Score 


.64 




Exons 


7943. .8085, 8134. .8182, 8770. .8845, 9098. .9122, 


9715 . . 9943, 




10095. .10133, 10469. .10637, 


11655. .118 


37, 11920. 


. 12022 , 




12114. .12187, 12816. .13790, 


13964 . .14030, 14348. 


.14411, 




14509. .14602, 14870 .. 14 959, 


15055. .15082, 15464. 


.15943, 




16026. .16087, 161 67 .. 1627 6, 


16361. .16448, 16575. 


. 16904 , 




17129. .17251 








Seq. No. 


32263 


Seq. ID 


OJ991118_ 


02 . 0104 . C5 


Gene No. 


66833 


Strand 


+ 




Start 


7943 


End 


17251 




Name 


OJ991118 02.0104.C5.o2.gp 


Method 


AAT/GAP 




Start 


9608 


End 


10911 




GI 


none 


Score 


1440 




Exons 


9608. .9943, 10095 .. 10133, 10469. .10911 






Seq. No. 


32263 


Seq. ID 


OJ991118_ 


02 . 0104 . C5 


Gene No. 


. 66833 


Strand 


+ 




Start 


7943 


End 


17251 




Name 


OJ991118 02.0104 .C5.ol.np 


Method 


AAT/NAP 




Start 


13606 


End 


16857 




GI 


2245054 


Score 


695 




Exons 


13606. .13704, 13974. .14030, 


14348. . 14411, 14509. 


. 14602, 




14 699. .14782, 14 870. .14 959, 


15055. . 150! 


36, 15462. 


.15930, 




16167. .16220, 16575. .16857 








GI Descrip. 


(Z97342) kinase like protein [Arabidopsis thaliana] 


Seq. No. 


32263 


Seq. ID 


OJ991118_ 


02.0104 .C5 


Gene No. 


66834 


Strand 


+ 




Start 


18830 


End 


20903 




Name 


OJ991118 02.0104 .C5.o3.gp 


Method 


AAT/GAP 




Start 


18534 


End 


20903 




GI 


10410 1.R1084 


Score 


2263 




Exons 


18534. .19195, 20372. .20903 








GI Descrip. 


'4 455256/emb|CAB36755.1 1 1. 


Oe-83. (AL035523) 






protein-methionine-S-oxide 


reductase [Arabidopsis thaliana] 


Seq. No. 


32263 


Seq. ID 


OJ991118_ 


02. 0104. C5 


Gene No. 


66834 


Strand 


+ 




Start 


18830 


End 


20903 




Name 


OJ991118 02.0104.C5.o2.np 


Method 


AAT/NAP 




OLdl L 


• 18546 


End 


20620 




GI 


6635341 


Score 


811 




Exons 


18546. .18708, 18830 .. 19195, 


20372. .20620 




GI Descrip. 


(AF162204) methionine sulfoxide reductase [Lactuca sativa] 


Seq. No. 


32263 


Seq. TD 


O.J991118 


02 . 0104 . C5 


Gene No. 


66834 


Strand 


+ 




Start 


18830 


End 


20903 




Name 


OJ991118 02.0104.C5.o3.gs 


Method 


GENSCAN 





32323 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18830 End 20623 

none- Score .99 

18830. . 19195, 20372.. 20623 



32263 Seq. ID 

66835 Strand 

27167 End 

OJ991118J32.0104 .C5.o6.gs Method 

27167 End 

none Score 

27167. .27179, 27580 .. 27748 , 28325 28408, 30557 
31186. .31344 



OJ991118_02.0104 .C5 
+ 

31344 
GENSCAN 
31344 
.64 

,30701, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32263 Seq. ID OJ9911 18_02 . 0104 . C5 

66836 Strand + 

32407 End 34104 

OJ991118_02 . 0104 . C5 . o4 . np Method AAT/NAP 

32407 End 34080 

3341694 Score 522 

32407. .32760, 33820. .34080 

(AC003672) putative PREGl-like negative regulator [Arabidopsis 
thaliana] 



32263 Seq. ID 

66836 Strand 

32407 End 

OJ991118_02 . 0104 . C5 . o7 . gs Method 

32407 End 

none Score 



OJ991118_02.0104 .C5 
+ 

34104 
GENSCAN 
34104 
.88 



32407. .32756, 33377 .. 33529, 33816.. 34104 



32263 Seq. ID 

66837 Strand 

37273 End 

OJ991118_02 . 0104 .C5.o5.np Method 

37273 End 

4538929 Score 
37273. .37306, 38343.. 38639 

(AL049483) putative nucleic acid binding protein [Arabidopsis 
thaliana] 



OJ991118_02.0104.C5 
+ 

38639 
AAT/NAP 
38639 
196 



32263 . 

66837 

37273 

OJ991118_02 .0104 .C5.o6.gp 
38269 . 

uC-osflcypl39hllbl 
38269. .38553 

, 4538929/emb|CAB39665. 1 | 7. 



Seq. ID OJ991118_02.0104 .C5 

■Strand + 

End 38 63 9 

Method AAT/GAP ' 

End 38553 

Score 54 6 

Oe-27 (AL049483) putative nucleic 



acid binding protein [Arabidopsis thaliana] 1 



32263 Seq. ID 

66837 ' Strand 
37273 End 
OJ991118_02 . 0104 . C5 . 08 . gs Method 
38330 End 
none Score 



OJ991118_02.0104.C5 
+ 

38639 
GENSCAN 
38635 
.74 



32324 



Exons 










Seq. No. 


32263 


Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66838 


Strand 






Start 


"7 A C 

1 95 


End 


5671 




Name 


OJ991 118_02 . 0104 . C5 . ol . gp 


Method 


AAT/GAP 




Start 


~7 c\ c 

7 95 


End 


1270 




GI ■ 


none 


Score 


872 




Exons 


T A C 1 A T A 

/9o . . 12 /U 








Seq. No. 


32263 


Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66838 


Strand 






Start 


~7 A C 

7 95 


End 


5671 




Name 


OJ991ll8_02 . 0104 . C5 . ol . gs 


Method 


GENSCAN 




Start 


1056 


End 


5671 




GI 


none 


Score 


.88 




Exons 


1056. .1444, 2060. .2144, 2242. 


.2358, 5555. .5671 




Seq. No. 


32263 


Seq. ID 


OJ991118_02.0104 


,C5 


Gene No. 


66839 


Strand 






Start 


21990 


End 


24282 




Name 


OJ991118 02.0104.C5.o4.gp 


Method 


AAT/GAP 




Start 


21757 


End 


24282 




GI 


16860 1.R1084 


Score 


1408 




Exons 


21757. .22107, 234 03 .. 23634 , 23929 .. 23977 , 24067 .. 24 193 , 






24251. .24282 








GI Descrip. 


, 2498077/sp| P93554 |NDK1 SACOF 


1.0e-73 NUCLEOSIDE DIPHOSPHATE 




KINASE I (NDK I) (NDP KINASE 


I) (PP18) 


>gi 1777930 (U55019) 




nucleoside diphosphate kinase 


[Saccharum officinarum] 1 




Seq. No. 


32263 


Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66839 


Strand 






Start 


21990 


End 


24282 




Name 


OJ991118 02.0104.C5.o4 .gs 


Method 


GENSCAN 




Start 


21990 


End 


24123 




GI 


none 


Score 


.97 




Exons 


21990. .22107, 23403 .. 23634 , 23929 .. 23:9.77 , 24067.. 24123 




Seq. No. 


32263 


Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66839 


Strand 






otart 


21990 


End 


24282 




Name 


. OJ991118 02.0104.C5.o3.np 


Method 


AAT/NAP. 




Start 


-21993 


End ■ 


24117 




/*** T 

GI 


2498077 


Score 


607 




Exons 


21993. .22107, 234 03 .. 23634 , 2392 9 23977 , 24067.. 24117 




GI Descrip. 


NUCLEOSIDE. DIPHOSPHATE KINASE 


I (NDK I) 


(NDP KINASE I) 


(PP18 




gi 117779.30 (U55019) nucleoside diphosphate kinase [Saccharum 




of f icinarum] 








oeq. NO . 


32263 


Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66840 


Strand 






Start 


25642 


End 


26304 




Name 


OJ991118 02.0104 .C5.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1077 


En" 1 


1 o a -i 

-L ^- Z* -L 




GI 


none 


Score 


156 




Exons 


1077.. 1130, 1119.. 1286, 1123. 


.1287, 1127. .1291 





32325 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



32263 
66840 
25642 

OJ991118_02. 

1077 

none 

1077. .1130, 
1377. .1415 



0104.C5.o4.tc 



1107. .1190, 1113. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1226, 



OJ991118 02. 0104. C5 



26304 

TBLASTX : Cress 
1415 
66 

1126. .1227, 1254. .1370, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32263 
66840 
25642 

OJ991118_02.0104 .C5.ol.tm 
1164 
none 
1164, 
1818. 
2243. 
3153. 



1445, 
1901, 



1165. 
1898. 



,1446, 1798. 

,1918, 2061. 

,2458, 2244. .2459, 2245. 

,3557, 3154. .3567, 3154. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991118 02. 0104. C5 



26304 

TBLASTX: Maize 
3569 
298 

.1896, 1804.. 1899, 1805. 
.2180, 2062.. 2166, 2236. 
.2460, 3144. .3209, 3152. 
.3561, 3249.. 3569 



.1900, 
.2460, 
.3559, 



Seq. No. 32263 

Gene No. 66840 

Start 25642 

Name OJ991118_02 . 0104 . C5 . 06 . ts 

Start 3543 

GI none 

Exons 3543.. 3644, 3545.. 3646, 3558, 
5552.. 5686 



OJ991118_02.0104 .C5 
26304 

TBLASTX : Soybean 

5686 

110 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.3650, 3568.. 3651, 5541.'. 5672, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 



32263 
66840 
25642 

OJ991118_02.0104 .C5.o2.tm 

11244 

none 



Seq. ID OJ991118_02.0104 .C5 



Strand 
End 

Method 

End 

Score 



26304 

TBLASTX: Maize 

19165 

34 



11244 . .11291, 11284. .113.91, 1882 6. .19164, 18827. .19165 



Seq. No. 32263 Seq. ID 

Gene No. 66840 Strand 

Start 25642 End 

Name OJ991118_02 . 0104 . C5 . o2 . tw Method 

Start 13716 - . . End 

GI none Score 
Exons 



OJ991118_02.0104 .C5 
26304 

TBLASTX: Wheat 
14768 

82 . . 



13716. .13790, 13720 . .13830, 13961 .. 14 038 , 13962 . .-14030, 

13963. . 14031, 14103. .14174, 14 107 .. 14 175, 14107 .. 14175, 

14108. .14176, 14335. .14412, 14 342 .. 14 4 10, 14347 14439, 

14480. . 14605, 14 4 93 .. 14 603, 14 510 .. 14 605, 14712 .. 14768, 
14720.. 14767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32263 

66840 

25642 

OJ991118 

1 6397 

none 



02.0104.C5.o6.tm 



Seq. ID 

Strand 

End 

Method 
r nd 
Score 



OJ991118_02.0104 .C5 
26304 

TBLASTX: Maize 

1 CO 1 o 
j. vj vj x u 

96 



16397: . 16459, 16398 .. 16448 , 16399 .. 164 4 9, 16596. . 16817, 
16597. .16818, 16600 .. 16761, 16601. .16813 



32326 




Seq. No. 


32263 








Seq. ID 


OJ991118 


02.0104 


Gene No. 


66840 








Strand 






Start 


25642 








End 


26304 




Name 


OJ991118 02. 0104. C5. 


.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


18908 








End 


20748 




GI 


none 








Score 


418 




Exons 


. 18908. 


.•19198, 


18910, 


, . 19200, 


20359. .20619, 20372 


. . 20623, 




20695. 


.20748 












Seq. No. 


32263 








Seq. ID 


OJ991118 


02.0104 


Gene No. 


66840 








Strand 






Start 


25642 








End 


26304 




Name 


OJ991118 02. 0104. C5 . 


, ol . ts 


Method 


TBLASTX : 


Soybean 


Start 


18908 








End 


20654 




GI 


none 








Score 


411 




Exons 


18908 . 


.19195, 


18910. 


. 19086, 


20344. .20619, 20357 


. .20638, 




20511. 


.20654 












Seq. No. 


32263 








Seq. ID 


OJ991118 


_02.0104 


Gene No. 


66840 








Strand 






Start 


25642 








End 


26304 




Name 


OJ9911 


18 02. 0104. C5. 


o3 . tm 


Method 


TBLASTX:! 


Maize 


Start 


.21989 








End 


.24139 




GI 


none 








Score 


68 




Exons 


21989. 


.22060, 


21996. 


.22109, 


21997. .22110, 23399 


. .23635, 




23401 . 


.23448, 


23403. 


.23636, 


23930. .23977, 23931 


. .23978, 




24064 . 


.24120, 


24068. 


.24139 








Seq. No. 


32263 








Seq. ID 


OJ991118 


_02.0104 


Gene No. 


66840 








Strand 






Start 


25642 








End 


26304 




Name 


OJ9911 


18_02.0 


104. C5. 


o2. tc 


Method 


TBLASTX: Cress 


Start 


21990 








End 


24117 




GI 


none 








Score 


121 




Exons 


21990. 


.22109, 


21995. 


. 22114, 


21997. .22110, 21999 


. .22112, 




23399. 


.23632, 


234.03. 


. 23630, 


23927. .23977, 23928 


. .23978, 




24064. 


.24117, 


24071. 


.24115 








Seq. No. 


32263 








Seq. ID 


OJ991118 


_02.0104 


Gene No. 


66840 








Strand 






Start . 


25642 








End 


26304 




Name 


OJ9911 


18 02. 0104. C5. 


o2.ts 


Method 


TBLASTX:; 


Soybean 


Start 


21996 








End 


24115 


GI 


none 








Score 


127 




Exons 


21996. 


.22109, 


21997. 


. 22110, 


21998. .2214 


1, 23399 


. .23632, 




23403. 


.23630, 


23927. 


.23977, 


23928. .2397 


8, 24064 


. .24114, 




24068. 


.24115 












Seq. No. 


32263 








Seq. ID 


OJ991118_ 


_02.0104 


Gene No . 


66840 








Strand 






Start " 


25642 








End 


26304 




Name 


OJ991118 02. 0104. C5. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


23433 








End 


2 4 124 




GI 


none 








Score 


277 




Exons 


23433. 


.23630, 


23435. 


.23632, 


23916. .2397 


8, 23927 


. .23977, 




24064 . 


.24120, 


24067. 


.24120, 


24068. .2412 


4 





32327 



Seq. No. 


• 32263 




Seq. ID 


OJ991118_02.0104 


.C5 


Gene No . 


66840 




Strand 


— 




Start 


25642 




End 


26304 




Name 


OJ991118_02 . 0104 .C5. 


, o5 . gs 


Method 


GENSCAN 




Start 


25642 




End 


26280 




GI 


none 




Score 


1 




Exons 


25642 . .26280 










Seq. No. 


32263 




Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66840 




Strand 






Start 


25642 




End 


26304 




Name 


OJ991118_02 . 0104 . C5 . 


08 . tm 


Method 


TBLASTX: Maize 




Start 


25648 




End 


26169 




GI 


none 




Score 


43 




Exons 


25648. .25707, 25653. 


. 25688, 


25753. .25812, 25772 .. 25834 , 






25951. .26169, 25952. 


.26098, 


26080. .26121 




Seq. No. 


32263 




Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66840 




Strand 






Start 


25642 




End 


26304 




Name 


OJ991118_02 . 0104 . C5 . 


o5 . gp 


Method 


AAT/GAP 




Start 


25925 




End 


26304 




GI 


426975 




Score 


515 




Exons 


25925. .26120, 26198. 


.26304 








Seq. No. 


32263 




Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66841 




Strand 






Start 


32347 




End 


34043 




Name 


OJ991118_02 . 0104 .C5 . 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


32347 




End 


32706 




GI 


none 




Score 


39 




Exons 


32347 . . 32433, 32416. 


. 32475, 


32544. .32630, 32545.. 32706 




Seq. No. 


32263 




Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66841 




Strand 






Start 


32347 




End 


34043 




Name 


OJ991118_02 .0104 .C5. 


o5.ts 


Method 


TBLASTX : Soybean 




Start 


32434 




End 


32754 




GI 


none 




Score 


44 




Exons 


32434.. 32475, 32545. 


. 32754 








Seq.. No. 


. 32263 




Seq. ID-. 


OJ991118J)2.0104 


.C5 


Gene No. 


66841 




Strand 






Start 


32347 




End 


34043 




Name 


OJ991118 02. 0104. C5. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


32545 




End 


33969 




GI 


none 




Score 


211 




Exons 


32545 . . 32760, 33820 . 


. 33969 








Seq. No. 


32263 




Seq. ID 


OJ991118_02.0104 


.C5 


Gene No. 


66841 




Strand 






Start 


32347 




End 


34043 




Name 


OJQQinR 09.0104 


o7 tin 


Method 


rpDT 7\ C"PV . K/l-v -! ~ — 




Start 


32707 




End 


34043 




GI 


none 




Score 


64 




Exons 


32707. .32757, 33792. 


.33929, 


33817. .33993, 33817. .33990, 





32328 




33864. .34043 



oeq . NO . 


o o 9 (Z o 
JZZ bj 


Seq. ID 


OJ991118_02.0104 


. C5 


Gene No . 


D DO 4 Z 


Strand 






Cf 3 y-4- 

o rare 


Jt)40 / 


End 


38638. 




Name 


ujyyiiio uz . u i u 4 . to . 04 . tm 


Method 


TBLASTX: Maize 








End 


38638 




bl 


none 


Score 


287 




Exons 


38467. .38484, 384 68 .. 38 638 , 


38492. .38521, 38548. .38637 








Seq. ID 


OJ991118_02.0104 


. C5 


Gene No. 


d d Q A O 

DDo4 Z 


Strand 






otart 


JO ft D / 


End 


38638 




Name 


ujyyiiio uz.uiU4.bo.o4.es 


Method 


TBLASTX: Soybean 




btart 


Jo4 bo 


End 


38638 




C T 


none 


Score 


239 




Exons 


TO/ICQ OOCOO O O C C 1 O O O *7 

Jo 4 bo . .Jo b Jo , oo551.. 38637 








Seq. No. 


32264 


Seq. ID 


OJ991118 02.0104 


.C6 


Gene No. 


66843 


Strand 


+ 




Cf 3 rf 


Zoo 


End 


7962 




Name 


r\ tqqi 1 1 o no mo/ r* r «i 

u J y y 1 1 1 o Uz . 0104 . C6 . ol . gp 


Method 


AAT/GAP 




otart 


o c o 
Z bo 


End 


726 




C T 


n n m o q 

/ uu / z y 


Score 


709 




Exons 


zoo..4Z5, 503. .726 








GI Descrip. 


4Dooyzy/emD | CAB39665 . 1 [ 7 . Oe 


-27 (AL049483) putative nucleic 




binding protein [Arabidopsis 


thaliana] 






Seq. No. 


32264 


Seq. ID 


OJ991118 02.0104 


.C6 


Gene No. 


66843 


Strand 


+ 




Of a -y-f- 


2 68 


End 


7962 




Name 


OJ991118 02.0104 .C6.ol.np 


Method 


AAT/NAP 




otart 


269 


End 


1478 




bl 


4538929 


Score 


388 




Exons 


269. .428, 503. .746, 985. .1478 






GI Descrip. 


(AL049483) putative nucleic . 


acid binding protein [Arabidops. 




thaliana] 








Seq. No. 


32264 


Seq. ID 


OJ991118_02.0104 


.C6 


bene lno . 


66843 


Strand 


■ + 




Of vf 


268 


End 


7962 




Name 


OJ991118 02.0104 .C6.ol.gs 


Method 


GENSCAN 




^zart ' 


271 


; End . 


5200 




C T 
bl 


none ' 


Score 


"'.81 




Exons 


271. .425, 503. .775, 1008. .1202, 1293.. 


1449, 3479. .3658, 






4054.. 4319, 5093.. 5200 








Seq. No. 


32264 


Seq. ID 


OJ991118_02.0104. 


.C6 


Gene -No . 


66843 


Strand 


+ 




Start' 


268 


End 


7962 




Name 


OJ991118 02.0104.C6.o2.np 


-Method 


AAT/NAP 




Start 


4779 


. End 


7962 




GI 


5852093 


Score 


99 




Exons 


4779.. 4835. 6159..fi2fi.S. 7P.S7 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


32264 


Seq. ID 


OJ991118_02.0104 . 


,C6 



32329 



Gene No. 66843 Strand + 

Start 268 End 7962 

Name OJ991118_02 . 01*04 . C6 . o2 . gs Method GENSCAN 

Start 6563 End 7741 

GI none Score .58 

Exons 6563.. 6664, 7580.. 7741 



Seq. No. 32264 Seq. ID 

Gene No. 66844 Strand 

Start 1420 End 

Name OJ991118_02 . 0104 . C6 . ol . tm Method 

Start 248 End 

GI none Score 
Exons 



OJ991118_02.0104.C6 
1793 

TBLASTX: Maize 

1485 

125 



248. .424, 261. .434, 267. .434, 489. .'722, 491. .742, 503. .754, 
504. .749, 1002. .1202, 1005. .1202, 1028. .1204, 1284. .1340, 
1284. .1334, 1292. .1339, 1334. .1426, 1336. .1428, 1336. .1428, 
1426. .1485, 1442. .1483 



Seq. No. 32264 

Gene No. 66844 

Start 1420 

Name OJ991118_02 . 0104 . C6 . o2 . ts 

Start 285 

GI none 

Exons 285.. 419, 1002.. 1202, 1028.. 1186 



Seq. ID OJ991118_02.0104.C6 
Strand 

End 1793 

Method TBLASTX : Soybean 

End 1202 

Score 123 



Seq. No. 32264 Seq. ID 

Gene No. 66844 Strand 

Start 1420 End 

Name 0 J9 9 1 1 1 8_02 .0104.C6.o2.gp Method 

Start 1420 End 

GI none Score 

Exons 1420.. 1793 



OJ991118_02.0104.C6 

1793 
AAT/GAP 
1793 
696 



Seq. No. 32264 
Gene No. 66845 
Start 3532 

Name OJ991118_02 . 0104 . C6 . o2 . tm 

Start • 3532 

GI none 

Exons 3532.. 3567, 3534.. 3569, 3653. 

4064. .4156, 4075. .4158, 4077, 
4731. .4808, 4733. .4819, 4734. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991118 02. 0104. C6 



4819 

TBLASTX: Maize • 
4819 
50 

3730, 3654.. 3734, 3663.. 3731, 
4154,. 4240. .4338, 4242. .4337, 
4790 



Seq. No. 32264 

Gene No. 66845 

Start ' 3532 

Name OJ991118_02 . 0104 . C6 . ol . ts 

Start 3663 

GI none 

Exons 3663.. 3734, 4075.. 4158, 4077. 

4733. .4807, 4734. .4793 



OJ991118_02.0104.C6 
4819 

TBLASTX : Soybean 

4807 

81 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4154, 4240. .4338, 4242. .4337, 



Seq. No. 32265 Seq. I 

Gene No. 66846 Strand + 

Start 3408 End 3878 

Name OJ991 118_02 . 0104 . C7 . ol . gs Method GENSCAN 



32330 



Start 
GI 

Exons 



3408 
none 

3408. .3878 



End 
Score 



3878 
.46 



Seq. No. 32265 Seq. ID 

Gene No. 66847 Strand 

Start 1 End 

Name OJ991118_02 . 0104 . C7 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .324 



OJ991118_02.0104.C7 
324 

AAT/GAP 

324 

644 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32265 
66848 
3236 

OJ991118_02.0104.C7.o2.gp 

3236 

7818JL.R1084 
3236. .3928 

, 3123264/sp|P51419|RL27_ARATH 7 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991118_02.0104.C7 

3928 
AAT/GAP 
3928 
1331 



Oe-59 60S RIBOSOMAL PROTEIN L27 



>gi_2 244857 _emb_CAB 1 0 2 7 9 . 1_ 
[Arabidopsis thaliana] 1 



(Z97337) ribosomal protein 



32265 
'66848 
3236 

OJ991118_02.0104.C7.ol.np 
3465 
3123264 
3465. .3872 

60S RIBOSOMAL PROTEIN L27 gi | 224 4 857 | emb | CAB1027 9 . 1 | (Z97337) 
ribosomal protein [Arabidopsis thaliana] 



Seq. ID OJ991118_02.0104.C7 

Strand - 

End 3928 

Method AAT/NAP 

End 3872 

Score 569 



Seq. No. 


32265 






Seq. ID 


OJ991118_02.0104 .C7 


Gene No. ' 


66849 






Strand 




Start 


4569 






End 


8187 


Name 


OJ991118 


_02.0104.C7.o2. 


gs 


Method 


GENSCAN 


Start 


4569 






End 


7983 


GI 


none 






Score 


.8 


Exons 


4569. .48 


38, 5227.. 5397, 


5796. 


.6072, 6360. .6637, 7642. .7983 


Seq.. No. . 


32265 






Seq. ID 


OJ991118._02.0104 ,C7 


Gene No . - 


66849 






Strand 




Start 


4 569 






End 


8187 


Name 


OJ991118 


_02.0104.C7.o2. 


np 


Method 


AAT/NAP 


Start 


4584 






End 


8187 


GI 


2398679 






Score 


1721 


Exons 


4584. .48 


38, 5152.. 5397, 


5796. 


.6072, 6360. .6637, 7 642. .8187 


GI Descrip. 


(Y147-97) 


3-deoxy-D-arabino-heptulosonate 7 -phosphate synthase 




[Morinda 


citrif olia] 








Seq. No. 


32265 






Seq. ID 


OJ991118_02.0104 .C7 


Gene No. 


66850 






Strand 




Start 


9615 






End 


1Q858 


Name 


OJ991118 


_02.0104.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1049 






End 


6075 


GI 


none 






Score 


61 



32331 




Exons 


104 9 . .1117, 


1058 


. . 1120, 


1140 . 


.1193, 1141. .1194, 5131. .5400 




5150 . .5401, 


5156 


. . 5353, 


5161. 


.5400, 57 


81 . . 6074 , 5791 . . 6075 


Seq. No. 


32265 








Seq. ID 


OJ991118__02.0104.C7 


Gene No. 


66850 








Strand 




Start 


9615 








End 


10858 


Name 


OJ991118 02 


.0104 


.C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1052 








End 


7965 


GI 


none 








Score 


53 


Exons 


-i /"\ r- 111-7 

1052 . .1117, 


1058 


. .1120, 


1140 . 


.1193, 1141. .1206, 4597. .4836 




Ji /* 1 1 A O A A 

4 611. .4844, 


5131 


. .5400, 


5153 . 


.5353, 57 


31. .6074, 5791. .6075 




6351 . . 6638 , 


6355 


r r 1 0 

. . 6639, 


6356 . 


.6640, 6359. .6646, 7639. .7965 




7 640. .7762, 


7642 


. .7836 








Seq. No. 


32265 








Seq. ID 


OJ991118_02.0104.C7 


Gene No. 


66850 








Strand 




Start 


9615 








End 


10858 


Name 


OJ991118 02 


.0104 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1058 








End 


7812 


GI 


none 








Score 


59 


Exons 


1058 . . 1120, 


1059 


. . 1118 , 


1140 . 


.1193, 1141. .1194, 4602. .4844 




4 643 . .4822, 


4 657 


. .4 836, 


5131 . 


.5400, 5153.. 5353, 5781.. 6074 




5787 . . 607 4 , 


57 91 


. 6075 , 


6348 . 


.6638, 6355.. 6627, 6356.. 6640 




6359 . . 664 6, 


7639 


. 7812 , 


7640 . 


.7762, 7642. .7767 


Seq. No. 


32265 - 








Seq. ID 


OJ991118JD2.0104.C7 


Gene No. 


66850 








Strand 




Start 


9615 








End 


10858 


Name 


OJ991118_02 


. 0104 


C7 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


3457 








End 


3873 


GI 


none 








Score 


127 


Exons 


34 57. . 3612 , 


3459 


. 3590 , 


3594 . 


.3872, 3595. .3873 


Seq. No. 


32265 








Seq. ID 


OJ991118_02.0104.C7 


Gene No. 


66850 








Strand 




Start 


9615 








End 


10858 


Name 


OJ99H18 02 


0104 


C7 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


34 62 








End 


3878 


GI 


none 








Score 


120 


Exons 


34 62. . 3578 , 


34 63 . 


. 3612 , 


358 8 . 


.3878, 3589..3873 


Seq. No. 


32265 








Seq. ID 


OJ991118__02 .0104 .C7 


fiene No. 


66850 






* 


Strand 




Start 


9615 








End 


10858 ** " *' ' ■ " * 


Name 


OJ991118 02. 


0104 . 


C7 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


34 62 








End 


3873 


GI 


none 








Score 


101 


Exons 


34 62 . -. 3590 , 


34'64 . 


. 3526, 


34 66. 


.3585, 3568. .3873, 3582. .3872 


Seq. No. 


32265 








Seq. ID 


OJ991118_02.0104.C7 


Gene No. 


66850 








Strand 




Start 


9615 








End 


10858 


Name 


OJ991118 02. 


0104. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3624 • 








End 


S'§*7 3 " 


GI 


none 








Score 


351 


Exons 


3624. .3872, 


3625. 


.3873 









32332 




Seq. No. 32265 

Gene No. 66850 

Start 9615 

Name OJ991118_02 . 0104 . C7 . o3 . 

Start 4602 

GI none 

Exons 4602.. 4844, 4641.. 4823, 
6359.. 6646, 7622.. 7762, 

Seq. No. 32265 

Gene No. 66850 

Start 9615 

Name OJ991118_02 . 0104 . C7 . o2 . 

Start 4722 

GI none 

Exons 4722.. 4820, 4723.. 4803, 




Seq. ID OJ991118_02.0104.C7 
Strand 

End 10858 
tm Method TBLASTX : Maize 

End 8037 

Score 100 
4657. .4836, 4883. .4924, 6351. .6674, 
7639. .8037, 7642. .7836, 7832. .7945 

Seq. ID OJ991118_02.0104.C7 
Strand 

End 10858 

tw Method TBLASTX: Wheat 

End 5397 

Score 78 
4883. .4933, 5125. .5397, 5153. .5335- 



Seq. No. 32265 

Gene No. 66850 

Start 9615 

Name OJ991118_02 . 0104 . C7 . o3 . gp 

Start 9435 

GI 200_1.R1084 

Exons 9435.. 9875, 10141 10239, 
GI Descrip. f 1 669573/dbj | BAA13608 i 1. 
sativa] * 

Seq. No. 32265 

Gene No. 66850 

Start 9615 

Name OJ991118_02 . 0104 . C7 . o3 . gs 

Start 9615 

GI none 

Exons 9615.. 9875, 1014 1 .. 10239, 



Seq.^ ID OJ991118_02.0104.C7 
Strand 

End 10858 

Method AAT/GAP 

End 10844 

Score 1342 
1034 4. .104 48, 107 50. .-108 4 4 
e-176 (D88399) endosperm kinase [Oryza 



Seq. ID OJ991118_02.0104.C7 
Strand 

End 10858 

Method GENSCAN 

End 10448 

Score .91 
10344. .10448 



Seq. No. 


32265 




Seq. ID 


OJ991118J)2.0104 


-C7 


Gene No. 


66850 




Strand 






Start 


9615 




End 


10858 




Name 


OJ991118 02. 0104. C7 


. o3 . np 


Method 


AAT/NAP 




Start 


9618 




End 


10844 




GI 


1944000 




Score 


831 




Exons 


9618. .9875, .10141. . 


10239, 


10344. .1044S 


, 10750.. 10844 




GI Descrip. 


(AB002109) protein. 


kinase 


[Oryza sativa] 


. * 


Seq. No. 


32265 




Seq. ID 


OJ991118_02.0104 


.C7 


Gene No.- 


66850 




Strand 






Start 


9615 




End 


10858 




Name 


OJ991118 02. 0104. C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


9630 




End 


10845 




GI 


none 




Score 


59 




Exons 


9630. .9695, 9711. .9878, 9712. .9876, 1014 0 .. 10238 , 10141 


. 10239, 




10141. .10248, 10142 


..10240, 10339. . 10452, 10344 10451, 






10733. .10843, 10744 


. .10845 


, 10754. .10843 




Seq. No. 


32265 




Seq. ID 


OJ991118_02.0104 


C7 


Gene No. 


66850 




Strand 






Start 


9615 




End 


10858 





32333 



Name 


OJ991118 02.0104.C7.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


9720 


End 


10858 


GI 


none 


Score 


46 




Exons 


9720. .9881, 9721. .9756, 9814. .9876, 9822. .9878, 


10138 . . 10242, 




10138. .10242, 10335. .10451, 


10341. .10442, 10342 


. . 10452, 




i rncri i ri^ cc ^ c\n a a 1 no /i t; 
IUjdU . . 1U400, 1U /44 . . 1Uo4o, 


10750. .10845, 10754 


. . 10858 


Seq. No. 


3ZZOD 


Seq. ID 


OJ991118 


_02.0104.C7 


Gene No. 


a n o c n 


Strand 






Start 


y ©is 


End 


10858 




Name 


OJ991118 02 . 0104 . C7 . o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


10138 


End 


10479 




GI 


none 


Score 


67 




Exons 


10138. .10242, 10139. .10240, 


10323. .10469, 10324 


. . 10479 


Seq. No. 


32266 


Seq. ID 


OJ991118 


_02 . 0104 . C8 


Gene No . 


66851 


Strand 


+ 




Start 


4038 


End 


4351 




Name 


OJ991118 02.0104.C8.o2.gp 


Method 


AAT/GAP 




Start 


4038 


End 


4351 




GI 


86158 1.R1084 


Score 


387 




Exons 


4038. .4165, 4190. .4351 








GI Descrip. 


'5295936/dbj | AB02 6295 . 2 | AB02 62 95 5.0e- 


42 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P068 1F10 , complete sequence 1 


Seq. No. 


32266 


Seq. ID 


OJ991118 


_02.0104.C8 


Gene No. 


66852 


Strand 


+ 




Start 


4736 


End 


5190 




Name 


OJ991118 02.0104.C8.o3.gp 


Method 


AAT/GAP 




Start 


4736 


End 


5190 




GI 


36280 1.R1084 


Score 


866 




Exons 


4736. .5190 








GI Descrip. 


' 529597 1/dbj |BAA8 1872.1 | 1. 


0e-81 (AB026295) EST 


D24315 (R1718) 




corresponds to a region of 


the predicted gene.; 


Similar to 




Tobacco DNA for retroviral- 


like transposon Tnt 


1-94 . (X13777) 




[Oryza sativa] ' 








Seq. No. 


32266 


Seq. ID 


OJ991118 


_02.0104.C8 


Gene No. 


66853 


Strand 


-f 




Of -i vf 

btart 


6884 


End 


7319 




XT _ _ _ 

Name 


OJ991118 02.0104.C8.o5.gp 


Method 


AAT/GAP 




Start 


6884 


'End 


7319 




GI 


uC-osflM2020118f01al 


Score 


809 . 




Exons 


6884. .7319 ' 








GI Descrip. 


T 5295971/dbj IBAA81872.il 4. 


0e-64 (AB026295) EST 


D24315 (R1718) 




corresponds to a region of 


the predicted gene.; 


Similar to 




Tobacco DNA for retroviral- 


like transposon Tnt 


1-94. (X13777) 




[Oryza sativa] 1 








beq. no. 


32266 


Seq. ID 


OJ991118 


_02.0104.C8 


Gene No. 


66854 


Strand 






Start 


1 


End 


2985 




Name 


OJ991118 02.0104.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 ■ 


End 


1035 




GI 


200 1.R1084 


Score 


694 




Exons 


1..33, 126. .179, 268. .369, 


636. .710, 913. . 1035 





GI Descrip. 



f 1669573/dbj IBAA13608I 1.0e-176 (D88399) 



endosperm kinase [Oryza 



32334 




sativa] 1 



Seq. No. 


32266 


Seq. ID 


OJ991118_02.0104 


.C8 


Gene No. 


66854 


Strand 






Start 


1 


End 


2985 




Name 


OJ991118 02.0104.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1035 




GI 


1669573 


Score • 


548 




Exons 


1..33, 126. .179, 268. .369, 


636. .710, 913. . 1035 




GI Descrip. 


(D88399) endosperm kinase [Oryza sativa] 




Seq. No. 


32266 


Seq. ID 


OJ991118_02.0104 


.C8 


Gene No. 


66854 


Strand 






Start 


1 


End 


2985 




Name 


OJ991118 02.0104.C8.ol.gs 


Method 


GENSCAN 




Start 


636 


End 


2985 




GI 


none 


Score 


.93 




Exons 


636. .710, 913. .1042, 1208.. 


1337, 2185. 


.2344, 2983. .2985 




Seq. No. 


32266 


Seq. ID 


OJ991118_02.0104 


.C8 


Gene No. 


66855 


Strand 






Start 


4359 


End 


8141 




Name 


OJ991118 02.0104.C8.o3.tc 


Method 


TBLASTX: Cress 




Start 


1 . ■"' 


End 


1030 




GI 


none 


Score 


36 




Exons 


1..48, 2. .31, 126. .179, 136 


..180, 259., 


.375, 269. .370, 633. 




634. .711, 910. .1029, 920. .1030 






Seq. No. 


32266 


Seq. ID 


OJ991118_02.0104 


.C8 


Gene No. 


66855 


Strand 






Start 


4359 


End 


8141 




Name 


OJ991118 02.0104.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


372 




GI 


none 


Score 


60 




Exons 


1..48, 126. .179, 130. .180, 


259. .372, 2i 


59. .370 




Seq. No. 


32266 


Seq. ID 


OJ991118_02.0104 


.C8 


Gene No. 


66855 


Strand 






Start 


4359 


End 


8141 




Name 


OJ991118 02.0104.C8.o4.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


1029 - 




GI 


none 


Score 


45 




Exons . 


1..48, 2. .31, 126. .179, 130 


...180, 132.-. 


185, 259. .375, 264. 




269. .370, 625'.. 711, 633'. . 7137 634 ; .711, 


910. .1029 * 




Seq. No. 


32266 


Seq. ID 


OJ991118_02.0104 


.C8 


Gene No. 


66855 


Strand 






Start 


4359 


End 


8141 




Name 


OJ991118 02.0104.C8.o7.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


1053 




GI 


none 


Score 


52 




Exons 


1..51, 1..48, 110. .175, 126 


..179, 130.. 


177, 268. .375, 269., 




625. .711, 633. .713, 634. .711, 910. .1035, 910. .1053, 914, 


. . 1( 


Seq. No. 


32266 


Seq. ID 


OJ991118JD2.0104, 


.C8 


Gene No. 


66855 


Strand 






Start 


4359 


End 


8141 





32335 



Name 

Start 

GI 

Exons 



OJ991118_02 . 0104 . C8 . o2 . gs Method GENSCAN 

4359 End 7828 

none Score . 67 
4359. .7828 



Seq. No. 32266 
Gene No. 66855 
Start 4359 

Name OJ991118_02 . 0104 . C8 . o2 . np 

Start' 4362 
GI 5295971 
Exons 4362.. 8141 

GI Descrip. (AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ991118_02.0104.C8 
Strand 

End 8141 

Method AAT/NAP 

End 8141 

Score 5936 



Seq. No. 


32266 








Sec^. ID 


OJ991118__02.0104.C8 


Gene No. 


66855 








Strand 




Start 


4359 








End 


8141 


Name 


OJ991118 02 


.0104 


.C8 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4386 








End 


5036 


GI 


none 








Score 


51 


Exons 


4386. .4619, 


4519 


. .4605, 


4674 . 


.4862, 4702. .4863, 4875. .5036 


Seq. No. 


32266 








Seq. ID 


OJ991118_02.0104.C8 


Gene No . 


66855 








Strand 




Start 


4359 








End 


8141 


Name 


OJ991118 02 


.0104 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4395 








End 


5057 


GI 


none 








Score 


101 


Exons 


4395. .4613, 


4399 


. .4605, 


4680. 


.4760, 4684. .4761, 4770. .5057 




4771 . . 4863, 


4885 


. .4995 








Seq. No. 


32266 








Seq. ID 


OJ991118_02.0104.C8 


Gene No. 


66855 








Strand 




Start 


4359 








End 


8141 


Name 


OJ991118 02 


.0104 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4396 








End 


4785 


GI 


none 








Score 


343 


Exons 


4396. .4782, 


4398 


.4703, 


4398. 


.4784, 4520.. 4753, 4678.. 4785 


Seq. No.' 


32266 








Seq. ID 


OJ991118_02.0104 .C8 


Gene No. 


66855 








Strand 




Start 


4359 








End 


8141 ■ ' 


Name 


OJ991118 02 


.0104 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 


Start' 


4425 








End 


4844 


GI 


none 








Score 


65 


Exons 


4425. .4628, 


4438 


.4605, 


4674. 


.4844, 468 


4. .4761 


Seq. No. 


32266 








Seq. ID 


OJ991118_02.0104.C8 


Gene No. 


66855 








Strand 




Start 


4359 . 








End 


8141 


Name 


OJ991118 02 


.0104. 


C8.08. 


tm 


Method 


TBLASTX: Maize 


Start 


4791 








End 


4 974 


GI 


none 








Score 


122 


Exons 


4791. .4973, 


4792. 


.4974 









32336 




Seq. No. 


32266 








Seq. ID 


OJ99111E 


_02.0104 


.C8 


Gene No.. 


66855 








Strand 








Start 


4359 








End 


8141 






Name 


OJ991118 02 


. 0104 


. C8 . 06 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4878 








End < 


5189 






GI 


none 








Score 


64 






Exons 


4 878. . 5057 , 


5082 


c 1 o n 












Seq. No. 


32266 








Seq. ID 


OJ991118 


_02.0104 


.C8 


Gene No. 


66855 








Strand 








Start 


4359 








End 


8141 






Name 


OJ991118_02 


. 0104 


,C8 .o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4974 








End 


5363 






GI 


none 








Score 


459 






Exons 


4974 . . 5363, 


4 974 


. . 5363 












Seq. No. 


32266 








Seq. ID 


OJ991118 


_02.0104 


.C8 


Gene No. 


66855 








Strand 








Start 


4359 








End 


8141 






Name 


OJ991118_02 


. 0104 


. C8 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5190 








End 


5745 






GI 


none 








Score 


80 






Exons 


5190 . .5414, 


5400 


. . 5744 , 


5424 . 


.5591, 5656. .5745 






Seq. No. 


32266 








Seq. ID 


OJ991118 


_02 . 0104 


.C8 


Gene No. 


66855 








Strand 








Start 


4359 








End 


8141 






Name 


OJ991118 02 


. 0104 


.C8 .o2 . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5415 








End 


5912 






GI 


5509260 








Score 


130 






Exons 


5415 . .5912, 


5434 


. . 5592, 


5656. 


.5832 








GI Descrip. 


















Seq. No. 


32266 








Seq. ID 


OJ991118 


_02.0104 


C8 


Gene No. 


66855 








Strand 








Start 


4359 








End 


8141 






Name 


OJ991118 02 


. 0104 


,C8 .o4 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


5526 








End 


5790 






GI " : 


none 








Score 


60 






Exons 


5526 . .5696, 


5526 


. 5789, 


5659 . 


.5790 








Seq. No. 


32266 








Seq. ID 


.OJ991118 


_02.0104. 


C8 


Gene No. 


66855 








Strand 








Start 


4 35 9 " 








End 


8141' 






Name 


OJ991118_02 


. 0104 


C8 .o4 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


5565 








End 


5861 






GI 


none 








Score 


181 






Exons 


5565 . .5861, 


5566 


. 5835 












beq. No. 


o o o <z c 








Seq. ID 


OJ991118 


ft ft O, 1 A A 

02 . 0104 . 


C8 


Gene No. 


66855 








Strand 








Start 


4359 








End 


8141 ' 






Name 


OJ991118 02 


0104. 


C8 .ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6363 








End 


68 42 






GI 


none 








Score 


66 






Exons 


6363. .6509, 


6534. 


. 6842, 


6546. 


.6806, 6547. .6837 







32337 




Seq. No. 


32266 


Seq. ID 


OJ991118 


_02.0104 


.C8 


Gene No. 


66855 


Strand 








Start 


A O C C\ 

4 359 


End 


8141 • 






Name 


OJ991118_02 . 0104 . C8 . o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


6387 


End 


6827 






GI 


none 


Score 


60 






Exons 


6387.. 6509, 6531.. 6827, 6541. 


.6687, 6745. .6777 






Seq. No. 


32266 


Seq. ID 


OJ991118 


_02.0104 


.C8 


Gene No. 


66855 


Strand 








Start 


. 4359 


End 


8141 






Name 


OJ991118_02 . 0104 . C8 . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


64 47 


End 


6873 






GI 


none 


Score 


538 






Exons 


6447. .6842, 6447. .6869, 6448. 


.6873 








Seq. No. 


32266 


Seq. ID 


OJ991118 


02 .0104 


. C8 


Gene No . 


DDDOD 


Strand 








Start 


4359 


End 


8141 






Name 


OJ991118 02.0104 .C8.o4 .gp 


Method 


AAT/GAP 






Start 


6520 


End 


6875 






GI 


uC-osflcypl39cl2al 


Score 


589 






Exons 


6520. .6875 










GI Descrip. 


'5295971/dbj |BAA81872.1| 3.0e 


-44 (AB026295) EST 


D24315( 


R1718) 



corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] f 



Seq. No. 


32266 








Seq. ID 


OJ991118 


!_02.0104.C8 


Gene No . 


66855 








Strand 






Start 


4359 








End 


8141 




Name 


OJ991118 02 


.0104 


.C8.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6525 








End 


7076 




GI 


none 








Score 


42 




Exons 


6525. . 6605, 


6538 


. . 6609, 


6612. 


.6878, 6712. .6861, 


6936. .7076 


Seq. No. 


32266 








Seq. ID 


OJ991118 


_02.0104 ,C8 


Gene No. 


66855 








Strand 






Start 


4359 








End 


8141 




Name 


OJ991118 02 


.0104, 


.C8.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6936 








End 


7211 


GI . . 


none 








Score 


194 




Exons 


6936. .7211, 


.7035, 


. .7115 










Seq. No. 


32266 








Seq. ID 


OJ991118 


_02.0104.C8 


Gene No. 


668.55 








Strand 






Start 


4359 








End 


8141 




Name 


OJ991118 02 


.0104 , 


.C8.o2. 


tw 


Method ' 


TBLASTX: 


Wheat 


Start 


7149 








End 


7602 




GI 


none 








Score 


53 




Exons 


7149. .7241, 


7149, 


. .7229, 


7209. 


.7598, 7236.. 7601, 


7297. .7602 


Seq. No. 


32266 








Seq. ID 


OJ991118 


J)2.0104 .C8 


Gene No. 


66855 








Strand 






Start 


4359 








End 


8141 




Name 


OJ991118 02 


.0104, 


.C8.06. 


tm 


Method 


TBLASTX: 


Maize 


Start 


■ 7272 








End 


7512 





32338 



GI 


none 


Score 


262 


Exons 


7272. .7511, 7273. .7512 


: - ' 




Seq. No. 


32266 


Seq. ID 


OJ991118 02. 0104. C8 


Gene No. 


66855 


Strand 




Start 


4 359 


End 


8141 


Name 


OJ991118 02 . 0104 . C8 . o5 . tm 


Method 


TBLASTX: Maize 


Start 


7 527 . 


- End 


7844 


GI 


none 


Score 


355 


Exons 


7527. .7844, 7527 . .7706, 7628. 


.7843 




Seq. No. 


32267 


Seq. ID 


OJ991118 02. 0104. C10 


Gene No. 


66856 


Strand 




Start 


222 


End 


3369 


Name 


OJ991118 02.0104.C10.ol.gs 


Method 


GENS CAN 


Start 


222 


End 


3295 


GI 


none 


Score 


. 61 


Exons 


222. .974, 1160. .1336, 2394. .2581, 2725. 


. 3295 


Seq. No. 


32267 


Seq. ID 


OJ991118_02 . 0104 .C10 


Gene No. 


66856 


Strand 




Start 


222 


End 


3369 


Name 


OJ991118 02.0104.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


222 


End 


2882 


GI 


none 


Score 


138 


Exons 


222. .458, 223. .453, 471. .593, 


472. .534, 


636. . 662, 636. . 659, 




663. .719, 777. .926, 792. .929, 


933. .1010, 934. .1011, 1118. .1342, 




1119. .1238, 2389. .2460, 2394. 


.2459, 2478. .2594, 2479. .2580, 




2726. .2881, 2781. .2882 






Seq. No. 


32267 


Seq. ID 


OJ991118_02. 0104. C10 


Gene No. 


66856 


Strand 




Start 


222 


End 


3369 


Name 


OJ991118 02.0104.C10.o4.tm 


Method 


TBLASTX :Maize 


Start 


222 


End 


342 


GI 


none 


Score 


116 


Exons 


222. .341, 222. .341, 223. .342 






Seq. No. 


32267 


Seq. ID 


OJ991118J)2. 0104. C10 


Gene No. 


66856 


Strand 




Start 


222 


End 


3369 


Name 


OJ991118. 02.0104.C10.ol.np 


Method 


AAT/NAP 


Start ■ 


225 


End 


3369 


GI 


231.7905 


Score 


1107 


Exons 


225. .614, 687. .1020, 1113. .1192, 1265.. 


1336, 2394.. 2581, 




2725. .2968, 3017. .3118, 3149. 


.3369 




GI Descrip. 


(U89959) bZIP-like protein [Arabidopsis 


thaliana] 


Seq. No. .. 


32267 


Seq. ID 


OJ991118_02.0104.ci0 


Gene No. 


66856 


Strand 




Start 


222 


End 


3369 


Name 


OJ991118 02.0104.C10.ol.gp 


Method 


AAT/GAP 


Start 


304 


End , 


596 


GI 


5803362 




5 4 2 


Exons 


304. .596 






GI Descrip. 


2317905 1.0e-25 (U89959) bZIP 


-like protein [Arabidopsis 



thaliana] 



32339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32267 
66856 
222 

OJ991118_02. 0104 .CIO. ol.ts 
315 

5508980 



Seq. ID OJ991118_02. 0104. CIO 

Strand - "~ 

End 3369 

Method TBLASTX : Soybean 

End 717 

■ Score 114 



315. .449, 316. .450, 477. .572, 555. .716, 598. .717 
2317905 1.0e-24 (U89959) bZIP-like protein [Arabidopsis 
thaliana] 



Seq. No. 32267 

Gene No. 66856 

Start 222 

Name OJ991118_02 . 0104 . C10 . o2 . tm 

Start 519 

GI none 

Exons 519.. 707, 519.. 707 



Seq. ID OJ991118_02. 0104. C10 
Strand 

End 3369 

Method TBLASTX: Maize 

End 707 

Score 166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32267 
66856 
222 

OJ991118_02. 0104 .C10. ol.tm 

709 

none 



Seq. ID OJ991118_02. 0104. C10 
Strand 

End 3369 

Method TBLASTX : Maize 

End 1336 

Score 333 



709. .1020, 711.;i010, 713. .1012, 1107. .1313, 1111. .1155, 
1112. .1336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32267 
66856 
222 

OJ991118__02. 0104 .C10. o2.np 
778 

2317905 



Seq. ID OJ991118_02. 0104. C10 
Strand 

End 3369 

Method AAT/NAP 

End 3369 

Score 756 



778.. 1020, 1113.. 1192, 1265. .1336, 2394.. 2581, 2725.. 2968, 
3017. .3118, 3149. .3369 

(U89959) bZIP-like protein [Arabidopsis thaliana]. 



32267 - 

66856 

222 

OJ991118JD2. 0104 .C10. o2,.ts 
867 - ■ - 

none 



Seq. ID OJ991118_02. 0104 .C10 
Strand 

End 3369 

Method TBLASTX : Soybean 

End 2905 

Score " 90 



867. .938, 933. .1010, 934. .1011, 938. .1015, 1121. .1342, 
1125. .1313, 1168. .1338, 2389. .2520, 2394. .2459, 2478. .2582, 
2696.. 2905, 2-7:'8-l. . 2888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32267 ■ 

66856 

222 

OJ991118__02. 0104 .C10. o2.gp 
877 

5005405 



Seq. ID OJ991118_02. 0104 .C10 
Strand 

End 3369 

Method AAT/GAP 

End 2879 

"Score 1309 



877. .1020, 1113. .1336, 2394. .2581, 27-25. .2879 

600855 6.0e-54 (U17887) bZIP protein [Arabidopsis thaliana] 



32340 




Seq. No. 


32267 




Seq. ID 


OJ991118_02.0104 


.C10 


Gene No. 


66856 




' Strand 






Start 


222 




End 


3369 " 




Name • 


OJ991118 02. 0104. CIO. o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3086 




End 


3365 




GI 


none 




Score 


158 




Exons 


3086.. 3115, 3170.. 3346, 


3171 . 


.3356, 3345.. 3365 




Seq. No. 


32268 




Seq. ID 


OJ991118_02.0104 


.C12 


Gene No. 


66857 




Strand 






Start 


1105 




End 


2335 




Name 


OJ991118 02 . 0104 . C12 . ol 


.np 


Method 


AAT/NAP 




Start 


1105 




End 


2335 




GI 


6815099 




Score 


83 




Exons 


1105.. 1224, 2288.. 2335 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza sativa] 




Seq. No. 


32269 




Seq. ID 


OJ991118_02.0104 


.C13 


Gene No. 


66858 




. Strand 


+ 




Start 


2914 




End 


3253 




Name 


OJ991118 02.0104.C13.ol 


■ gp 


Method 


AAT/GAP 




Start 


2914 




End 


3253 




GI 


none 




Score 


641 




Exons 


2914 . . 3253 










Seq. No. 


32269 




Seq. ID 


OJ991118_02.0104 


.C13 


Gene No. 


66859 




Strand 


+ 




Start 


3200 




End 


4243 




Name 


OJ991118 02.0104.C13.ol 


np 


Method 


AAT/NAP 




Start 


3200 




End 


4243 




GI 


2344900 




Score 


213 




Exons 


3200. .3416, 3556. .3654, 


4124. 


.4243 






GI Descrip. 


(AC002388) putative ethylene 


response 


element binding protein 




(EREBP) [Arabidopsis thaliana] 






Seq. No. 


32269 




Seq. ID 


OJ991118_02.0104 


C13 


Gene No. 


66860 




Strand 


+ 




Start 


4791 




End 


8023 




Name 


OJ991118 02.0104.C13.o3 


gs 


Method 


GENSCAN 




Start 


4791 




End 


6596 • 




GI 


none 




Score 


.87 




Exons 


4791... 4920, 5871.. 5994, 


6012. 


.6386, ..6428. .6596 




Seq. No. 


32269 




Seq. ID* 


OJ99'1118_02.0104. 


C13' 


Gene No. 


66860 




Strand 


+ 




Start 


4791 




End 


8023 




Name 


-.OJ991118 02.0104.C13.o3. 


gp 


Method 


AAT/GAP 




Start 


6290 




End 


8023 




GI 


LIB34 33-04 6-P1-K1-G6 




Score 


385 




Exons 


6290.. 6386, 6508.. 6592, 


7743. 


.7794, 78 


90. .7910, 7997. .8023 


GI Descrip. 


1 3063637 9.0e-ll (AF056204) thioesterase homolog [Gossypium 




hirsutum] 1 










Seq. No. 


32269 




Seq, ID 


O.J991118 02.0104. 




Gene No. 


66861 




Strand 






Start 


840 




End 


953 




Name 


OJ991118 02.0104.C13.ol. 


gs 


Method 


GENSCAN 





32341 




Start 


840 






End 


953 






GI 


none 






Score 


.89 






Exons 


840 . . 953 














Seq. No. 


32269 






Seq. ID 


OJ991118 


02.0104 


.C13 


Gene No. 


66862 






Strand 








Start 


2328 






End 


4056 






Name 


OJ991118_02 . 


0104 


.C13.o2.gs 


Method 


GENSCAN 






Start 


2328 




End 


3727 






GI 


none 






Score 


. 97 






Exons 


2328. .2404, 


2953 


. . 3727 










Seq. No. 


32269 






Seq. ID 


OJ991118 


02 .0104 


.C13 


Gene No. 


66862 






Strand 








Start 


2328 






End 


4056 






Name 


OJ991118_02 . 


0104 


.C13.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


3218 






End 


3406 






GI 


none 






Score 


227 






Exons 


3218 . . 3406, 


3238 


. . 3402 










Seq. No. 


32269' 






Seq. ID 


OJ991118 


02 . 0104 


.C13 


Gene No. 


66862 






Strand 








Start 


2328 






End 


4056 






Name 


OJ991118 02 . 


0104 


.C13.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


3218 






End 


3412 






GI 


none 






Score 


249 






Exons 


3218 . .3412, 


3223 


. . 3402 










Seq. No. 


32269 






Seq. ID 


OJ991118 


02 .0104 


.C13 


Gene No. 


66862 






Strand 








Start 


2328 






End 


4056 






Name 


OJ991118_02. 


0104 


.C13.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


3221 






End 


3412 




GI 


none 






Score 


229 






Exons 


3221 . . 3412, 


3238 


. 3318 










Seq. No. 


32269 






Seq. ID 


OJ991118 


02 .0104 


.C13 


Gene No. 


66862 






Strand 








Start 


2328 






End 


4056 ■ 






Name 


OJ991118 02. 


0104 


C13.o2.gp 


Method 


AAT/GAP 






Start 


3577 






End 


4056 






GI 


none 


- 




Score 


885 






Exons 


3577 . .4056 






* 








Seq. No. 


32270 






Seq. ID 


OJ991208 


_01.0110 


.C2 


Gene No. 


66863 






Strand 


+ 






Start 


31 






End 


3887 






Name 


OJ991208_01 . 


0110. 


C2 ,ol .gs 


Method 


GENSCAN 






Start 


31 






End 


3887 






GI 


none 






Score 


.52 






Exons 


Ol £/l TITO 


..1477, 1482. .1614 


, l y bi . . 


2059, 2836.. 2922, 






3638. .3727, 


3819. 


.3887 










Seq. No. 


32270 






Seq. ID 


OJ991208 


m ni i n 

V J. . W J. J. V 




Gene No. 


66863 






Strand 


+ 






Start 


31 






End 


3887 






Name 


OJ991208 01. 


0110. 


C2.ol.gp 


Method 


AAT/GAP 







32342 



Start 


3747 


End 


3825 




GI 


5004566 


Score 


129 




Exons 


3747. .3825 








GI Descrip. 


50424 37/gb|AC007789.1 IAC00778 


9 1.0e-34 


Oryza sativa BAC T4 9 




genomic sequence, complete sequence 






Seq. No. 


32271 


Seq. ID 


OJ991208 01 


.0110. C3 


Gene No. 


66864 


Strand 


+ 




Start 


4453 


End 


.4521 




Name 


OJ991208 01.0110.C3.ol.gp 


Method 


AAT/GAP 




Start 


4453 


End 


4521 




GI 


LIB3477-003-P1-K1-E9 


Score 


100 




Exons 


4453. .4521 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


32271 


Seq. ID 


OJ991208JD1 


.0110. C3 


Gene No. 


66865 


Strand 






Start 


607 


End 


1631 




Name 


OJ991208 01.0110.C3.ol.gs 


Method 


GENSCAN 




Start 


607 


End 


1631 




GI 


none 


Score 


.5 




Exons 


607. .636, 1476. .1631 








Seq. No. 


32271 


Seq. ID 


OJ991208_01 


0110. C3 


Gene No. 


66866 


Strand 






Start 


2954 


End 


6151 




Name 


OJ991208 01.0110.C3.o2.gs 


Method 


GENSCAN 




Start 


2954 


End 


6021 




GI 


none 


Score 


.61 




Exons 


2954. .2978, 3308. .3544, 3989. 


.4156, 5471. .5536, 5909. .6021 


Seq. No. 


32271 


Seq. ID 


OJ991208JU, 


0110. C3 


Gene No. 


66866 


Strand 






Start 


2954 


End 


6151 




Name 


OJ991208 01.0110.C3.o2.gp 


Method 


AAT/GAP 




Start 


4995 


End 


5671 




GI 


uC-osflcypl21a01bl 


Score 


884 




Exons 


4995.-5235, 5429.. 5671 








GI Descrip. 


, 5042437/gb|AC007789.1 IAC007789 1.0e-34 Oryza sativa BAC T4 




genomic sequence, complete sequence' 






Seq. No. ' 


32271" 


Seq. ID 


OJ991208_01. 


0110. C3 


Gene No. 


66866 


Strand 






Start 


2954 


End 


6151 




Name 


OJ991208 01.0110.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


5908 


End 


6151 




GI 


none 


Score 


120 




Exons 


5908.. 6021, 5921.. 6022, 6106. 


.6150, 6107. .6151 




Seq. No. 


32272 


Seq. ID 


OJ991208_01. 


0110. C4 


Gene No. 


66867 


Strand 


+ 




Start 


516 


T?>-> -J 


-L *J U KJ 




Name 


OJ991208 01.0110.C4.ol.gp 


Method 


AAT/GAP 




Start 


516 


End 


1586 




GI 


LIB34 77-003-P1-K1-E9 


Score 


157 





32343 




Exons 516.. 584, 1553.. 1586 

GI Descrip. 1 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

Seq. No. 32273 Seq. ID OJ991208_01 . 0110 . C5 

Gene No. 66868 Strand 

Start * 30 End 1935 

Name OJ991208JD1 . 0110 . C5 . ol . gs Method GENSCAN 

Start 30 End 1932 

GI none Score .82 

Exons 30. .125, 513. .603, 724^. .1052, 1350. .1461, 1762. .1932 

Seq. No. 32273 Seq. ID OJ991208_01 . 0110 . C5 

Gene No. 66868 Strand 

Start 30 End 1935 

Name OJ991208_01 . 0110 . C5 . ol . tm Method TBLASTX : Maize 

Start 34 End 1062 

GI none Score 145 

Exons 34. .126, 35. .127, 502 . . 597 , 511 . . 615 , 512. . 601, 513. . 617, 

724. .945, 725. .946, 726. .938, 827. .946, 897. .995, 1002. .1055, 

1002. .1055, 1003. .1062 

Seq. No. 32273 Seq. ID OJ991208_01 . 0110 . C5 

Gene No. 66868 Strand 

Start 30 End 1935 

Name OJ991208_01 . 0110 . C5 . o2 . tm Method TBLASTX : Mai ze 

Start 1645 End 1935 

GI none Score 57 

Exons 1645. .1689, 1646. .1690, 1762. .1935, 1766. .1933 

Seq. No. 32274 Seq. ID OJ991208_01 . 0110 . C6 

Gene No. 668 69 Strand 

Start 1 End 14082 

Name OJ991208_01 . 0110 . C6 . ol . np Method AAT/NAP 

Start 1 End 2837 

GI 5725427 Score 125 

Exons 1..26, 1846. .1978, 2540. .2608, 2784. .2837 

GI Descrip. (AL031287) match: ESTs : Em:N54388 Em:R14260 Em:H08089 Em:Z24943 
Em:AA130053 [Homo sapiens] 

Seq. No. 32274 . . Seq. ID OJ9,91208_01 . 0110 . C6 

^Gene No. ; 66869 Strand - 

' Start 1 . End 14082 

Name OJ991208_01 . 0110 . C6 . o3 . tm Method TBLASTX : Maize 

Start 201 End 484 

GI none Score 100 

Exons 201. .323, 208. .324, 208. .327, 411. .482, 413. .481, 415. .483, 
415. .483, 416. .484 .. 

Seq. No. 32274 Seq. ID OJ991208_01 . 0110. C6. 

Gene No. 66869 Strand 

Start 1 End 14082 

Name OJ991208_01 - 0 1 1 0 . C6 a ol , gs Method GENSCAN 

Start '208 End 14082 

GI none Score .77 

Exons 208. .325, 411. .526, 1192. .1320, 1639. .1746, 1844. .1978, 



32344 



2540. .2617, 3606. .3838, 5754. .5830, 5941. .5993, 6278. .6389, 
6537. .6614, 7146. .7641, 7712. .9309, 9494. .9561, 9666. .9734, 
10433. .10773, 10904 .. 10960, 11562 .. 11635, 11773 .. 11 999, 
13819. .14082 



Seq. No. 32274 
Gene No. 66869 

Start .1 

Name OJ991208_01 . 0110 . C6 . o4 . tm 

Start 1189 
GI none 

Exons 1189. .1326, 1192.. 1320, 1193. 

1639. .1710 



Seq. ID OJ991208_01.0110.C6 
Strand 

End 14082 

Method TBLASTX : Mai ze 

End 1712 

Score 164 

.1321, 1636.. 1710, 1638.. 1712, 



Seq. No. 32274 

Gene No. 66869 

Start 1 

Name OJ991208_01 . 0110 . C6 . ol . ts 

Start 1249 

GI none 

Exons 1249. .1326, 1250.. 1321, 1636. 

1714. .1737, 1836. .1949, 1841, 



Seq. ID OJ991208_01.0110.C6 
Strand 

End 14082 

Method TBLASTX : Soybean 

End 1966 

Score 102 

.1686, 1637. .1693, 1697. .1747, 
.1966 



Seq.- No. 32274 

Gene No. 66869 

Start 1 

Name OJ991208_01 . 0110 . C6 . ol . tc 

Start 1639 

GI none 

Exons 1639. .1737, 1640. .1747, 1841. 

2535. .2609, 2787. .2861 



Seq'. ID OJ991208_01.0110.C6 
Strand 

End 14082 

Method TBLASTX : Cress 

End 2861 

Score 71 

.1984, 1842. .1985, 2534. .2620, 



Seq. No. 32274 

Gene No. 66869 

Start 1 

Name OJ991208_01 . 0110 . C6 . ol . gp 

Start 5119 

GI none 

Exons 5119.. 5514 



Seq. ID OJ991208_01 .0110.C6 
Strand 

End 14082 

Method AAT/GAP 

End 5514 

Score * 761 



Seq. No. . 322.74 

Gene No. 66869 

Start I - • ' " • 

Name OJ991208JD1 . 0110 . C6 . o2 . tm 

Start 5771 

GI none 

Exons 5771.. 5833, 5771.. 5833, 5940. 

6221. .6391, 6274. .6378, 6535, 
7145. 



,7522, 7146. .7376, 7223. .7522 



Seq. ID OJ991208_01.0110.C6 
Strand 

End • 14082 
Method"' TBLASTX: Maize 
End 7522 
Score 45 

.5993, 5944. .5994, 6094. .6150, 
,6615, 6536. .6622, .7144. .7374, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32274 
66869 
1 

OJ991-20R ni.nnn.rs QV 

7312 

2310488 

7312. .7629 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208__01.0110.C6 

14082 
AAT 'CAP 
7629 
624 



32345 



Seq. No. 32274 

Gene No. 66869 

Start 1 

Name OJ991208_01 . 0110 . C6 . ol . tm 

Start 7944 

GI none 

Exons 7944.. 8105, 7965.. 8102, 7997. 

8114. .8320, 8313. .8450, 8323. 

Seq. No. 32274 

Gene No. 66869 

Start 1 

Name OJ991208_01 . 0110 . C6 . o3 . gp 

Start 7987 

GI 3768931 

Exons 7987.. 8351 



Seq. ID OJ991208_01.0110.C6 
Strand 

End 14082 

Method TBLASTX : Mai ze 

End 8450 

Score 118 

.8134, 8112. .8306, 8113. .8364, 
.8412 

Seq. ID OJ991208_01.0110.C6 
Strand 

End 14082 

Method AAT/GAP 

End 8351 

Score 634 



Seq. No. 32275 

Gene No. 66870 

Start 56 

Name OJ991208_01 . 0110 . C7 . ol . gs 

Start 56 

GI none 

Exons 56.. 157, 914.. 1092 



Seq. ID OJ991208_01.0110.C7 

Strand + 

End 1092 

Method GENSCAN 

End 1092 

Score .51 



Seq. No. 32275 

Gene No. 66871 

Start 1382 

Name OJ991208_01 . 0110 . C7 . o2 . gs 

Start 1382 

GI none 

Exons 1382.. 1419, 1839.. 2103, 2970. 



Seq. ID OJ991208_01.0110.C7 
Strand 

End 3977 

Method GENSCAN 

End 3977 

Score .9 
.2978, 3756. .3977 



Seq. No. 32275 

Gene No. 66871 

Start '1382 

Name OJ991208_01 . 0110 . C7 . ol . gp 

Start 1584 

GI none 

Exons 1584.. 2048 



Seq. ID OJ991208_01.0110.C7 
Strand 

End 3977 

Method AAT/GAP 

End 2048 

Score 892 



Seq. No. ■ 32275. 

Gene No. 66871 

Start 1382 

Name OJ991208JD1 . 0110 . C7 . ol . tm 

Start 1847 . 

GI none 

Exons 1847.. 1879, 1885.. 2004, 1887. 

1982. .2077, 1990.. 2082, 1997. 

Seq. No. 32275 

Gene No. 66871 

Start 1382 

Name " OJ991208_01 . 0110 . C7 . o2 . gp 

Start 3433 

GI 3760468 



Seq. ID' OJ991208_0T. 0110.C7 
Strand 

End 3977 

Method TBLASTX : Mai ze 

End ■ 2083 

Score 67 

.1988,. 1895. .1990, 1963. .2082, 
.2083 



Seq. ID 
Strand 

End 397 7 

Method AAT/GAP 

End 3884 

Score 724 



OJ991208 01. 0110. C7 



32346 



Exons 



3433. .3884 



Seq. No. 32276 - Seq. ID 

Gene No. 66872 Strand 

Start 4 6 End 

Name OJ991208_01 . 0110 . C8 . ol . np Method 

Start 4 6 End 

GI 1707018 Score 

Exons 46.. 202, 423.. 529, 791.. 853, 1266.. 1297, 1446.. 1540, 1708.. 1786 

GI Descrip. (U78721) putative related to microbial divalent cation tolerance 
proteins [Arabidopsis thaliana] 



OJ991208_01.0110.C8 
+ 

1786 
AAT/NAP 
1786 
366 



Seq. No. 32276 

Gene No. 66873 

Start 5141 

Name OJ991208_01 . 0110 . C8 . o3 . gs 

Start 5141 

GI none 
Exons 



Seq. ID OJ991208_01.0110.C8 

Strand + 

End 7514 

Method GENSCAN 

End 7514 

Score . 65 



5141. .5194, 5481. .5531, 7395. .7514 



Seq. No. 32276 Seq. ID 

Gene No. 66873 Strand 

Start 5141 End 

Name OJ991208_01 . 0110 . C8 . o2 . gp Method 

Start 6789 End 

GI LIB3432-059-P1-K1-D8 Score 

Exons 6789.. 7223 

GI Descrip. * 5734 616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ991208_01.0110.C8 
+ 

7514 
AAT/GAP 
7223 
666 



Seq. No. 32276 
Gene No. 66874 
Start 11783 

Name OJ991208_01 . 0110 . C8 . o5 . gs 

Start 11783 
GI none 
.Exons 11783. 

14135. 

16895. 



.11839, 11906. 
.14180, 14439. 
.17089, 17597. 



,12366, 
,14503, 
17616 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12442 

15598 



OJ991208_01.0110.C8 
+ 



17616 
GENSCAN 
17616 
.-65 

12507, 13945. 
15732, -i'650i. 



.14084, 
.16536, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991208 01. 0110. C8 



32276 
66875 . 
1.94 4 9 

OJ991208_01.0110.C8:o3.gp 
19449 

25529^1. R1084 
19449. .19861 

'2735764 4.0e-09 (AF008651) MADS transcriptional factor; 
STMADS16 [Solanum tuberosum] 1 



Strand 
End 

Method 

End 

Score 



+ 

19861 ■ 
AAT/GAP 
19861 
758 



Seq. No. 32276 

Gene No. 66875 

Start 19449 

Name "' OJ991208_01 . m 1 0 t C8 s o4 . 

Start 19589 

GI none 

Exons 19589. .19725 



Seq. ID OJ991208_01.0110.C8 

Strand + 
End 19861 



Method 

End 

Score 



AAT / GAP 

19725 

207 



32347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991208 01. 0110. C8 



32276 * 
66876 
19778 

OJ991208__01.0110.C8.o4.np 
19778 
5051935 
19778. .19926 

(AF141966) MADS-box protein FDRMADS1 [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

19926 
AAT/NAP 
19926 
134 



Seq. No. 32276 ^ Seq. ID 

Gene No. 66877 ' Strand 

Start 23767 End 

Name OJ991208_01 . 01 10 . C8 . o7 . gs Method 

Start 23767 End 

GI none Score 

Exons 23767. .23844 



OJ991208_01.0110.C8 
+ 

23844 
GENSCAN 
23844 
.75 



Seq. No. 32276 

Gene No. 66878 

Start 2086 

Name OJ991208J31 . 0110 . C8 . ol . gp 

Start 2086 

GI 56393_1.R1084 

Exons 2086. .2697 

GI Descrip. '2160166 2.0e-21 (AC000132) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_01.0110.C8 

6318 
AAT/GAP 
2697 
1156 ■ • 



No definition line found 



Seq. No. 32276 Seq. ID 

Gene No. 66878 Strand 

Start 2086 End 

Name OJ991208_01 . 0110 . C8 . o2 . gs Method 

Start 2378 End 

GI none Score 

Exons 2378.. 3694 



OJ991208_01.0110.C8 

6318 
GENSCAN 
3694 
• 6 



Seq. No. 


32276 






Seq. ID 


OJ991208_ 


01. 0110. C8 


Gene No. 


66878 






Strand 






Start 


2086 






End 


6318 




Name 


OJ991208 01 


.0110 


.C8.o2.np 


Method 


AAT/NAP 




Start 


2381 






End 


6318 




GI 


2160166 






Score 


919 




Exons 


2381. .3650, 


6208 


. .6318 








GI Descrip. 


(AC000132) 


No definition line 


found [Arabidopsis 


thaliana] 


Seq. No. 


32276 






Seq. ID 


OJ991208_ 


01. 0110. C8 


Gene No. 


66879 






Strand 






Start 


8855 






End 


1097.5 




Name 


OJ991208 01 


..0110 


C8 .o4 .gs 


Method 


GENSCAN 




Start 


8855 






End 


10969 




GI 


none 






Score 


.91 




Exons 


8855. .9015, 


9362 


.9482, 9641. 


9862, 10178.. 10265 


, 10737. .10969 


Seq. No. 


32276 - 






Co^r t n 


n.TQQi ono 




Gene No. 


66879 






Strand 






Start 


8855 






End 


10975 




Name 


OJ991208 01 


.0110. 


C8.o3.np 


Method 


AAT/NAP 





3234 8 



Start 8858 End 10975 

GI 6630732 Score 449 

Exons 8858. .9015, 9362. .9482, 9641. .9687, 9823. .9862, 10178 .. 10265, 

10737. .10794, 10837. .10975 
GI Descrip. (AL132958) putative protein [Arabidopsis thaliana] 



Seq. No. 


32276 








Seq. ID 


OJ99120c 


_01.0110.C8 


Gene No. 


66880 








Strand 






Start 


18055 








End 


20998 




Name 


OJ991208 01 


.0110 


C8.06. 


gs 


Method 


GENSCAN 




Start 


18055 








End 


20998 






none 








Score 


.63 




Exons 


18055. .18095, 19418 .. 19594 , 


19804 . .20C 


16, 20986.. 20998 


Seq. No. 


32276 








Seq. ID 


OJ99120E 


) 01. 0110. C8 


Gene No. 


66881 








Strand 






Start 


21457 








End 


23838 




Name 


OJ991208 01 


0110. 


C8.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


2372 








End 


3181 




GI 


none 








Score 


148 




Exons 


2372 . . 2575, 


2397 . 


. 2576, 


2627 


..2674, 2628. .2660, 


2672 . .2920, 




2685. .2921, 


2921. 


.3073, 


2922 


. .2996, 3018. .3068, 


3083. .3181 


Seq-. No. 


32276 








Seq. ID 


OJ99120E 


01 . 0110 .C8 


Gene No. 


66881 








Strand 






Start 


21457 








End 


23838 




Name 


OJ991208 01. 


0110. 


C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2375 








End 


3175 


GI 


none 








Score 


152 




Exons 


2375. .2578, 


2397. 


.2579, 


2636 


..2692, 2684. .2920, 


2685. .'2921, 




2921 . . 3073, 


2922 . 


.3068, 


3083 


. .3175 






Seq. No. 


32276 








Seq. ID 


OJ991208 


01. 0110. C8 


Gene No . 


66881 








Strand 






Start 


21457 








End 


23838 




Name 


OJ991208 01. 


0110. 


C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2378 








End 


3626 




GI 


none 








. Score 


579 




Exons 


2378. .2794, 


2397. 


.2792, 


2798 


..2920, 27 


99. .2921, 


2921. .3214, 




2922. .3200, 


3275. 


.3526, 


3357 


..3506, 35 


03. .3619, 


3582. .3626 


Seq. No. 


32276 








Seq. ID 


OJ991208 


_01.0110.C8. 


Gene No. 


66881 








Strand' 






Start 


' 21457 








End 


23838 




Name 


OJ991208 01. 


ono! 


C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8846 . 








End 


9860 




GI 


none 








Score 


145 




Exons 


8846. . 9013, 


8850. 


.8948, 


8850 


..9014, 88 


51. . 9009, 


9360. .9485, 




9361. . 9483, 


9363. 


.9485, 


9364 


. .9486, 9641. . 9697, 


9642. . 9695, 




9819. . 9860, 


9823. 


.9855 








Seq. No. 


32276 








Seq. ID 


OJ991208 


_01.0110.C8 


Gene No . 


66881 








Strand 






Start 


21457 








End 


23933 




Name 


OJ991208 01. 


0110. 


C8.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


10158 








End 


10953 




GI 


none 








Score 


136 





32349 



Exons 


10158. . 


10268, 10162. 


. 10266, 


10172. .10303, 10175. .10267, 






10737. . 


10952, 10743. 


. 10931, 


10744. .10953, 10783.. 10947 




Seq. No. 


32276 






Seq. ID 


OJ991208 01.0110 


.C8 


Gene No. 


66881 






Strand 


- 




Start 


21457 






End 


23838 




Name 


OJ991208 01. 0110. C8. 


ol.tw . 


Method 


TBLASTX: Wheat 




Start 


19760 






End 


19927 




GI 


none 






Score 


191 




Exons 


19760. . 


19927, 19798. 


. 19905 








Seq. No. 


32276 






Seq. ID 


OJ991208_01.0110 


.C8 


Gene No. 


66881 






Strand 


_ 




Start 


21457 






End 


23838 




Name 


OJ991208 01. 0110. C8. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


19760 






End 


19927 ■ 




GI 


none 






Score 


226 




Exons 


19760. . 


19927, 19795. 


. 19926 








Seq. No. 


32276 






Seq. ID 


OJ991208_01.0110 


.C8 


Gene No. 


66881 






Strand 






Start 


21457 






End 


23838 




Name 


OJ991208 01. 0110. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19760 






End 


23838 




GI 


none 






Score 


256 




Exons 


19760. . 


19924, 19761. 


. 19784, 


19775. . 19801, 19795. .19926, 






23764. . 


23838 










Seq. No. 


32276 






Seq. ID 


OJ991208_01.0110 


.C8 


Gene No. 


66881 






Strand 






Start 


21457 






End 


23838 




Name 


OJ991208 01. 0110. C8. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


19760 






End 


19929 




GI 


none 






Score 


224 




Exons 


19760. . 


19927, 19795. 


. 19929 








Seq. No. 


32276 






Seq. ID 


OJ991208_01.0110 


C8 


Gene No. 


66881 






Strand 






Start 


21457 






End 


23838 




Name 


OJ991208 01. 0110. C8. 


o5 . gp 


Method 


AAT/GAP 




Start 


21457 






End 


21880 




GI 


LIB3477 


-003-P1-K1-E9 


Score 


■ 112 




Exons . . 


21457.'. 


21529, 21852. 


.21880- 








GI Descrip. 


'249858 


6/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 


i 










Seq. No. 


32277 






Seq. ID 


OJ99'1208_01.0110. 


C9 


Gene No. 


66882 






Strand 


+ 




Start • 


1 






End 


823 




Name 


OJ991208 01. 0110. C9. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


823 




GI 


6652756 






Score 


129 




Exons 


1. .228. 


459 . . 5?9,- 671 . .823 








GI Descrip. 


(AF060880) MADS box 


protein 


[Paulownia 


kawakamii] 




Seq. No. 


32277 






Seq. ID 


OJ991208_01.0110. 


C9 



32350 



Gene No. 


66882 


Strand 


Start 


1 


End 


Name 


OJ991208 01.0110.C9.ol.gs 


Method 


Start 


89 


End 


GI 


none 


Score 


Exons 


89. .188, 274. .315, 647. .801 




Seq. No. 


32277 


Seq. ID 


Gene No. 


66883 


Strand 


Start 


662 


End 


Name 


OJ991208 01.0110.C9.ol.tm 


Method 


Start 


86 


End 


GI 


none 


Score 


Exons 


86. .187, 88. .186, 271. .315, 271. .315, 




613. .669, 626. .670, 670. .801, 


671 . . 80; 


Seq. No. 


32277 


Seq. ID 


Gene No. 


66883 


Strand 


Start 


662 


End 


Name 


OJ991208 01.0110.C9.ol.gp 


Method 


Start 


662 


End 


GI 


none 


Score 


Exons 


662. .804, 936. .1110 




Seq. No. 


32277 


Seq. ID 


Gene No. 


66883 


Strand 


Start 


662 


End 


Name 


OJ991208 01.0110.C9.o2.gp 


Method 


Start 


717 


End 


GI 


none 


Score 


Exons 


717. .804, 936. .1164 




Seq. No. 


32278 


Seq. ID 


Gene No. 


66884 


Strand 


Start 


103 


End 


Name 


OJ991208 01.0110.C10.ol.gs 


Method 


Start 


103 


End 


GI 


none 


Score . - 


Exons 


103.. 187, 379.. 441, 2228.. 2323, 3903. 


Seq. No. 


32278 


Seq. ID 


Gene No. 


66885 


Strand 


Start . 


8041 


End 


Name 


OJ991208 01.0110.C10.o3.np 


Method 


Start 


8041 


End 


GI 


4539658 


Score 


Exons 


8041. .8164, 8205. .8442, 17541 


. .17597 


GI Descrip. 


(AF061282) serine carboxypeptidase-li] 




bicolor] 




Seq. No. 


32278 


Seq. ID 


Gene No. . 


66886 


Strand 


Start 


17918 


End 


Name 


OJ991208 01.01 10. C10.o6.gs 


Method 


Start 


17918 


End 


GI 


none 


Score 


Exons 


17918. .18292 





+ 

823 

GENSCAN 

801 

.93 



1164 

TBLASTX: Maize 

962 

125 



1164 
AAT/GAP 
1110 
444 



1164 
AAT/GAP 
1164 
430 



+ 

4075 
GENSCAN 
4075 
.65 
4075 



+. 

17597.' 
AAT/NAP 
17597 
215 



+ 

18292 
GENSCAN 
18292 
. 98 



32351 



Seq. No. 32278 

Gene No. 66887 

Start 19393 

Name OJ991208_01 . 0110 . CIO . o7 . gs 

Start 19393 

GI none 

Exons 19393. .19490, 20734 20796, 20842.. 20950 



Seq. ID OJ991208 01. 0110. C10 



Strand 
End 

Method 

End 

Score 



+ 

20950 
GENSCAN 
20950 
.55 



01. 0110. C10 



Seq. No. 32278 Seq. ID OJ991208_ 

Gene No. 66888 Strand + 

Start 35491 End 37622 

Name OJ991208_01 . 0110 . C10 . o5 . np Method AAT/NAP 

Start 35473 End 37622 

GI 3033395 Score 230 

Exons 35473. .36028, 36408 .. 36494 , 37426.. 37622 

GI Descrip. (AC004238) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 


32278 


Seq. ID 


OJ991208_01. 0110. C10 


Gene No. 


66888 


Strand 


+ 


Start 


35491 


End 


37622 


Name 


OJ991208 01.0110.C10.ol0.gs 


Method 


GENSCAN 


Start 


35491 


End 


36552 


Gl' • 


none 


Scores 


. 99 


Exons 


35491. .36552 






Seq. No. 


32278 


Seq. ID 


OJ991208_01. 0110. C10 


Gene No. 


66889 


Strand 




Start 


3822 


End 


6723 


Name 


OJ991208 01.0110.C10.ol.np 


Method 


AAT/NAP 


Start 


3822 


End 


6723 


GI 


6016874 


Score 


2236 


Exons 


3822. .4069, 4547. .4886, 5004. 


.5183, 5577..5736, 6127. .6359, 




6424. .6561, 6645. .6723 






GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D2507 6 (R3116) correspond to 




region of the predicted gene. 


; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


32278 


Seq. ID 


OJ991208_01. 0110. C10 


Gene No. 


6688.9 


Strand 




Start 


3822 


End " 


6723 , 


Name 


OJ991208 01.bl-10.G10.o2.gs . 


Method 


GENStAN 


Start 


4543 


End 


6723 


GI 


none 


Score 


.53 


Exons 


4543... 5003, 5577.. 5736, 6127. 


.6359, 6477. .6723 


Seq. No. 


32278. 


Seq. ID 


OJ991208_01. 0110. C10 


Gene No. 


66889 


Strand 




Start 


3822 


End 


6723 


Name 


OJ991208 01.0110.C10.ol.gp 


Method 


AAT/GAP 


Start 


5526 


End 


6034 


GI 


uC-osflcypll0c07bl 


Score 


970 


Exons 


5526. . 6034 






GI Descrip. 


, 4 680178/gb|AF111709.1 IAF111709 5.0e-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



32352 




Seq. No. 


32278 


Seq. ID 


OJ991208 


jn.ono 


.C10 


Gene No. 


66890 - 


Strand 


- 






Start 


7322 


End 


7869 






Name 


OJ991208 01.0110.C10.o2.np 


Method 


AAT/NAP 






Start 


7122 


End 


7279 






GI 


6907084 


Score 


150 






Exons 


7122. .7279 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32278 


Seq. ID 


OJ991208 


_01.0110 


.C10 


Gene No. 


66890 


Strand 








Start 


7322 


End 


7869 






Name 


OJ991208 01.0110.C10.o3.gs 


Method 


GENSCAN 






Start 


7322 


End 


7869 






GI 


none 


Score 


. 74 






Exons 


7322. .7445, 7766. .7869 










Seq. No. 


32278 


Seq. ID 


OJ991208 


JD1.0110 


.C10 


Gene No. 


66891 


Strand 








Start 


14472 


End 


17180 






Name 


OJ991208 01.0110.C10.o5.gs 


Method 


GENSCAN 






Start 


14472 


End 


17180 






GI 


none 


Score 


.69 






Exons 


14 472. .14 682, 15853. 15902, 


15930. . 15994, 16906 


. . 17007, 






17087. .17180 










Seq. No. 


32278 


Seq. ID 


OJ991208 


_01.0110 


.C10 


Gene No. 


66892 


Strand 








Start 


23123 


End 


24438 






Name 


OJ991208 01.0110.C10.o8.gs 


Method 


GENSCAN 






Start 


23123 


End 


24380 






GI 


none 


Score 


1 






Exons 


23123. .23227, 234 01 .. 23859, 


23955. .24380 * 






Seq. No. 


32278 


Seq. ID 


OJ991208 


01.0110 


. C10 


Gene v-He . 


66892 


Strand 








Start 


23123 


End 


24438 






Name 


OJ991208 01-0110. C10. o4.np 


Method 


AAT/NAP 






Start 


23144 


End 


24380 






GI. 


. 6587839 


Score 


380 






Exons 


23144 . .23227, 234.01 23614 , 


23693.-23859, 23968 


.-.24108,. 






24216. .2438'0 










GI Descrip. 


(AC006551) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


32278 


Seq. ID 


OJ991208 


_01.0110 


.C10 


Gene No. 


66892 


Strand 








Start 


23123 


End 


24438 






Name 


OJ991208 01.0110.C10.o4.gp 


Method 


AAT/GAP 






Start 


24039 


End 


24438 






GI 


none 


Score 


755 






Exons 


24039. .24438 










Seq. No. 


32278 


Seq, ID 


O-J991208 


01 . 0110 




Gene No. 


66893 


Strand 








Start 


36924 


End 


39326 






Name 


OJ991208 01.0110.C10.o4.tm 


Method 


TBLASTX: Maize 





32353 



Start 4609 

GI none 

Exons 4609.. 4842, 4694.. 4852 

Seq. No. 32278 

Gene No. 66893 

Start 36924 

Name * OJ991208_01 . 0110 . CIO . 06 . tm 

Start 4964 

GI none 

Exons 4964.. 5305, 5035.. 5316 



End 
Score 



4852 
97 



Seq. ID OJ991208JU. 0110. C10 
Strand 

End 39326 

Method TBLASTX : Mai ze 

End 5316 

Score 136 



Seq. No. 32278 

Gene No. 66893 

Start 36924 

Name OJ991208_01 . 0110 . C10 . o5 . tm 

Start 5521 

GI none 
Exons 



Seq. ID OJ991208_01. 0110. C10 
Strand 

End 39326 

Method TBLASTX : Mai ze 

End 5835 

Score 108 



5521. .5748, 5522. .5740, 5761. .5835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32278 
66893 
36924 

OJ991208_01. 0110. C10. o3.tm 

5929 

none 



Seq. ID OJ991208_01. 0110. C10 
Strand 

End 39326 

•Method TBLASTX : Mai ze 

End 6375 

Score 102 



5929. .5967, 5962. .6018, 6055. .6303, 6095. .6304, 6289. .6375 



32278 
66893 
36924 

OJ991208JD1. 0110. C10. o3.ts 

23819 

none 



Seq. ID OJ991208_01. 0110. C10 
Strand 

End 39326 

Method TBLASTX : Soybean 

End 24072 

Score 52 



23819. .23860, 2382 1 .. 23862 , 23955 .. 24 07 1, 23956.. 24072 



32278 
66893 
36924 

OJ991208_01. 0110. C10. o2.tc 
35800 

none. .... 



Seq. ID OJ991208_01. 0110. C10 

Strand - • 

End 39326 

Method TBLASTX: Cress 

End 36029 

Score.. 64 . 



35800. .35871, 358.74 .. 3602 9, 35875.; 36024 



32278 
66893 
36924 

OJ991208_01. 0110. C10. o7.tm 

35842 

none 

35842. .36024, 3587 5. .3597 6 



Seq. ID OJ991208_01. 0110. C10 
Strand 

End 39326 

Method TBLASTX: Maize 

End 36024 

Score 189 



Seq. No. 32278 

Gene No. 66893 

Start 36924 

Name OJ991208_01 . 0110 . C10 . oil . gs 

Start 36924 



Seq. ID OJ991208_01. 0110. C10 
Strand 

End 39326 

Method GENSCAN 

End 39249 



32354 



GI 


none 




Score 


.81 




Exons 


36924 . .37057, 37406. 


.37534, 


37581. .37719, 37828.-3794 6, 






38048 . . 38286, 38406. 


.38462, 


38540. .38658, 38745. .38993, 






39043. . 39249 










Seq. No. 


32278 




Seq. ID 


OJ991208JU.0110 


.C10 


Gene No. 


66893 




Strand 






Start 


36924 




End 


39326 




Name 


OJ991208 01. 0110. C10 


.06. np 


Method 


AAT/NAP 




Start 


37576 




End 


39326 




GI 


6910584 




Score 


659 




Exons 


37576. .37638, 37813. 


.37946, 


38048. .38286, 38406 .. 384 62, 






38540. .38627, 38711. 


.39326 








GI Descrip. 


(AC006424) CDS [Arabidopsis 


thaliana] 






Seq. No. 


32278 




Seq. ID 


OJ991208_01.0110 


,C10 


Gene No. 


66893 




Strand 






Start 


36924 




End 


39326 




Name 


OJ991208 01. 0110. C10 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


37615 




End 


38276 




GI 


none 




Score 


195 




Exons 


37615. .37725, 37831. 


. 37956, 


38046. .38276 




Seq. No. 


32278 




Seq. ID 


OJ991208_01.0110 


.C10 


Gene No. 


66893 




Strand 






Start 


36924 




End 


39326 




Name 


OJ991208 01. 0110. C10 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


37627 




End 


39268 




GI 


none 




Score 


68 




Exons 


37627 . . 37743, 37828 . 


.37956, 


37873. .37947, 3804 6 .. 3827 6, 






38047. .38226, 38542. 


.38625, 


38739. .39005, 387 67 .. 39006, 






39034 . .39264, 39035. 


.39268 








Seq. No. 


32278 




Seq. ID 


OJ991208JD1.0110 


.C10 


Gene No. 


66893 




Strand 






Start 


36924 




End 


39326 




Name 


OJ991208 01. 0110. C10 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


37694 




End 


- 38461 * 




GI 


none 




Score 


49 




Exons 


37694 . .37720, 37696. 


.37719, 


37827. .37£ 


71, 37828 . .37947, 






37828. .37956, 37901. 


.37957, 


38046. .38276, 38047. .38232, 






38411. .38461 










Seq. No. 


32278 




Seq. ID 


OJ991208_01.0110 


.C10 


Gene No. 


66893 




Strand 






Start 


36924. 




End 


39326 




Name 


OJ991208 01.0110.C10 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


38757 




End 


39279 




GI 


none 




Score 


204 




Exons 


38757. .39005, 38758. 


39003, 


39020. .39265, 39028. .39279 




Seq. No. 


32278 




Seq. ID 


OJ991208_01.0110 


.C10 


Gene No. 


66893 




Strand 






Start 


36924 




End 


39326 




Name 


OJ991208 01. 0110. C10 


o2.tm 


Method 


TBLASTX :Maize 




Start 


38967 




End 


39265 




GI 


none 




Score 


72 





32355 




Exons 


38967 .. 39008, 38968 .. 39006, 


39008. .39265, 39022.. 39264 




Seq. No. 


32279 


Seq. ID 


OJ991208 01.0110 


-Cll 


Gene No. 


66894 


Strand 






Start. 


1005 


End 


1423 




Name 


OJ991208_01 . 0110.Cll.ol.gs 


Method 


GENSCAN 




Start 


1005 


End 


1423 




GI 


none 


Score 


1 




Exons 


1005. 1 . 1423 








Seq. No. 


32280 


Seq. ID 


OJ991208_01.0110 


.C12 


Gene No. 


66895 


Strand 


+ 




Start 


5363 


End 


6646 




Name 


OJ991208_01 . 01 10. CI 2 .o2 . gs 


Method 


GENSCAN 




Start 


5363 


End 


6646 




GI 


none 


Score 


.66 




Exons 


5363. .5584, 5717. .5807, 6492 


. .6646 






Seq. No. 


32280 


Seq. ID 


OJ991208_01.0110 


.C12 


Gene No. 


66896 


Strand 


+ 




Start 


9143 


End 


9462 




Name 


OJ991208 01 - 0110 . C12 . o3 . gs 


Method 


GENSCAN 




Start 


9143 


End 


9429 




GI 


none 


Score 


. 63 




Exons 


9143 . .9429 








Seq. No. 


32280 


Seq. ID 


OJ991208JU.0110 


.C12 


Gene No. 


66896 


Strand 


+ 




Start 


9143 


End 


9462 




Name 


OJ991208 01.0110.C12.o2.np 


Method 


AAT/NAP 




Start 


9272 


End 


9462 




GI 


1707019 


Score 


97 




Exons 


9272. .9462 








GI Descrip. 


(U78721) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


32280 


Seq. ID 


OJ991208_01.0110 


.C12 


Gene. No. 


66897 


Strand 






Start 


2081 


End 


.■ 2382 




Name 


OJ991208 01.0110.ci2.ol.np 


Method 


AAT/NAP 




Start 


2081 


End 


2382 




GI 


6910584 


Score 


.132 




Exons 


2081... 2382. 








GI Descrip. 


(AC006424) CDS [Arabidopsis 


thaliana] 






Seq. No. 


32280 


Seq. ID 


OJ991208J)1.0110 


.C12 


Gene No. 


66897 


Strand 






Start 


2081 


End 


2382 




Name 


OJ991208 01.0110.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


2092 


End 


.2379 




GI 


none 


Score 


247 




Exons 


2092.. 2289, 2093.. 2245, 2332 


. .2379 






Seq. No. 


32280 


Seq. ID 


OJ991208_01.0110 


.C12 


Gene No. 


66897 


Strand 






Start 


2081 


End 


2382 




Name 


OJ991208 01.0110.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2092 


End 


2277 





32356 



GI 

Exons 



none 

2092. .2277, 2093. .2245 



Score 



140 



Seq. No. 32280 Seq. ID 

Gene No. 66897 Strand 

Start 2081 End 

Name OJ991208_01 . 0110 . C12 . ol . tc Method 

Start • 2104 End 

GI none Score 

Exons 2104. .2286, 2105. .2245 



OJ991208_01.0110.C12 
2382 

TBLASTX: Cress 

2286 

131 



Seq. No. 32281 Seq. ID 

Gene No. 66898 Strand 

Start 93 End 

Name OJ991208__01 . 0110 . C13 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 314, 937.. 1182 



OJ991208_01.0110.C13 
+ 

1182 
GENSCAN 
1182 
.53 



Seq. No. 32281 Seq. ID 

Gene No. 66899 Strand 

Start 6691 End 

Name OJ991208_01 . 0110 . C13 . ol . np Method 

Start 6691 End 

GI 5051781 Score 

Exons 6691. .6806, 12694 .. 13161, 13290 138 12 , 13893. .14648 

GI Descrip. (AL078637) transport inhibitor response-like protein 
[Arabidopsis thaliana] 



OJ991208_01.0110.C13 
+ 

14651 
AAT/NAP 
14648 
1524 



Seq. No. 32281 

Gene No. 66899 

Start 6691 

Name OJ991208_01 . 0110 . C13 . o4 . gs 

Start 12632 

GI none 

Exons 12632. .13161, 13290 138 12 , 13893.. 14651 



Seq. ID OJ991208 01.0110.C13 



Strand 
End 

Method 

End 

Score 



+ 

14651 
GENSCAN 
14651 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI r 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32281 
66899 
6691 

OJ991208_01.0110.C13.o3.gp 
13286 
■24208JL. R1084. 
13286. .13812, 13893. .14024 
'5051781/emb|CAB45074.1| 7. 
response-like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ991208_ 
+ 

14651 
AAT/GAP 
14024 
1283 



01.0110.C13 



0e-40 (AL078637) transport inhibitor 



. 32281 
66900 
14783 

OJ991208_01.0110.C13.o4.gp 

14783 

5038707 

14783. .15057 



Seq. ID OJ991208 01.0110.C13 



Strand 
End 

Method 

End 

Score 



+ 

15057 
AAT/GAP 
15057 
529 



Seq. No. 
Gene No. 



32281 
66901 



Seq. ID 
Strand 



OJ991208 01.0110.C13 



32357 



# 



Start 


1443 








End 


3252 


Name 


OJ991208 01 


. 0110 


.C13.o2 


.gs 


Method 


GENSCAN 


Start 


1443 








End 


3252 


GI 


none 








Score 


.71 


Exons 


1443. . 1474, 


1529, 


. . 1604, 


2476. 


.2532, 2744. .2873, 3227. .3252 


Seq. No. 


32281 








Seq. ID 


OJ991208_01. 01 10. CI 3 


Gene No. 


66902 








Strand 




Start 


4875 








End 


10605 


Name 


OJ991208 01. 


. 0110 , 


. C13 . ol . 


• gp 


Method 


AAT/GAP 


Start 


4536 








End 


5410 


GI 


none 








Score 


1102 


Exons 


4536 . . 5063, 


5362 . 


. .5410 








Seq. No. 


32281 








Seq. ID 


OJ991208_01.0110.C13 


Gene . No . 


66902 








Strand 




Start 


4875 








End 


10605 


Name 


OJ991208 01, 


, 0110 . 


,C13.o3. 


.gs 


Method 


GENSCAN 


Start 


4875 








End 


10605 


GI 


none 








Score 


.59 


Exons 


4875. .5063, 


5362 . 


, .5633, 


6418 . 


.6519, 6613. .6866, 7075. .7198, 




7572. .7754, 


9468 . 


, . 9543, 


9578 . 


.9600, 10572.. 10605 


Seq. No. 


- 32281 








Seq. ID 


OJ991208_01.0110.C13 


Gene No. 


66902 








Strand 




Start 


4875 








End 


10605 


Name 


OJ991208 01. 


,0110. 


,C13.o2. 


.gp 


Method 


AAT/GAP 


Start 


5432 








End 


6992 


GI 


10437 1.R1084 






Score 


1262 


Exons 


5432. .5633, 


6418. 


.6519, 


6613. 


.6992 





GI Descrip. '4103635 1.0e-16 (AF026538) ABA-responsive protein [Hordeum 



vulgare] 1 



Seq. No. 


32281 












Seq. ID 


OJ991208_01.0110 


.C13 


Gene No. 


66903 












Strand 






Start 


15457 












End 


15593 




Name 


OJ991208 


_01 


.0110, 


.C13 


.06. 


ts 


Method 


TBLASTX: Soybean 




Start 


3 












End 


257 : 




GI 


none 












Score 


200 




Exons 


3. .257 


















Seq. No. 


. 32281 












. Seq. ID. 


, OJ991208_01.0110 


.C13 


Gene No. 


66903 












Strand 






Start 


15457 












End 


15593 




Name 


OJ991208 


_01, 


.0110. 


,C13, 


.o4 . 


tc 


Method 


TBLASTX: Cress 




Start 


24 












End 


260 




GI 


none 












Score 


216 




Exons 


24 . .260, 


68, 


. .259 














Seq. No. 


32281 












Seq. ID 


OJ991208JD1.0110 


-C13 


Gene No. 


66903 












Strand 






Start 


15457 












End 


15593 




Name 


OJ991208 


_01, 


,0110. 


,C13. 


,06. 


tm 


Method 


TBLASTX: Maize 




Start 


30 












End 


£. \J W 




GI 


none 












Score 


42 




Exons 


30. . 62, 


59. . 


,259, 


69. . 


,260 











32358 




Seq. No. 


32281 








Seq. ID 


OJ991208_01.0110 


.C13 


Gene No. 


66903 








Strand 






Start 


154 57 








End 


15593 




Name 


OJ991208 01 


. 0110 . 


C13 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


89 








End 


7709 




GI 


none 








Score 


269 




Exons 


89 . . 259, 90 


. 260, 


7,629 . 


. 7709 








beq. no. 


J^ZO 1 








Seq. ID 


OJ991208 01.0110 


. C13 


Gene No. 


66903 








Strand 






Start 


15457 








End 


15593 




Name 


OJ991208 01 


0110. 


C13.o7 


ts 


Method 


TBLASTX : Soybean 




Start 


1443 








End 


2797 




GI 


none 








Score 


92 




Exons 


1443. . 1604, 


1444 . 


.1605, 


2738. 


.2797 







Seq. No. 32281 

Gene No. 66903 

Start 15457 

Name OJ991208_01 . 0110 . C13 . o4 . tm 

Start 4719 

GI none 

Exons 4719.. 4778, 4723.. 4779, 4831. 
4902.. 5069 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX :Maize 

End 5069 

Score 56 

4878, 4832. .5065, 4833. .5066, 



Seq. No. 32281 

Gene No. 66903 

Start 15457 

Name OJ991208JU . 0110 . C13 . o3 . tc 

Start 4899 

GI none 

Exons . 4899.. 5066, 4908.. 5045, 4924. 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX : Cress 

End 54 94 

Score 122 

5064, 5359. .5493, 5390. .5494 



Seq. No. 32281 

Gene No.. 66903 

Start 15457 

Name OJ991208_01 . 0110 . C13 . o4 . ts 

Start 4899 

GI none 

Exons 4899.. 5060, 4924.. 5058 



Seq. ID OJ991208_01. 0110.C13 
Strand 

End 15593 

Method TBLASTX : Soybean 

End 5060 

Score 138 



Seq. No. . 32281 
Gene No. • ' "66903 

Start 15457 

Name OJ991208JD1 . 0110 . C13 . o3 . tm 

Start 5359 

GI none 

Exons 5359.. 5637, 5390.. 5638 



Seq. ID OJ991208_01.0110.C13.. 
Strand 

End 15593 

Method TBLASTX : Mai ze 

End 5638 

Score 219 



Seq. No. 32281 

Gene No. 66903 

Start 15457 

Name OJ991208_01 . 01 10 . C13 . o3 . ts 

Start 5408 

GI none 

Exons 54 08. .5536, 5413. .5634, . 5552, 



Seq. ID OJ991208_01.0110.C13 
Strand 

15593 

TBLASTX: Soybean 



End 

Method 
End 
Score 
.5692 



5 692* : 
100 



32359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32281 
66903 
15457 

OJ991208_01.0110.C13.o5.tm 

6406 

none 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 
Method * TBLASTX: Maize 
End 6767 
Score 114 



6406. .6519, 6413. .6520, 6419. .6532, 6611. .6664, 6693. .6767 



32281 
66903 
15457 

OJ991208_01.0110.C13.o2.tm 

12602 

none 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX : Mai ze 

End 13072 

Score 76 



12602. .12730, 12668 .. 13072 , 12679 .. 12810, 12925.. 13035 



32281 
66903 
15457 

OJ991208_01.0110.C13.o5.ts 

12692 

none 

12692. .12952, 12694.. 12807 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX : Soybean 

End 12952 

Score 222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32281 
66903 
15457 

OJ991208_01.0110.C13.o2. tc 

12716 

none 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX : Cress 

End 13973 

Score 80 



12716. .12841, 12902. .12958, 13025 .. 13075 , 13085 .. 13162, 
13087. .13203, 13366 .. 13566, 13660 .. 138 18 , 13893. .13973 



32281 
66903 
15457 

OJ991208_01.0110.C13.ol. tm 

13088 

none 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX : Mai ze 

End 14648 

Score 74 



13088. .13162, 13363. .13560, 13651 .. 13752, 13893 .. 14546, 
14036. .14545, 14157 1454 6, -14 577 .. 14 64 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



32281 
66903 
15457 

OJ991208_01.0110.C13.ol.ts 

13600 

none 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX : Soybean 

End 14336 

Score ■ 141 



13600. .13818, 13600. .13803, 138 92 .. 1394 5, 13893 .. 14336, 
14036. .14335 



Seq. No. 32281 

Gene No. 66903 

Start 15457 

Name OJ991208_01 . 0110 . C13 . ol . tc 

Start 14025 

GI none 



Seq. ID OJ991208_01.0110.C13 
Strand 

End 15593 

Method TBLASTX : Cress 

End 14651 

Score 748 



32360 




Exons 


14Uzo . . 14 651 , 14030. .14650 






Seq.- No. 


32281 


Seq. ID 


OJ991208_01.0110 


Gene No. 


66903 


Strand 




Start 


lo4o / 


End 


15593 


Name 


OJ991208 01 . 0110 . C13 . o2 . ts 


Method 


TBLASTX: Soybean 


Start 


14337 


End 


14543 


GI 


none 


Score 


263 


Exons 


1433 / . . 14543, 14 337 .. 14507 , 


14357. .14542 


Seq. No. 


32281 


Seq. ID 


OJ991208_01.0110 


Gene No. 


66903 


Strand 


_ 


Start 


15457 


End 


15593 


Name 


OJ991208 01 . 0110 . C13 . oo . gs 


Method 


GEN SCAN 


Start 


15457 


End 


15593 


GI 


none 


Score 


.91 


Exons 


154 57 . . 15593 






Seq. No. 


32282 


Seq. ID 


OJ991208_01 .0110 


Gene No. 


66904 


Strand 




Start 


14 0 


End 


2795 


Name 


OJ991208_01 .0110.C14.ol.gs 


Method 


GENSCAN 


Start 


140 


End 


1057 


GI 


none 


Score 


.54 


Exons 


140 . .271, 907 . . 1057 






Seq. No. 


32282 


Seq. ID 


OJ991208_01 . 0110 


Gene No. 


66904 


Strand 




Start 


140 


End 


2795 


Name 


OJ991208 01.0110.C14.ol.np 


Method 


AAT/NAP 


Start 


949 


End 


2795 


GI 


5852093 


Score 


70 


Exons 


949. .993, 2668. .2795 






GI Descrip. 


(AL117264) zwhlG.l [Oryza sativa] 




Seq. No.. 


32283 


Seq. ID 


OJ991208JU.0110 


Gene No. 


66905 


Strand 




Start 


27 


End * 


74 


Name 


OJ991208 01.0110.C15.ol.gs 


Method 


GENSCAN 


Start 


27 


End 


74 


GI 


none 


Score 


.84 


Exons 


27.-74 






Seq. No. 


32284 


Seq*. ID 


OJ991208_09.0104 


Gene No. 


66906 


Strand 


+ 


Start 


1 


End 


511 


Name 


OJ991208 09.0104.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


511 


GI 


4406770 


Score 


229 


Exons 


1..24, 91. .276, 427. .511 






GI Descrip. 


(AC006836) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


32284 


Seq. ID 


OJ991208_09.0104, 


Gene No : 


66907 ' 






Start 


763 


End 


3546 


Name 


OJ991208 09.0104.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


84 


End 


532 



32361 




GI 


none 




Score 


183 




Exons 


84 . .272, 


88. .273, 92. .277, 


92. .277, 424. .531, 425. .532 




Seq. No. 


32284 




Seq. ID 


OJ991208 09.0104 


. C2 


Gene No. 


66907 




Strand 






Start 


*763 




End 


3546 




Name 


OJ991208 


_09.0104.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


92 




End 


487 




GI 


none 




Score 


218 




Exons 


92 . .277, 


93. .266, 103. .270, 


425. .487 






Seq. No. 


32284 




Seq. ID 


OJ991208 09.0104 


.C2 


Gene No. 


66907 




Strand 






Start 


763 




End 


3546 




Name 


OJ991208 


_09.0104.C2.ol.gs 


Method 


GENSCAN 




Start 


763 




End 


3546 




GI 


none 




Score 


.58 




Exons 


763. .869, 


1243. .1363, 1672. 


.1765, 3500 


. .3546 




Seq. No. 


32285 




Seq. ID 


OJ991208 09.0104 


.C3 


Gene No. 


66908 




Strand 


+ 




Start 


440 




End 


802 




Name 


OJ991208 


_09.0104.C3.ol.gs 


Method 


GENSCAN 




Start 


440 




End 


802 




GI 


none 




Score 


.49 




Exons 


440. .513, 


733. .802 








Seq. No. 


32286 




Seq. ID 


OJ991208_09.0104 


■ C4 


Gene No. 


66909 




Strand 


+ 




Start 


1 




End 


2111 




Name 


OJ991208 


_09.0104.C4.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2015 




GI 


3645898 




Score 


609 




Exons 


1..37, 28 


6.. 1295, 1323.. 1715, 1801.. 2015 




GI Descrip. 


(U68408) 


in-frame stop codon; possibly 


a post-transposition 




mutation 


[Zea mays] 








Seq. No. 


32286 




Seq. ID 


OJ991208_09.0104 


.C4 ' 


Gene No. 


66909 




Strand 


+ 




Start 


1 




End 


2111 




Name 


OJ991208 


09.0104 .C4 .ol.gs 


Method 


GENSCAN 




Start 


245 




• End 


2111 




GI • " 


none . 




Score 


.41 ■ 




Exons . 


245. . 659, 


696.. 1143, 1221.. 


1475, 1494. 


2111 




Seq. No. 


32286 




Seq. ID 


OJ991208_09.0104 


C4 


Gene No. 


66909 




Strand 


+ 




Start 


1 




End 


2111 




Name 


OJ991208 


09.0104.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


310 




End 


738 




GI 


none 




Score 


259 




Exons 


310. .738, 


343. .438, 345. .443 






Seq s No, 


32286 




n t r-\ 
. -L U 


U^. U1U4 . 


C4 


Gene No. 


66909 




Strand 


+ _ 




Start 


1 




End 


2lll 




Name 


OJ991208 


09.0104.C4.ol.ts 


Method 


TBLASTX : Soybean 





32362 



Start 
GI 

Exons 



340 
none 

340. .447, 451. .786 



End 
Score 



786 
73 



Seq. No. 32286 Seq. ID 

Gene No. 66909 Strand 

Start 1 End 

Name OJ991208_09 . 0104 . C4 . ol . tm Method 

Start 496 End 

GI none Score 

Exons 496.. 897, 637.. 747 



OJ991208_09.0104 .C4 
+ 

2111 

TBLASTX: Maize 

897 

213 



Seq. No. 


32287 








Seq. ID 


OJ991208 


JD9.0104 .C5 


Gene No. 


66910 








Strand 


+ 




Start 


1189 








End 


6865 




Name 


OJ991208 09 


.0104. 


,C5.o6. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1094 








End 


1434 




GI 


none 








Score 


96 




Exons 


1094. .1168, 


1095. 


. .1172, 


1192. 


.1434, 1197. .1433 




Seq. No. 


32287 








Seq. ID 


OJ991208 


J39.0104.C5 


Gene No. 


66910 








Strand 


+ 




Start 


1189 








End 


6865 




Name 


OJ991208 09, 


.0104, 


,C5.ol. 


gs 


Method 


GENSCAN 




Start 


1189 








End 


6865 




GI 


none 








Score 


.47 




Exons 


1189. .1345, 


1508, 


. .1713, 


1897. 


.2546, 2849. .3029, 


3151. .3308, 




3386. .3698, 


3878. 


, .3971, 


4034 . 


.4318, 5182. .5254, 


5575. .5988, 




6008. .6104, 


6531. 


, .6865 











Seq. No. 


32287 








Seq. ID 


OJ991208_09.0104 


.C5 


Gene No. 


66910 








Strand 


+ 




Start 


1189 








End 


6865 




Name 


OJ991208 09, 


.0104, 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1213 








End 


1527 




GI 


none 








Score 


230 




Exons 


1213. .1527, 


1218, 


. .1247, 


1302. 


.1427 






Seq. No. ' 


32287' 








Seq. ID 


OJ991208_09.0104 


.C5 


Gene No. 


66910 








Strand 


+ 




Start 


1189 








End 


6865 




Name 


OJ991208 09. 


.0104 . 


,C5.ol. 


np 


Method 


AAT/NAP 




Start 


1261 








End 


4365 




GI 


6630685 








Score 


4546 




Exons 


1261. .1332, 


1623. 


, .4365 











GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



32287 
66910 
1189 

OJ991208_09.0104.C5.o4.tm 

1435 

none 



Seq. ID OJ991208J39. 0104 . C5 

Strand + 

End 6865 

Method TBLASTX : Mai ze 

End 1830 

Qnnro 1/1/1 



1435. .1563, 1443. .1550, 1554. .1829, 1558. .1830 

32287 Seq. ID OJ991208 09. 0104. C5 



32363 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



66910 
1189 

OJ991208_09. 

1594 

none 

1594. .1842, 
1882. .2166 



0104.C5.ol.tw 



Strand 
End 

Method 

End 

Score 



+ 

6865 

TBLASTX: Wheat 

2166 

273 



1601. .18 94, 1602. .1826, 1853. .1897, 1878. .2165, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32287 
66910 
1189 

OJ991208_09. 

1831 

none 

1831. .1902, 



0104.C5.ol.tm 



1836. .2576, 1903. 



Seq. ID OJ991208_09.0104.C5 

Strand + 

End 6865 

Method TBLASTX : Mai ze 

End 2586 

Score 96 
,2586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32287 
66910 
1189 

OJ991208_09. 

2011 

none 

2011. .2472, 



0104.C5.o2.ts 



2031. .2321 



Seq. ID OJ991208_09.0104.C5 

Strand + 

End 6865 

Method TBLASTX : Soybean 

End 2472 

Score 325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32287 
66910 
1189 

OJ991208_09. 

2047 

none 

2047. .2469 



0104.C5.ol.tc 



Seq. ID OJ991208_09.0104 .C5 

Strand + 

End 6865 

Method TBLASTX: Cress 

End 2469 

Score 237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32287 
66910 
1189 

OJ991208_09. 

2254 

none 

2254. .2343, . 
2343. .2507, 



0104 .C5.o3.tw 



2256.. 2330, 2264, 
2518. .2586 



Seq. ID OJ991208_09.0104 .C5 

Strand + 

End 68 65 

Method TBLASTX : Wheat 

End 2586 

Score 133 

.2332, 2329. .2493, 2332. .2496, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32287 
66910 . 
1189 

OJ'991208_09. 

2711 

none 

2711. .2755, 

32287 
66910 
1189 

OJ991208_09. 
2736 
5509260 
2736. .2759, 
3022. .3339 



0104 .C5.o5. tm 



Seq. ID 03991208.^09.0104.05 

.Strand + • 

End 68'65 

Method TBLASTX : Maize 

End 3025 

Score 72 



2712.. 2759, 2753.. 3025, 2757.. 3023 



0104.C5.ol.ts 



2757. .2948, 2958. 



Seq. ID OJ991208_09.0104 .05 

Strand + 

End 6865 

Method TBLASTX : Soybean 

End 3341 

Score 39 

.3032, 2960. .3025, 3021. .3341, 



32364 



GI Descrip. 



Seq. No. 


32287 








Seq. ID 


OJ991208 09. 0104. C5 


bene no . 


bby 1U 








Strand 


+ 




Start 


i l o n 








End 


6865 




Name 


to n 1 a a o a a 


A 1 A A 

. 0104 


. C5 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


o o c o 
2858 








End 


3333 




GI 


none 








Score 


89 




Exons 


ZoDO . . Zjh I , 


A A *7 A 

Zo 1 4 


A A A O 

. . 2948 , 


2921 . 


.2980, 2942.. 2977, 


2952 . . 3314 




o m n a a a /* 

2.3 /y . . 3U2o, 


A A A 1 

3031 


. . 3327 , 


3052 . 


.3333 






Seq. No. 


32287 








Seq. ID 


OJ99120E 


A A A "1 A A t~ 

_09 . 0104 . C5 


Gene No. 


bby 1U 








Strand 


+ 




Start 


lio y 








End 


6865 




Name 


/a-taaiaaa no. 

ojyyi^uo uy 


ATA/ 
. (J 10 4 


. C5 . o3 . 


tm 


Method 


TBLASTX: 


Maize 


Start 










End 


3575 




GI 


none 








Score 


337 




Exons 


Ol y| O A A i A 

314 3. . joIj, 


314 4 


A A /" 1 

. . 3362 , 


3145 . 


.3363, 3357. .3575, 


3357. .3476 




3362. .3574, 


3534 


. .3575 










Seq. No. 


A A A A ~7 

3228 I 








Seq. ID 


OJ991208 


09 . 0104 . C5 


Gene No. 


66910 








Strand 


+ 




Start 


■118 9 








End 


6865 




Name 


/"\ -r A A 1 AAA AA 

OJ991208 09 


. 0104 


: C5 . o3 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


34 /3 








End 


3835 




GI 


none 








Score 


266 




Exons 


3473 . . 3835, 


348 6 


. .3833 










Seq. No. 


32287 








Seq. ID 


OJ991208 


_09.0104.C5 


Gene No. 


66910 








Strand 


+ 




Start 


i i on 

1 lo 9 








End 


6865 




Name 


/-\ t A A 1 A A O AA 

ojyyizUo 09 


.0104 


. C5 . o2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


A f A A 

3by3 








End 


4442. 




GI 


none 








Score 


217 




Exons 


A A A A A A A 

3o93 . .3833, 


3701 


A A A r 

. .3835, 


3701 . 


.3835, 3702. .3836, 


3835 . .3987 




A A A A A A A 

3836 . . 3988 , 


3977 


. .4144, 


3991 . 


.4386, 3993..4382, 


4182. .4394 




4283. .4384, 


4380 


. . 4442 










beq. No. 


oZZo 1 








Seq. ID 


OJ991208 


09. 0104 .C5 


Gene No. 


66910 








Strand 


+ 




Start 


1 "1 O A 

118 9 








End 


6865 




Name 


/~\ T A A 1 A A O AA 

ojyyiz08 09 


010 4 


. C5 . o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


38 69 








End 


4350 


GI 


none 








Score 


14 4 




Exons 


3869. .3988, 


38 69 


. .3988, 


4060. 


.4098, 4207. .4350 




Seq. No. 


3228 / 








Seq. ID 


OJ991208 


_09. 0104 .C5 


Gene No. 


66910 








Strand 


+ 




Start 


1189 








End 


6865 




Name 


OJ991208 09. 


0104 


.C5.o5. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3994 








End 


4314 




GI 


none 








Score 


86 




Exons ■ 


3994. .4107, 


4002 


. .4082, 


4126. 


.4314, 41* 


35. . 4301 




Seq. No. 


32288 








Seq. ID 


OJ991208 


_09.0104.C6 


Gene No. 


66911 








Strand 






Start 


795 








End 


1010 





32365 



Name 


OJ991208_09. 0104 . C6. ol . gs 


Method 


GENSCAN 




Start 


7 95 


End 


1010 




GI 


none 


Score 


. 68 




Exons 


7 95.. 1010 








Seq. No. 


32289 


Seq. ID 


OJ991208_09.0104 


.C7 


Gene No. 


66912 


Strand 


+ 




Start 


1 


End 


587 




Name 


OJ991208 09.0104.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


587 




GI 


6041792 


Score 


505 




Exons 


1..444, 553. .587 








GI Descrip. 


(AC009755) unknown protein [Arabidopsis thaliana] 




Seq. No. 


32289 


Seq. ID 


OJ991208_09.0104 


. C7 


Gene No. 


66912 


Strand 


+ 




Start 


1 


End 


587 




Name 


OJ991208 09.0104.C7.ol.gs 


Method 


GENSCAN 




Start 


193 


End . 


444 




GI 


none 


Score 


.74 




Exons 


193. . 444 








Seq. No. 


32289 


Seq. ID 


OJ991208 09.0104 


.C7 


Gene No. 


66912 


Strand 


+ 




Start 


1 


End 


587 




Name 


OJ991208 09.0104 .C7.ol.gp 


Method 


AAT/GAP 




Start 


258 


End 


587 




GI 


25932 1.R1084 


Score 


412 




Exons 


258. .444, 553. .587 








GI Descrip. 


' 6041792/gb|AAF02112.1 IAC009755 5 2.0e 


-95 (AC009755) unknown 




protein [Arabidopsis thaliana; 


] ' 






Seq. No. 


32289 


Seq. ID 


OJ991208_09.0104 


.C7 


Gene No. 


66912 


Strand 


+ 




Start 


1 


End 


587 




Name 


OJ991208 09.0104.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


293 


End 


586 




GI 


none 


Score 


205 




Exons 


293. .445, 323. .439, 551. .586 








Seq. No. 


32290 


Seq. ID 


OJ991208_09.0104, 


.C8 


Gene No. 


66913 . . 


Strand . 






Start 


1 


End 


4 4.6 . 




Name 


OJ991208 09.0104 .C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


446 




GI 


6041792 


Score 


434 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..446 

(AC009755) unknown protein [Arabidopsis thaliana] 



32291 
66914 
1 

OJ991208J)9.0104.C9.ol.np 

1 

4406770 
1..31, 690. .758, 978. .1024 

(AC006836) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991208_09.0104 .C9 
Strand 

End 1024 

Method AAT/NAP 



Score 



49 



32366 




Seq. No. 


32292 


Seq. ID 


OJ991208 


JD9.0104 


.Cll 


bene lno ■ 


66915 


Strand 


+ 


* 




btart 


361 


End 


lUol 






Name 


OJ991208 09.0104.Cll.ol.gs 


Method 


bfcjJNbbAN 






ocarc 


361 


End 


1UO 1 






C T 
bl 


none 


Score 


. o / 






Exons 


361. .448, 829. .905, 932. .1051 








Seq. No. 


32292 


Seq. ID 


OJ991208 


_09.0104 


.Cll 


Gene No. 


66916 


Strand 


+ 








5385 


End 


9407 






Name 


OJ991208 09.0104.Cll.o3.gs 


Method 


GENSCAN 






btart 


5385 


End 


9407 






C T 
bl 


none 


Score 


.55 






Exons 


5385. .5465, 6070. .6256, 6498. .6776, 7174. .7288, 


7998. .8131, 




9125. . 9235, 9331. . 9407 










Seq. No. 


32292 


Seq. ID 


OJ991208 


_09.0104 


.Cll 


Gene No. 


66916 


Strand 


+ 






otdll 


5385 


End 


9407 






Name 


OJ991208 09.0104.Cll.o2.np 


Method 


AAT/NAP 






bcarc 


6569 . 


End 


8114 






C T 

bi 


2213632 


Score -Vv 


297 






Exons 


6569. .6791, 7891. .8114 










GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 






o e q . no. 


32292 


Seq. ID 


OJ991208 


_09.0104 


.Cll 


Gene No. 


66917 


Strand 


+ 






Start 


9965 


End 


10311 






Name 


OJ991208 09.0104.Cll.ol.gp 


Method 


AAT/GAP 






bcarc 


9965 


End 


10311 






bl 


25792 1.R1084 


Score 


614 






Exons 


9965.. 10311 " 










bi uescrip. 


'4512233/dbj | AB014 743 . 1 | AB014743 0.0e+00 Oryza 


sativa copia 




retrotransposon RIRE7 DNA, 


partial sequence 1 






Seq. No. 


32292 


"S Seq. ID 


OJ991208 


_09.0104 


Cll 


Gene No. 


66918 


Strand 


+ 








14979 


End 


20261 






Name 


OJ991208 09.0104.Cll..o6.gs 


Method 


GENSCAN 






O +- -3 -V- 4- 

o car c 


14979 


End 


20185 






bl 


. none 


• Score 


.75 






Exons 


14 97 9. .15038, 15959. .16097, 


16326. .16347, 16404 


. .16666, 






16711. .16761, 18469. .18575, 


18779. .18944, 19039 


. .20185 




Seq. No. 


32292 


Seq. ID 


OJ991208 


_09.0104. 


cii 


Gene No. 


66918 


Strand 


+ 






ocarc 


14979 


End 


20261 






Name 


OJ991208 09.0104.Cll.o3.np 


Method 


AAT/NAP 






Start 


18469 


End 


20261 






GI 


6041792 


Score 


553 






Exons 


184 69. .18581, 18785 .. 18 94 4 , 


19039. .20261 






GI Descrip. 


(AC009755) unknown protein 


[ Arabi Hops \ 


c; fhsl i anal 




Seq. No. 


32292 


Seq. ID 


OJ991208_ 


JD9.0104. 


Cll 


Gene No. 


66919 


Strand 









32367 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ991208_09. 0104 .Cll. ol.np 
1 

4406770 



End 

Method 

End 

Score 



4502 
AAT/NAP 
4502 
522 



1..46, 1936. .2000, 2078. .2220, 2540. .2723, 3975. .4149, 
4442. .4502 

(AC006836) unknown protein [Arabidopsis thaliana] 



Seq. No. 32292 Seq. ID 

Gene No. 66919 Strand 

Start 1 End 

Name OJ991208_09 . 0104 . Cll . o2 . gs Method 

Start 1801 End 

GI none Score 
Exons 



OJ991208_09. 0104. Cll 

4502 
GENSCAN 
4076 
.86 



1801. .1818, 2078. .2220, 2540. .2723, 3975. .4076 



Seq. No. 


32292 




Seq. ID 


OJ991208_09. 0104. Cll 


Gene No. 


66920 




Strand 




Start 


9812 




End 


12695 


Name 


OJ991208 09. 0104. Cll 


. o4 . gs 


Method 


GENSCAN 


Start 


9812 




End 


12695 


GI 


none 




Score 


.69 


Exons 


9812. . 10144, 10737. . 


10891, 


12560. . 12695 


Seq. No. 


32292 




Seq. ID 


OJ991208_09. 0104 .Cll 


Gene No. 


66920 




Strand 




Start 


' 9812 




End 


12695 


Name 


OJ991208 09. 0104. Cll 


.o2 .gp 


Method 


AAT/GAP 


Start 


10486 




End 


10827 


GI 


2312718 




Score 


622 


Exons 


10486. .10827 








GI Descrip. 


4512233/dbj IAB014743 


.1IAB014743 l.Oe- 


17 6 Oryza sativa copia 



retrotransposon RIRE7 DNA, partial sequence 



Seq. No. 32292 

Gene No. 66921 

Start 13675 

Name OJ991208_09 . 0104 . Cll . ol 

Start 1924 

GI none 

Exons 1924.. 2001, 1935.. 2003, 
2526.. 2732, 2539.. 2679, 

Seq. No. 32292 

Gene No. 66921 

Start 13675 

Name OJ991208_09 . 0104 .Cll . ol 

Start 1924 

GI none - ; 

Exons 1924.. 2001, 1935. .2003, 
2539. .2730, 3996. .4076 



Seq. ID OJ991208_09. 0104. Cll 
Strand 

End 14256 
.tc Method TBLASTX : Cress 

End 4076 

Score 76 
1935... 2003, 2075.. 2233, 2079. .2168, 
3996.. 4076, 3997.. 4044 • 

Seq. ID OJ991208__09. 0104 .Cll 
Strand 

End 14256 

. ts Method TBLASTX : Soybean 

End 4 07 6 

Score 88 
2070. .2168, 2075. .2233, 2538. .2723, 



Seq. No. 32292 Seq. ID 

Gene No. 66921 Strand 

Start 13675 End 

Name OJ991208_09 . 0104 . Cll . ol . tm Method 

Start 1935 End 



OJ991208J)9.'0104.C11 
14256 

TBLASTX : Maize 
4076 



32368 



GI 

Exons 



none Score 99 

1935.. 2003, 1936.. 1998, 2069.. 2221, 2075. .2233, 2076.. 2234, 

2531.. 2692, 2537.. 2722, 2538.. 2723, 2538.. 2723, 2539.. 2724, 

3973. .4023, 3974. .4009, 3994. .4044, 3996. .4076 



d e . IN O . 




Seq. ID 


OJ991208 


VjCUC In (J. 


O U ^ X 


Strand 






1 ^67 ^ 


End 


14256 


Name 


OJ991208 09.0104 .Cll.o2.tm 


Method 


TBLASTX : 


Start 


6237 


End 


8070 




none 


Score 


72 




£9^7 fi^l A £iAA.& £7Qf! 7Q17 


..7985, 8023. .8070 


Can Mn 


._> Z. Z _7 


Seq. ID 


OJ991208 


^ y*\ ^ \7 /-\ 


O O J. 


Strand 


- 


OLaiL 




End 


14256 


Name 


H TQQ1 9DP HQ C\~\ C\ A pi i ~ c 

uj j^izuo u :? . u i u . b 1 1 . OD ■ gs 


Method 


GENS CAN 


Start 


13675 


End 


14256 


GI 


none 


Score 


.99 


Exons 


13675. .14256 






oeq . jno . 


32293 


Seq. ID 


OJ991208 


bene ino . 


66922 


Strand 


+ 


OtdiL 


1 


End 


.462 


Name 


OJ991208 09.0104.C12.ol.np 


Method 


AAT/NAP 


o tar l 


■ 1 


End 


462 




4680186 


Score 


247 


Exons 


1..105, 232. .462 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


oeq . INO . 


32293 


Seq. ID 


OJ991208 


bene ino . 


66923 


Strand 


- 


OLdlL 


9 


End 


390 


Name 


OJ991208 09.0104.C12.ol.gp 


Method 


' AAT/GAP 


OLalL 


9 


End 


390 


GI 


uC-osflcyp033a04bl 


Score 


635 


Exons 


9. .390 








'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza . 




DNA, chromosome 1, clone : P0711E10 1 


Oc^. LM O . 


32294 


Seq. ID 


OJ991208 


OCllC ■ LNt> . 


66924 


Strand 


+ 




439 


End 


1787 


Name 


OJ991208 09.0104.C15.ol.gs 


Method 


GENSCAN 


Start 


439 


End 


1787 


GI 


none 


Score 


.48 


Exons 


439. .521, 621. .709, 1615. .17* 


37 




Seq. No. 


32294 


Seq. ID 


OJ991208_ 


Gene No. 


66925 


Strand 


+ 


Start 


9711 


End 


11369 


Name 


OJ991208 09.0104.C15.o3.gs 


Method 


GENSCAN 


Start 


9711 


End 


11369 


GI 


none 


Score 


.47 


Exons 


9711. .1017 6, 1078 0. .11064, 11224. .11369 


Seq. No. 


32294 


Seq. ID 


OJ991208_ 



32369 



Gene No. 66926 Strand 

Start 2833 End 

Name OJ991208_09 . 0104 . C15 . ol . tm Method 

Start 1406 End 

GI none Score 

Exons 1406.. 1669, 1423.. 1668 



9025 

TBLASTX: Maize 

1669 

196 



OJ991208 09.0104.C15 



Seq. No. 32294 Seq. ID _ 

Gene No. 66926 Strand 

Start 2833 End 9025 

Name OJ991208JD9 . 0104 . C15 . o2 . gs Method GENSCAN 

Start 2833 End 9025 

GI none Score .58 

Exons 2833.. 3056, 3366.. 3435, 3688. .3729, 6019.. 6198, 8630.. 8767, 
8975. .9025 



Seq. No. 


32294 




Seq. ID 


OJ991208_09. 


0104 .C15 


Gene No. 


66926 




Strand 






Start 


2833 




End 


9025 




Name 


OJ991208 09.0104, 


.C15.ol.gp 


Method 


AAT/GAP 




Start 


3009 




End 


4055 




GI 


2428514 




Score 


787 




Exons 


3009.. 3056, 3688, 


. .4055 








Seq. No. 


32295 




Seq. ID 


OJ991208_09. 


0104 .C16 


Gene No. 


66927 




Strand 


+ 




Start 


633 




End 


4722 




Name 


OJ991208 09.0104, 


.C16.ol.gs 


Method 


GENSCAN 




Start 


633 




End 


4722 




GI 


none 




Score 


.63 




Exons 


633. .1248, 1400.. 


,1619, 1713. 


.1864, 2165 


..2302, 2315 


. .2431, 



2608. .2682, 2842. .3099, 3189. .3599, 4502. .4722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



32295 Seq. ID 

66928 Strand 

9787 End 

OJ991208_09. 0104 .C16.o3.gs Method 

9787 End 

none Score 



OJ991208_09.0104 .C16 
+ 

13045 
GENSCAN 
13045 
.58 



9787.. 9825, 9843.. 9938, 10005 .. 10193, 104 42 .. 10525, 
10682. . 10785, 10848 .. 11116, 12996. . 1304 5 



32295 
66928 
9787 

OJ991208 
10141 
629693 

10141. .11255, 11871., 
probable integrase - 



3_09.0104.C16.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99.1208_ 

+ . 

13045 
AAT/NAP 
11915 
514 



0T9.O1O4 .C16 



11915 
common 



tobacco ( fragment ) 



gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



32295 Seq. ID 

66929 Strand 

5642 End 

OJ991208_09.0104 .C16.o2.gs Method 

5642 End 



OJ991208_09.0104 .C16 

9675 

GENSCAN 

9675 



32370 



GI 


none 






Score 


.52 


Exons 


5642 . . 5766, 


6178 . . 6378, 


6709 . 


.6799, 7370. .7513, 7630. .7722, 




8458 . . 8608, 


9038 . . 9119, 


9426 . 


.9675 




Seq. No. 


TOO fiC 

32295 






Seq. ID 


OJ991208_09.0104 .C16 


Gene No. 


66929 






Strand 




Start . 


5642 






End 


9675 


Name 


OJ991208JJ9 


.0104.C16.ol 


.np 


Method 


AAT/NAP 


Start 


564 5 






End 


9675 


GI 


6815052 






Score 


851 


Exons 


5645 . .5767 , 


6047 . .6116, 


6198. 


.6630, 6679. .6759, 7575.-7722, 




8590 . .868 9, 


8999 . . 9151, 


9400. 


.9448, 9530. .9675 


GI Descrip. 


(AP001080 ) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


32295 






Seq. ID 


OJ991208_09.0104.C16 


Gene No. 


66930 






Strand 




Start 


12674 






End 


13562 


Name 


OJ991208 09 


.0104.C16.o3 


. np 


Method 


AAT/NAP 


Start 


12674 






End 


13562 


GI 


6539581 






Score 


316 


Exons 


12674. .12813, 1314 5. .13562 






GI Descrip. 


(AP000837) 


Similar to Arabidopsis thaliana DNA chromosome 4, BAC 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


32295 






Seq. ID 


OJ991208_09.0104 .C16 


Gene No. 


66931 






Strand 




Start 


14381 






End 


16526 


Name 


OJ991208 09 


.0104.C16.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1801 






End 


2210 


GI 


none 






Score 


582 


Exons 


1801. .2208, 


1809. .2210, 


1818. 


.2171, 1919. .2209 


Seq. No. 


32295 






Seq. ID 


OJ991208_09.0104.C16 


Gene No. 


66931 






Strand 




Start 


14381 






End 


16526 


Name 


OJ991208 09 


.0104.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1861 






End 


2076 


GI 


none 






Score 


307 


Exons 


1861. .2076, 


1863. .2075, 


1864. 


.2076 




Seq. No. 


32295 






Seq. ID 


OJ991208_09.0104.C16 


Gene No. 


66931 






Strand 




Start 


14381 






End ' ' 


16526' " - • 


Name 


OJ991208 09 


.01.04. C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2077 






End 


2535 


GI 


none 






Score 


561 


Exons 


2077. .2535, 


2082. .2171, 


2226. 


.2534 




Seq. No. 


32295 






Seq. ID 


OJ991208_09.0104.C16 


Gene No. 


66931 






Strand 




u Lai L 


14381 






End 


16526 


Name 


OJ991208 09 


.0104.C16.o2, 


. ts 


Method 


TBLASTX: Soybean 


Start 


2224 






End 


2692 


GI 


none 






Snore 


189 


Exons 


2224. .2505, 


2259. .2516, 


2505. 


.2690, 2546.. 2692 


Seq. No. 


32295 






Seq. ID 


OJ991208_09.0104.C16 



32371 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



66931 Strand 

14381 End 

OJ991208_09.0104.C16.o3.ts Method 

3253 End 

none Score 



16526 

TBLASTX : Soybean 

13285 

220 



3253. .3465, 3254. .3559, 3680. .3790, 13148 .. 13285, 13154. .13285 



32295 
66931 
14381 

OJ991208_09.0104.C16.o3.tm 

3277 

none 

3277.. 3450, 3278.. 3553 

32295 
66931 
14381 

OJ991208_09.0104 .C16.ol. ts 

5019 

none 



Seq. ID OJ991208_09. 0104 .C16 
Strand 

End 16526 

Method TBLASTX: Maize 

End 3553 

Score 213 



Seq. ID OJ991208_09.0104.C16 
Strand 

End 16526 

Method TBLASTX : Soybean 

End 5436 

Score 128 



5019. .5144, 5020. .5130, 5020.. 5157, 5194. .5436, 5205. .5279, 
5334.. 5.432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



32295 
66931 
14381 

OJ9 912 08J39. 0104 .C16.o3. tw 

5065 

none 



Seq. ID OJ991208JD9. 0104 .C16 
Strand 

End 16526 

Method TBLASTX : Wheat 

End 54 99 

Score 60 



5065. .5130, 5208. .5282, 5209. .5499, 5334. .5414 



32295 
66931 
14381 

OJ991208JD9. 0104 .C16.o5.ts 

10361 

none 

10361. . 10672, 10378. .10572 

32295 
66931 
14 381 

OJ991208_09. 0104 .C16.o4 /tw 

10432 

none 

10432. .10608, 10433. .10792 

32295 
66931 
14381 

OJ991208_09. 0104 .C16.o4 .ts 

11014 

none 



Seq. ID OJ991208_09.0104 .C16 
Strand 

End 16526 

Method TBLASTX : Soybean 

End 10672 

Score • 191 



Seq.. ID OJ991208_09.0104.C16 
Strand 

End 16526 

Method TBLASTX : Wheat 

End 10792 

Score 178 



Seq. ID OJ991208_09. 0104 .C16 
Strand 

End 16526 

Method TBLASTX: Soybean 

End 11258 

Score 191 



11014. .11181, 11028. .11144, 11184. .11258 

32295 Seq. ID OJ991208 09.0104.C16 



32372 




Gene No. 


66931 


Strand 




Start 


1 A Q O 1 

14 3ol 


End 


IodZo 


Name 


ojyyizUo uy . uiu4 . ci o . oz . tw 


Metnoa 


i dLAo i a : wneat 


Start 


161 /o 


hna 


i J4 yo 


GI 


none 


Score 


1 CI 

1 Dl 


Exons 


1 Jl /o • . 1 J4oo, lol/o..lJ4yy 






Seq. No. 


*d o o Ci a 

J2z9o 


Seq. ID 


OJ991208_09.0104 .C16 


Gene No. 


tz C C\ o "1 

oby Ol 


Strand 




Start 


14381 


End 


16526 


Name 


OJ991208 09.0104.C16.o4.np 


Method 


AAT/NAP 


Start 


14381 


End 


16526 


GI 


6063554 


Score 


206 


Exons 


14381. . 14555, 15192 15220, 


15862. .15978, 16013 .. 16087; 




16406. . 16526 ' 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


32295 


Seq. ID 


OJ991208_09.0104 .C16 


Gene No. 


66931 


Strand 




Start 


14381 


End 


16526 


Name 


OJ991208 09.0104 .C16.o4 ,gs 


Method 


GENSCAN 


Start 


15655 


End 


16468 


GI 


none 


Score 


.95 


Exons 


15655. . 16468' 






Seq. No. 


32296 


Seq. ID 


OJ991208_09.0104 .C17 


bene no. 


66932 


Strand 


+ 


Start 


5113 


End 


6977 


Name 


OJ991208 09.0104.C17.ol.np 


Method 


AAT/NAP 


Start 


5113 


End 


6977 


GI 


5295955 


Score 


279 


Exons 


5113. .5184, 5726.. 5840, 6522 


. .6977 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V0155 




[Oryza sativa] 






Seq. No. 


32296 


Seq. ID 


OJ991208_09.0104 .C17 


Gene No. 


66933 


Strand 




Start 


65 


End 


405 


Name 


OJ991208 0.9. 0104. C17.ol.gs 


Method 


GENSCAN 


Start 


65 


End 


405 


GI 


none 


' Score 


.74 


Exons 


65. .405 






Seq. No. 


32296 


Seq. ID 


OJ991208_09.0104 .C17 


Gene No . 


66934 


Strand 




Start 


2440 


End 


3074 


Name 


OJ991208 09.0104.C17.ol.gp 


Method 


AAT/GAP 


Start 


2440 


End 


3074 


rir 


20494 3.R1084 


Score 


1034 


Exons 


2440. .3074 






GI Descrip. 


, 1402876/emb|CAA66826| 2 . Oe- 


44 (X98130) 


putative phosphate 




permease [Arabidopsis thaliana] >gi 1495255 emb CAA66116 




(X97484) orfOl [Arabidopsis 


thaliana] 1 




Seq. No. 


32296 


Seq. ID 


OJ991208_09.0104 .C17 



32373 



Gene No. 


66935 


Strand 


- 








Start 


6571 


End 


6846 








Name 


OJ991208_09. 0104 .CI 7 .o3.gs 


Method 


GENSCAN 








Start 


6571 


End 


684 6 








GI 


none 


Score 


. 52 








Exons 


6571. .6719, 6763.-6846 












Seq. No. 


32297 


Seq. ID 


OJ991208 


_09 


0104 


.C18 


Gene No. 


66936 


Strand 


+ 








Start 


48 


End 


3605 








Name 


OJ991208 09.0104 .C18.ol.gs 


Method 


GENSCAN 








Start 


48 


End 


3605 








GI 


none 


Score 


. 69 








Exons 


48.. 163, 1515. .1643, 3533.. 3605 










Seq. No. 


32297 


Seq. ID 


OJ991208 


09. 


0104 


.C18 


Gene No. 


66937 


Strand 


+ 








Start 


4356 


End 


6859 








Name 


OJ991208_09. 0104 .C18.o2.gs 


Method 


GENSCAN 








Start 


4356 


End 


6766 








GI 


none 


Score . 


. 52 








Exons 


4356. .4551, 5925. .6766 












Seq. No. 


32297 - 


Seq. ID 


OJ991208 


_09. 


0104 


.C18 


Gene No. 


66937 


Strand 


+ 








Start 


4356 


End 


6859 








Name 


OJ991208__09.0104 .C18.ol.np 


Method 


AAT/NAP 








Start 


5966 


End 


6859 








GI 


5902448 


Score 


1440 








Exons 


5966. .6859 












GI Descrip. 


(AB030283) orf3 [Oryza sativa] 












Seq. No. 


32297 


Seq. ID 


OJ991208_ 


_09. 


0104 


.C18 


Gene No. 


66938 


Strand 


+ 








Start 


6947 


End 


7144 








Name 


OJ991208 09.0104.C18.o2.np 


Method 


AAT/NAP 








Start 


6947 


End 


7144 








GI 


5902447 


Score 


222 








Exons 


6947. .7144 












GI Descrip. 


(AB030283) orf4 [Oryza sativa] 












Seq. No. 


32297 


Seq. ID 


OJ991208 


09. 


0104 


C18 


Gene' No. ■ 


66939 


Strand 










Start 


744 


End 


1033 








Name 


OJ991208 09.0104.C18.ol.gp 


Method 


AAT/GAP 








Start 


744 


End 


1033 








GI 


3759000 


Score 


392 








Exons 


744.. 1033 












Seq. No. 


32297 


Seq. ID 


OJ991208_ 


_09. 


0104 . 


C18 


Gene No. 


66940 


Strand 










Start 


6086 


End 


6376 








Name 


OJ991208 09.0104.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6086 


End 


c n n c 








GI 


none 


Score 


203 








Exons 


6086. .6376 













32374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32298 Seq. ID OJ991208_09 . 0104 . C19 

66941 Strand + 

1 End 2156 

OJ991208JD9 . 0104 . CI 9 . ol . np Method AAT/NAP 

1 End 2156 

6691716 Score 1398 

1.-92, 280. .475, 558. .660, 737. .927, 1005. .1192, 1267. .1362, 
1513. .1633, 1708. .2156 

(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32298 
66941 
1 

OJ991208_09.0104 .C19.ol.gs 

450 

none 



Seq. ID OJ991208_09.0104 .C19 



Strand 
End 

Method 

End 

Score 



+ 

2156 
GENSCAN 
2096 
.'83 



450. .475, 558. .763, 793. .927, 1005. .1192, 1728. .2096 



32298 
66942 
9209 

OJ991208_09.0104.C19.o3.gs 

9209 

none 



Seq. ID OJ991208_09.0104.C19 



Strand 
End 

Method 

End 

Score 



+ 

14112 
GENSCAN 
14112 
.41 



9209. .9231, 9369. .9643, 1117 6 .. 11331 , 12160 .. 124 33, 
13306. .13411, 14029. .14112 



Seq. No. 32298 

Gene No. 66943 

Start 2748 

Name OJ991208_09 . 0104 . CI 9 . o7 . tw 

Start 2503 

GI none 
Exons 



Seq. ID OJ991208_09.0104 .C19 
Strand 
End 

Method 
End 
Score 



8611 

TBLASTX: Wheat 

3116 

61 



2503. .2640, 2766. .3116, 2869. .2961, 3028. .3096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



32298 
66943 
2748 

OJ991208_09.0104 .C19.o2.np 

2527 . ... . 

5922631 

2527.. 5053, 5654.. 6580, 
7984. .8228, 8487. .8611 
(AP000492) ESTs C2634 
region of the predict 
retrotransposon Cinfu 
gi | 6016864 | dbj IBAA852 
C26347 (C12145) ,AU0780 
predicted gene.; Simi 
Cinful-1. (AF049110) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_09.0104.C19 

8611 
AAT/NAP 
8611 
'6664 



6707. .6859, 6902. .7473, 7519. .7726, 



7 (C12145) , AU078074 (C12145) correspond to 
ed gene.; similar to prpol; Zea mays 
1-1. (AF049110) [Oryza sativa] 
07.1| (AP000570) ESTs .. 
74(C12145) correspond to a region of the 
lar to prpol; Zea mays retrotransposon 
[Oryza sativ 



Seq. No. 
Gene No. 
Start 
Name 



32298 
66943 
2748 

OJ991208 09.0104.C19.o4.tm 



~ -—-1 • 



Strand 

End 8611 

Method TBLASTX : Mai ze 



32375 




Start 


2542 








End 


2767 




GI 


none 








Score 


105 




Exons 


2542 . .2643, 


2543 , 


. . 2644 , 


2623 . 


.2751, 


2624 . .2767 




Seq. No. 


32298 








Seq. ID OJ991208 


_09. 0104 .C19 


Gene No. 


66943 








Strand 






Start 


274 8 








End 


8611 




Name 


OJ991208 09, 


.0104, 


,C19.o2, 


.gs 


Method 


GENSCAN 




Start 


2748 








End 


8611 




GI 


none 








Score 


.58 




Exons 


2748. .2884, 


3029. 


. .3271, 


3339. 


.3392, 


3422. .3563, 


3789. .5565, 




5662. .6201, 


6271. 


, .6789, 


6797. 


.7434, 


7457. .7573, 


7641. .7795, 




7993. .8156, 


8487. 


, .8611 











Seq. No. 32298 

Gene No. 66943 

Start 2748 

Name OJ991208_09 . 0104 . CI 9 . o2 . tw 

Start 3231 

GI none 

Exons 3231.. 3371, 3231.. 3617, 3307, 



Seq. ID OJ991208_09.0104.C19 
Strand 

End 8611 

Method TBLASTX : Wheat 

End 3618 

Score 84 
.3618 



Seq. No. • 32298 

Gene No. 66943 

Start 2748 

Name OJ991208_09 . 0104 . C19 . ol . tm 

Start 3300 

GI none 

Exons 3300.. 3623, 3313.. 3624 



Seq. ID OJ991208_09.0104 .C19 
Strand 

End 8611 

Method TBLASTX: Maize 

End 3624 

Score 2 68 



Seq. No. - 32298 

Gene No. 66943 

Start 2748 

Name OJ991208_09 . 0104 . C19 . o9 . tw 

Start 3621 

GI none 

Exons 3621.. 3719, 3786.. 3920 



Seq. ID OJ991208_09.0104.C19 
Strand 

End 8611 

Method TBLASTX : Wheat 

End 3920 

Score 128 



Seq. No. 32298 

Gene No. 66943 

Start 2748 

Name OJ991208_09 . 0104 . C19 . o3 . tw 

Start " * ' 3936 
GI " .' * none 

Exons 3936.. 4358, 4012. .4356 



Seq. ID OJ991208_09.0104 .C19 
Strand 

End 8611 

Method TBLASTX: Wheat 

End 4358 

Score 228 



Seq. No. 32298 

Gene No. 66943 

Start 2748 

Name OJ991208JD9 . 0104 . C19 . o2 . ts 

Start 3979 

GI none 

Exons 3979.. 4098, 3981.. 4223, 4147. 



Seq. ID OJ991208_09.0104 .C19 
Strand 

End 8611 

Method TBLASTX: Soybean 

End 4367 

Score 58 

.4227, 4263. .4367, 4264. .4359 



Seq. No. 
Gene No. 
Start 



32298 
66943 
2748 



Seq. ID OJ991208__09.0104.C19 
Strand 

End 8611 



32376 



Name 


OJ991208 09 


. 0104 


.C19.o4 


. tw 


Method 


TBLASTX : Wheat 




Start 


4410 








End 


4833 




GI 


none 








Score 


114 




Exons 


4 410. . 4823/ 


4 411 


. .4833 










Seq. No. 


32298 








Seq. ID 


OJ991208_09.0104 


.C19 


Gene No. 


66943 








Strand 






Start 


2748 








End 


8611 




Name 


OJ991208 09 


. 0104 


. C19 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4 4 82 








End 


4926 




GI 


none 








Score 


53 




Exons 


4 482. . 4508 , 


4506 


. .4 64 9, 


4518 


.4637, 4 


519. .4650, 4671. .4898, 




4 67 1 . .4 925, 


4 672 


. . 4 926 










Seq. No. 


32298 








Seq. ID 


OJ991208_09.0104 


.C19 


Gene No. 


66943 








Strand 






Start 


.2748 








End 


8611 




Name 


OJ991208 09, 


0104 


. C19 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4593 








End 


5024 




GI 


none 








Score 


99 




Exons 


4593 . . 5024 , 


4 602 


. . 4961, 


4819 . 


. 4 977 






Seq.- No. 


32298 








Seq. .ID 


OJ991208JD9.0104 


.C19 


Gene No. 


66943 








Strand 






Start 


2748 








End 


8611 




Name 


OJ991208 09. 


0104 


.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4869 








End 


5288 




GI 


none 








Score 


98 




Exons 


4869 . . 5288, 


4870 


. . 4980, 


5073 . 


.5255, 5083/. 5286 




Seq. No. 


32298 








Seq. ID 


OJ991208_09.0104 


.C19 


Gene No. 


66943 








Strand 






Start 


274 8 








End 


8611 




Name 


OJ991208 09. 


0104 


C19 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5157 








. End 


5508 




GI 


none 








Score 


107 




Exons 


olo / . . 534 8 , 


5167 


. 534 9, 


534 9 . 


.5507, 5353.. 5508 




Seq. No. 


32298 








Seq. ID 


OJ991208_09.0104 


.C19 


Gene No. 


66943 








Strand 






Start 


274 8 








End 


8611 




Name 


OJ991208 09. 


0104 , 


C19 . o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


coin'- 

5319 . - 








End 


5672' * ■ 




GI 


none 








Score 


168 




Exons 


coin co/i("> 

5319 . . 534 8 , 


534 9 . 


. 5657 , 


5349. 


.5672, 5353.. 5658 




Seq. No. 


32298 








Seq. ID 


OJ991208_09.0104 


.C19 


Gene No. 


66943 








Strand 






Start 


2748 








End 


8611 




Name 


OJ991208 09. 


0104 . 


C19 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


5829 








End 


6006 




GI 


none 








Score 


105 




Exons 


5829. . 6005, 


5868. 


. 6005, 


5881. 


.6006 






Seq. No. 


32298 








Seq. ID 


OJ991208_09.0104 


,C19 


Gene No. 


66943 








Strand 






Start 


2748 








End 


8611 





32377 



Name 


PiTQQ19Piq no n~\ n a piq 


. tw 


Method 


C -f- 3 r f 


Do D / 




End 


pt 


none 




Score 




^ftR7 £00^ CiQRQ CAQi; 


^1 "DO 

DlOO . 




Seq. No. 


32298 




Seq. ID 


Gene No. 


66943 




Strand 


9f a rt 

J Lai U 






tjna 


Name 


PiTQQionft HQ m ha piq r\& 
ujyyizuo u y . u . y . oo 


-t-rrt 


Metnoa 


utail 


D / y D 




End 


p, t 


none 




Score 


Hi A \J i 1 O 


fi7Q£ 7flRfi 70^4 






Seq. No. 


32298 




Seq. ID 


Gene No. 


66943 




Strand 




97 d R 




iiino 


Name 


ujyyx^uo u y . u ±U4 . t^i y . oo 




Method 


OtaiL 


do y o 




End 


PT 


none 




Score 




Cpqc 79Q0 CQQQ 79Q1 






Seq. No. 


32299 




Seq. ID 


Gene No. . 


66944 




Strand 


Q-f- :a r-f- 
oLal L 


472 




End 


Name 


OJ991208 09.0104.C20.ol. 


gs 


Method 




472 




End 




none 




Score 


Exons 


472. .646, 810. .986, 1496. .1662 


oeq. no. 


32299 




Seq. ID 


UCllC IMvJ . 


66945 




Strand 


Start 


9258 




End 


Name 


OJ991208 09.0104.C20.ol. 


gp 


Method 


O L. d i- L. 


9258 


End 


PT 


4027 1.R1084 




Score 


Exons 


9258. . 9879 






PT Plco/^vi 
ol UcbLlip . 


1 6041792/gb|AAF02112. 1 IAC009755 5 l.Oe- 




protein- [Arabidopsis thaliana] 


i 


oeq. wo. 


32299 




Seq. ID 


Gene No. 


66946 




Strand 


.Start 


2341 




End 


N*ame 


OJ991208 09.0I04.C20.ol. 


np 


Method ' i 


Start ' 


2341 


End 


GI 


6630699 




Score 


Exons 


2341. .2418 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



TBLASTX: Wheat 

6314 

156 



OJ991208JD9.0104 .C19 
8611 

TBLASTX: Maize 

7056 

132 



OJ991208_09.0104 .C19 
8611 

TBLASTX: Wheat 

7291 

114 



OJ991208_09.0104 .C20 
+ 

1662 
GENSCAN 
1662 
.93 



OJ991208_09.0104 ,C20 
+ 

9879 
AAT/GAP 
9879 
1195 



OJ991208_09.0104 .C20 

2.418 

AAT/NAP. * 
2418 
69 



(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



32299 
66947 
4035 

OJ991208_09.0104 .C20.o2.no 
4035 
4587595 

4035. .4225, 5359. .5847, 8292. .8660 



Seq. ID OJ991208_09.0104 .C20 
Strand 

End 8678 

Method AAT / MA P 

End 8660 

Score 745 



32378 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC006951) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



32299 
66947 
4035 

OJ991208_09.0104 .C20.o3.gs 

7952 

none 

7952. .8023, 8292. .8678 



Seq. ID OJ991208_09.0104 .C20 
Strand 

End 8678 

Method GEN SCAN 

End 8678 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32299 
66948 
9523 

OJ991208_09.0104 .C20.O4 .ts 

4071 

none 



Seq. ID OJ991208_09.0104 .C20 
Strand 

End 13229 

Method TBLASTX : Soybean 

End 5779 

Score 75 



4071. .4226, 5357. .5581, 5424. .5576, 5645. .5779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32299 
66948 
9523 

OJ991208_09.0104 .C20.O4 ,tm 

5345 

none 



Seq. ID OJ991208_09.0104 .C20 
Strand 

End 13229 

Method TBLASTX : Mai ze 

End 5797 

Score 65 



5345. .5518, 5358. .5519, 5491. .5562, 5492. .5626, 5504. .5578, 
5642. .5794, 5693. .5797 



Seq. No. 32299 

Gene No. 66948 

Start 9523 

Name OJ991208_09 . 0104 . C20 . ol . tc 

Start 8292 

GI none 

Exons 8292.. 8561, 8293.. 8562 



Seq. ID OJ991208_09.0104 .C20 
Strand 

End 13229 

Method TBLASTX : Cress 

End 8562 

Score 210 



Seq. No. . 32299 

Gene No. 66948 

Start 9523 ■-. 

Name OJ9912'08_09 . 0104 . C20 . o2 . ts 

Start 8292 

GI none. 

Exons 8292.. 8561,' 8305.. 8562- 



Seq. ID OJ991208_09.0104 .C20 
Strand 

End 13229 

Method TBLASTX : Soybean 

End 8562 

Score 222 . .• 



Seq. No. 32299 

Gene No. 66948 

Start 9523 

Name OJ991208_09 . 0104 . C20 . o3'. tm 

Start 8298 

GI none 
Exons 



Seq. ID OJ991208_09.0104 .C20 
Strand 

End 13229 

Method TBLASTX: Maize 

End 8562 

Score 47 



8298. .8561, 8305. .8349, 8383. .8562 



Seq. No. 32299 

Gene No. 66948 

Start 9523 

Name OJ991208_09 . 0104 . C20 . o2 . tm 

Start 9520 



Seq. ID OJ991208_09.0104 .C20 

Strand - 

End 13229 

Method TBLASTX: Maize 

End 9755 



32379 



GI 


none 


Score 


191 




Exons 


9520.. 9741, 9524.. 9742, 9526.. 9753, 9549.. 9755 




Seq. No. 


32299 


Seq. ID 


OJ991208JD9.0104 


.C20 


Gene No. 


66948 


Strand 






Start 


9523 


End 


13229 




Name 


OJ991208 09.0104.C20.o4.gs 


Method 


GENSCAN 




Start 


9523 


End 


13085 




GI 


none 


Score 


.83 




Exons 


9523.. 9917, 9932.. 10219, 10286 .. 10334 , 


10945. . 11448, 






1 lb / 4 . . Izb99 , l^y4z . . loOoo 








Seq. No. 


32299 


Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


b D y 4 o 


Strand 






Start 


9523 


End 


13229 




Name 


A TfiOl AO A 1 A / /"""OA 

OJ991208_09 .0104 .C20.o3.np 


Method 


AAT/NAP 




Start 




' End 


13229 




GI • 


oU4 1 / 92 


Score 


2801 




Exons 


A C O A 1 A *3 *3 /I 1 An yi r 1 i /I y| A 

9532. .10334, 10945. .11448, 


11574. .12599, 12942. .13229 




GI Descrip. 


(AC009755) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


32299 


Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 


Strand 






Start 


9523 


End 


13229 




Name 


OJ991208 09.0104 .C20.o5.tc 


Method 


TBLASTX: Cress 




Start 


9541 


End 


9741 




GI 


none 


Score 


77 




Exons 


9541.. 9741, 9655.. 9732 








Seq. No. 


32299 


Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 


Strand 






Start 


9523 


End 


13229 




Name 


OJ991208 09.0104.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


9760 


End 


12507 




GI 


none 


Score 


223 




Exons 


9760. .9948, 9761. .9946, 9944. .10018, 9946. .10020, 9948. 


. 10022, 




9993.. 10085, 9994.. 10080, 10002 .10091 


, 10007. .10105, 






10025. . 10342, 10173. . 10334, 


10931. .114 4 9, 10942. .114 63, 






11388. .114 56, 11574. .12470, 


■11574. .12449, 12130. .12507 




Seq. No. 


32299 


. Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 


Strand 






Start 


•9523 


- End 


13229- ♦ • 




Name. 


OJ991208 09.0104 .C20.o3.tc 


Method 


TBLASTX: Cress 




Start 


9802 


End 


10096 




GI 


none 


Score 


68 




Exons 


9802. .9954, 9803. .9871, 9957. .10085, 9958. .10080, 9968., 


. 10096, 




9969. .10085 








Seq. No. 


32299 


Seq. ID 


OJ991208_09.0104, 


.C20 ' 


f^ono NT r\ 
OClltS LNU . 


66948 


Strand 






Start 


9523 


End 


13229 




Name 


OJ991208 09.0104.C20.o2.gp 


Method . 


AAT/GAP 




Start 


9851 


End 


112 9^ 




GI 


7916 1.R1084 


Score 


1560 . 




Exons 


9851.. 10334, 10945.. 11293 








GI Descrip. 


' 60417 92/gb|AAF02112. 1 |AC009755_5 6. 0e- 


-97 (AC009755) unknown 



32380 



0 • 



protein [Arabidopsis thaliana] 1 



Seq. No. 


32299 






Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 






Strand 






Start 


9523 






End 


13229 




Name 


OJ991208 09.0104.C20 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


9919 






End 


10085 




GI 


none 






Score 


159 




Exons 


9919. . 


10080, 9948.. 10085 








Seq. No. 


32299 






Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 






Strand 






Start 


9523 






End 


13229 




Name 


OJ991208 09.0104.C20 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10155 






End 


11169 




GI 


none 






Score 


89 




Exons 


10155. 


.10334, 10173. 


. 10334, 


10219. .10335, 10942. .11169, 






10946. 


.11125, 10947. 


. 11159 








Seq. No. 


32299 






Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 






Strand 






Start 


9523 






End 


13229 




Name 


OJ991208 09.0104.C20 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


10167 






End 


11106 




GI 


none 






Score 


125 




Exons 


10167. 


.10334, 10173. 


. 10334, 


10223. . 10357, 10942 .. 11106, 






10946. 


.11101 










Seq. No. 


32299 






Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 






Strand 






Start 


9523 






End 


13229 




Name 


OJ991208 09.0104.C20 


o7 . ts 


Method 


TBLASTX: Soybean 




Start 


11227 






End 


11736 




GI 


none 






Score 


122 




Exons 


11227. 


.11340, 11228. 


11344, 


11380. .11418, 11574. .11735, 






11578. 


.11736 










Seq. No. 


32299 






Seq'. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 






Strand 






Start 


9523 






End 


13229 ■ 




Name 


OJ991208 09.0104.C20 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11931 






End 


12164. 




GI • 


none- 






' 'Score 


136 




Exons 


11931. 


.12164/ 11944. 


12063, 


11996.. 12127 




Seq. No. 


32299 






Seq. ID 


OJ991208_09.0104 


.C20 


Gene No. 


66948 






Strand 






Start 


9523 






End 


13229 




Name 


OJ991208 09.0104.C20. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


12165 






End 


12432 




GI 


none 






Score 


134 




Exons 


12165. 


.12371, 12166.. 


12303, 


12361. . 12432, 12375. .12431 




Seq. No. 


32299 






c^^r Tn 


J J> 1 Z, UU . W1U4 




Gene No. 


66948 






Strand 






Start 


9523 






End 


13229 




Name 


OJ991208 09.0104.C20. 


o2.tc 


Method 


TBLASTX: Cress 





32381 



Start 


12235 


End 


13118 






GI 


none 


Score 


97 






Exons 


12235. .12369, 12237. .12368, 


12357. .12470, 12358 


. . 12600, 






12369.. 125 90, 12918.. 13118, 


12964. .13089 






Seq. No. 


32300 


Seq. ID 


OJ991028 


JD4.0119 


.CI 


Gene No. 


66949 


Strand 








Start 


7 3 • 


End 


1146 






Name 


OJ991028_04 . 0119 . CI . ol .gs 


Method 


GENSCAN 






Start 


■ 73 


End 


1026 






GI 


none 


Score 


.99 






Exons 


73 . . 1026 










Seq. No. 


32300 


Seq. ID 


OJ991028 


__04 .0119 


.CI 


Gene No. 


66949 ' 


Strand 








Start 


73 


End 


1146 






Name 


OJ991028_04 .0119.Cl.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


793 


End 


1146 






GI 


none 


Score 


173 






Exons 


793 . .1146 










Seq. No. 


32301 


Seq. ID 


OJ991028 


_04 .0119 


.C2 


Gene No. 


66950 


Strand 


+ 






Start 


2522 


End 


3937 






Name 


OJ991028 04.0119.C2.ol.np 


Method 


AAT/NAP 






Start 


2522 


. End 


3937 






GI 


6721512 


Score 


181 






Exons 


2522. .2636, 2664. .2796, 2839 


..2875, 2990. .3030, 


3906. .3937 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32301 


Seq. ID 


OJ991028 


_04.0119 


.C2 


Gene No. 


66951 


Strand 








Start 


3855 


End 


3937 






Name 


OJ991028 04.0119.C2.o2.np 


Method 


AAT/NAP 






Start 


3855 


End 


3937 






GI 


6498434 


Score 


131 






Exons 


3855. .3937 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32302 


Seq. ID 


OJ991028 


_04 .0119 


.C3 


Gene No. 


66952 


Strand 








Start 


625 


End 


783 •-. 






Name 


OJ991028 04.011'9.C3.ol.gs -"' 


Method 


GENSCAN-. 






Start 


625 


End 


783 






GI 


- none 


Score 


.65 






Exons 


625. .783. 










Seq. No. 


32302 


Seq. ID 


OJ991028 


_04 .0119 


.C3 


Gene No. 


66953 


Strand 








Start 


795 


End 


879 






Name 


OJ991028 04.0119.C3.ol.np 


Method 


AAT/NAP 






Start 


795 


End 


879 






GI 


6498434 


Score 


117 






Exons 


795. .879 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32302 


Seq. ID 


OJ991028 


_04 .0119 


.C3 



32382 



Gene No. 


66954 


Strand 




Start 


1903 


End 


2053 


Name 


OJ991028_0f . 0119.C3.ol . tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


764 


GI 


none 


Score 


58 


Exons 


2. .79, 4. .87, 5. .112, 5. .88, 


13. .87, 111. .239, 111. .266, 




122. .232, 124. .309, 126. .230, 


128 . . 232 , 


130..255> 133. .240, 




139.. 225,, 262.. 408, 276.-392, 


.279 . .419, 


284 . . 394 , 284 . . 4 18 , 




285. .410, 288. .395, 294. .380, 


308. .421, 


430 .. 576, 432 . . 542, 




435.-527, 439.-573, 440. .523, 


449. . 520, 


463. .540, S86..735, 




589. .747, 596.-697, 597.-764, 


597. .749, 


598. .750, 599.-736, 




599. .742, 602. .760, 604. .723, 


605. .700, 


621. .701, 685. .747 


Seq. No. 


32302 


Seq. ID 


OJ991028_04.0119.C3 


Gene No. 


66954 


Strand 




Start 


- 1903 


End 


2053 


Name 


OJ991028 04 .0119.C3.ol.gp 


Method 


AAT/GAP 


Start 


1903 


End 


2053 


GI 


uC-osflcyp001c04b2 


Score 


204 


Exons 


1903. .2053 






GI Descrip. 


1 6041757/gb| AC011806.1 IAC011806 2.0e-34 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


32303 


Seq. ID 


OJ991028_04.0119.C4 


Gene No. 


66955 


Strand 


+ 


Start 


4750 


End 


5475 


Name 


OJ991028 04 .0119. C4 .ol.gs 


Method 


GENSCAN 


Start 


4750 


En : d ■ 


5475 


GI 


none 


Score 


.42 


Exons 


4750. .5475 






Seq. No. 


32303 


Seq. ID 


OJ991028_04.0119.C4 


Gene No. 


66956 


Strand 




Start 


7106 


End 


8306 


Name 


OJ991028 04.0119.C4.o2.gs 


Method 


GENSCAN 


Start 


7106 


End 


8306 


GI 


none 


Score 


.43 


Exons 


7106. .7570, 7640. .8025, 8219. 


.8306 




Seq. No. 


32304 


Seq. ID 


OJ991028_04..0119.C5 


Gene No . 


66957 


Strand 




Start 


. 4178 


End 


9953 ' - 


Name 


OJ991028 04.0119.C5.ol.np 


Method' 


AAT/NAP 


Start 


4178 


End 


9953 


GI 


6466937 


Score • 


1533 


Exons 


4178. .4530, 7481. .9668, 9804. 


. 9953 




GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


32304 


Seq. ID 


OJ991028_04 .0119.C5 


Gene No. 


66958 


Strand 


+ 


Start 


20868 


End 


22688 


Name. 


OJ991028 04.0119.C5 s o4 s gs 


Method 


GENSCAN 


Start 


20868 


End 


22688 


GI 


none 


Score 


.67 



Exons 



20868. .20959, 218 69 .. 22083, 22489.. 22688 



32383 



Seq. No. 


32304 


Seq. ID 


OJ991028 


_04.0119 


.C5 


Gene No. 


66959 


Strand 


+ 






Start 


23378 


End 


25800 






Name 


OJ991028_04 . 0119.C5 .o5 . gs 


Method 


GENSCAN 






Start 


23378 


End 


25800 






GI 


none 


Score 


. 58 






Exons 


23378. .23540, 23977. .24098, 


25609. . 258 


00 






Seq. No. 


32304 


Seq. ID 


OJ991028 


04 .0119 


.C5 


Gene No. 


66960 


Strand 


+ 






Start 


27129 ' 


End 


33798 






Name 


OJ991028_04 . 0119.C5.o6.gs 


Method 


GENSCAN 






Start 


27129 


End 


30081 






GI 


none 


Score 


.49 






Exons 


27 12 9. . 271 32, 27740.. 278 63, 


28021. .28397, 29157 


. .29266, 






29956. .30081 










Seq. No. 


32304 


Seq. ID 


OJ991028 


_04 .0119 


.C5 


Gene No. 


66960 


Strand 


+ 






Start 


27129 


. End 


33798 






Name 


OJ991028 04.0119.C5.o3.np 


Method 


AAT/NAP 






Start 


27726 


End 


31889 






GI 


5803259 


Score 


250 






Exons 


27726. .28477, 31863. .31889 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32304 


Seq. ID 


OJ991028 


_04.0119 


,C5 


Gene No. 


66960 


Strand 


+ 






Start 


27129 


End 


33798 






Name 


OJ991028 04 .0119.C5.o4 .np 


Method 


AAT/NAP 






Start 


29980 


End 


30817 






GI 


6063554 


Score 


137 






Exons 


29980. .30009, 30644.. 30817 










GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

F-xons 



correspond to a region 
protein [Oryza sativa] 



of the predicted gene.; hypothetical 



32304 
66960 
27129 

OJ991028_04 . 0119.C5.o7 . gs 
30988 • •' , • 

none 

30988. .30991, 31534 .. 31911, 
33021. .33166, 33284 .. 334 59, 



32304 
66961 
4022 

OJ991028 
4022 



. Seq. ID ' OJ991028_04 .0119. C5 

Strand + 

End 33798 

Method GENSCAN 
'• End' 33798." 

Score .73 
31936. .32019, 32349. .32883, 
33568.. 33798 



OJ991028 04. 0119. C5 



_04.0119.C5.o2.gs 



Seq. ID 
Strand 

End 10657 
Method GENSCAN 
End 10657 
none Score .51 

4022. .4177, 5849. .5939, 6471. .6532, 6612. .6665, 6761. .6843, 
9107. .9274, 9721. .9842, 9923. .9983, 10302 .. 1037 5, 10647. .10657 



Seq. No. 



32304 



Seq. ID OJ991028 04. 0119. C5 



32384 



Gene No. 


66962 


Strand 






Start 


13694 


End 


24008 




Name 


ujyyiu^o U4 . ui±y . lo . o o . gs 


Method 


GENSCAN 




Start 


lO094 


End 


18822 




r- t 
GI 


none 


Score 


.42 




Exons 


1j034 . . 1j / /J/ 1 jUj / . . , 


154 91. .16388, 16993. .17116, 














beq. no. 




Seq. ID 


OJ991028_04.0119 


. GO 


Gene No. 


66962 


Strand 






Start 


13694 


End 


24008 




Name 


OJ991028 04.0119.C5.o2.np 


Method 


AAT/NAP 




C4- -v- 4- 

otart 


16784 


End 


24008 




GI 


4539658 


Score 


102 




Exons 


16784. .16934, 19444 .. 19571, 


19650. .19753, 23983. .24008 




GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor ] 








Seq. No. 


32304 


Seq. ID 


OJ991028_04.0119, 


.C5 


Gene No. 


66963 


Strand 






b tart 


O A A 1 1 
J 4 4 11 


End 


. 35822 




Name 


/*N T O O 1 A O O A A Alio /-i f" i . . 

OJ991028 04 . Oil 9 . C5 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


4171 


End 


4547 




GI 


none 


Score 


299 




Exons 


4171. .4539, 4179. .4547 








Seq. No. 


32304 


Seq. ID 


OJ991028_04.0119, 


.C5 


Gene No. 


66963 


Strand 






Start 


J4 4 11 


End 


35822 




Name 


OJ991028 04 . 0119 . Co . o3 . tm 


Method 


TBLASTX: Maize 




Start 


4174 


End 


7606 




Gi 


none 


Score 


409 




Exons 


4174. .4530, 4182. .4529, 7474 


. .7605, 7475. .7606 




Seq. No. 


O^OU4 


Seq. ID 


OJ991028_04 .0119. 


. GO 


Gene No. 


66963 


Strand 






btarT: 


34411 


End 


35822 




Name 


OJ991028 04.0119.C5.o5.tw 


Method 


TBLASTX: Wheat ' 




btart 


7475 


End 


8176 




bl 


none 


Score 


217 




Exons 


7475. .7738, 8114. .8176 








Seq. No.'* 


32304- : • • - • ' 


Seq. ID ; 


OJ991028_04.011'9. 


,C5 


Gene No. 


• 66963 


Strand 






o tar l 


34411 


End 


35822 




Name 


OJ991028 04.0119.C5.o2.tm 


Method 


TBLASTX: Maize 




bt art 


7794 


End 


8266 




GI 


none 


Score 


70 




Exons 


7794.. 7877, 7879.. 8250, 7880 


. .8266 






o e q . no. 


32304 


Seq. ID 


OJ991028_04 .0119. 


,C5 


Gene No. 


66963 


Strand 






Start . 


34411 


End 


35822 




Name 


OJ991028 04.mi9.r.S-o2 : tw 


Method 


TBLASTX : Wheat 




Start 


8276 


End 


8672 




GI 


none 


Score 


121 




Exons 


8276.-8452, 8450. .8518, 8454 


..8672, 8603. .8671 





32385 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028_04 . 0119 . C5 . ol . tm 

Start 8505 

GI none 

Exons 8505.. 9140, 8507.. 9130, 34951, 



Seq. ID OJ991028_04.0119.C5 
Strand 

End 35822 

Method TBLASTX: Maize 

End 35121 

Score 689 

.35121 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028_04 . 011 9 . C5 . ol . ts 

Start 8544 

GI none 

Exons 8544.. 8912, 8621.. 8911 



Seq. ID OJ991028_04.0119.C5 
Strand 

End 35822 

Method TBLASTX : Soybean 

End 8912 

Score 309 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028_04 . 0119 . C5 . ol . tw 

Start 8934 

GI none 

Exons 8934.. 8999, 9105.. 9140, 34423. 

34775. .34882, 34928. .35017 



Seq. ID OJ991028_04 .0119.C5 
Strand 

End 35822 

Method TBLASTX : Wheat 

End 35031 

Score 68 

.34554, 34579. .35031, 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028_04 . 0119 . C5 . o4 . tm 

Start 9239 

GI none 

Exons 9239.. 9283, 9252.. 9296, 9292. 
9660. .9719 



Seq. ID OJ991028_04 .0119.C5 
Strand 

End 35822 

Method TBLASTX : Maize 

End 9777 

Score 4 9 

9468, 9293. .9712, 9571. .9777, 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028_04 . 0119.C5 . o4 . tw 

Start 9292 

GI none 

Exons 9292.. 9534, 9293.'. 9508 ' 



Seq. ID OJ991028_04.0119.C5 
Strand 

End 35822. 

Method TBLASTX : Wheat 

End 9534 

Score 223 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028_04 . 0119 . C5 . 08 . gs 

Start 34411 

GI none 

Exons 34411. .35323, 35788.-35822 



Seq. ID OJ991028_04.0119.C5 
Strand 

End 35822 

Method GENSCAN 

'End 35822 

Score .95 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028_04 . 0119 . C5 . o5 . np 

Start 34414 

GI 5902445 



Seq. ID OJ991028_04 .0119. C5 
Strand 

End 35822 

Method AAT/NAP 

End 35367 

Score 829 



32386 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34414 . .35367 

(AB030283) GAG-POL precursor [Oryza sativa] 



32304 Seq. ID 

66963 Strand 

34411 End 

OJ991028_04 .0119.C5.o5.tm Method 
34 5,4 6 ' End 

none Score 
34546. .34809 



OJ991028_04.0119.C5 
35822 

TBLASTX: Maize 

34809 

196 



Seq. No. 32304 

Gene No. 66963 

Start 34411 

Name OJ991028JD4 . Oil 9 . C5 . 06 . tw 

Start 35053 

GI none 

Exons 35053. .35214, 35066 .. 35215 , 35228 
35229. .35309 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991028_04 .0119.C5 
35822 

TBLASTX: Wheat 

35309' 

79 



.35293, 35228. .35305, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32305 Seq. ID OJ991028_04 . 0119 . C6 

66964 Strand + 

17545 End 22679 

OJ991028_04 . 0119.C6.o4 . np Method AAT/NAP 

17545 End 22679 

6498441 Score 6470 

17545. .18609, 18940 .. 19403, 19467 .. 19840, 20024 .. 20158, 

20333. .21056, 21228.. 22679 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ991028 04. 0119. C6 



32305 
66965 
396 

OJ991028_04.0119.C6.ol.gs 
396 
none 

396. .1870, 2244. .3701, 3723. 
7888. .7980, 8034. .8286, 9018 
10579. .11108, 11166. .11270, 11385 .. 1 18 69, 11 936 .. 12521 , 
12690. .13266, 14690.. 14724 



Seq. ID 
Strand 
End 

Method 
End 
Score 



22425 
GENSCAN 
14724 
.44 

3938, 4002. .4818, 5210. .5530, 
9287, 9350. .9742, 10024 .. 10524 , 



Seq.' No. 


32305 


Seq. ID OJ991028 


_04 .0119 


C6 


Gene No. 


66965 


Strand 






Start 


396 


End 22425 






Name 


OJ991028 04.0119.C6.ol. 


np Method AAT/NAP 






Start 


432 


- End 4850 






GI 


4539660 


Score 4E>36 






Exons 


432. .4850 






GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 






Seq. No. 


32305 


Seq. ID OJ991028 


_04 .0119. 


C6 


Gene No. 


66965 


Strand 






Start 


396 


End 22425 






Name 


OJ991028 04.0119.C6.olO 


.tw Method TBLASTX: 


Wheat 




Start 


444 


End 777 







32387 



GI 


none 






Score 


79 




Exons 


444. .776, 465. .626, 496. .777 








Seq. No. 


32305 






Seq. ID 


OJ991028JD4.0119. 


C6 


Gene No. 


66965 






Strand 






Start 


396 






End 


22425 




Name 


OJ991028 04 


.0119 


.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


639 






End 


1224 




GI 


none 






Score 


100 




Exons 


639. .1064, 


640. . 


837, 660.. 905, 


892.. 1065, 1062. .1223, 1069 


Seq. No. 


32305 






Seq. ID 


OJ991028_04.0119. 


C6 


Gene No . 


66965 






Strand 






Start 


396 






End 


22425 




Name 


OJ991028 04 


.0119 


.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


777 






End 


22425 




GI 


none 






Score 


44 




Exons 


777. .1403, 


778. . 


837, 786. .1343, 895.. 


1344, 22306. .22383, 






22363. .22425 










Seq. No. 


32305 






Seq. ID 


OJ991028 04.0119. 


C6 


Gene No. 


66965 






Strand 






Start 


396 






End 


22425 




Name 


OJ991028 04 


. 0119 


. C6 . o4 . tm 


Method 


. TBLASTX: Maize 




Start 


1272 






End 


" 1563 




GI 


none 






Score 


290 




Exons 


1272. . 1562, 


1276 


..1563, 1276.. 


1563 






Seq. No. 


32305 






Seq. ID 


OJ991028 04.0119. 


C6 


Gene No. 


66965 






Strand 






Start 


396 






End 


22425 




Name 


OJ991028 04 


.0119 


.C6.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1362 






End 


1622 




GI 


none 






Score 


195 




Exons 


1362. . 1622, 


1363 


. .1611 








Seq. No. 


32305 






Seq. ID 


OJ991028_04.0119. 


C6 


Gene No. 


66965 






Strand 






Start 


396 






End 


22425 




Name 


OJ991028 04 


.0119 


.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


1386 






End 


1712 




GI. . 


none 






Score 


87. 




Exons * 


1386. .1529, 


1387 


..1527, 1530.. 


1712 






Seq. No. 


32305 






Seq. ID 


OJ991028_04.0119. 


C6 


Gene No. 


66965 






Strand 






Start 


396 






End 


22425 




Name 


OJ991028 04 


.0119 


.C6.o2. tw 


Method 


TBLASTX: Wheat 




Start 


1410 






End 


22140 




GI 


none 






Score 


171 




Exons 


1410. .1640, 


1410 


..1937, 1414.. 


1767, 22024.. 22140 




Seq. No. 


32305 






Seq. ID 


OJ991028JD4.0119. 


C6 


Gene No. 


66965 






Strand 






Start 


396 






End 


22425 




Name 


OJ991028 04 


.0119 


.C6.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


2019 






End 


2434 





32388 




GI 


none 




Score 


245 


Exons 


2019. . 2051, 


2042. .2254, 2047. 


.2433, 2048.. 2320, 2339.. 2434 


Seq. No. 


32305 




Seq. ID 


OJ991028_04 .0119.C6 


Gene No. 


66965 




Strand 




Start 


396 




End 


22425 


Name 


OJ991028_04 . 


0ll9.C6.o2. tm 


Method 


TBLASTX: Maize 


Start 


2083 




End 


20504 


GI 


none 




Score 


80 


Exons 


2083. .2124, 


2116. .2523, 2131. 


.2346, 2147. .2470, 10074 10184, 




10233 . . 10454 


, 20277 . . 20504 






Seq. No. 


32305 




Seq. ID 


OJ991028_04 .0119.C6 


Gene No. 


66965 




Strand 




Start 


396 




End 


22425 


Name 


OJ991028_04 . 


0ll9.C6.o3. ts 


Method 


TBLASTX : Soybean 


Start 


2149 




End 


2397 


GI 


none 




Score 


38 


Exons 


2149. .2397, 


2168 .. 2212, 2267 . 


. 2371 




Seq. No. 


32305 




Seq. ID 


OJ991028JD4 .0119.C6 


Gene No. 


66965 




Strand 




Start 


396 




End 


22425 


Name 


-r ft ft -i ft ft ft rtji 

OJ991028_04 . 


0119.C6.ol . ts 


Method 


TBLASTX : Soybean 


Start 


2419 




End 


20387 


GI 


none 




Score 


186 


Exons 


2419 . .2670, 


2429. .2662, 2449. 


.2679, .27 


25.. 2778, 2735 . .277 6, 




*— # ft ft A a h ji 

2782 . . 2814 , 


2782 . .2814, 10350 


. . 10697, 


ft ft ft -1 S~ ft ft ft. ft ^-j 

20016. . 20387 


Seq. No. 


32305 




Seq. ID 


OJ991028_04.0119.C6 


Gene No. 


66965 




Strand 




Start 


396 




End 


22425 


Name 


T A A 1 AAA A 1 

OJ991028_04 . 


0119.C6.o5.tw 


Method 


TBLASTX: Wheat 


Start 


2440 




End 


20465 


GI 


none 




Score 


238 


Exons 


2440 . . 2649, 


10267 . . 10581, 102 


69. . 10691 


^ /""\ ft ft ft ft y- ft ft 

, 10299. . 10688, 




20045 . . 204 40 


ft; ft ft A y ft ft Jl ^ 

, 20046. .20465 






Seq. No. 


32305 




Seq. ID 


OJ991028J34 .0119.C6 


Gene No. 


66965 




Strand 




Start 


396 




End 


22425 


Name 


OJ991028 04. 


0119 . C6 . 06 . tm 


Method 


TBLASTX: Maize 


Start 


2533 




End 


20272' 


GI 


none 




Score 


91 


Exons 


ft ^ *~\ ft ft y a r\ 

2533 . .2649, 


10458 . . 10748, 104 


65. . 10581 


, 19988. .20272, 




19989 . . 20270 








Seq. No. 






Seq. ID 


OJ991028_04 .0119.C6- 


Gene No. 


66965 




Strand 




Start 


396 




End 


22425 


Name 


OJ991028 04. 


0119.C6.ol2.tw 


Method 


TBLASTX: Wheat 


Start 


2701 




End 


2877 


GI 


none 




Score 


133 


Exons 


2701. .2850, 


2703.. 2813, 2712. 


.2855. ?7?8 , . 2877,- 2732.. 2969 



Seq. No. 32305 Seq. ID OJ991028_04 . 01 19 . C6 

Gene No. 66965 Strand 



32389 



Start 
Name 
Start 
GI 

Exons 



396 End 

OJ991028_04 .0119.C6.o3.tm Method 

2860 " End 

none Score 



22425 

TBLASTX: Maize 

19961 

196 



2860. .3105, 10776. .11132, 10777 11043, 10827 .. 11078 , 
19605. .19961, 19640. .19951, 19845. .19961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32305 
66965 
396 

OJ991028_04.0119.C6.o3.tw 

2887 

none 



Seq. ID OJ991028_04.0119.C6 
Strand 

End 22425 

Method TBLASTX : Wheat 

End 19937 

Score 238 



2887. .3105, 10806. .11261, 10807. .1104 3, 10856 .. 11059, 
11113. .11262, 19475. .19930, 1947 6 . . 1 9937 , 19476. .19931 



32305 
66965 
396 

OJ991028_04 .0119.C6.o5.ts 

2887 
none 

2887. .3201, 10815. .11021 



Seq. ID. OJ991028_04 .0119.C6 
Strand 

End 22425 

Method TBLASTX : Soybean 

End 11021 

Score 108 



Seq. No. 32305 

Gene No. 66965 

Start 396 

Name OJ991028_04 . 0119 . C6 . 08 . tm 

Start 3169 

GI none 

Exons 3169.. 3336, 3221.. 3322 



Seq; : ' ID OJ991028_04.0119.C6 
Strand 

End 22425 

Method TBLASTX : Mai ze 

•End 3336 

Score 111 



Seq. No. 32305 

Gene No. 66965 

Start 396 

Name OJ991028_04 . 0119 . C6 . oil . tw 

Start 3370 

GI none 

Exons 3370.. 3723, 3445.. 3723 



Seq. ID OJ991028_04.0119.C6 
Strand 

End 22425 

Method TBLASTX : Wheat 

End 3723 

Score 70 



Seq. No. 32305 

Gene No. 66965 

Start . t 396 

Name ' OJ991028JD4 . 01 19 . C6 . 08 . tw 

Start 4057 

GI none 

Exons 4057.. 4407 



Seq. ID OJ991028_04 . 0119.C6 
Strand 

Pnd - 22425* 

Method TBLASTX : Wheat 

End 4407 

Score 318 



Seq. No. 32305 - 

Gene No. 66965 

Start 396 

Name OJ991028_04 . 01 19 . C6 . o7 . tm 

Start 4102 

GI none 

Exons 4102.. 4407, 4198.. 4407 



Seq. ID OJ991028_04.0119.C6 
Strand 

End 22425 

Method TBLASTX : Mai ze 

End 4407 

Score 62 



Seq. No. 



32305 



Seq. ID OJ991028 04. 0119. C6 



32390 



Gene No. 


66965 






Strand 


- 


Start 


396 






End 


22425 


Name 


OJ991028 04. 


0119, 


C6.ol4 . tw 


Method 


TBLASTX : Wheat 


Start 


4459 






End 


4657 


GI 


none 






Score 


113 


Exons 


4459 . .4 656, 


4460 . 


. 4 657 






Seq. No. 


32305 






Seq. ID 


OJ991028 04. 0119. C6 


Gene No. 


66965 






Strand 




Start 


396 






End 


22425 


Name 


OJ991028 04. 


0119. 


C6.o2.np 


Method 


AAT/NAP 


Start 


8970 






End 


11207 


GI 


5902445 






Score 


2120 


Exons 


8970. .9353, 


9391. 


.11207 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


32305 






Seq. ID 


OJ991028_04.0119.C6 


Gene No. 


66965 






Strand 




Start 


396 






End 


22425 


Name 


OJ991028 04. 


0119. 


C6.o5. tm 


Method 


TBLASTX: Maize 


Start 


8978 






End 


22203 


GI 


none 






Score 


130 


Exons 


8978. . 9211, 


8985. 


.9194, 21880 


. .22194, 


21915. .22181, 21991. 


Seq. No. 


32305 






Seq. ID 


OJ991028_04.0119.C6 


Gene No. 


66965 






Strand 




Start 


396 






End 


22425 


Name 


OJ991028 04. 


0119. 


C6.ol3. tw 


Method 


TBLASTX: Wheat 


Start 


9005 






End 


22023 


GI 


none 






Score 


111 


Exons 


9005. . 9322, 


21787 


..22023, 21907. .22020, 21939. .22022 


Seq. No. 


32305 






Seq. ID 


OJ991028_04 .0119.C6 


Gene No. 


66965 






Strand 




Start 


396 






End 


22425 


Name 


OJ991028 04. 


0119. 


C6.ol5.tw 


Method 


TBLASTX: Wheat 


Start 


9380 






End 


21677 


GI 


none 






Score 


83 


Exons 


9380. .'9661, 


9418. 


.9675, 21365 


. .21541, 


21378. .21566, 21417. 


Seq. No. 


32305 






Seq. ID 


OJ991028_04.0119.C6 


Gene No. 


66965 






Strand 




Start ' 


396 ■* 






End 


22425 


Name 


OJ991028 04. 


0119. 


C6.o7.tw 


Method 


TBLASTX: Wheat 


Start 


9715 






End ' 


21362 


GI 


none 






Score 


88 


Exons 


9715. .9891, 


9896. 


.10039, 9898 


. .10038, 


10026. .10121, 




20904. .21152 


, 20928. .21143, 20993 .. 21169, 21213 .. 2 1362 , 




21224. .21361 










Seq. No. 


32305 






Seq. ID 


OJ991028_04.0119.C6 


Gene No. 


66965 






Strand 




Start 


396 






End 


22425 


Name 


OJ991028 04. 


0119. 


C6.o4 . ts 


Method- 


TBLASTX: Soybean 


Start 


9715 






End 


21617 


GI 


5666795 






Score 


62 


Exons 


9715. . 9864, 


9904. 


.9999, 21051 


. .21143, 


21225. .21362, 21417. 



32391 




GI Descrip. 


4206306-2 ,0e-10 <AF04911-0) 


prpol [Zea 


mays] 






Seq. No. 


32305 




Seq. ID 


OJ991028 


_04 .0119 


.C6 


Gene No. 


66965 




Strand 


- 






Start 


396 




End 


22425 






Name 


OJ991028 04. 0119. C6 


. 06 . ts 


Method 


TBLASTX : 


Soybean 




Start 


11028 




End 


19880 






GI 


none 




Score 


106 






Exons 


11028. .11222, 19515 


. .19739, 


19746 . . 198 


80 






Seq. No. 


32305 




Seq. ID 


OJ991028 


_04 . 0119 


,C6 


Gene No. 


66965 




Strand 








Start 


396 




End 


22425 






Name 


OJ991028 04. 0119. C6 


. o3 . np 


Method 


AAT/NAP 






Start 


11274 




End 


15045 






GI 


5902444 




Score 


865 






Exons 


11274. .12840, 13027 


. . 13258, 


15001. .15045 






GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


32305 




Seq. ID 


OJ991028 


04 . 0119 


. C6 


Gene No. 


66965 




Strand 








Start 


396 




End 


22425 






Name 


OJ991028 04. 0119. C6 


. 06 . tw 


Method 


TBLASTX : 


Wheat 




Start 


11454 




End 


19310 






GI 


none 




Score 


113' 






Exons 


11454. .11690, 11511 


. . 11687, 


11602. .11688, 11727 


. . 11897, 






11728. .11901, 18824 


. . 18997, 


18825. .19310, 19019 


. . 19279 




Seq. No. 


32305 




Seq. ID 


OJ991028 


_04 . 0119 


,C6 


Gene No. 


66965 




Strand 








Start 


396 




End 


22425 






Name 


OJ991028 04. 0119. C6 


.o9. tw 


Method 


TBLASTX: 


Wheat 




Start 


12459 




End 


18086 






GI 


none 




Score 


73 






Exons 


12459. . 12731, 12511 


. .12711, 


12687. .12803, 12700 


. . 12801, 






12804. . 12848, 17697 


. .17741, 


17748. .17846, 17765 


. . 17845, 






17813. . 18052, 17829 


. . 18086 










Seq. No. 


32305 




Seq. ID 


OJ991028 


_04.0119 


C6 


Gene No. 


66965 




Strand 








Start 


396. 




End 


22425 






Name . 


OJ991028 04. 0119. C6 


,o9. tm 


Method 


TBLASTX: 


Maize 




Start 


12570 • 




End. 


17 98.4 






GI 


none 




Score 


83 






Exons 


12570. . 12809, 12571 


. . 12825, 


17736. .17984, 17738 


. .17983 




Seq. No. 


32305 




Seq. ID 


OJ991028 


_04 .0119 


C6 


Gene No. 


66965 




Strand 








Start 


396 




End 


22425 






Name 


OJ991028 04. 0119. C6 


. o2 . gs 


Method 


GENSCAN 






Start 


14917 




End 


15897 






GI 


none 




Score 


. 94 






Exons 


14917. . 15897 












Seq. No. 


32305 




Seq. ID 


OJ991028 


_04 .0119. 


C6 


Gene No. 


66966 




Strand 








Start 


22431 




End 


22647 







32392 




Name 


OJ991028 04.0119.C6.ol6.tw Method 


TBLASTX 


: Wheat 




Start 


22431 


End 


22647 






GI 


none 


Score 


177 






Exons 


22431. .22646, 22432.. 22647 








Seq. No. 


32306 


Seq. ID 


OJ99102 


3_04.0119 


■ C7 


Gene No. 


66967 


Strand 








o tar t 


179 


End 


y 9 1 






Name 


OJ991028 04 .0119.C7.ol.gs 


Method 


GENSCAN 






Start 


179 


End 


922 






bl 


none 


Score 


. 58 






Exons 


179. . 922 










Seq. No. 


32306 


Seq. ID 


OJ99102* 


3_04 . 0119 


. C7 


Gene No. 


66967 


Strand 








Start 


179 


End 


991 






Name 


OJ991028 04 .0119.C7.ol.np 


Method 


AAT/NAP 






Start 


182 


End 


991 






GI 


6907089 


Score 


1171 






Exons 


182. . 991 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32307 


Seq. ID 


OJ9.9102S 


3_04 . 0119 


.C8 


Gene No. 


66968 


Strand 








Start 


1 


End 


2475 






Name 


OJ991028 04 .0119.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2056 






GI 


6907089 


Score 


2697 






Exons 


1..692, 796. .2056 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32307 


Seq. ID 


OJ99102£ 


3_04 .0119 


C8 


Gene No. 


66968 


Strand 








Start 


1 


End 


2475 






Name 


OJ991028 04.0119.C8.ol.gs 


Method 


GENSCAN 






b tart 


14 


End 


2475 






bi 


none 


Score 


.46 






Exons 


14.. 659., 954.. 1524, 1593.. 


1801, 1940.. 


2075, 2246.. 2361, 






2416. .2475 










Seq. No. 


32308 


Seq. ID 


OJ99102E 


JJD4 .0119. 


C9 


Gene No. 


66969 


Strand 


+ 






Start ■* 


109- 


'End 


2927 






Name 


OJ991028 04.0119.C9.ol.gs 


Method 


GENSCAN 






Start 


109 ' 


End 


2927 






bl 


none 


Score 


.61 






Exons 


109. .279, 451. .522, 1284.. 


1683, 1898.. 


2070, 2177.. 2350, 






2618.. 2741, 2827.. 2927 










Seq. No. 


32308 


Seq. ID 


OJ99102S 


_04 .0119. 


C9 


Gene No. 


66969 


Strand 


+ 






Start 


109 


End 


2927 






Name 


OJ991028 04.0119.C9.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1583 


End 


2323 






GI 


none 


Score 


86 







Exons 1583. .1633, 1895. .1972, 1896. .2036, 1896. .2072, 1897. .2073, 

2174. .2323, 2176. .2322 



32393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32308 
66969 
109' 

OJ991028J34 . 0119 . C9 . ol . np 



Seq. ID 
Strand 
End 

Method 

1753 ~ End 

6753636 Score 
1753. .1817, 1887. .2070, 2177. .2350, 2618. .2741, 2827. .2894 
DinB homolog 1 (E. coli) gi | 604 9288 | gb | AAF0254 1 . 1 | AF16357 1 
(AF163571) DINB protein [Mus musculus] 

gi| 6463734 |dbj IBAA86942.il (AB027563) DINB1 [Mus musculus] 



OJ991028_04.0119.C9 
+ 

2927 
AAT/NAP 
2894 
372 



32308 Seq. ID 

66969 Strand 
109 End 
OJ991028_04 .0119.C9.ol.tm Method 
1965 End 
none Score 

1965.. 2072, 1967.. 2071, 1972.. 2073, 1973 

2174. .2365, 2176. .2364, 2583. .2741, 2615 



OJ991028_04 .0119.C9 
+ 

2927 

TBLASTX : Maize 
2921 
123 

2080, 2157 
2740, 2617 



2357, 
2745, 



2617. .2751, 2823. .2915, 2825. .2920, 2826. .2921 



32309 
66970- 
1 

OJ991028_04 .0119. C10. ol.np 



6753636 
1..120, 433, 



,553, 699. .803, 



Seq. ID OJ991028_04 .0119. C10 

Strand + 

End 97 4 8 

Method AAT/NAP 

End 7408 

Score 233 
1658. .1773, 1884. .2002, 7384. .740* 



DinB homolog 1 (E. coli) gi | 6049288 | gb | AAF0254 1 . 1 | AF163571_1 
(AF163571) DINB protein [Mus musculus] 

gi I 6463734 |dbj IBAA86942. 1 | (AB027563) DINB1 [Mus musculus] 



32309 Seq. ID 

66970 Strand 

1 End 
OJ991028_04 .0119. C10. ol.gs Method 

699 - . End 

none Score 

699. .827, 1682. .1773, 1884. .1995, 2413, 
3403. .3520 



OJ991028_04 .0119. C10 
+ 

9748 
GENSCAN 
3520 
. 93 

.2765, 2894.. 3123, 



Seq. No. ' 32309 • • Seq: ID 

Gene No. 66970 Strand 

Start 1 End 

Name OJ991028_04 . 0119 . C10 . ol . gp Method 

Start 1936 End 

GI 2311422 Score 

Exons 1936.. 1995 



OJ 9 9 1 0 2 8_0 4. 0119. C10 
+ 

9748 
AAT/GAP 
1995 
89 



Seq. No. 32309 

Gene No. 66970 

Start * 1 

Name OJ991028_04 .0119. C10. o2. no 

Start 4487 

GI ' 3335060 
Exons 



Seq. ID OJ991028 04. 0119. C10 



Strand 
End 

Method 

End 

Score 



+ 

9748 
AAT/NAP 
9709 
3317 



4487. .4648, 5574. .5646, 5786. .7723, 7814. .7972, 8741. .8912, 



32394 



8985. .9283, 9473. .9709 
GI Descrip. (AF025842) plasma membrane-type calcium ATPase [Arabidopsis 
thaliana] gi | 44 68989 | emb I CAB38303 | (AL035605) plasma 
membrane-type calcium ATPase (ACA2) [Arabidopsis thaliana] 



Seq. No. 32309 

Gene No. 66970 

Start 1 

Name OJ991028_04 . 0119 . CIO . o2 . gs 

Start 4636 

GI none 

Exons 4636.. 4827, 5584.. 5638, 5775. 

8985. . 9283, 9473. . 9748 



Seq. ID OJ991028_04. 0119. CIO 

Strand + 

End 9748 

Method GENSCAN 

End 97 4 8 

Score .56 

.7723, 7814. .7972, 8741. .8912, 



Seq. No. 32309 
Gene No. 66971 
Start 12998 

Name OJ991028_04 . 0119 . C10 . ol . tc 

Start 5784 
GI none 
Exons 5784.. 5918, 5787. 

7001. .7264, 7018. 

7256. .7738, 7808. 

8742.. 8939, 8954. 

9473. . 9709 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,6149, 5788. .6981, 5789 

.7119, 7189. .7263, 7246 

,7975, 7813. .7980, 8734 

,9286, 8983. .9288, 9002 



OJ991028 04. 0119. C10 



22550 

TBLASTX: Cress 

9709 

156 

6988, 6707. .6991, 
7725, 7256.. 7726, 
8925, 8738. .8926, 
9295, 9472.. 9708, 



Seq. No. 32309 Seq. ID 

Gene No. 66971 Strand 

Start 12998 End 

Name OJ991028_04 . 0119 . C10 . o3 . tm Method 

Start 5833 End 

GI none " Score 

Exons 5833.. 6096, 5834.. 6097 



OJ991028_04. 0119. C10 
22550 

TBLASTX : Maize 

6097 

257 



Seq. No. 32309 Seq. ID 

Gene No. 66971 Strand 

Start 12998 End 

Name OJ991028_04 . 0119 . C10 lb 3 . ts Method 

Start 5843 End 

GI none ' Score 

Exons 5843.. 6280, 6025.. 6300 



OJ991028_04 .0119. C10 
22550 

TBLASTX: Soybean 

6300 

279 



Seq. No. ' ■ 32309 * • Seq,. ' ID 

Gene No. 66971 ' . Strand 

Start 12998 End 

Name OJ991028_04 . 0119 .CIO . o2 . tm Method 

Start 6250 End 

GI none . Score 

Exons 6250. .6654, 6251. .6967, 6254. .6985 



QJ9910:28_04. 0119. C10 
22550 

TBLASTX: Maize 

6985 

823 



Seq. No. 32309 

Gene No. 66971 

Start 12998 

Name OJ991028__04 . 0119 . C10 . o2 . ts 

Start 6385 

GI none 

Exons 6385.. 6987, 6386. .6988, 6983. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028 04. 0119. C10 



22550 



7099 
703 



,7099, 7009. .7095 



32395 




Seq. No. 32309 

Gene No. 66971 

Start 12998 

Name OJ991028_04 . 01 1 9 . CIO . ol 

Start 6825 

GI none 

Exons 6825.-6995, 6826.. 7086, 
■ 7006. .7167, 7009. .7119, 

Seq. No. 32309 
Gene No. 66971 
Start 12998 

Name OJ991028_04 . 0119 . C10 . ol 

Start 7054 
GI none 

Exons 7054.. 7119, 7055.. 7726, 

7813. .7980, 7813. .7974, 
8954. .9286, 8979. .9038, 




Seq. ID OJ991028_04 .0119. C10 
Strand 

End 22550 

.tw Method TBLASTX : Wheat 

End 7167 . 

Score 236 
6827. .6994, 6834. .7001, 7004. .7120, 
7020. .7166 

Seq. ID OJ991028_04. 0119. C10 
Strand 

End 22550 
.tm Method TBLASTX: Maize 

End 9520 

Score 740 
7186. .7725, 7202. .7738, 7808. .7975, 
8734. .8916, 8738. .8926, 8738. .8923, 
8983. .9288, 9473. .9520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32309 
66971 
12998 

OJ991028__04 , 
.7103 
none 
7103, 
7808, 
8954, 
9514. 



0119. C10. ol.ts 



.7726, 
.7975, 
.9286, 
.9708 



7137. .7313, 
7813. .7980, 
8965. .9285, 



7189. 
7855. 
8996. 



Seq. ID OJ991028_04. 0119. C10 
Strand 

End 22550 

Method . TBLASTX: Soybean 

End 9709 

Score 735 

.7725, 7381. .7728, 7401. .7733, 
.7980, 8707. .8916, 8738. .8926, 
.9301, 9449. .9688, 9473. .9709, 



Seq. No. 


32309 


Seq. ID 


OJ991028 


_04. 0119. C10 


Gene No. 


66971 


Strand 






Start 


12998 


End 


22550 




Name 


OJ991028 04.0119.C10.o6.tm 


Method 


TBLASTX : 


Maize 


Start 


9523 


End 


9721'. 




GI 


none 


Score 


47' 




Exons 


9523. .9576, 9524.. 9571, 9572. 


.9721, 9577. .9714, 


9602. . 9721 


Seq. No. 


32309 


Seq. ID 


OJ991028 


_04. 0119. C10 


Gene No. 


66971 


Strand 






Start 


12998 


End . 


2255.0 




Name 


OJ991028 04.0119.C10.o2.gp 


Method 


AAT/GAP 




Start 


12890 


End 


12992 




GI 


uC-osflcyp082b07al 


Score 


146 




Exons 


12890. .12992 








GI Descrip. 


, 218221/dbj | D10675 IRICSINE1R6 


3.0e-30 


Oryza sativa p-SINEl- 




gene, repeat sequence 1 








Seq. No. 


32309 


Seq. ID 


OJ991028 


_04. 0119. C10 


Gene No. 


66971 


Strand 






Start 


12998 


End 


22550 




Name 


OJ991028 04.0119.C10.o3.gs 


Method 


GENSCAN 




Start 


12998 


End 


22550 




GI 


none 


Score 


.55 




Exons 


12998. .13181, 14029. .14155, 1' 


1160. . 14338, 14374 


. .14458, 




14505. .14612, 16282. .17169, 17396. .17543, 17833 


. .18849, 



32396 



18980. .19444, 22485. .22550 



beq. no. 




Seq. ID 


OJ991028 


04.0119 


. C10 


Gene No. 


oo9 / 1 


Strand 








Start 


iz y yd 


End 


22550 






Name 


ojyyiu^o 04 . oi l y . cio . o5 . tm 


Method 


TBLASTX : 


Maize 




otart 




End 


1 C A T A 

16474 






GI 


none 


Score 


"1 O A 

184 






Exons 


16241. .16474, 16241. .16474 










beq. no. 


32309 


Seq. ID 


OJ991028 


_04 .0119 


. C10 


Gene No . 


66971 


Strand 








Start 


12998 


End 


22550 






Name 


OJ991028 04.0119.C10.o4.tm 


Method 


TBLASTX: 


Maize 




Start 


16658 


End 


16922 






GI 


none 


Score 


211 






Exons 


16658. .16705, 16709. .16921, 16710. .16922 






Seq. No. 


32310 


Seq. ID 


OJ991208 


_06.0107 


.CI 


Gene No . 


66972 


Strand 








Start 


1101 


End 


2264 






Name 


OJ991208 06.0107.Cl.ol.np 


Method 


AAT/NAP 






Start 


1069 


End 


2087 






GI 


6715737 


Score 


417 






Exons 


1069. .1405, 1530. .2087 










GI Descrip. 


(AC016447) putative zinc finger protein [Arabidopsis thaliana 


Seq. No. 


32310 


Seq. ID 


OJ991208 


_06.0107 


CI 


Gene No. 


66972 


Strand 








Start 


1101 


End 


2264 






Name 


OJ991208 06.0107.Cl.ol.gs 


Method 


GENSCAN 






Start 


1101 


End 


2264 






GI 


none 


Score 


.89 






Exons 


1101.. 1517, 1575.. 2264 










beq. no. 


32310 


Seq. ID 


OJ991208 


_06.0107. 


CI 


Gene No. 


66972 


Strand 








Start 


1101 


.End 


2264 






Name 


' OJ991208 06.0107.Cl.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


1119 


End 


1347 






GI 


none 


Score 


302 






Exons . . 


1119. .1346, 1120. .1347, 1306. 


. 1347 








Seqi No. 


32311 


Seq. ID 


OJ991208 


_06.0107. 


C2 


Gene No . 


66973 


Strand 


+ 






Start 


1 


End 


527 






Name 


OJ991208 06.0107.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


279 






GI 


5777617 


Score 


108 






Exons 


1..34, 161. .279 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


32311 


Seq. ID 


OJ991208 


_06.0107. 


C2 


Gene No. 


66973 


Strand 


JL 






Start 


1 


End 


527 






Name 


OJ991208 06.0107.C2.ol.gs 


Method 


GENSCAN 






Start 


46 


End 


527 







32397 



GI 

Exons 



none 

46. .198, 441. .527 



Score 



OJ991208_06.0107.C2 
+ 

1812 
AAT/GAP 
1812 
140 



Seq. No. 32311 Seq. ID 

Gene No. 66974 Strand 

Start 1597 End 

Name- OJ991208_06 . 0107 . C2 . ol . gp Method 

Start".' 1597 End 

GI 5867_1.R1084 * Score 

Exons 1597.. 1683, 1786.. 1812 

GI Descrip. ' 4 64 986/sp | P35132 | UBC9__ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA7 87 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


32311 


Seq. ID 


OJ991208_06.0107 . 


C2 


Gene No. 


66975 


Strand 






Start 


6517 


End 


7037 




Name 


OJ991208 06.0107.C2.o2.gp 


Method 


AAT/GAP 




Start 


6517 


End 


7037 




GI 


LIB3431-001-P1-N1-B5 


Score 


7 62 




Exons 


6517. .6749, 6855. .7037 








GI Descrip. 


' 4680203/gb|AAD27566. 1 IAF114171 7 l.Oe 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 








Seq. No. 


32311 


Seq. ID 


OJ991208_06.0107. 


C2 


Gene No. 


66976 


Strand 






Start 


11531 


End 


13489 




Name 


OJ991208 06.0107.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4801 


End 


5170 




GI 


none 


Score 


99 




Exons 


4801. .4908, 4821. .4907, 4910 


. .5170 






Seq. No. 


32311 


Seq. ID 


OJ991208_06.0107. 


C2 


Gene No. 


66976 


Strand 






Start 


11531 


End 


13489 




Name 


OJ991208 06.0107.C2.o3.gp 


Method 


AAT/GAP 




Start 


11531 


End 


12991 




GI 


5002953 


Score 


1284 




Exons 


■. 11531. .11712, 12192. . 12601, - 


12860.. 12991 • 




GI Descrip.' 


4680203/gb|AAD27566. 1 | AF114171 7 1 . Oe- 


39 (AF114171) TNP2 


-like 




protein [Sorghum bicolor] 








Seq. No. 


32311 


Seq. ID 


OJ991208_06.0107. 


C2 


Gene No. 


66976 


Strand 






Start 


11531 


End 


13489 




Name 


OJ991208 06.0107.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11756 


End 


12976 




GI 


none 


Score 


67 




Exons 


11756. . 11848, 11849. .11953, 


11877. .11954, 11978. .12019, 






11978..12m.6. 12023, .12070, 


12059. .12250, 12075 .. 12215 , 






12254. .12415, 12258. .12398, 


124 34. .1297 6, 12486. .12 932 




Seq. No. 


32311 


Seq. ID 


OJ991208_06.0107. 


C2 



32398 




Gene No. 


66976 




Strand 






Start 


11531 




End 


13489 




Name 


OJ991208 06.0107.C2.o2.np 


Method 


7\ 7\ T / M Zi P 




OLait 


12144 




End 


1 "3 A Q Q 




C T 
(aX 


6742729 


Score 


you 






12144. 


.13299, 13348. .13489 










(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


32311 




Seq. ID 


OJ991208_06.0107 


.C2 


Gene No. 


66976 




Strand 






OtaiL 


11531 




End . 


13489 




Name 


OJ991208 06.0107.C2.ol.tc 


Method 


TBLASTX: Cress 




Of 3rf 


12263 




End 


12689 






none 




Score 


68 




Exons 


12263. 


.12415, 12276. .12398, 


12434. .12685, 12486.. 12689 




Seq. No. 


32311 




Seq. ID 


OJ991208_06.0107 


.C2 


Gene No. 


66976 




Strand 








11531 




End 


13489 




Name 


OJ991208 06.0107.C2.ol.tm 


Method 


TBLASTX: Maize 




Q +- a rf 


12587 




End 


13072 




O T 
bX 


none 




Score 


89 




Exons 


12587. 


.13072, 12594. .12743, 


12879. .13055 




Seq. No." 


32311 




Seq. ID 


OJ991208_06.0107 


C2 


Gene No. 


66976 




Strand 






Q+- -a r-h 

o uar T. 


11531 




End 


13489 




Name 


OJ991208 06.0107.C2.o3.tw 


Method 


TBLASTX: Wheat 




Of 

OLaiU 


12980 




End 


13330 




bX 


none 




Score 


66 




Exons 


12980. 


.13063, 12981. .13064, 


13100. .13330, 13101. .13301 




Seq. No. 


32311 




Seq. ID 


OJ991208_06.0107 


C2 


Gene No. 


66976 




Strand 








11531 




End 


13489 




Name 


OJ991208 06.0107.C2.o2.tm 


Method 


TBLASTX: Maize 




Q4- 3r f 


13109 




End 


13324 






none 




Score 


93 






13109. 


.13171, 13178. .13324, 


13188. .13295 




oeq . no . 


32312 




Seq. ID 


OJ991208_06.0107 


r> o 
LJ 




66977 




Strand 


+ 




Start" 


2073 




End 


2513 *. ' 




Name 


OJ991208 06.0107.C3.ol.gp 


Method 


AAT/GAP 




Start 


2073 




End 


2513 




b-L 


uC-osflM202014c01bl 


Score 


866 




Exons 


2073. . 


2513 








GI Descrip. 


1 395930/emb 1X66522 I0ST0S12A 


8.0e-49 0. 


sativa retrotransposon 




Tosl-2 


>gi_2176333_dbj 1L E08212_E08212 DNA sequence containing 




retrotransposon region 1 








Seq. No. 


32312 




Seq. ID 


OJ991208_06.0107. 


C3 


Gene No. 


66978 




Strand 






Start 


1 




End 


9.420 




Name 


OJ991208 06.0107.C3.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2420 




GI 


4680203 


Score 


895 





32399 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..1161, 2366. .2420 

(AF114171) TNP2-like protein [Sorghum bicolor] 



32312 
66979 
2524 

OJ991208_06.0107 .C3.o2.gp 
2524 

1427_1.R1084 
2524. .2667 

'4504379/ref |NP_003658.1|pHG38| 2.0e-13 G protein-coupled 
receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 



Seq. ID OJ991208_06.0107 .C3 
Strand 

End 2667 

Method AAT/GAP 

End 2667 

Score 232 





receptor HG38 [Homo sapiens] 1 








Seq. No. 


32312 


Seq. ID 


OJ991208_06.0107. 


C3 


Gene No. 


66980 


Strand , 






Start 


3586 


End 


4429 




Name 


OJ991208 06.0107.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


31 


End 


361 




GI 


none 


Score 


59 




Exons 


31. .360, 32. .106, 73. .177, 128. .187, 224. .361 




Seq. No. 


32312 


Seq. ID 


OJ991208_06.0107. 


C3 


Gene No. 


66980 


Strand 






Start 


3586 


End 


4429 




Name 


OJ991208 06.0107 .C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


58 


End 


270 




GI 


none 


Score 


97 




Exons 


58. .258, 58. .270 








Seq. No. 


32312 


Seq. ID 


OJ991208_06.0107. 


C3 


Gene No. 


66980 


Strand 






Start 


3586 


End 


4429 




Name 


OJ991208 06.0107.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


109 


End 


528 




GI 


none 


Score 


101 




Exons 


' 109. .357, 113. .358, 407. .526, 


408. .527, 


409. .528 




beq. no. 


32312 


Seq. ID 


OJ991208_06.0107. 


Ci 


Gene No. 


66980 


Strand 






Start 


3586 


End 


4429 




Name 


OJ991208 Q6.0107.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start • 


-127 ' 


End 


80-7 " 




GI . 


none 


Score 


56 




Exons 


127. .252, 256. .360, 266. .361, 


407. .568, 


409. .807 




Seq. No. 


32312 


Seq. ID 


OJ991208_06.0107. 


C3 


Gene No. 


66980 


Strand 






Start 


3586 


End 


4429 




Name 


OJ991208 06*.0107.C3.o2.np 


Method 


AAT/NAP 




Start 


3586 


End 


4429 




GI 


4522005 


Score 


92 




Exons 


3586. .3663, 4019. .4429 








GI Descrip. 


(AC007 0 69 ) putative non-T.TR retroelement reverse trans cr 


l_ <J O G 




[Arabidopsis thaliana] 








Seq. No. 


32313 


Seq. ID 


OJ991208_06.0107 . 


C4 



32400 



Gene No. 


66981 




Strand 


+ 






Start 


6989 




End 


9469 






Name 


a mm ono n c. 

OJ99120o_Uo 


.U107.C4.ol. np 


Method 


AAT/NAP 






Start 


o989 




End 


9469 






GI 


O H "D O O 1 1 

3 / Jo oil 




Score 


105 






Exons 


byo y . . / oi4 , 


9422 . . 94 d9 










GI Descrip. 




unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


32313 




Seq. ID 


OJ991208_06. 


0107 


.C4 


Gene No. 


66981 




Strand 


+ 






Start 






End 


9469 






Name 


OJ991208_06 


. 0107 . C4 . o2 . gs 


Method 


GENSCAN 






Start 


8117 




End 


9325 






GI 


none 




Score 


1 






Exons 


Oil/. . yjzD 












Seq. No. 


32314 




Seq. ID 


OJ991208_06. 


0107. 


.C5 


Gene No. 


66982 




Strand 


+ 






Start 


z 9oo 




End 


3513 






Name 


OJ9yl20o Oo 


. 0107 . Co . ol . gs 


Method 


GENSCAN 






Start 


o o o o 

2988 




End 


3513 






GI 


none 




Score 


.42 






Exons 


2 988. .3116, 


3130 . .3513 










Seq. No. 


32314 




Seq. ID 


OJ991208_06. 


0107 . 


. C5 


Gene No. 


66983 




Strand 








Start 


2414 




End 


2770 






Name 


OJ991208 06 


.0107.C5.ol.gp 


Method 


AAT/GAP 






Start 


2414 




End 


2770 






GI 


none 




Score 


639 






Exons 


2414. .2770 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32314 
66984 
4015 

OJ991208_06.0107 .C5.o2.tm 

3824 

none 



Seq. ID OJ991208_06.0107.C5 
Strand 
End 

Method 
End 
Score 



7272 

TBLASTX : Maize 

4183 

126 



3824. .3982, 3831. .3983, 4029. .4181, 4031. .4183 



4324. .4479, 4595. 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 
.4799, 



OJ991208 06. 0107. C5 



32314 
66984 
4015 . 

OJ991208_06.0107.C5.ol.np 
3860 

5803254 . 
3860. .4234 
(AP000399) ESTs 
,AU078031 (E31854 
predicted gene; hypothetical protein [Oryza sativa] 



7272 
AAT/NAP 
5447 
923 
4862. .5447 



C9742.9(C60159) ,D22427 (C11106) , 
, D15683 (C1084 ) correspond to a region of the 



Seq. No. 32314 Seq. ID OJ991208_06 . 0107 . C5 

Gene No. 66984 Strand 

Start 4015 End 7272 

Name OJ991208J36 . 0107 . C5 . o2 . gs Method GENSCAN 

Start 4015 End 7272 

GI none Score . 7 



32401 



Exons 4015.. 4025, 4030.. 4234, 5007.. 5480, 6230.. 6336, 6462.. 6519, 

7048. .7272 



Seq. No. 32314 

Gene No. 66984 

Start 4015 

Name OJ991208_06 . 0107 . C5 . ol 

Start 4862 

GI none 

Exons 4862.. 5134, 4863.. 5174, 
5175.. -5219, 5178.. 5219 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_06.0107.C5 
7272 

TBLASTX: Maize 

5219 

161 



4873. .5202, 4876. .5169, 4893. .5186, 



Seq. No. 32315' Seq. ID 

Gene No. 66985 Strand 

Start 126 End 

Name OJ991208_06 . 0107 . C6 . ol . gs Method 

Start 126 End 

GI none Score 

Exons 126.. 430 



OJ991208_06.0107.C6 
+ 

430 

GENSCAN 

430 

.85 



Seq. No. 32315 

Gene No. 66986 

Start 1197 

Name OJ991208_06 . 0107 . C6 . ol . gp 

Start 1197 

GI 14669_1.R1084 

Exons 1197.. 1737, 1829.. 1850 

GI Descrip. ' 6015437/dbj | AB008112 . 1 | AB008112 
complete cds 1 



Seq. ID 
Strand 
End 

Method 
End 
Score' 



OJ991208_ 
+ 

1850 
AAT/GAP 
1850 
970 



06. 0107. C6 



7.0e-10 Homo sapiens PEX1 mRNA, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32315 
66987 
1573 

OJ991208_06.0107.C6.o2.ts 

1570 

none 



Seq. ID OJ991208_06.0107.C6 
Strand 
End 

Method 
End 
Score 



4799 

TBLASTX : Soybean 

2136 

92 



1570. .1785, 1573. .1734, 1942. .2136, 1942. .2136 



Seq. No. 


32315 






Seq. ID 


OJ991208__06. 


0107. C6 


Gene No. 


66987 






Strand 






Start 


1573 






End 


4799 




Name 


OJ991208 06 


.0107.C6.o2. 


gs 


Method 


GENSCAN 




Start 


1573 






End 


. 4585 




GI 


none 






Score 


' .89 ■ 




Exons 


1573. .1734; 


1945. .2133, 


2515. 


.2790, 2E 


J83..3119, 447 


8. .4585 


Seq. No. 


32315 






Seq. ID 


OJ991208_06. 


0107, C6 


Gene No. 


66987 






Strand 






Start 


1573 






End 


4799 




Name 


OJ991208 06 


.0107.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1582 






End 


4799 




GI 


5734746 






Score 


1102 




Exons 


1582. .1734, 


1945. .2133, 


2515. 


.2790, 2E 


183. .3119, 447 


8. .4543, 




4674. .4799 












GI Descrip. 


(AC007651) 


Similar to translation initiation factor 


IF2 



[Arabidopsis thaliana] 



32402 



Seq. No. 32315 

Gene No. 66987 

Start 1573 

Name OJ991208JD6 . 0107 . C6 . ol . tm 

Start 1642 

GI none 

Exons 1642.. 1785, 1642, 
1944. .2150, 2513. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1734, 1938. .2045, 1939. .2136, 
2728, 2514. .2720, 2515. .2727 



OJ991208 06. 0107. C6 



4799 

TBLASTX: Maize 
2728 
132 

1942. .2136, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32315 Seq. ID 

66987 Strand 
1573 End 
OJ991208_06.0107.C6.o2.gp Method 
1928 End 
uC-osf Icyp009c09bl Score 
1928. .2133, 2515. .2790, 2883. .2952 

, 5734746/gb|AAD50011.1 |AC007651_6 8.0e-48 (AC007651) Similar to 
translation initiation factor IF2 [Arabidopsis thaliana] 1 



OJ991208_06.0107.C6 

4799 
AAT/GAP 
2952 
961 



Seq. No. 32315 
Gene No. 66987 
Start 1573 

Name OJ991208_06 . 0107 . C6 . ol . ts 

Start 2522 
GI none 

Exons 2522.. 2647, 2523.-2747, 2524. 

2872. .3132, 2877. .3122, 4475. 
4672. .4746 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 06. 0107. C6 



4799 

TBLASTX : Soybean 
4746 
178 

2790, 2525. .2791, 2536. .2793, 
4546, 4476. .4541, 4662. .4745, 



Seq. No. 32315 

Gene No. 66987 

Start 1573 

Name OJ991208_06 . 0107 . C6 . ol . tc 

Start 2635 

GI none 

Exons 2635. .2790, 2642. .2791, 2872, 
4662. .4745, 4672. .4746 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_06.0107.C6 
4799 

TBLASTX: Cress 

4746 

93 



,3123, 2877. .3122, 4475. .4546, 



Seq. No. 32315 
Gene No. 66987 
Start 1573 

Name OJ991208 _06 . 0107 . C6. o2 . tm ' 

Start * 3084 ,. • • . 

GI none 

Exons 3084.. 3122, 3085.. 3123, 4447. 

4477. .4545, 4659. .4769, 4662, 
4769. .4798 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 06. 0107. C6 



4799 

TBLASTX : Maize 
4799 . 
62 

4545, 4475.. 4546, 4476. 
4748., 467S..4755, 4755. 



, 4544, 
4799, 



Seq. No. 32315 Seq. ID OJ991208_06 . 0107 . C6 

Gene No. 66987 Strand 

Start 1573 End 4799 

Name OJ991208_06 . 0107 . C6 . o3 . gp Method AAT/GAP 

Start 4234 End 4799 

GI uC-osflM20204 6H0fih1 Score 808 

Exons 4234..4543, 4674.. 4799 

GI Descrip. ' 573474 6/gb | AAD50011 . 1 | AC007 651_6 6.0e-25 (AC007651) Similar to 

translation initiation factor IF2 [Arabidopsis thaliana] ? 



32403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32316 
66988 
1 

OJ991208_06.0107.C7.ol .np 
1 

5734746 



Seq. ID OJ991208_06.0107.C7 
Strand 

End 2408 

Method AAT/NAP 

End 2408 

Score 970 



1..80, 168. .317,- 414. .527, 1040. .1072, 1153. .2138, 2389. .2408 
(AC007651) Similar to translation initiation factor IF2 
[Arabidopsis thaliana] 



32316 
66988 
1 

OJ991208_06.0107.C7.ol.tc 

1 

none 



Seq. ID OJ991208_06.0107.C7 
Strand 

End 2408 

Method TBLASTX : Cress 

End 1197 

Score 83 



1..90, 1..69, 3. .95, 162. .317, 165. .284, 169. .324, 202.. 339, 
409. .507, 414. .530, 415. .465, 1037. .1075, 1153. .1197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32316 
66988 
1 

OJ991208_06.0107 .C7 .ol.ts 
1 

none 



Seq. ID OJ991208_06.0107.C7 
Strand 

End 2408 

Method TBLASTX : Soybean 

End 530 

Score 85 

1..102, 3. .95, 162. .317, 165. .284, 169. .324, 295. .318, 414. 
415. .465 



,530, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



32316 
66988 
1 

OJ991208_06.0107 .C7 .ol.tm 
1 

none 



Seq. ID OJ991208_06. 0107 .C7 
Strand 

End 2408 
Method TBLASTX: Maize 
End 530 
Score 112 

1..102, 3. .95, 165. .284, 168. .314, 169. .324, 169. .330, 296. .331, 
409. .492, 414. .497, 415. .465, 470. .526, 492. .530, 492. .530 



32316 
66988 
1 

OJ991208_06.0107.C7 .ol.gs 

1182 ' 

none 

1182. .2327 



Seq. ID OJ991208_06.0107.C7 
Strand 

End 2408 

Method GENSCAN ' 

End 23'27 

Score .72' 



Seq. No. 32317 

Gene No. 66989 

Start 4441 

Name OJ991208_06 . 0107 . C8 . ol . np 

Start 4441 

GI 4539333 

Exons 4441.. 4706 

GI Descrip. (AL035539) putative amino acid transport protein [Arabidopsis 
thaliana] 



Seq. ID OJ991208JD6.0107.C8 

Strand + 

End 4706 

Method AAT/NAP 

End 4706 

Score ■ 189 



Seq. No. 



32317 



Seq. ID OJ991208 06. 0107. C8 



32404 




Gene No. 


66990 




Strand 


+ 




Qf a r*f 

O Ld.IT L 


10771 




End 


12420 




Name 


OJ991208 06.0107 


.C8.o3.gs 


Method 


GENSCAN 




OtarL 


10771 




End 


12420 




pt 


none 




Score 


.7 




dXvJilo 


10771. .10827, 11799. .11857, 


12345. .12420 




Seq'. No. 


3231? 




Seq. _ID 


OJ99120.8_06.0107 


,C8 


Gene No. 


66991 




Strand 






OLdl L 


J. _7 1 










Nsine 


OJ991208 06.0107 


.C8.ol.gs 


Method 


GENSCAN 




Q -I- a y-f 


1927 




End 


2403 






none 




Score 


. 91 






1927. .2403 










Seq. No. 


32317 




Seq. ID 


OJ991208_06.0107 


.C8 


Gene No. 


66992 




Strand 












PnH 

Hi I i\J. 






Name 


OJ991208 06.0107 


.C8.ol.ts 


Method 


TBLASTX : Soybean 






4453 




End 


4710 






none 




Score 


221 




17* V /~\ T"\ c 


4453. .4710, 4488 


. .4709 








Seq. No. 


32317 




Seq. ID 


OJ991208_06.0107 


.C8 


Gene No. 


66992 




Strand 






Of a -y-f 


12833 




End 


13329 




Name 


OJ991208 06.0107 


C8.o4.gs 


Method 


GENSCAN 




Of y-f 


12833 




End 


13285; 






none 




Score 


1 






12833. .13285 










Seq. No. 


32317 




Seq. ID 


OJ991208_06.0107 


.C8 


Gene No. 


66992 




Strand 






Cf a r f 


12833 




End 


13329 




Name 


OJ991208 06.0107 


C8.ol.tm 


Method 


TBLASTX: Maize 




Of a y-f 


12908 




End 


13324 




r:T 


none 




Score 


59 




-tLXUilo 


12908. .13081, 12960. .13064, 


13115. . 13324, 13173.. 13301 




o c q . IN U . 


32317 




Seq. ID 


OJ991208_06.0107 


pQ 


Gene No. 


66992 




Strand 






Start 


12833 




End 


13329 




Name 


OJ991208 06.0107. 


C8.o2.np" 


Method 


AAT/NAP 


# 


Of a v-f 


12962 




'■ End 


13329 




C T 


6970472 




Score 


182 




T7 1 v /~\ t~\ c 


12962. .13329 












(AB030956) OsGAI 


[Oryza sativa] 






O ™ ^ * »-N KJ * 


32318 




Seq. ID 


OJ991208_06.0107 




Gene No. 


66993 . 




Strand 


+ 




Start 


8524 




End 


15230 




Name 


OJ991208 06.0107. 


C9.o2.gs 


Method 


GENSCAN 




Start 


8524 




End 


15230 ■ 




GI 


hone 




Score' 


.77 




Exons 


8524. .8/08, 8757. 


.8888, 10308. . 10425, 


10689. .10766, 





10837. .10909, 11356. .11422, 11455 .. 114 85 , 12801 .. 12 980 , 
13132. .13402, 13469. .13554, 13620. .15230 



32405 



Seq. No. 


32318 




Seq. ID 


OJ991208_ 


06.0107 


.C9 


Gene No . 


66993 




J Li ailU 


+ 






Start 


8524 






i coon 






Name 


OJ991208 06 0107 C9 


ox . gp 


Mo t* h 

i v itr t nou 


B ZVT /PAD 






Start 


11253 _ 




FnH 


HDD / 






GI 


4715032 




o o c jl tr 


S QO 






Exons 

1_J A \y I 1 


11253 11485. 11561 


11 667 










O C ^ • nU • 


32318 




Seq. ID 


OJ991208_ 


r\c ni 07 
U D . U 1 U / 






66994 




Strand 


+ 






Start 


16020 




End 


22967 






Name 


OJ991208 06. 0107. C9. 


o2.gp 


Method 


AAT/GAP 






Start 


15942 




End 


18471 






GT 


58 1.R1084 




Score 


1803 






R von 


15942. .16022, 16115. 


.16184, 


16822. .16878, 16964. 


i 7 n r i 






17199. .17288, 17371. 


. 17550, 


17658. .17735, 17834. 


. lOlDJ/ 






18445. .18471 












Dp qrri n 

vJ — » L> O X. J- k*/ • 


f 5360230/dbj | BAA81911.il 1. 


Oe-115 (AB015287) Ran 


r 

[ Or y za 


■ 

sat l va J 


Sea No 


32318 




Seq. ID 


OJ991208_ 


W D • U ± U / 






66994 




Strand 


+ 






Start 


16020. 




End 


22967 






Name 


OJ991208 06.0107. C9. 


o3 . gs 


Method 


GENSCAN 






Start 


16020 




End 


22741 






GI 


none 




Score 


.65 






Exons 


16020. .16022, 16115. 


.16184, 


16822. .16878, 16964. 


. 17081, 






17658. .17735, 18381. 


.18493, 


18777. . 18972, 19221. 


. 19482, 






19571. .19743, 20040. 


.20043, 


20303. .20471, 20594. 


.20655, 






20999. .21123, 21996. 


.22113, 


22601. .22741 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



32318 
66994 
16020 

OJ991208_06. 0107.C9.o3.gp 

19205 

4878126 

19205. .1927 9, 1 937 9 . . 194 82 , 



OJ991208_06.0107.C9 
+ 

22967 
AAT/GAP 
19702 
561 



Seq. ID 
Strand 
End 

Method 
End 
Score 
19571. . 19702 

1170898/ sp | P46487 | MDHM_EUCGU 3.0e-28 MALATE DEHYDROGENASE, 

MITOCHONDRIAL PRECURSOR >gi_629659_pir S44167 malate 

dehydrogenase, mitochondrial - cider tree 
>gi_473206_emb_CAA55383_ (X78800) mitochondrial malate 
dehydrogenase f Eucalyptus gunhii] ' * . ' . 



32318 
66994 
16020 

OJ991208J)6.0107.C9.o4.gp 
20259 

4009_1.R1084 

20259. .20471, 20594 .. 20655, 
22601. .22967 

'5929964/gb|AAD56659.1| 1.0e-78 (AF180335) malate dehydrogenase 
[Glycine max] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_06.0107.C9 
+ 

22967 
AAT/GAP 
22967 
1616 



20999. .21123, 21 996 .. 22113, 



32318 
66995 



Seq. ID OJ991208_06.0107.C9 
Strand + 



32406 



Start 27992 End 28676 

Name OJ991208_06 . 0107 . C9 . o5 . gp Method AAT/GAP 

Start 27992 , End 28676 

GI 705_5.R1084 Score 1315 

Exons 27992. .28676 

GI Descrip. 1 1362184/pir | | S56685 7.0e-38 histone H2B-8 - wheat 

>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] 1 



Seq. No. 32318 Seq. ID OJ991208 

Gene No. 66996 Strand + 

Start 37484 End 41517 

Name OJ991208JD6 . 0107 . C9 . 06 . gs Method GENSCAN 

Start 37484 End 38125 

GI none Score . 67 

Exons 37484 . .38125 



06. 0107. C9 



Seq. No. 32318 

Gene No. 66996 

Start 37484 

Name OJ991208_06 . 0107 . C9 . 06 . gp 

Start 37827 

GI 21929_1.R1084 

Exons 37827. .380.98, 40909.. 41283 

GI Descrip. ' 2832660/emb | CAA16735 | 6.0e- 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_ 
+ 

41517 
AAT/GAP 
41283 
1238 



06. 0107. C9 



55 (AL021710) lipase-like protein 



Seq. No. 


32318 




Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66996 




Strand 


+ 




Start 


37484 




End 


41517 




Name 


OJ991208 06. 0107. C9. 


o7 .gs 


Method 


GENSCAN 




Start 


40810 




End 


41517 




GI 


none 




Score 


.78 




Exons 


40810. .41517 










Seq. No. 


32318 




Seq. ID 


OJ991208JD6.0107 


.C9 


Gene No. 


66997 




Strand 






Start 


63 




End 


7604 




Name 


OJ991208 06. 0107. C9. 


ol . gs 


Method 


GENSCAN 




Start 


63 




End 


7604 




GI. 


none 




Score 


.44 




Exons 


63. .317, 3502.. 3542, 


4490. . 


4570, 5124. 


.5639, 6053.. 7604 




Seq. No. 


32318 ' : 




Seq. ID 


OJ991208_06.0107 


C9 


Gene No. 


66998 




Strand 






Start 


28173 




End 


35980 




Name 


OJ991208 06. 0107. C9. 


o5 . gs 


Method 


GENSCAN 




Start 


28173 




End 


35980 




GI 


none 




Score 


. 4 




Exons 


28173. .28675, 28768. 


.28935, 


30487. .30647, 31002 .. 32650, 






33152. .33270, 33691. 


.34441, 


34490. .34707, 35953.. 35980 




Seq. No. 


32318 




Seq. ID 


OJ991208_06.0107 


C9 


Gene No. 


66999 




Strand 






Start 


41783 




End 


44329 




Name 


OJ991208 06. 0107. C9. 


olO. tc 


Method 


TBLASTX : Cress 




Start 


4964 




End 


5173 





32407 





none 








Score 


1 OZ 




Exons 


A QCA CI 

4 y 04 . . Jl / j, 


A Q7 9 
h y I Z 


R 1 *7 9 










Seq. No. 


32318 








Seq. ID 


OJ991208 


_06.0107.C9 


Gene No. 


66999 








Strand 






OLdlL 


A 1 7 ft ^ 








Hina. 


A A "3 9 Q 

4 h jz y 




Name 


0 tqqi 90fl n £ 


m 07 
. U 1 U / 


PQ r\ 1 "3 
. Li? . Ol J 


. u s 


jxiernoa 


m 0 T 7\ OTV • 

i dJjAo 1 a : 


Soybean 


OLal t 


4 y D 4 










j 1 y j 


pr 


none 








Score 


1 JU 




Exons 


AQ&A R1 QR 


A Q7 9 
4 y 1 Z 


R1 










Seq. No. 


32318 








Seq. ID 


OJ991208 


_06.0107.C9 


Gene No. 


66999 








Strand 






Otd IT L 


4 1 f 0 j 








Hina 


A A "3 9 Q 

4 4 oz y 




Name 


uj yyi-cUo u d 


mm 
. u 1 u / 


PQ r\1 7 

. uy . 01 / 


. tin 


Method 


TOT 7\ C TV . 


Mai ze 




4 y 0 4 








TT1-1H 
i^na 


JlO / 




PT 


none 








Score 


IOC 

1 j J 




Exons 


A QCA c.1 Qi; 
fl y D4 . . OlO J, 


A Q£Q 

4 y d y 


ci 07 
. . J 1 O / 










O g q * IN O . 


^ 9 "3 1 ft 








oeq . iu 


ATQQ1 O f|Q 

uj y y 1 z uo 


uo.uiu/.Cy 


P ono NT 










Strand 






Q 4- -j 

otall 


4 J. / O O 








End 


44329 




Name 


Pi TQ Q1 9Hfi fi C 


n 1 n 7 
. u 1 u / 


PQ r\ R 

■ • Oj 1 


-I- m 

Lin 


Method 


TBLASTX: 


Mai ze 




OZ 4j 








End 


7349 




GI 


. none 








Score 


102 




Exons 


5245. .5820, 


5615 


.5809, 


5871. 


.6128, 58 


31. .6006, 


5883. . 6122, 




6 1 9 Q C/OR 
0 1 Z y , . 0 4 Z J , 


CI 9Q 


. oz y y , 


O 1 j z . 


. 6248, 6132. . 6455, 


bl / / . . oZ y j , 




0 1 0 4 . . DfiZ j, 


£ 1 P. A 
O X 0 4 


CA A A 
. 04 4 4 , 


co cn 
oz 0 / . 


. 6437, 6336. .6728, 


o4UZ . . 0 / j4 , 




D4 Jj. . D 0 J 4 , 


0 4 yZ 


££9 Q 

. oozy, 


0 oz / . 


.7028, 6693. .7022, 


^TAc conn 
0 /U 0 . . bo y y , 




£7 "3 ^ £ Q 


£7 "3 R 
0 / jj 


71 CI 
. / 1 J 1 , 


£ 7 / c. 
0 ' 4 j . 


.7023, 6790. .6906, 


6984 . .7208, 




7flf|R 7 9 H9 
/UUj. . /ZUZ, 


7 9 R 7 
/ ZD / 


7 9 7 7 
. / Z / / , 


7007 
/ z 0 / . 


.7349 






Seq. No. 


32318 








Seq. ID 


OJ991208 


_06.0107.C9 


Gene No. 


66999 








Strand 






OLal L 


4 1 7 ft 7 

4 1 / 0 O 








End 


44329 




Name 


Pi TQQI 9 OP P)£ 


m n 7 


P Q R 
L!? . OO . 


L S 


Method 


TBLASTX: 


Soybean 


oLai L 


R 9 fi£ 








End 


5793 


P T 
ol 


none 








Score 


130 ' 




LAUIlo 


R9 CC R7 QT 
jiOO . . j 1 y j t 


R 9 £7 
jZD / ■ 


R C R C 
. J 0 0 O , 


R "5 "5 9 

J J JL 1 


.5688 






Seq. No. 


32318 








Seq. ID 


OJ991208 


_06.0107.C9 


Gene No. 


66999 








Strand 






OLdi L 


A 1 7 ft 1 
4 X / 0 0 








End ' 


44329 ' 




Name 


Pi TQQI 9 HQ H £ 


U1U / . 


P Q • C 


tc 


Method 


TBLASTX : 


Cress 


jCdl L 


R0 ~~ 








End 


7169 




PT 


none 








Score 


158 




Exons 




R 9 7 Q 

jz / y . 


C7QQ 

. J / oo, 


0 j u y . 


.6500, 6993. .7169 




o e q . no. 










Seq. ID., 


OJ991208 


Oo . OIL) / . C9 


Cpnp Mo 


66999 








Strand 






Start 


41783 








End 


44329 




Name 


OJ991208 06. 


0107. 


C9.ol4 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5692 








End 


7179 . 




GI 


none 








Score 


122 




Exons 


5692 . . 5820, 


5692. 


. 6122, 


6129. 


6275, 6192.. 6578, 


6193. . 6579, 




6495. . 6881, 


6693. 


.6851, 


6798. 


7154, 6798. .7172, 


6931. .7179 



32408 



Seq. No. 32318 
Gene No. 66999 
Start 41783 

Name OJ991208_06 . 0107 . C9 . ol3 . tc 

Start 5859 
GI none 
Exons . 5859.. 6050, 5883. 

6132.. 6299, 6501. 

6733. .6960, 6735. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_06.0107.C9 
44329 

TBLASTX: Cress 

6992 

44 



6104, 5886.. 6140, 6129.. 6239, 6132.. 6305, 
6767, 6504. .6857, 6522. .6647, 6714. .6845, 
6956, 6738.. 6992, 6795.. 6962 



Seq. No. 32318 

Gene No. 66999 

Start 41783 

Name ' OJ991208_06 . 0107 . C9 . 08 . ts 

Start 5889 

GI none 

Exons 5889.. 6122, 6189.. 6566, 
6796..6972, 7060. .7176 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_06.0107.C9 
44329 

TBLASTX: Soybean 

7176 

226 



64 90. .6876, 64 92. .687 5, 67 95. .7172, 



Seq. No. 32318 
Gene No. 66999 
Start 41783 

Name OJ991208_06 . 0107 . C9 . oil . tm 

Start 9930 
GI none 

Exons 9930. .10124, 10048., 

10157. .10273, 10357. 
10510. .10560 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991208_06.0107.C9 
44329 

TBLASTX: Maize 

10582 

67 



10089, 10155. . 10271, 10156 .. 10272 , 
.10434, 10362. .10430, 10508 .. 10582 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32318 
66999 
41783 
OJ991208 
10051 
none 
10051 
10356 
10510 



06.0107.C9.o9.ts 



10089, 
10403, 
10560 



10155. 
10357. 



.10262, 
.10434, 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Soybean 

End 10570 

Score 57 
10156. .10272, 10173. .10271, 
10362. .10421, 10508. .10570, 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



32318 
66999 
41783* 
OJ991208 
13733 ' 
none 
13733. 
14207. 



06,0107.C9.ol.tc 



13846, 
14335, 



13746. 
14402. 



,13802, 
14545, 



Seq. ID 

Strand 
End 

Method 
End ' 
Score 



OJ991208 06. 0107. C9 



44329 

TBLASTX: Cress- 
15161 • 
88 

13965. .14 813, 14000. .14155, 
14 606. .14 830, 14 852 15160 , 



14853. .15161 



Seq. No. 32318 

Gene No. 66999 

Start 41783 

Name OJ991208_06 . 0107 . C9 . ol6 . tm- 

Start 13733 

GI none 
Exons 



Seq. ID OJ991208_06.0107.C9 
Strand 
End 

Method 
End 
Score 



44329 

TBLASTX: Maize 

13966 

94 



13733. .13966, 1374 6 .. 13805, 13860. .13913 



32409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32318 
66999 
41783 

OJ991208_06.0107.C9, 

13863 

none 

13863. .15008, 13892, 



ol .ts 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 4 4 329 

Method TBLASTX : Soybean 

End 15008 

Score 1469 



14335, 14402. .14545, 14606. .15007 



32318 
66999 
41783 

OJ991208_06.0107.C9.ol.tm 

13968 

none 

13968. .14885, 14 000 .. 14335 , 
14606. .14878, 14867. .14902 



Seq. ID OJ991208__06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Mai ze 

End 14902 

Score 1276 
14402. .14551, 14592. . 14783, 



32318 
66999 
41783 

OJ991208JD6.0107 .C9.o4 ,tw 
14021 
none 

14021. . 14275, 14022. . 14273, 14054. . 14275 



Seq. ID OJ991208_06.0107.C9 
Strand 

44329 

TBLASTX: Wheat 
14275 
383 



End 

Method 

End 

Score 



32318 
66999 
41783 

OJ991208_06.0107.C9.o6.tm 
14903 
none 

14903. . 15181, 14904 .. 15224, 15165. .15236 



Seq. ID OJ991208_06.0107.C9 
Strand 

44329 

TBLASTX: Maize 
15236 
410 



End 

Method 

End 

Score 



32318 
66999 
41783 

OJ991208_06.0107 .C9.o7.tw 

14981 

none 

14981. .15151, 14982. .15149, 
15167. .15226, 15168. .15227 



32318 
66999 
41783 

OJ991208J)6.0107.C9. 

15008 

none 

15008. .15178, .15009, 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Wheat 

End 15227 

Score 291 
14984. .15151, 15087. . 15167, 



Seq. ID OJ991208_06.'0107.C9 
Strand 

End 44329 

Method TBLASTX : Soybean 

End 15227 

Score 258 



olO. ts 
.15161, 15168. .15227 



32318 
66999 ■ 
41783 

OJ991208_06.0107.C9.o2.tm 
15830 
none 

15830. .15880, 1587 1 .. 15912 , 15884 15913, 15902 .. 15961, 



Seq. ID OJ991208_06.0107.C9 
Strand 

44329 

TRT.ASTX: Maize 
17918 
45 



End 

Method 

End 

Score 



32410 



15925. .15960, 16114. 

16115. . 16207, 16820. 

16822. .16890, 16965. 

17199. .17288, 17200. 

17365. .17550, 17366. 

17812. .17916, 17830. 



16188, 16114. 

16882, 16821. 

17057, 16966. 

17289, 17355. 

17551, 17650. 

17871, 17865. 



.16185, 16115, 

.16877, 16822. 

.17079, 17193. 

.17525, 17355. 

.17736, 17658. 

.17918, 17877. 



. 16189, 
.16878, 
. 17288, 
. 17564, 
.17735, 
. 17918 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32318 
66999 
41783 

OJ991208_06. 
16055 
none 

16055. .16183, 
16820. .16882, 
17193. .17288, 
17361. .17528, 
17650. .17736, 
17877. . 17906, 



0107.C9.ol.tw 



16113. 
16821. 
17199. 
17362. 
17658. 
17877 . 



16208, 
16877, 
17288, 
17550, 
17735, 
17906, 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Wheat 

End 17945 

Score 101 
16114. .16185, 16115. .1618 9, 
16958. .17080, 16966. .17079, 
17200. .1728 9, 17200. .17289, 
17362. .17550, 17366. .17551, 
17835. .178 67, 17840 .. 17872 , 
17901. .17 927, 17 901. .1794 5 



Seq. No. 32318 
Gene No. 66999 
Start 41783 

Name ' OJ991208JD6 . 0107 . C9 . o2 . ts 

Start 16108 
GI none 
Exons 16108. 

16821. 

17199. 



,16176, 16114, 

,16877, 16965. 

,17288, 17200. 

17366; . 17551, 17650. 



16185,- 
17057, 
17289, 
17736, 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Soybean 

End 17736 

Score 68 
16115. .16189, 16820. .16882, 
16966. .1707 9, 17193. .17273, 
17360. .17545, 17365. .17550, 
17658. .17735 



Seq. No. 32318 
Gene No. 66999 
Start 41783 

Name OJ991208_06 . 0107 . C9 . o2 . tc 

Start 16114 
GI none 

Exons .16114. .16185, 16115 .. 16189, 

16821. .16877, 16831. .16890, 
16969. .17079, 16970. .17080, 
17200. .17289, 17200. .17289, 
17650. .17736, 17 658. .17735 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 4 4 329 

Method TBLASTX : Cress 

End 17736 

Score 120 
16818. .16874, 16820. .16882, 
16965. .17057, 16966 ... 1707 9, 
17199. .17273, 17199 1728 8, 
17365. .17550, 17366. .17551, 



Seq. No. . 32318 
Gene No. : 66999 
Start 41783 

Name OJ991208__06 . 0107 . C9 . o4 . tm 

Start 19249 
GI none 
Exons 1924 9. 

19571. 

20309. 

20948. 

21995. 

22598. 



.19368, 19324. 

.19741, 19853. 

.20470, 20588. 

.21121, 20997, 

.22072, 21996. 

.22765, 22599, 



. 19488, 
. 19870, 
.20656, 
.21122, 
.22115,' 
.22769, 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 4 4 329 

Method TBLASTX : Mai ze 

End 22871 

Score 261 
19353. .194 84, 19556 .. 1974 1, 
20302. .20469, 20304 20504 , 
20592. .20678, 20593 .. 20661, 
20998. .2112 6, 20999. .21124, 
21996. .22115. 21 997 s ,22116, 
22791. .22871' 



Seq. No. 



32318 



Seq. ID OJ991208_06.0107 .C9 



32411 




Gene No . 


66999 






Strand 






Start 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9 


. o3.£c 


Method 


TBLASTX: Cress 




Start 


1 y 4 






End 


22732 






none 






Score 


230 




Exons 


19324. 


.19473, 19353 


1 Q A Q A 
. . 1 y 4 O 4 , 


19568. . 19741, 19627 .. 19740, 






20302. 


.20466, 20309 


0 H A £"7 


20590. .20661, 20590 .. 20655, 






21020. 


.21124, 21022, 


. . Z 1 1Z Of 


21997. .22116, 21999 .. 22115, 






22598. 


.22732 










Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107, 




r* rt « rt M rt 

Gene No. 


66999 






Strand 






Start 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9, 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


19324 






End 


22112 




GI 


none 






Score 


235 




Exons 


19324. 


.19473, 19353, 


1 Q A Q A 

. . i y 4 o 4 , 


19568. .19741, 19624 .. 19740, 






20302. 


.20472, 20307, 


o n a n a 
. . z U 4 / 4 , 


20309. .20482, 2058 9 .. 20651 , 






20590. 


.20661, 21000, 


. . z 1 Izz , 


21020. .21124, 21028. .21123, 






21034. 


.21126, 21997, 


. . ZZ 1U / , 


21997. .22077, 21999.. 22112 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107, 


.C9 


Gene No. 


66999 






Strand 


- 




0 4- -i -v- 4- 

btar t 


41783 






End 


44 329 




Name 


OJ9912 


08_06.0107.C9. 


rt Q 4- t T 

. Oo . tw 


Method 


TBLASTX: Wheat 




Start 


19330 






End 


19714 




GI 


none 






Score 


T n o 

13Z 




Exons 


19330. 


.19488, 19353. 


. . i y 4 o / , 


19571. . 197 


14, 19627.. 19704 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107, 




Gene No . 


66999 






Strand 






Start 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9. 


rt T 4- i T 

, OlO . tw 


Method 


TBLASTX: Wheat 




btar t 


21088 






End 


22741 




GI 


none 






Score 


66 




Exons 


21088. 


.21126, 21996. 


, . ZZ LID , 


21996. .221 


15, 21997. .22116, 






21997. 


.22116, 22542. 


. . Z Z / ID f 


22598. .227 


41, 22699.. 22740 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107. 


.C9 


Gene No. 


66999 






Strand 






otart 


41783 






End 


44329 




Name 


OJ9912 


08_06.0107.C9. 


—'TO 4- T T 

, olz . tw 


Method 


TBLASTX: Wheat 




Start 


24680 






End 


25111 




GI 


none 






Score 


259 




Exons 


24680. 


.25111 










Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107. 


,C9 


Gene No. 


66999 






Strand 






O 4- — . v+- 

b tart 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9. 


o9 . tw 


Method 


TBLASTX: Wheat 




Start 


25406 






End 


25961 




GI 


none 






Score 


182 




Exons 


25406. 


.25504, 25526. 


.25648, 


25638. .257 


18, 25713. .25961 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107. 


,C9 


Gene No. 


66999 






Strand 






Start 


41783 






End 


44329 





32412 



Name OJ991208_06 . 0107 . C9 . 0I6 . ts 

Start 25653 

GI none 

Exons 25653. .25676, 257 61 25910, 

Seq. No. 32318 

Gene No. 66999 

Start 41783 

Name OJ991208_06 . 0107 . C9 . o3 . tm 

Start 25692 

GI none 

Exons 25692. .25721, 257 16 .. 26573, 

Seq. No. 32318 

Gene No. 66999 

Start 41783 

Name OJ991208_06 . 0107 . C9 . olO . tw 

Start 26037 

GI none 

Exons 26037. .26192, 26074 .. 2 6193, 

Seq. No. 32318 

Gene No. 66999 

Start 41783 

Name OJ991208__06 . 0107 . C9 . o3 . tw 

Start 28138 

GI none 

Exons 28138. .28290, 2817 9 .. 28451, 
28357. .28449 



Method TBLASTX : Soybean 
End 26111 
Score 106 
25953. .26111 

Seq. ID OJ991208JD6.0107.C9 
Strand 

End 44329 

Method TBLASTX : Mai ze 

End 26573 

Score 53 
25881. .26090, 26071.. 26562 

Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Wheat 

End 26379 

Score 64 
26193. .26378, 26194. .26379 

Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

- Method TBLASTX: Wheat 

End 28451 

Score 196 
28344. .28451, 28357 .. 284 4 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



32318 
66999 
41783 

OJ991208_06. 0107.C9.o8 . tm 

28170 

none 

28170. .28451, 28171 .. 28449. 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Mai ze 

End 28451 

Score 309 



32318 
66999 
.41783 

OJ991208_06.0107.C9.o4.tc 
28173 
none 

28173. .28451, 28183 .. 28290, 28360. .28449 



Seq. ID OJ991208_06.0107.C9 
Strand 

44329 

TBLASTX: Cress 
28451' ■ • 

142 



End 

Method 

End 

Score 



32318 
66999 
41783 

OJ991208_06.0107.C9.o7.ts 

28173 

none 

28173. .28451, 28183. 

32318 
66999 
41783 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 

Method TBLASTX : Soybean 

End 28451 

Score 161 



.28290, 28360.. 28449 



Seq. ID OJ991208_06.0107.C9 
Strand 

End 44329 



32413 




Name 


OJ991208 06. 0107. C9 


. oil . tc 


Method 


TBLASTX: Cress 




Start 


*D (~\ A O O 

304 oo 






End 


30952 




GI 


none 






Score 


51 




Exons 


30488. . 


30697, 30510 


. . 30698 , 


30737. .30853, 30738 .. 30824 , 






30863. . 


30952 










Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107 


,C9 


Gene No. 


66999 






Strand 






otart 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9 


. o J . t s 


Method 


TBLASTX: Soybean 




btart 


30512 






End 


31126 






none 






Score 


220 




Exons 


30512. . 


31126, 30540 


. . oUyoo, 


30999. .31124 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107 


C9 


Gene No. 


66999 






Strand 






Start 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


30536 






End 


30960 




GI 


none 






Score 


110 




Exons 


30536. . 


30823, 30582 


. . 30824 , 


30825. .30959, 30830 .. 30958 , 






30841. . 


30960 










Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107. 


C9 


Gene No. 


66999 






Strand 






Start 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


30890 






End 


31327 




GI 


none 






Score 


58 




Exons 


30890. . 


31327, 30891 


. . 30977 , 


31008. .31322 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107. 


C9 


Gene No. 


66999 






Strand 






b rare 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9 


. ol4 . tm 


Method 


TBLASTX: Maize 




btart 


30962 






End 


31195 




GI 


none 






Score 


142 




Exons 


30962. . 


31195, 30996 


. .31190 








Seq. No. 


32318 






Seq. ID 


OJ991208JD6.0107. 


C9 


Gene No. 


66999 






Strand 






otart 


41783 






End 


44329 




Name 


OJ99120 


8_06.0107.C9- 


. ol4 . tc 


Method 


TBLASTX: Cress/. 




or art 


31199 






■ End 


31444 




Gl 


none 






Score 


191 




Exons 


31199. . 


31444 










Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107. 


C9 


Gene No. 


66999 






Strand 






Start 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


31262 






End 


31708 




GI 


none 






Score 


65 




Exons 


31262. . 


31708, 31269. 


.31502, 


31533. .31688 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107. 


C9 


Gene No. 


66999 






Strand 












32414 










fi 1 / 0 0 




End 


44329 




Name 




. 06 . tw 


Method 


TBLASTX: Wheat 




otari 


? 1 "5 9 ft 




End 


31841 






none 




Score 


69 




Exons 


ji jZo . . jijiU; ji^yo 


. . 0 1 0 4 U / 


31617. .31688, 31707. .31841 




oeq. in o . 


TOQI Q 
JlO 




Seq. ID 


OJ991208_06.0107 


PQ 


Gene No. 


66999 




Strand 


- 




Start 


41783 




End 


44329 




Name 




. 06 . ts 


Method 


TBLASTX: Soybean 






01 CI 1 

j 10 1 1 




IMlVJ. 


?9 nnft 

JiUUO 




P T 

Ul 


d 0 u y z ou 




Score 


136 




IT* V /"\ T^l C* 


jl Jll . . JZUUO, OX J J u . 


0-1 £09 


31728. .316 


i41 




bi uescnp. 












Seq. No. 


32318 




Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66999 




Strand 


- 






<i X 1 O 0 




End 


44329 




Name 


piTQCii9nfl mm pq 

<JU:7:7lZUO U0.U1U/.U.7. 


. 00 . LC 




1 DXirt.o iAitress 




o car l 






End 


31891 




P T 


none 




Score 


108 






?1£99 ?18Q1 ?*l£41 


-31 pen 

. . JlO JU 








Seq. No. 


32318 




Seq. ID 


OJ991208 06.0107 


.C9 


Gene No. 


66999 




•v Strand 


- 




OLalL 


41 700 

H X / O O 




End 


44329 




Name 


PTQQ19HQ n £ mm pq 


A 1 Q 4- m 

,oiy. cm 


Method 


1 dLi/\o 1 a : Mai ze 




otart 


T 1 7 1 9 




End 


31978 




P T 


none 




Score 


216 




Exons 


"31710 ? 1 Q7 ft 










Seq. No. 


32318 




Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66999 




Strand 


- 




OLalL. 


/II 7Q-3 




End 


44329 




Name 


PiTQQ19HR Pl£ HI 07 PQ 

ujyyizUo uo.uxu/.uy. 


/-s 1 1 f IT 

, Oil . tw 




1 dXj/\o 1 a : wneat 






Jl J 




End 


32875 




PT 

kjl 


none 




Score 


271 - 






?9 S 1 Q ?9 ft 7 R 










Seq. No. 


32318 




Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66999 




Strand 


- 




D Lai L 


4i / O J 




End 


44329 ' 




Name 


nTQQi9nft m m pq 


op . tc 


Method 


1 dJjAo 1 a : tress -■ 




O L a IT L. 


OO c 90 — 
jZ jZo 




End 


32993 




PT 


none 




Score 


75 




Exons 


?9R9ft ?9QQ9 ?9ft?9 


?9 QQ? 








Seq. No. 


32318 




Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66999 




Strand 






OLalt 


4 17ft? 
ft X / O 0 




End 


44329 " 




Name 


n tqqi ono n £ m m pq 


Oil . ts 


Method 


TBLASTX : Soybean 




Start 


32546 




End 


32965 




GI • 


none 




Score 


258 




Exons 


32546. .32965 










Seq. No. 


32318 




Seq. ID 


OJ991208_06.0107 


.C9 


.Gene No. 


66999 




Strand 







32415 




otart 


41783 






■T1 _ _J 

hnd 


A A O O Q 

4 4 51 y 




Name 


OJ991208 06. 0107. C9, 


, olo . tm 


Method 


TBLASTX : Maize 




btart 


32549 






End 






bi 


none 






Score 


*7 o 
/O 




Exons 


32549. 


.32872, 32553. 


ion A A 

. . JZ / 4 4 








Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66999 






Strand 






b t art 


41783 






£jna 


4 4 y 




Name 


OJ991208 06. 0107. C9. 


Ol j . ts 


Metnoa 


TBLASTX: Soybean 




btart 


32987 






bna 


o 3Z o y 




bl 


none 






Score 


lzz 




Exons 


32987. 


.33166, 33176. 


. jjzo y 








Seq. No. 


32318 






Seq. ID 


OJ991208JD6.0107 


,C9 


Gene No. 


66999 






Strand 






otart 


41783 








A A *D O (1 

4 4 j^y 




Name 


OJ991208 06. 0107. C9. 


ol 5 . tm 


Metnoa 


TBLASTX : Maize 




bt art 


33482 






bna 


JO / / 0 




bl 


none 






Score 


7 7 




Exons 


33482. 


.33775, 33486. 


. j j / 4 y 








Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107 


-C9 


Gene No. 


66999 






■Strand 






CM 1 v- +- 

btart 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


33482 






End 


33866 




bl 


none 






Score 


76 




Exons 


33482. 


.33835, 33505. 


. oo lo y , 


33507. .33866 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66999 






Strand 






bt art 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9. 


ol J . tw 


Method 


TBLASTX: Wheat 




btart 


34085 






End 


34426 






none 






Score 


75 




Exons 


34085.. 


.34426, 34209. 


. J 4 J / U 








Seq. No. 


32318' 






Seq. ID 


OJ991208_06.0107 


.C9 


Gene No. 


66999 






Strand 






Of 2 rf 

btart 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9. 


olz . tc 


Method 


TBLASTX: Cress 




bt art 


34178 






■ End 


34687 . 




bl 


none 






Score 


75 




Exons 


34178. 


.34528, 34559. 


. j4 Do / 








Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107, 


.C9 


Gene No. 


66999 






Strand 






Of v-f 

btart 


41783 






End 


44329 




Name 


OJ991208 06. 0107. C9. 


olO . tm 


Method 


TBLASTX: Maize 




Start 


34232 






End 


34651 




GI 


none 






Score 


135 




Exons 


34232. 


.34537, 34239. 


.34535, 


34544. .34651 




Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107, 


,C9 


Gene No. 


66999 






Strand 






Start 


41783 






End 


44329 





32416 



Name 


OJ991208 06. 0107. C9 


-.1 Q 4- _ 

. oio . tm 


Method 


TBLASTX: Maize 


Start 


37490 






End 


43104 


GI 


none 






Score 


73 




-37 a an 


^7 67 ^ ^7 A Qfi 

. O / O / D , O f 4i .7 O 


07 c c p 


37 604. .37681, 37823. .37951, 




•370/ 7 


^7Q49 ^8097 
. O / :7fi Z , jOU^ / 


. . JOlUl; 


40906. .40971, 4094 5 .. 4 104 0, 




■ 41083., 


.41208, 42284 


A 0 "57 "3 
. . 41 Z O / O , 


42297. .42374, 42382 .. 424 17 , 




42484 . , 


.42576, 42607 


. . 41 Z / JO, 


42629. .42742, 42875 .. 4 3066, 




42904 . , 


.43065, 43045 


. . fi O ± U 41 






C a rr HT/-\ 

oeq. in o . 


32318 






Seq. ID 


OJ991208_06.0107 


bene ino . 


66999 






Strand 




Start 


41783 






End 


44329 


Name 


OJ991208 06. 0107. C9 


.o7. tc 


Method 


TBLASTX: Cress 


OLdiL 


37490 






End 


43062 




none 






Score 


38 


Exons 


37490. . 


.37555, 37607, 


"in n q r\ 
. . J / / O U , 


37820. .37948, 40872. .41033, 




40873. . 


.41034,- 42290, 


A 9 A "3 T 
. . 4 Z 4 O O , 


42291. .42419, 42 634 42852 , 




42898. . 


.43062 








0C4 . INO . 


32318 






Seq. ID 


OJ991208_06.0107 


Gene No. 


66999 






Strand 




Start 


41783 






End 


44329 


Name 


OJ991208 06. 0107. C9. 


. O ±Z . t S 


Method 


TBLASTX: Soybean 


Oldlt • 


37604 






End 


43032 


r* t 


none 






Score 


81 




37604. . 


37693, 37736. 


. . O / / O O, 


37859. .37930, 42 64 9 .. 42720 , 




42656. . 


42721, 42739, 


. . 41 Z ojj , 


42898. .43032 


oeq . NO . 


32318 






Seq. ID 


OJ991208_06.0107 


bene rvio . 


66999 






Strand 




Start 


41783 






End 


44329 


Name 


OJ991208 06. 0107. C9. 


,ol4 . ts 


Method 


TBLASTX : Soybean 


OLal L 


40905 






End 


42567 


PT 


none 






Score 


137 


Exons 


40905. . 


41033, 40906. 


/ 1 A/l A 


41188. .41502, 41190. .41537, 




41209. . 


41502, 41786. 


. 41 1 y , 


41996. .42100, 42284 .. 424 18 , 




42291. . 


42419, 42484. 


. 41 Z 0 O / 






Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107 


Gene No. 


66999 






Strand 




Oldi L 


41783 






End 


44329 


Name 


OJ9912C 


i8_06.0107.C9. 


oy .tc 


Method 


TBLASTX: Cress 


0 car u 


4114 6 






End ' 


42100 


ul 


none 






Score 


262 


U 1 \7 f~\ T^l O 


41146. . 


41496, 41301. 


. 41 1 41 y O , 


41819. . 41959, 41996. .4 2100 


oeq . JNO . 


32318 






Seq. ID 


OJ991208_06.0107 


Gene No. 


66999 






Strand 




Start 


41783 






End 


4 4 329 


Name 


OJ991208 06. 0107. C9. 


oiz . tm 


Method 


TBLASTX: Maize 


0 tart 


41238 






End 


42079 


GI 


none 






Score 


159 


Exons 


41238. . 


41372, 41239. 


.41358, 


4134 4. .41505,. 4134 6. .41504, 




41813. . 


42079, 41813. 


.42079 






Seq. No. 


32318 






Seq. ID 


OJ991208_06.0107, 


Gene No. 


66999 






Strand 





32417 




O LctX. L 


A 1 7 ft ^ 


End 


44329 


Name 


H TQQ1 9Hfi fl£ ftl 07 PQ nQ no 
VJUj7i?XZUO UD. U1U / .L!7 . OO .yS 


Method 


GENSCAN 






End 


44329 


\J JL 


none 


Score 


.64 


Exons 




43240. .43327, 44246.. 44329 


oeq. no. 




Seq. ID 


OJ991208_06.0107.C9 




O U _7 .7 .7 


Strand 




Start 


41783 


End 


44329 


Name 


OJ991208 06.0107.C9.o7.gp 


Method 


AAT/GAP 


O L Cl X. L, 


4Z Jlj 


End 


43118 




d 0 Q9 £ 1 Dl 

4 U j/i D X.ixXUOfl 


Score 


1352 


Exons 












51 (AL021710) lipase-like protein 




LftrdDiuopsis unaxianaj 






oeq. no. 


32319 


Seq. ID 


OJ991208_06.0107.C11 


kjciie NO . 


67000 


Strand 


+ 


Start 


1 


End 


3234 


Name 


OJ991208 06.0107 .Cll.ol.np 


Method 


AAT/NAP 




1 


End 


3234 


P T 


2832661 


Score 


637 




1..29, 1249. .1420, 1486. .1679, 1786. .1 


897, 2815.. 2949, 




3097. .3234 






(AL021710) pherophorin - like protein 


[Arabidopsis thaliana] 


oeq. NO . 


32319 


Seq. ID 


OJ991208_06.0107.C11 


Gene No. 


67000 


Strand 


+ 


Start 


1 


End 


3234 


Name 


OJ991208 06.0107.Cll.ol.gs 


Method 


GENSCAN 


C!+- a r-+- 

o u air u 


1208 


End 


3228 




none 


Score 


.94 


Exons 


1208. .1396, 1498. .1679, 1786 


..1897, 2171. .2200, 2815. .2949, 




3097. .3228 






Seq. No. 


32319 


Seq. ID 


OJ991208_06.0107.C11 


Gene No. 


67001 


Strand 




O Lai L 


3564 


End 


6828 


Name 


OJ991208 06.0107.Cll.ol.tc 


Method 


TBLASTX: Cress 




1264 


End 


1680 




none 


Score 


175 




1264. .1389, 1265. .1402, 1497 


..1541, 1498. .1680, 1602. .1679 


Seq. No. 


32319 


Seq. ID. 


OJ991208_06.0107.C11 


Gene No. 


67001 


Strand 




O Lai L 


3564 


End 


6828 


Name 


OJ991208 06.0107.Cll.ol.tm 


Method 


TBLASTX: Maize 


o tar u 


1264 


End 


1656 




none 


Score 


212 


Exons 


1264. .1398, 1265. .1402, 1497 


..1655, 1498. .1656 


Seq. No. 


32319 


Seq. ID 


OJ991208_06.0107.C11 


Gene No. 


67001 


Strand 




Start 


3564 


End 


6828 


Name 


OJ991208 06.0107.Cll.ol.ts ' 


Method 


TBLASTX: Soybean 


Start 


1282 


End 


3192 


GI 


none 


Score 


158 



32418 




U 1 v /~s r*i o 


1 9ft9 1 ^Qft 


loofT 1/109 
XZ 0 O . . X fi , 


1 4 Q7 

X H. y 1 . 


.1679, 1498. .1680, 1580. .1684, 




1 7ft4 1 Q00 


1 Toe 1 ft Q£ 
x / op. . 10 jD/ 


1 7 QO 


.1900, 2812.. 2907, 2890.. 2949, 




^ D 7 Q 1 9 9 

-J W / _7 • • 0 X -7 ^. 










Seq. No. 


32319 








D.TQQ1 90ft 06 0107 PIT 


Gene No. 


67001 






qt- r;=mH 

J LI anu 




O L, O.X L, 


^64 






FnH 

EjI iLi. 


fift 9ft 


Name 


fl.TQQI 90ft Ofi 


HI 07 PI 1 r\0 


gs 


lie L. 1 Vyl 


PFKJ9P AM 

O £_i IN O \j t\ Vi 




*3 S64 — 






End 


6 ft 9ft 


kjX 


none 










Fvnnc 


^S64 4 9 so 


4 9 S Q 449ft 

*I Z .J -7 • , ~k H O f 


6S7 


.6828 




Q d rr NT r\ 
OcCj . NU. 


^9 ^1 Q 






Seq. ID 


OJ991208_06.0107 .Cll 


Gene No. 


67001 






Strand 




Start 


3564 






End 


6828 


Name 


O.TQQ1 90S 0 


m 07 PI 1 r>9 




Method 


TBLASTX: Maize 


O Lai L 


_) O U .7 






End 


3890 




none 






Score 


147 


P v ^ n c 
IjAUllO 


^ SfiQ ?7 1 9 


"3S7 6 ^7 1 "3 


^76 


.3773, 3577. .3774, 3796. .3867, 




"3P09 ?ft40 


QQ1 0 "3ft 7 R 


joiu . 


.3875, 38 


40. .3890 


o e q . ln o . 








Seq. ID 


OJ991208_06. 0107. Cll 


Gene No. 


67001 






Strand 




Start 


3564 






End 


6828 


Name 


OJ991208 06. 


0107.Cll.o2. 


np 


Method 


AAT/NAP 


OLaiL 


3582 






End 


4417 


oX 


4314385 






Score 


490 




3582. .4417 












(AC006232) hypothetical 


pro te 


in [Arabidopsis thaliana] 


Seq. No. 


32319 






Seq. ID 


OJ991208J36. 0107. Cll 


Gene No. 


67001 






Strand 






3564 






End 


6828 


Name 


OJ991208 06. 


0107.Cll.o2. 


+■ CI 


Method 


TBLASTX : Soybean 


q-i- a V-+- 

OLdi L 


3649 






End 


4178 


*o X 


none 






Score 


39 


JjAUIlO 


. 3649. .3729, 


3783. .4178, 


^ft 1 4 

O O X H . 


.3996>" 3915. .4019 


Q<arr Mn 

OClji LN (J ■ 


32319 






Seq. ID 


OJ991208_06. 0107. Cll 




67001 






Strand 




Start . 


3564 






End 


6828 


Name 


OJ991208 06. 


0107.Cll.o2. 


gp ■ 


Method 


AAT/GAP 




3797 






End- 


4295' 


O X 


LIB3433-027- 


P1-K1-F12 




Score 


869 


J_t iS. 1 1 0 


3797. .4295 










OX UcoUI ip • 


, 4314385/gb|AAD15595| 7. 




(AC006232) hypothetical prote 




[Arabidopsis 


thaliana] 1 








Seq. No. 


32320 






Seq. ID 


OJ991208_06.0107.C13 


Gene No. 


67002 






Strand 


+ 


Start 


71 






End 


292 


Name 


OJ991208 06. 


0107.C13.ol. 


gs 


Method 


GENSCAN 


Start 


71 






End 


292 


GI 


none 






Score 


.79 


Exons 


71. .292 










Seq. No. 


32321 






Seq. ID 


OJ991208_06.0107.C14 



32419 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67003 Strand 

1 End 
OJ991208_06.0107.C14 .ol.np Method 

1 End 

4056613 Score 
1. .414 

(AF067400) Sell protein [Zea mays] 

32321 Seq. ID 

67003 Strand 

1 End 
OJ991208_06.0107.C14 .ol.gs Method 

18 End 

none Score 
18. . 399 



448 

AAT/NAP 

414 

342 



OJ991208_06.0107.C14 
448 

GENSCAN 

399 

.43 



Seq. No. 32321 Seq. ID 

Gene No. 67003 Strand 

Start 1 End 

Name OJ991208_06 . 0107 . C14 . ol . tc Method 

Start 79 End 

GI • none Score 

Exons 79. .123, 109. .447, 260. .448 



OJ991208_06.0107.C14 
448 

TBLASTX: Cress 

448 

185 



Seq. No. 32321 Seq. ID 

Gene No. 67003 Strand 

Start 1 End 

Name OJ991208_06 . 0107 . C14 . ol . ts Method 

Start 94 End 

GI none Score 

Exons 94. .447, 104. .445, 329. .448 



OJ991208_06.0107.C14 
448 

TBLASTX: Soybean 

448 

235 



Seq. No. 32321 

Gene No. 67003 

Start 1 

Name OJ991208_06 . 0107 . C14 . ol . tm 

Start 142 

GI none 

Exons 142. .447, 275. .445, 301. .447 

Seq. No. 32322 

Gene No'. 67004 

Start 2- 

Name OJ991208_06 . 0107 . C15 . ol . gs 

Start 2 

GI none 

Exons 2. .32, 110. .219 



Seq. ID OJ991208_06.0107.C14 

Strand 

End 448 

Method TBLASTX : Maize 

End 447 

Score 154 



Seq. ID OJ991208_06.0107.C15 

Strand + 

End 219 

Method GENSCAN 

End 219 

Score .69 



Seq. No. 32323 Seq. ID 

Gene No. 67005 Strand 

Start 1636 End 2183 

Name OJ991028_01 . 0118 . CI . ol . np Method AAT/NAP 

Start 1636 End 2183 

GI 4539660 Score 606 

Exons 1636.. 2183 

GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



OJ991028 01. 0118. CI 



32420 



Seq. No. 32323 

Gene No. 67005 

Start 1636 

Name OJ991028_01 . 0118 . CI . ol . tw 

Start 1648 

GI none 

Exons 1648.. 1761, 1752.. 2069, 1759. 



Seq. ID OJ991028_01.0118.C1 
Strand 

End 2183 

Method TBLASTX : Wheat 

End 2069 

Score 119 
.2049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32323 
67005 
1636 

OJ991028_01.0118.Cl.ol. tm 

1839 

none 



Seq. ID OJ991028_01.0118.C1 
Strand 

End 2183 

Method TBLASTX : Maize 

End 2183 

Score 141 



1839. .2183, 1840. .2097, 1989. .2171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32324 
67006 
1 

OJ991028_01.0118.C2.ol.np 
1 

5257279 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method AAT/NAP 

End 5268 

Score 6121 



1..308, 406. .'568, 785. .3502, 4138. .4374, 4723. .5268 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o5 . tw 

Start 10 

GI none 

Exons 10.. 222, 25.. 291, 29.. 238 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Wheat 

End 2 91 

Score 121 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o3 . tm 

Start 28 

GI none 

Exons . 28. .219, 31. .294, 32. .292 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX: Maize 

End 294 

Score 136 



Seq. No. 32324 . 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o3 . tw 

Start 325 

GI none 

Exons 325..540,, 326.. 784, 327.. 785 



Seq. ID OJ99l028_01.0118.C2 
Strand 

End 52 68 

Method TBLASTX : Wheat 

End 785 

Score 291 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o4 . tm 

Start 326 

GI none 

Exons 326.. 505, 333.. 497 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Maize 

End 505 

Score 161 



32421 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028 J)l . 0118 . C2 .ol . tw 

Start 785 

GI none 
Exons 



Seq. ID OJ991028JD1.0118.C2 
Strand 

End 5268 

Method TBLASTX : Wheat 

End 1288 

Score 278 



785. .1288, 867. .1256, 872. .1279 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028 J)l . 0118 . C2 . ol . tm 

Start 977 

GI none 

Exons 977.. 1417, 990.. 1256, 1296. 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Mai ze 

End 1418 

Score 160 
,1418 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o2 . ts 

Start 1037 

GI none 

Exons 1037.. 1282 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Soybean 

End 1282 

Score 202 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32324 
67006 
1 

OJ991028_01.0118.C2.o4.tw 

1289 

none 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Wheat 

End 1591 

Score 250 



1289. .1591, 1305. .1589, 1355. .1591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32324 
67006 
1 

OJ991028_01.0118 .C2.ol.ts 

1304 

none 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX: Soybean 

End 1699 

Score 225 



1304. .1663, 1305. .1661, 1334. .1669, 1667. .1699, 1668. .1697 



Seq. No. 

Gene ■ No . 

Start 

Name 

Start 

GI 

Exons 



32324 
67006 ■ 
1 

OJ991028_01.0li8.C2.o5.tm 

1422 

none 



Seq. ID OJ991028_01.0118.C2 

Strand - 

End 5268 

Method TBLASTX: Maize 

End 1585 

Score 137 



1422. .1580, 1424. .1585, 1433. .1585 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028 J)l . 0118 . C2 . o2 . tm 
Start ^ 158 6 

GI none 

Exons 1586.. 2056 



Seq. ID OJ991028JU.0118.C2 
Strand 

End 5268 

Method TBLASTX : Mai ze 

End 2056 

Score 377 



32422 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o2 . tw 

Start 1640 

GI none 
Exons 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Wheat 

End . 2122 

Score 86 



1640. .2122, 1644. .1787, 1673. .2062, 1815. .2111 



Seq. No.' 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o7 . tm 

Start 2057 

GI none 

Exons 2057.. 2218, 2058.. 2219 



Seq. ID OJ991028_01.0118:C2 
Strand 

End 5268 

Method TBLASTX : Maize 

End 2219 

Score 136 



Seq. No. . 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . o7 . tw 

Start 2294 

GI none 
Exons 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Wheat 

End 2672 

Score 81 



2294. .2416, 2295. .2405, 2300. .2416, 2450. .2671, 2504. .2584, 
2550. .2672 



Seq. No. 32324 

Gene No. 67006 

Start 1 

Name OJ991028_01 . 0118 . C2 . 06 . tm 

Start 2354 

GI none 

Exons 2354.. 2503, 2354.. 2677, 2553. 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX: Maize 

End 2677 

Score 44 
.2630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32324 
67006 
1 

OJ991028_01. 0118.C2.o6.tw 

3224 

none 



Seq. ID OJ991028_01.0118.C2 
Strand 

End 5268 

Method TBLASTX : Wheat 

End 3610 

Score 72 



3224. .3370, 3234. .3437, 3395. .3610, 3485. .3574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32325 
67007 * 
1 

OJ991028_01. 0118.C4 .ol.gp 
1 

66_8.R1084 
1..608 

, 82501/pir| | JH0220 1.0e-41 prolamin precursor (clone pS23) - 
rice >gi_20302_emb_CAA3784 9 (X53856) prolamin [Oryza sativa] 1 



Seq. TD OJ991028_01 . 0118 . C4 

'Strand ■ + 

End 608 

Method AAT/GAP 

End 608 

Score 1077 



32325 
67007 
1 

OJ99lU28_01 . 0118 .C4 .ol .np 
43 

82501 



Seq. ID OJ991028_01.0118.C4 

Strand + 

End 608 

Method AAT/NAP 

End 4 95 

Score 718 



32423 



Exons 43. .495 

GI Descrip. prolamin precursor (clone pS23) 
(X53856) prolamin [Oryza sativa] 



rice gi| 20302 | emb | CAA3784 9 | 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . ■ ^ 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32326 Seq. ID 

67008 Strand 
2529 ' End 

OJ991028_01.0118.C5.ol.gp Method 
2529 End 
66_8.R1084 Score 
2529. .3120 

! 82501/pir | | JH0220 1.0e-41 prolamin precursor (clone pS23) - 
rice >gi_20302_emb_CAA3784 9_ (X53856) prolamin [Oryza sativa] 1 



OJ991028_01.0118.C5 
+ 

3120 
AAT/GAP 
3120 
1050 



32326 Seq. ID OJ991028 

67008 Strand + 

2529 End 3120 

OJ991028_01.0118.C5.ol.np Method AAT/NAP 

2555 End 3007 

82452 Score 750 
2555. .3007 

prolamin 13K precursor 
gi | 218187 | dbj IBAA01981 



01. 0118. C5 



(clone lambda-RM2) - rice 
1| (D11385) prolamin [Oryza sativa] 



gi I 251077 |bbs | 108647 (S39468) 13 kda prolamin [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32326 
67009 
2568 

OJ991028_01.0118.C5.o2.np 
2568 
6523547 
2568. .2662, 



OJ991028 01. 0118. C5 



Seq. ID 
Strand 

End 8075 
Method AAT/NAP 
End 8075 
Score 432 
3958. .4378, 7345. .8075 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 

Seq. No. 32326 Seq. ID ' OJ991028_01 . 0118 . C5 

Gene No. 67010 Strand - . 

Start 9528 End - 124 '80 

Name OJ991028_01 . 0il8 . C5 . o3 . np * Method AAT/NAP 

Start 9528 End 12480 

GI 5915835 Score 838 

Exons 9528.. 10136, 11720.. 12480 

GI Descrip. CYTOCHROME . P4 50 -71 D6 gi 11762142 (U48434) putative cytochrome 
P450 [Solanum chaco;ense] 



Seq. No. 32326 Seq. ID 

Gene No. 67010 Strand 

Start 9528 End 

Name OJ991028_01 . 0118 . C5 . o2 . tw Method 

Start 9531 End 

GI none Score 

Exons 9531.. 9800, 9532.. 9798 



OJ991028_01.0118.C5 
12480 

TBLASTX: Wheat 

9800 

131 



Seq. No. 
Gene No. 
Start 
Name 



32326 
67010 
9528 

OJ991028 



01.0118.C5.ol.ts 



Seq. ID 

Strand 

End 

Method 



OJ991028_01.0118.C5 
12480 

TBLASTX: Soybean 



32424 




Start 9534 End 12470 

GI none Score 107 

Exons 9534. .10139, 9591. .9746, 9619. .9984, 9777. .10091, 10039 10134 , 
11942. .12115, 12243.'. 12470 



Cpn KJo 
oc*^ • invj • 


32326 


Seq. ID 


uuyyiuzo u i . u i i o 


. to 




67010 


Strand 






Of- a yf- 


9528 


End 


1 9 a fi n 

1 c. 4 O u 




Name 


OJ991028 01.-0118. C5-.ol.tc - 


Method • 


• TBLASTX: Cress 




Start 


9540 


End 


10142 




\j± 


none 


Score 






Exons 


9540. .10136, 9600. .9890, 9616. .10005, 


y y bu . . i u 1 4 z 




Qarf XT /"\ 
jcq. IN O . 


32326 


Seq. ID 


n tqqi noQ ni ni 1 q 
uuyyiuzo ui.uilo 


. to 


uene lno . 


67010 


Strand 








9528 


End 


1 0 A Q n 
1 Z 4 O U 




Name 


OJ991028 01.0118.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


9673 


End 


10136 






none 


Score 


0 A Q 

Z 4 J 




Exons 


9673. .10119, 9677. .9838, 9678. .10136, 


yoyo . . iuiob 




o e q . in o . 


32326 


Seq. ID 


(^i tqoi noQ ni niiQ 
ujyyiuzo ui.uilo 


. to 




67010 


Strand 






o Ldr L 


9528 


End 


1Z 4 o U 




Name 


OJ991028 01.0118.C5.ol.tw 


Method 


TOT 7\ O T> V . r*7K ^ — . +- 

i dLAo 1 a : wneat 




Start 


9828 


End 


10136 




GI 


none 


Score 


110 




IjAUI lo 


9828. .10100, 9831. .10136, 9832. .10131 






C 0 n XTrv 
OtrLj . LNL/ • 


32326 


Seq. ID 


nTQQi mo ni hiiq 


. to 


ucllc 1NU • 


67010 


Strand 








9528 


End 


i oa on 
± z 4 o u 




Name 


OJ991028 01.0118.C5.o2.tm 


Method 


i oiiAo i A : Ma i z e 




Start 


11954 


End 


12479 




GI 


none 


Score 


92 




Ej AUI lo 


11954 . .12118, 11961. . 12083, 


12143. .122 


4 1, 1 ZZ 4 O . . 1Z 4 / y , 






12250. .12435 








Con XTo 


32327 


Seq. ID 


htqqi noQ ni niiQ 

ujyyiuzo ui.uilo 


. t b 


q n q XT /"\ 


67011 


Strand 


+ 




Q+- a rf 

DLd.ru. 


935 


End 


Z 4 b b 




Name 


OJ991028 -01.0118.C6.ol.gs 


Method 






Start 


935 


' End 


2466 ■ 




GI 


none 


Score 


.41 




Exons 


" 935. .994, 1634. .1805, 2342.. 


2466 






Seq. No. 


32327 


Seq. ID 


OJ991028_01.0118 


.C6 


Gene No. 


67012 


Strand 


+ 




Start 


2691 


End 


3838 




Name 


OJ991028 01.0118.C6.ol.np 


Method 


AAT/NAP 




Start 


2691 


End 


3838 




GI 


6742729 


Score 


1154 




Exons 


2691. .3838 








GI Descrip. 


(AF121139) RIM2 protein TOryza sativa] 






Seq. No. 


32327 


Seq. ID 


OJ991028JD1.0118 


.C6 


Gene No. 


67013 


Strand 







32425 



Start 
Name 
Start 
GI 

Exons 



3364 End 

OJ991028_01 . 0118 . C6 . ol . tw Method 

3026 End 

none Score 



3838 

TBLASTX: Wheat 

3838 

495 



3026. .3442, 3027. .3554, 3427. .3558, 3594. .3779, 3599. .3751, 
3609.. 3809, 3782.. 3838, 3790.. 3834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32327 
67013 
3364 

OJ991028_01.0118 .C6.ol.tm 

3069 

none 

3069.. 3383, 3080.. 3382, 3159. 



32327 
67013 
3364 

OJ991028_01.0118.C6.ol.tc 
3314 
none 



Seq. ID OJ991028_01.0118.C6 
Strand 

3838 

TBLASTX: Maize 
3383 
276 



End 

Method 
End 
Score 
,3383 



Seq. ID OJ991028_01.0118.C6 
Strand 

3838 

TBLASTX: Cress 
3758 
152 



End 

Method 
End 

Score 

3314. .3442, 3318. .3554, 3427. .3558, 3450. .3569, 3594. .3725, 
3599. .3751, 3609. .3758 



Seq. No. 32327 

Gene No. 67013 

Start 3364 

Name OJ991028 JH . 0118 . C6 . o2 . gs 

Start 3364 

GI none 

Exons 3364.. 3532 



Seq. ID OJ991028__01.0118.C6 
Strand 

End 3838 

Method GENSCAN 

End 3532 

Score .81 



Seq. No. 32328 

Gene No. 67014 

Start 224 

Name OJ991028JD1 . 0118 . C9 . ol . gs 

Start 224 

GI none 

Exons 224.. 343 



Seq. ID OJ991028_01.0118.C9 

Strand + 

End 343 

Method GENSCAN 

End 343 

Score . 92 



Seq. No. 32328 

Gene No. 67015 

Start 923 • ■ 

Name OJ991028_01 . 0118 . C9 . o2 . gs 

Start 923 

GI none 

Exons . 923.. 969, 1831.. -1843 



Seq. ID OJ991028_01.0118.C9 
Strand 

End 1843 

Method GENSCAN 

End 1843 

Score .5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32329 
67016 
347 

OJ991028__01. 0118 .C10. ol.np 
347 

6691191 
347 . . 1028 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ991028_01. 0118. C10 

Strand + 

End 1028 

Method AAT/NAP 

End 1028 

Score 377 



32426 




Seq. No. 


32329 






Seq. ID 


OJ991028_01.0118 


.C10 


Gene No. 


67017 






Strand 






Start 


2086 






End 


^99 

«J C £. \3 




Name 


OJ991028 01 


0118 riD nl 


• y ^ 


Mat - V"i r\/^ 






Start 


2086 ~~ 








304 0 
Jul u 




GI 


none 














2086 2168 

W W W • i t. 1 UU ; 


3022 3040 










Sea No 


32329 






Seq. ID 


OJ991028_01.0118 


n n 

. LIU 


Gene No. 


67017 






Strand 


+ 




Start 


2086 






End 


5226 




Name 


OJ991028 01 


.0118. C10. o2 


.np 


Method 


AAT/NAP 




Start 


2375 ~ 






End 


5226 




GI 


50424 63 






Score 


123 




Exon s 


2375 2575 


3190. .3332, 


3384. 


.3462, 5208.. 5226 




v-J J. i-> O ^ -L_ J_ ■ 


{ AC0077891 


unknown protein [Oryza sativa] 




Seq. No. 


32329 






Seq. ID 


OJ991028_01.0118 


.C10 


Gene No. 


67018 






Strand 


+ 




Start 


7067 






End 


8362 




Name 


OJ991028 01 


.0118. C10. o3 


.gs 


Method 


GENSCAN 




Start 


7067 _ 






End 


8362 




GI 


none 






Score 


. 68 






7067 7102 


7431. .7519, 


7745. 


.7892, 8213.. 8362 




Seq. No. 


32329 






Seq. ID 


OJ991028_01.0118 


.C10 


Gene No. 


67019 






Strand 






Start 


3638 






End 


6654 




Name 


OJ991028 01 


.0118. C10. o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


450 






End 


937 




GI 


none 






Score 


312 




F.xnn <3 


450. .770, 452. .649, 453 


.770, 


785. .838, 


848. . 937 




Seq. No. 


32329 






Seq. ID 


OJ991028_01.0118 


C10 


Gene No. 


67019 






Strand 






Start 


3638 






End 


6654 




Name 


OJ991028 01 


.0118. C10. ol 


tw 


Method 


TBLASTX: Wheat 




Start 


"462' 






End 


841 




GI 


none 






Score 


307 




R x o n ^ 

J—j 11 O 


462. .797, 464. .658, 702. 


.770, 


755. .778, 


785. .841 




Sea No 


32329 






Seq. ID 


OJ991028_01.0118. 


C10 


Gene No'. 


67019 






Strand 






Start 


3638 






End 


6654 




Name 


OJ991028 01 


.0118. C10. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3636 






End 


6272 




GI 


none 






Score 


148 




Exon ^ 


3636. .3869, 


3665. .4276, 


3681. 


.3881, 3716. .4075, 3951. .4190, 




4154. .4216, 


5658. . 6179, 


6052. 


.6156, 6225.. 6272 




Seq. No. 


32329 






Seq. ID 


OJ991028_01.0118. 


C10 


Gene No. 


67019 






Strand 






Start 


3638 






End 


6654 




Name 


OJ991028_01 


0118. C10. o2. 


gs 


Method 


GENSCAN 




Start 


3638 






End . 


6365 




GI 


none 






Score 


.7 




Exons 


3638. .4261, 


5430. .6365 











32427 



JCL|t Vi\J » 


J ^. J ^ _7 








Gene No. 


67019 








Start 


3638 








Name 


OJ991028 01 


.0118 


.C10.o3 


.np 


uLal L 


3653 








rir 


5915839 










3653. .4276, 


5451 


. .6290, 


6559 




CYTOCHROME 


P450 


71D10 gi|273 




CYP71D10p [Glycine max] 




Seq. No. 


32329 










67019 










3638 








Name 


OJ991028 01 


.0118 


.ClO.ol 


. cm 




3656 










none 








Exons 




JO / / 


A 1 A 1 


A 1 "3 Q 
4 1 0 y 


Seq. No. 


32329 










67019 








Cf a y-+- 


3638 








Name 


OJ991028 01 


.0118 


.C10.o3 


. LW 


C f 3 v-f- 


3656 








PT 


■none 








ijXonb 










Seq. No. 


32329 








^ r^i ^ NT 
kjCilc LNO . 


67019 








Q-J- -j y-+- 

O LalL 


3638 








Name 


OJ991028 01 


.0118 


.ClO.ol 


. TIC 


O Ldl L 


3665 










none 










jDDO , . fi Z / 0 , 


O £ Q Q 






Seq. No. 


32329 








VJCllC LN ^ . 


67019 










3638 








Name 


OJ991028 01 


.0118 


.C10.O2 


+■ T.I 


O L a. -L L 


3956 








w -L 


none 








Exons 


3956. . 4276, 


3957 


. .4190, 


*D fl C. O 


Seq. No. 


32329 










67019 








JLdl L 


3638 








Name 


OJ991028 01 


.0118 


C10.O2 


tc 


OLdl L 


5772 










none 








Exons 


5772. .6179, 


5983 


.6162, 


6225 


Seq. No. 


32329 








Gene No. 


67019 








Start 


3638 








Name 


OJy91028 01 


0118 


C10.o2. 


tm 


Start 


5835 








GI 


none 









Seq. ID OJ991028_01. 0118. C10 
Strand 

End 6654 

Method AAT/NAP 

End 6654 

Score 984 
.6654 



Seq. ID OJ991028_01. 0118. C10 
Strand 

End 6654 

Method TBLASTX: Maize 

End 4261 

Score 219 



Seq. ID OJ991028_01. 0118. C10 
Strand 

6654 

TBLASTX: Wheat 
3927 
152 



End 

Method 
End 
Score 
.3927 



Seq. ID OJ991028_01. 0118. C10 
Strand 

End 6654 

Method TBLASTX : Cress 

End 4276 

Score 126 



Seq. ID OJ991028JD1. 0118. C10 
Strand 

End 6654 

Method TBLASTX : Wheat 

End 4276 

.Score 207 



Seq. ID OJ991028_01. 0118. C10 
Strand 

End 6654 

Method TBLASTX : Cress 

End 6275 

Score 88 



Seq. ID OJ991028_01.0118.C10 
Strand 

End 6654 

Method TBLASTX : Mai ze 

End 6266 

Score 64 



32428 



Exons 



5835. .6179/ 5856. .6026, 6085. .6156, 6225. .6266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32330 
67020 
1 

OJ991028_01.0118.Cll.o2.np 
1 

5852180 



Seq. ID OJ991028_01.0118.C11 

Strand + 

End 4 54 6 

Method AAT/NAP 

End 4326 

Score 392 



1..22, 2859. .2946, 3955. .4326 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32330 Seq. ID 

67020 Strand 
1 End 
OJ991028_01 . 0118 . CI 1 . ol . gp Method 
3047 End 
uC-osflM20204 8cl2bl Score 
3047. .3574 

'5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ991028_01.0118.C11 
+ 

4546 
AAT/GAP 
3574 
816 



Seq. No. 32330 Seq. ID 

Gene No. 67020 Strand 

Start 1 End 

Name OJ991028_01 . 0118 . Cll . o2 . gs Method 

Start 3989 End 

GI none Score 

Exons 3989..4546 



OJ991028_01. 0118. Cll 
+ 

4546 
GENSCAN 
4546 
.69 



Seq. No. 


32330 




Seq. ID 


OJ991028_01.0118 


.Cll 


Gene No. 


67021 




Strand 






Start 


627 




End 


8497 




Name 


OJ991028 01. 0118. Cll. ol 


. gs 


Method 


GENSCAN 




Start 


627 




End 


3202 




GI 


none 




Score 


.84 




Exons 


627. .806, 906. .1004, 1100. .1172, 1274. 


.1384, 1476. .1648 


r 




1737. .1777, 1876. .2043, 


3097. 


.3202 






Seq. No. 


32330 




Seq. ID 


OJ991028_01.0118 


.Cll 


Gene No. 


67021 




Strand 






Start 


627 




End 


8497 




Name 


OJ991028 01.0118. Cll. o3 


.np 


Method 


AAT/NAP 




Start 


124-9 ' 




End • 


7113 






4680204 




Score 


884 




Exons 


1249. . 1384, 1476. . 1648, 


1736. 


.2151, 3136.. 3295, 3670.. 3732, 




3949.-4223, 5229. .5607, 


5699. 


.7113 






GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


32330 




Seq. ID 


OJ991028_01.0118 


.Cll 


Gene No. 


67021 




Strand 






Start 


627 




End 


8497 




Name 


OJ991028 01. 0118. Cll. o2 


.gp 


Method 


AAT/GAP 




Start 


3715 




End 


3780 




GI 


uC-osroM202024h08al 




Score 


85 




Exons 


3715. .3780 










GI Descrip. 


' 585217 0/embl AL117 265. 1 


IOST17804 5.0e-i 


34 Oryza sativa - 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



32429 



Seq. No. 


32330 








Seq. ID 


OJ991028_01.0118.C11 


Gene No. 


67021 








Strand 




btart 


COT 
OZ 1 








End 


8497 


Name 


ojyyiu^y ui 


.0118. 


Cll.o4 


.np 


Method 


AAT/NAP 


Start 


A A n C\ 

4 4 UU 








End 


7113 


GI 


A co no n A 
4 ooUZU4 








Score 


793 


Exons 


4 4 UU . .4 4 00/ 


4622. 


.4801, 


5257. 


.5607, 5699. .7113 


GI Descrip. 


(Ar 114 1 / 1 ) 


hypothetical 


protein [Sorgh 


urn bicolor] 


Seq. No. 


32330 








Seq. ID 


OJ991028_01.0118.C11 


Gene No. 


67021 








Strand 




Start 


con 
bZ 1 








End 


8497 


Name 


ojyyiuzo ui 


.0118. 


Cll.o3, 


,gs 


Method 


GENSCAN 


Start 


4 y 12 








End 


8497 


GI 


none 








Score 


.53 


Exons 


4 y iz . . 4 y^ l , 


5203. 


.5395, 


5466. 


.5628, 5699. .5893, 5927. .6221, 




Doy^ . . o / /o, 


7682. 


.7744, 


8075. 


.8326, 8407. .8497 


Seq. No. 


32330 








Seq. ID 


OJ991028_01.0118.C11 


Gene No. 


67021 








Strand 




Start 


COT 

OZ I 








End 


8497 


Name 


OJ991028 01 


.0118. 


Cll.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


6047 








End 


6391 


GI 


none 








Score 


95 


Exons 


6047 . . 607 9, 


6083. 


.6223, 


6084. 


.6164, 6218. .6292, 6292. .6390, 




6293 . .6391 












Seq. No. 


32330 








Seq. ID 


OJ991028_01.0118.C11 


Gene No. 


67021 








Strand 




Start 


627 








End 


8497 


Name 


OJ991028 01 


.0118. 


Cll.o3. 


,gp 


Method 


AAT/GAP 


Start 


7216 








End 


7530 


GI 


LIB3477-003 


-Pl-Kl 


-E9 




Score 


117 


Exons 


7216. .7295, 


7510. 


.7530 









GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 32331 

Gene No. . 67022 

Start 2754 

Name OJ991028_0 1 . 0118 . C12 . ol . gp. 

Start 2754 

GI uC-osflcypl21e07bl 

Exons 2754.. 2839 

GI Descrip. 1 5257255/db j | AP000364 . 1 | AP000364 7.0e-19 Oryza sativa genomic 
DNA, chromosome '8, clone : P0026F07 1 . 



Seq. ID OJ991028_01.0118.C12 

Strand + 

End 2839 

Method AAT/GAP 

End 2839 

Score 132 



Seq. No. 32331 

Gene No. 67023 

Start 3923 

Name OJ991028_01 . 0118. C12 . o2 . gs 

Start 3923 

GI none 
Exons 



Seq. ID OJ991028_01.0118.C12 

Strand + 

End 6922 

Method GENSCAN 

End 6922 

Score .44 



3923. .3988, 5289. .5410, 5523. .5648, 5667. .5758, 5885. .6082, 
6547.. 6636, 6836.. 6922 



32430 




Seq. No. 


32331 








Seq. ID 


OJ991028 01.0118.C12 


bene no . 


an r\ o a 

0 / U24 








Strand 


~~ 




Start 


10 16 








End 


7068 




Name 


ojyyiu^y oi 


. Ul lo 


. biz . Ol 


.gs 


Method 


GENSCAN 




Start 


ID 16 








End 


3631 




GI 


none 








Score 


. 41 




Exons 


1U 16 . .2116, 


O A O O 

24 o y 


o n n a 
. . 2 / 94 , 


*D O O O 

6 6 6 o . 


. 3631 






Seq. No. 


32331 








Seq. ID 


OJ99102E 


_01.0118.C12 


Gene No. 


67024 








Strand 






Start 


1073 








End 


7068 




Name 


OJ991028_01 


.0118 


.C12.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1142 








End 


2470 




GI 


none 








Score 


50 




Exons 


114 2. . 124 0/ 


1 1 A O 

114 3 


. . 1214 , 


1229 . 


.1309, 1257.. 1298, 


1314 . . 1433, 




1316 . . 1432 , 


1334 


. . 14 62 , 


1338 . 


.1463, 1410. .1505, 


1442. .1501, 




14 74. . 1506, 


1507 


. . 1572 , 


1507 . 


.1551, 1508. .1552, 


1547 . . 2464, 




1563 . . 24 65, 


2285 


. .2470 










Seq. No. 


32331 








Seq. ID 


OJ991028 


_01.0118.C12 


Gene No. 


67024 








Strand 






Start 


1073 








End 


7068 




Name 


OJ991028 .01 


.0118 


.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1632 








End 


7068 




GI 


6742729 








Score 


2284 




Exons 


1632. .2751, 


6634 


. .7068 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


32331 








Seq. ID 


OJ991028 


_01 . 0118 .C12 


Gene No. 


67024 








Strand 






Start 


1073 








End 


7068 




Name 


OJ991028 01 


.0118 


.C12.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


1729 








End 


2177 




bl 


none 








Score 


99 




Exons 


1729. .1980, 


1730 


. .1879, 


1730. 


.2173, 1734. .2177, 


1740. .2177 


Seq. No. 


32331 








Seq. ID 


OJ991028 


_01. 0118 .C12 


Gene No . 


67024 








Strand 






Start 


1073 








End 


7068 




Name 


OJ991028 01 


0118 


.C12.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2073 . 








End 


2551 




bl 


none 








Score 


80 




Exons 


2073. .2276, 


2075 


. .2551 










Seq. No. 


32331 








Seq. ID 


OJ991028 


_01.0118.C12 


Gene No. 


67024 








Strand 






Start 


1073 








End 


7068 




Name 


OJ991028 01 


.0118 


.C12.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2471 






End 


6757 




GI 


none 








Score 


66 




Exons 


2471. .2551, 


2472 


.2552, 


2472. 


.2555, 2584. .2751, 


2585. .2758, 




2625. .2750, 


6638 


.6709, 


6639. 


. 6689, 6695. . 6757, 


6708. .6755 


Seq. No. 


32332 








Seq. ID 


OJ991028 


_01.0118.C13 


Gene No. 


67025 








Strand 


+ 




Start 


3511 








End 


5377 





32431 




Name 


OTQQ1 nop m miQ ri ~i 
uuyyiu^o ui.uiio.lij.oz 


.gs 


Metnoa 


bENSCAN 






Jjll 




bna 


c o ~7 ~1 

JJ / / 






none 




Score 


. 03 




Exons 


^Rl 1 AAQ^ ^77 










O c q . IN U . 






beq. iu 


ujyyiuzo ui.uiio 


. C13 


Gene No. 


67026 




Strand 


+ 




Start 


8351 




End 


12582 






UU531UZO Ul • UIIO • ^1 J . oz 


. np 


Method 


AAT/NAP 




O L dl L 


QUI ~~ 
O JjJ. 




End 


12582 




r: t 


d Mm 7 q 

4 DO U 1 / :? 




Score 


4856 




t? vAll Q 
£j A LJI 1 o 


ft^RI 8^06 QfiTc; Q^fic: 


Q7 1 "3 


.12582 






f' t r^\/-> c /i >- t »-i 
ol UcSCiip . 


\/\tiii/uy; poiyprotein 


[Oryza 


sativa subsp. indica] 




Cor* Ma 

oeq . ino . 


jZ jOZ 




Seq. ID 


OJ991028_01.0118 


. C13 


Gene No. 


67027 




Strand 






Start 


1 




End 


2066 




lvalue: 


OJ991028 01.0118.C13.ol 


.np 


Method 


AAT/NAP 






1 




End 


2066 




Vj-L 


4680203 




Score 


774 




LaUI lo 


1..800, 2017. .2066 












(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


32332 




Seq. ID . 


OJ991028 01.0118 


.C13 


Gene No. 


67027 




Strand 


- 




C -j- -3 v-f- 

O Lai L 


l 




End 


2066 




Name 


OJ991028 01.0118.C13.ol 


. gs 


Method 


GENSCAN 




oiari. 


14 




End 


589 






none 




Score 


. 98 




T7 1 v /^i t^i c 


14. .366, 466. .589 










Seq. No. 


32332 




Seq. ID 


OJ991028__01.0118 


X13 


Gene No. 


67028 




Strand 






OLdl L 


12432 




End 


12580 




Naine 


OJ991028 01.0118.C13.o3 


. ts 


Method 


TBLASTX: Soybean 




OLdl L 


62 




End 


352 






none 




Score 


99 




EjAUI 1 o 


62. .127, 134. .352, 138. 


.344 








Seq. No. 


32332 




Seq. ID 


OJ9910'28_01.0118, 


C13 


Gene No. 


67028 




Strand 






O L. Ct X. I. 


12432 




End 


12580 




*Name 


OJ991028' 01.0118.C13.o6 


. tw 


Method 


TBLASTX: Wheat 




OLdll. 


124 




End' 


475 




CJ 
\j ± 


none 




Score 


191 




Exons 


124. .366, 134. .385, 135 


. .377, 


383. .475 






Seq. No. 


32332 




Seq. ID 


OJ991028J31.0118. 


C13 


Gene No. 


67028 




Strand 






O u dl L 


12432 




End 


12580 




Name 


OJ991028 01.0118.C13.o9 


tw 


Method 


TBLASTX: Wheat 




Start 


8836 




End 


9034 




GI 


none 




Score 


213 




Exons 


8836. .9033, 8837. .9034 










Seq. No. 


32332 




Seq. ID 


OJ991028_01.0118. 


C13 


Gene No. 


67028 




Strand 







32432 



Start 
Name 
Start 
GI 

Exons 



12432 End 

OJ991028_01 . 0118 . C13 . o7 . tw Method 

9083 End 

none Score 
9083.. 9280, 9086. .9436 



12580 

TBLASTX: Wheat 

9436 

318 



Seq. No. 32332 Seq. ID 

Gene No. 67028 Strand 

Start 12432 End 

Name OJ991028_01 . 0118 . C13 . o7 . tm Method 

Start 9086 End 

GI none Score 

Exons 9086.. 9391, 9086.. 9322 



OJ991028_01.0118.C13 
12580 

TBLASTX: Maize 

9391 

243 



Seq. No. 32332 Seq. ID 

Gene No. 67028 Strand 

Start 12432 End 

Name OJ991028_01 . 0118 . C13 . 08 . tw Method 

Start 9770 End 

GI none Score 

Exons 9770.. 10123, 9860.. 10048 



OJ991028_01.0118.C13 
12580 

TBLASTX: Wheat 

10123 

252 



Seq. No. 32332 . Seq. ID 

Gene No. 67028 '" Strand 

Start 12432 End 

Name OJ991028_01 . 0118 . C13 . 08 . tm Method 

Start 10127 End 

GI none Score 

Exons 10127 . .10318, 10165.. 10272 



OJ991028_01.0118.C13 
12580 

TBLASTX: Maize 

10318 

188 



Seq. No. 32332 

Gene No. 67028 

.Start 12432 

Name OJ991028_01 . 0118 . C13 . o4 . tw 

Start 10255 

GI none 

Exons 10255. .10695, 10256 .. 10738 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_01.0118.C13 
12580 

TBLASTX: Wheat 

10738 

535 



10259. .10735 



Seq. No. 32332 Seq. ID 

Gene No. 67028 Strand 

Start . . 12432 End 

Name OJ991028_01 . 0118 . C13 . o4 . ts Method 

Start 10292 End ■ 

GI' none Score 

Exons 10292.. 10606 



OJ991028_01.0118.C13 
12580 

TBLASTX: Soybean 

10606 

198 



Seq. No. 32332 Seq. ID 

Gene No. 67028 Strand 

Start 12432 End 

Name OJ991028_01 . 0118 . C13 . o3 . tm Method 

Start 10321 End 

GI none Score 

Exons 10321. .10563, 10325. .10768 



OJ991028_01.0118.C13 
12580 

TBLASTX :.Maize 

10768 

375 



Seq. No. 
Gene No. 
Start 



32332 
67028 
12432 



Seq. ID 

Strand 
End 



OJ991028 01.0118.C13 



12580 



32433 



Name 


ujyyiuzo ui.uiio.bio 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


iuo / y 




End 


11074 




GI 


none 




Score 


57 




Exons 


inc*7Q imiT ih/ttq 

iud /y . . ID / 11 , iuo/y. 


. 10 /ll , 


10715. .10768, 10717. .10758, 






lUo 14 . . lUo jo , lUoZJ. 


i i m/i 
1 1U / 4 , 


10831. .11064, 10922. .11071 




Seq. No. 


32332 




Seq. ID 


OJ991028_01.0118 


-C13 


Gene No. 


67028 




. Strand 


- 




btdl L 


1Z 4 jZ 




' « End 


12580 




Name 


ujyyiuzo ui.uiio.bio 


o4 . tm 


Method 


i o Lt\o i a . ixia i z e 




btart 


lUoZo 




End 


11155 




C T 

bl 


none 




Score 


300 




Exons 


i nooo i i i cc 1 H Q "7 C 
luaZo . . 1 1 1 00 t lUo/D. 


11104 








Seq. No. 


32332 




Seq. ID 


OJ991028_01.0118 


.C13 


Gene No. 


67028 




Strand 


- 




b car l 






End 


12580 




XT -1 Till 

Name 


ujyyiuzo ui.uiio.lij 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


lUoZb 




End 


11089 




bl 


none 




Score 


373 




Exons 


luoZb • . IIUoj/ lUoZo. . 


i i noo 

1 lUo o 








Seq. No. 


.32332 




Seq. ID 


OJ991028_01.0118 


.C13 


Gene No. 


•67028 




Strand 






b uart: 


1Z4 oZ 




. End 


12580 




Name 


ujyyiuzo ui.uiio.bio. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


iiuyu 




End 


11515 




GI 


none 




Score 


555 




Exons 


iiuyu . . nolo, inui.. 


1 1 COQ 

1 loUo , 


11165,,. 11515 




Seq. No. 


32332 




Seq. ID 


OJ991028_01.0118 


.C13 


Gene No. 


67028 




Strand 






btart 


1Z 4 OZ 




End 


12580 




Name 


ujyyiuzb ui.uiio.cu. 


oZ . tm 


Method 


TBLASTX: Maize 




Start 


i i 1 CO 

1 1 1 bZ 




End 


11515 






none 




Score 


434 




Exons 


111 O 1 1 R 1 c; ill C7 
111DZ. . lljlD, 111b/. . 


I 1 cfiQ 

I I DUo 








Seq. No. 


32332 




Seq. ID 


OJ991028_01.0118 


.C13 


Gene No. 


67028 




Strand 






OtdlL 


1 Z 4 jZ 




End 


12580 




Name 


atqqi noo ni n i i o pio 

ujyyiuzo ui.uiio.cu. 


ol . tw 


Method 


TBLASTX: Wheat 




brart: 


I 1 C /I O 

I I 04 J 




■ "End 


12082 




bl 


none 




Score 


624 




Exons 


i i c/ O i OHQO i i toc 

1 134 J . . IZUoZ, ll/ZO.. 


1 o n i o 
1ZU / o 








Seq. No. 


32332 




Seq. ID 


OJ991028_01.0118 


.C13 


Gene No. 


67028 




Strand 






Of -,yf 

b tar c 


1 0 A "3 0 




End 


12580 




Name 


ojyyiuzo ui.oiio.ci3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


i loyy 




End 


12046 




GI 


none 




Score 


269 




Exons 


11699. .12031, 11725.. 


12045, 


11726. .12046 




Seq. No. 


32332 




Seq. ID 


OJ991028__01.0118 


.C13 


Gene No. 


67028 




Strand 






Start 


12432 




End 


12580 





32434 



Name 

Start 

GI 

Exons 



OJ991028_01. 0118.C13.ol.tc Method 

11780 End 

none Score 
11780. .11962, 11963. .12106 



TBLASTX: Cress 

12106 

85 



Seq. No. 32332 

Gene No. 67028 

Start 12432 

Name OJ991028_01 . 0118 . C13 . o2 . ts 

Start 11870 

GI none 

Exons 11870. . 12130, 11881 12129, 11882.. 12130 



Seq. ID OJ991028_01.0118.C13 
Strand 

End 12580 

Method TBLASTX: Soybean 

End 12130 

Score 300 



Seq. No. 32332 

Gene No. 67028 

Start 12432 

Name OJ991028_01 . 0118 . C13 . ol . tm 

Start 12047 

GI none 

Exons 12047. .12364, 12058.. 12360 



Seq. ID OJ991028_01.0118.C13 
Strand 

End 12580 

Method TBLASTX : Mai ze 

End 12364 

Score 456 



Seq. No. 32332 

Gene No. 67028 

Start 12432 

Name OJ991028_01 . 0118 . C13 . o2 . tw 

Start 12089 

GI none 

Exons 12089. .12580, 12092 .. 12568, 12145.. 12576 



Seq. ID OJ991028_01.0118.C13 
Strand 

End 12580 

Method TBLASTX: Wheat 

End .12580 

Score 566 



Seq. No. 32332 

Gene No. 67028 

Start 12432 

Name OJ991028_01 . 0118 . C13 . 06 . tm 

Start 12370 

GI none 

Exons 12370. .12567, 1237 1 .. 12580, 12371.. 12580 



Seq. ID OJ991028_01.0118.C13 
Strand 

End 12580 

Method TBLASTX : Mai ze 

End 12580 

Score 244 



Seq. No. 32332 

Gene No. 67028 

Start 12432 

Name OJ991028_01 . 0118 . CI 3 . o4 . gs 

Start 12432 . 
GI ' none 

Exons 12432. . 12535 



Seq. ID OJ991028_01.0118.C13 
Strand 

End 12580 

Method GENSCAN . . 

End 12535 

Score .84 



Seq. No. 32333 

Gene No. 67029 

Start 1 

Name OJ991028_01 . 0118 . C14 . ol . np 

Start 1 

GI 5852178 

Exons 1..75, 107.. 222, 588 
GI Descrip. (AL117265) zhb0008 . 1 

Seq. No. 32333 

Gene No. 67030 

Start 101 



Seq. ID OJ991028_01.0118.C14 

Strand + 

End . 678 

Method AAT/NAP 

End 678 

Score 164 



.678 

[Oryza sativa] 



Seq. ID OJ991028_01.0118.C14 
Strand 

End 208 



32435 



Name 

Start 

GI 

Exons 



OJ991028_01.0118 .C14.ol.gs Method GENSCAN 

101 End 208 

none Score .51 
101. .208 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
'Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



End 

Method 

End 

Score 



32334 
67031 
95 

OJ991028_01.0118.C16.ol.gp 
95 

none 

95. .207, 371. .501 

32334 
67032 
837 

OJ991028_01.0118.C16.ol.gs 
837 
none 

837. .1001, 1077. .1169, 1267. .1368, 1451 



Seq. ID OJ991028_01.0118.C16 
Strand + 

501 

AAT/GAP 
501 
392 



Seq. ID OJ991028_01.0118.C16 
Strand + 

1894 
GENSCAN 
1894 
.91 
1894 



End 

Method 

End 

Score 



32334 
67033 
3415 ' 

OJ991028_01.0118 .C16.o2.np 
3415 
553073 
3415. .3714 

(M94481) reverse transcriptase [Zea mays] 



Seq. ID OJ991028_01.0118.C16 

Strand + 

End 3714 

Method AAT/NAP 

End 3714 

Score 50 



32334 
67034 
1 

OJ991028_01.0118 .C16.ol.np 
1 

1345502 
1. .608 

(X57297) TNP2 [Antirrhinum majus] 



Seq. ID OJ991028_01.0118.C16 
Strand 

End 608 

Method AAT/NAP 

End 608 

Score 418 



32334 
67035 ... 
2778 

■OJ991028_01. 011-8. C16.o2.tm ■ 

118 - . 

none 

118. .375, 128. .346 

32334 
67035 
2778 

OJ991028_01.0118.C16.ol.tm 

421 

none 

421. .609, 437. .583, 603. .656 

32334 
67035 



Seq. ID OJ991028_01.0118.C16 

Strand - 

End 3606 

Method TBLASTX: Maize' 

End 375 

Score 74 



Seq. ID OJ991028_01.0118.C16 
Strand 

End 3606 

Method TBLASTX: Maize 

End 656 

Score 119 



Seq. ID OJ991028_01.0118.C16 
Strand 



32436 



Start 
Name 
Start 
GI 

Exons 



2778 End 3606 

OJ991028_01 . 0118 . CI 6 . o2 . gs Method GENSCAN 

2778 End 3606 

none Score .85 
2778. .2899, 3564. .3606 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32334 
67036 
4118 

OJ991028_01, 
4118 
none 
4118. 
4151. 
4281. 
4423. 
4438. 
4526. 
4624 . 
4745. 
4884 . 



.4234, 
.4228, 
.4382, 
.4545, 
.4572, 
.4588, 
.4671, 
.4867, 
.5006, 



0.118. C16.o3. tm 



4118. 
4268. 
4284 . 
4423. 
4439. 
4526. 
4624 . 
4765. 
5047. 



4225, 
4390, 
4403, 
4542, 
4624, 
4585, 
4692, 
4836, 
5109 



4133. 
4268. 
4290. 
4428. 
4458. 
4611. 
4735. 
4817, 



Seq. ID 

Strand 

End * 

Method 

End 

Score 



OJ991028 01.0118.C16 



5109 
TBLASTX: 
5109 
83 



Maize 



.4228, 4136. .4234, 4147. 

.4447, 4269. .4382, 4276. 

.4376, 4397. .4579, 4406. 

,4538, 4431. .4544, 4437. 

,4577, 4499. .4579, 4519. 

,4682, 4621. .4680, 4624. 

,4848, 4736. .4834, 4738. 

,4978, 4847. .5005, 4850. 



.4227, 
.4389, 
.4531, 
.4538, 
.4545, 
.4677, 
.4860, 
.5005, 



oeq . no . 


O O O -D C 
J JO 




Seq. ID 


OJ991028 


_01 . 0118 


C17 


Gene No . 


D / Uj / 




Strand 


+ 






Of -5 v«f 


X 




' End 


3809 






Name 




.0118.C17.o2.np 


Method 


AAT/NAP 






Start 


1 




End 


3809 






GI 


5852181 




Score 


114 






1_J \*s llu 


1 27 3047 


..3340, 3499. .3585, 3788.. 


3809 






GI Descrip. 


(AL117265) 


zhbOOll.l [Oryza 


sativa] 








Seq. No. 


32335 




Seq. ID 


OJ991028 


_01.0118. 


C17 


Gene No. 


67037 




Strand 


4- 






Start 


1 




End 


3809 






Name 


OJ991028 01 


.0118.C17.ol.np 


Method 


AAT/NAP 






Start 


1046 




End 


2193 






GI 


4680203 




Score 


723 






Exons 


1046. .2193 












GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. „ 


32335 




Seq. ID 


OJ991028_ 


_01.0118. 


C17 


Gene No. 


67037 




Strand 


+ 






Start 


1 




■ End 


3809 






Name 


OJ991028 01 


.0118.C17.ol.gs 


Method 


GENSCAN 






Start 


1206 




End 


3728 






GI 


none 




Score 


.51 






Exons 


1206. .2049, 


3499. .3728 










Seq. No. 


32335 




Seq. ID 


OJ991028 


_01.0118. 


C17 


Gene No. 


67037 




Strand 


+ 






Start 


1 




End 


3809 






Name 


OJ991028 01 


.0118.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1356 




End 


1892 






GI 


none 




Score 


219 






Exons 


1356. . 1772, 


1451. .1507, 1589 


. .1771, 1785. . 1892, 


1808. .1891 


Seq. No. 


32335 




Seq. ID 


OJ991028_ 


_01.0118. 


C17 



32437 




Gene No. 


67037 






Strand 


+ 




Start 


1 






End 


_> O U Z7 




Name 


OJ991028 01 0118 


C17 ol 

• X ' . \J X 




Ma1~ hnri 


TRT Zi C T Y • Qnx rV\ 02^ . 
1 Dlxrio 1 A . oOyjjcan 




Start 


1428 ~~ 






End 


X / DO 




GI 


none 






Score 






Exons 


1428 . . 1475, 1481 


. .1765, 


1482 . 


. 1763 






Seq. No. 


32335 






Seq. ID 


OJ991028_01.0118 


.C17 


Gene No. 


67037 






Strand 


+ 




Start 


1 






End 


3809 




Name 


OJ991028 01 0118 


C17 . ol 


. tc 


Mot" hoH 


TRT.A^TY • Ptp>c;c 

1 D Xir-lO 1A . LI Coo 




Start 


1781 ~~ 






End 


fc. X J tC 




GI 


none 






Score 


2S7 




Exons 


1781 1939. 1806 


. 2132, 


1979 


.2131 






Seq. No. 


32335 






Seq. ID 


OJ991028 01.0118 


.C17 


Gene No. 


67037 






Strand 


+ 




Start 


1 






End 


3809 




Name 


OJ991028 01 0118 


C17 . o2 


. ts 


Moi - hnH 


TRT.A^TY • ciovhio^n 




Start 


1782 ~~ 






End 


t. \J *j u 




GI 


none 






Score 






Exons 


1782 2045. 1802 


2050 










-Seq. No. 


32335 






Seq. ID 


OJ991028_01.0118 


.C17 


Gene No. 


67037 






Strand 


+ 




Start 


1 






End 


3809 




Name 


OJ991028 01 0118 


C17 . ol 


. tm 


Mo t" h c\c\ 

\- JC L. 11UU 


TRT QQTY • Ma i 70 




Start 


1919 ~~ 






End 


?1 7Q 




GI 


none 












Exons 


1919 . .2179, 1920 . 


. 2177 










Seq. No. 


32335 






Seq. ID 


OJ991028_01.0118 


.C17 


Gene No. 


67037 






Strand 


+ 




Start 


1 






End 


3809 




Name 


OJ991028 01 0118 


C17 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1920 ~ 






End 


2214 




GI 


none 






Score 


274 




Exons 


1920 2186 1924 


. 2166, 


1 927 


2214, 1928. .21^9 




Seq. No. 


32336 






Seq. ID 


OJ991028JD1.0118 


pi 0 


Gene No . 


67038 






Strand 






Start 


1048 






End 


1212 




Name 


OJ9.91028 01.0118. 


C18.ol 


gp 


Method " 


AAT/GAP ' 




Start 


1048 






End 


1212 




GI 


35458 1.R1084 






Score 


102 




Exons 


1048. .1138, 1181. 


.1212 










GI Descrin 


, 3868853/dbj IBAA34247 | 1.0e-21 (AB0138 


53) GPI-anchored protein 




[Vigna radiata] 1 














32336 






Seq. ID 


OJ991028__01.*0118 


.C18 


Gene No. 


67039 






Strand 






Start 


1294 






End 


1626 




Name 


OJ991028 01.0118. 


C18.o2. 


gs 


Method 


GENSCAN 




Start 


1294 




End 


1587 




GI 


none 






Score 


.84 




Exons 


1294. .1587 













32438 




Seq. No. 


32336 






Seq. ID 


OJ991028_01.0118.C18 


Gene No. 


67039 






Strand 




O Lai L 


1 9Q4 






End 


1626 


Name 


Yytqqi 09R m 

UJ J-/lU^O UI 


ni i ft rift r>i 

. UXXO . LIO .OX 


+- t Aj 


Method 


TBLASTX: Wheat 


OtaJ. L 


1 c. — 
ijj. j 






End 


1617 




uuiic 






Score 


39 




1 ^1 S 1 4 S ft 

X J X J • . It JO/ 


XJX-7. . X J _7 U , 


1417 

X 1 X f m 


1452, 1459. .1617, 1460. .1594 










Seq. ID 


OJ991028_01.0118.C18 


Gene No. 


67039 






Strand 




Start 


1294 






End 


1626 


Name 


d.tqqi n?R ni 

WU.7.7XUt.O ux 


ni 1 ft n ft r>9 

. UXXO . V/IO . W 


.np 


Method 


AAT/NAP 


C +- a 


1 T1 7 ~~ 
1 jl / 






End 


1571 


PT 

w J. 


^?f) Q1 1 7 

JJU Jll f 






Score 


74 


LAUIio 


1^17 1S71 
i ji / • . i j / i 










ox Uc o L, x X lj . 




X , O LXIlCUlC 


synthase [Salvia officinalis] 


Seq. No. 


32336 






Seq. ID 


OJ991028_01.0118.C18 


Gene No. 


67039 






Strand 




OLdl L 


1 9 Q4 






End 


16 9 6 
X 0 Z O 


Name 


O.TQQ1 D9R D1 


m i ft rift ni 

t U I IO t Llg . vJ X 


. tm 


Method 


TBLASTX : Maize 


O LdX U 


1 "39ft ~ 






End 


1626 


O -L 


none 






Score 


130 


Exons 


i ^9ft i 6nn 

IJlO . . X O U U , 


i i 6i 7 

lOOU . . ID1 / / 


1426. . 


1626 




Seq. No. 


32337 






Seq. ID 


OJ991028_01.0118.C19 


Gene No. 


67040 






Strand 




O Lai L 


97 ^ 






End 


1969 


Name 


O TQQ1 09ft m 


mift ri q rii 

.UXXO .UX.7.0X 


.gs 


Method 


GENSCAN 


O Ldl L 


97 ^ _ 






End 


1804 


r t 


none 






Score 


.97 




97 ^ 4 s 

£ / J . i 4 JO/ *J 


ft 1 7 qq qn 1 

OX. • / .7 _? , _?U X 


. . 1279, 


1543. .1£ 


!04 


OfcrLj . InL/ . 


32337 






Seq. ID 


OJ991028_01.0118.C19 




67040 






Strand 




Start 


273 






End 


1969 


Name 


OJ991028 01 


.0118.C19.ol 


.tm 


Method 


TBLASTX: Maize 


o lglx l 


304 






End 


1274 


r,T 
ox 


none 






Score 


77 


Exons 


304. .435, 318. .449, 551 


. .799, 


'577. .798, 


900. .983, 913. .981, 




988. .1086, 


993. .1091, 999.. 1091, 1110.. 


1274, 1118. .1213, 




1132. .1230, 


1203. .1274 








o c: • LN w • 


32337 






Seq.' ID 


OJ991028_01.0118.C19 


Gene No. 


67040 






Strand 




Start 


273 






End 


1969 


Name 


OJ991028 01 


.0118.C19.ol 


.np 


Method 


AAT/NAP 


C-l- v-f 

O UctX L 


307 






End 


1969 


CJ 
\j X 


4733937 






Score 


494 




307. .453, 5 


81. .799, 901 


. .1289, 


1553. .1969 


ol UcbClip. 


(AF080245) 


sesquiterpene synthase [Elaeis oleifera] 


Seq. No. 


32337 






Seq. ID 


OJ991028_01.0118.C19 


Gene No. 


67040 






Strand 




Start 


273 






End 


1969 


Name 


OJ991028 01 


.0118.C19.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


360 






End 


1019 



32439 




bl 


none 


Score 


"7 A 




TT 1 v /*n t"\ <r* 


"3^0 R71 7QQ Qfl^ 1 f|1 Q 








Seq. No. 


32338 


Seq. ID 


OJ991028_01 


.0118. C20 


Gene No. 


67041 


Strand 


+ 






1014 
1 U 1 4 








Name 


n 7QQ1 nop ni miR con ^1 ^c? 


Method 


P t? NT O P 7\ KT 




OLait 


1 U 1 ft 


E^na 


ZZ JZ 




bi 


none 


Score 


c 
. D 




IT* /*\ y\ c? 


1 HI A 1*317 99PI7 0910 








Seq. No. 


32339 


Seq. ID 


OJ991028_01 


.0118. C21 


Gene No. 


67042 


Strand 






Of a -K-f- 


301 


End 


1 P A £ 

1 O H U 




Name 


OJ991028 01.0118.C21.ol.gs 


Method 


bLiNbbAN 






301 


End 


1 0 4 D 




PT 


none 


Score 


. D Z 






301. .413, 418. .470, 1759. .1846 






Seq. No. 


32340 


Seq. ID 


OJ991018_02 


.0118. CI 


Gene No. 


67043 


Strand 


+ 




Of ar .f 


465 


End 


Q £ 

o y t> 




Name 


OJ991018 02.0118.Cl.ol.gs 


Method 


bLNbbAN 




bcarr. 


465 


End 


c: q a 
3 y D 




p t 

bl 


none 


Score 


1 




Exons 


465. .596 








Seq. No. 


32340 


Seq. ID 


OJ991018_02 


.0118. CI 


Gene No. 


67044 


Strand 








242 


End 






Name 


OJ991018 02.0118.Cl.ol.gp 


Method 


AA 1 / bAr 






242 


End 


y i u 




P T 
bl 


none 


Score 


O A O 

Z 4 Z 




U 1 r"\ r"\ c 


242. .296, 818. .910 








oeq . wo . 


32341 


Seq. ID 


ATQQ1 m Q no 

uu y yiuio uz 


m 1 o co 
. U 1 lo . bZ 


Gene No. 


67045 ■ 


Strand 






Start 


453 


End 


5773 




Name 


OJ991018 02.0118.C2.ol.gs 


Method 


GENSCAN 




Of 2 y--i- 


453 


End 


5728 




P T 


none 


Score 


.9 




IT 1 "V /~\ C~* 


453. .961,. 1494. .1689, 2070. .2150, 2240 


..2443, 2945 


. .3154, 




3227. .3448, 4340. .4501, 4611.. 


4838, 5179. .5547, 5630. .5728 


oeq. in o . 


32341 


Seq. ID 


OJ991018_02 


.0118. C2 


bene ino . 


67045 


Strand 






OLdlt 


453 


End 


5773 




Name 


OJ991018 02.0118.C2.ol.gp 


Method 


AAT/GAP 




Start 


454 


End 


3387 




P T 
bl 


17993 1.R1084 


Score 


2495 




Exons 


454. .961, 1488. .1689, 2070. .2150, 2240 


..2443, 2945 


. .3154, 




3227. .3387 








GI Descrip. 


, 5106764/gb!AAD39834.1|AF073329 1 6.0e 


-50 (AF073329) eukaryc 




translation initiation factor 


3 large 


sublimit [ Zea 




Seq. No. 


32341 


Seq. ID 


OJ991018JD2 


0118. C2 


Gene No. 


67045 


Strand 







32440 



Start 453 End 5773 

Name OJ991018_02 . 0118 . C2 . ol . np Method AAT/NAP 

Start 456 End 5773 

GI _ 6685541 Score 2523 

Exons 456. .959, 1486. .1689, 2070. .2150, 2240. .2443, 2945. .3154, 

3227. .3448, 4340. .4501, 4611. .4838, 5149. .5547, 5630. .5773 
GI Descrip. EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT 10 (EIF-3 
THETA) (EUKARYOTIC TRANSLATION INITIATION FACTOR 3 LARGE 
SUBUNIT) gi|5106764|gb|AAD39834.1|AF073329_l (AF073329) 
eukaryotic translation initiation factor 3 large subunit [Zea 
mays] 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start . 
GI 

Exons 



32341 
67045 
453 

OJ9910 
1482 
none 
1482. . 
2071. . 
2967. . 
3227. . 
4347. . 
5059. . 
5236. . 



18 02.0118.C2.ol.tm 



1622, 
2148, 
3155, 
3475, 
4502, 
5085, 
5565, 



1488. 
2227. 
2999. 
3227. 
4600. 
5159. 
5271. 



,1697, 1546. 

,2409, 2240. 

,3163, 3044. 

,3448, 4338. 

.4839, 4610. 

,5227, 5161. 

,5567, 5619. 



Seq. ID OJ991018_02.0118.C2 
Strand 

End 5773 

Method TBLASTX : Mai ze 

End 5773 

Score 136 

.1692, 2070. .2147, 2070. .2150, 

.2443, 2241. .2444, 2289. .2444, 

.3133, 3048. .3158, 3225. .3449, 

.4478, 4340. .4489, 4346. .4513, 

.4849, 4610. .4834," 4611. .4838, 

.5265, 5167. .5268, 5236.. 5565, 

.5771, 5628. .5771, 5630. .5773 



Seq. No. 32341 
Gene No. 67045 
Start ' 453 

Name OJ991018_02 . 0118 . C2 . o2 . ts 

Start 1488 
GI none 

Exons 1488.. 1601, 1549.. 1692, 

2243. .2443, 2292. .2438, 
3225. .3461, 3230. .3460, 
4599.-4838, 4606. .4839, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2070.. 2150, 2083 
2963.. 3163, 3026 
4343.. 4513, 4350 
4609. .4839 



OJ991018 02. 0118. C2 



5773 

TBLASTX: Soybean 
4839 
65 

,2148, 2243. .2347, 
,3157, 3048-.-. 3164, 
,4484, 4599. .4685, 



Seq., No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



32341 Seq. ID 

67045 Strand 

453 End 

OJ991018_02.0118.C2.o3.tw . Method 

2237 End 

none Score 



OJ991018_02.0118.C2 
5773 

TBLASTX: Wheat 

3256 

137 



2237. .2347, 2240. .2443, 2242. .2394, 2289. .2444, 2999. .3163, 
3048. .3158, 3218. .3256 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



32341' Seq. ID 

67045 Strand 

453 End 

OJ991018_02.0118.C2.o2. tc Method 

3242 End 

none Score 



OJ991018_02.0118.C2 
5773 

TBLASTX: Cress 

4835 

74 



3242. .3271, 3257. .3445, 3264. .3446, 4338. .4505, 4340. .4513, 
4344. .4475, 4598. .4807. 4608. .4R35,- 4609,. 4830 



Seq. No, 
Gene No. 



32341 
67045 



Seq. ID OJ991018__02.0118.C2 
Strand 



-32441 




Start 


453 




End 


5773 


Name 




011P P 9 r\0 -I-tat 


Method 


TBLASTX: Wheat 


0 1,0.1. L 


4 4 07 ~ 




End 


5232 




none 




Score 


98 


Hi A vJ 1 1 0 


A 4 07 4 R09 


4407 4 SOS 4 4 OQ 


.4528, 4409. .4513, 4604. .4837, 




4 611 4 P "3P 


4619 4R^Q SO SQ 


.5085, 5173.. 5232, 5176.. 5232 


JtH] . INU . 


^9 ^4 1 




Seq. ID 


OJ991018_02.0118.C2 


Gene No. 


67045 




Strand 




Start 


453 




End 


5773 


IN cuue 


O.TQQ1 0 1 P 0? 


01 1 P P9 ni t- d 


Method 


TBLASTX: Soybean 


Q-t a -rf- 
uLdl L 


R1 fil ~~ 




End 


5773 


PT 


none 




Score 


289 


F von c 


M 61 ss^o 


SI 7 Q S S69 S1 


.5575, 5223.. 5624, 5367.. 5555, 




Sfil 6 R74 1 


S 69P S7 7 1 S6^0 


.5773 




Seq. No. 


32341 




Seq. ID 




Gene No. 


67045 




Strand 






4 J J 




End 


0 / / J 


Name 


H TQQ1 01 P 09 


011R P 9 ^1 -H 


Method 


i oijAb i a . wneat. 


Of a -V-+- 

OLalL 


JL J J 




End 


5565 




none 




Score 


386 


Exons 




S 9 ^ £ S S SO RTQI 


.5563 




o e q . in o . 


0 4i 1 




Seq. ID 


OJ991018_02.0118.C2 ' 


\j c 11c; in u • 


67045 




Strand 




Start 


453 




End 


5773 


Name 


OJ991018 02 


0118.C2.o2.gp 


Method 


AAT/GAP 


q+- ^ -r+- 


5354 




End 


5747 


CT 


2427680 




Score 


588 


Exons 


5354. .5547, 


5630. .5747 








5106764/gb|AAD39834.1|AF073329 1 6.0e- 


50 (AF073329) eukaryotic 




translation 


initiation factor 


3 large 


subunit [Zea mays] 


o e q . in o . 


32341 




Seq. iD 


OJ991018_02.0118.C2 


Gene No. 


67045 




Strand 




Start 


453 




End 


5773 


Name 


OJ991018 02. 


0118.C2.ol.tc 


Method 


TBLASTX: Cress 


q-f- a r f 


5392 




End 


5773 


riT 


none 




Score 


124 


CjAUIIo 


5392. .5550, 


5393.. 5563, 5395. 


.5565, 5619.. 577.1, 5622.. 5768,. 




5630. .5773 








Seq. No. 


32342 




Seq. ID 


OJ991018_02.0118.C3 


Gene No.' 


67046 




Strand 


+ 


q-f- a -rf- 
OLdl l 


331! 




End 


3916 


Name 


OJ991018 02. 


0118.C3.o2.gs 


Method 


GENSCAN 




3311 




End 


3916 


ul 


none. 




Score 


1 


TP \J 


3311*. . 3916 








Seq. No. 


32342 




Seq. ID 


OJ991018_02.0118.C3 


Gene No. 


67047 




Strand 


+ 


Start 


5461 




End 


8414 


Name 


OJ991018 02. 


0118.C3.o2.np 


Method 


AAT/NAP 


Start 


5461 




End 


8342 


GI 


1669601 




Score 


534 



32442 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5461. .5717, 5981. .6111, 6538. .6673, 7252. .7348, 7589. .7692, 

7880. .7931, 8217. .8342 

(D88747) AR401 [Arabidopsis - thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Starts 

Name 

Start 

GI 

Exons 



32342 Seq. ID 

67047 Strand 

5461 End 

OJ991018_02 . 01 18 . C3 . o3 . gs Method 

5461 End 

none Score 



OJ991018_02.0118.C3 
+ 

8414 
GEN SCAN 
8414 
.97 



5461. .5774, 5981. .6109, 6539. .6673, 7252. .7348, 7589. .7692, 
7880. .7931, 8217. .8414 

32342 Seq. ID OJ991018_02 . 0118 . C3 

67047 Strand + 
5461 End 8414 
OJ991018_02. 0118.C3.o3.gp Method AAT/GAP 
7248 End 7741 
LIB3432-034-P2-K1-F1 Score 353 
7248. .7348, 7589. .7741 

•4760710/dbj IBAA77395.il 3.0e-31 (AB012867) SLL2-S9-protein 
[Brassica rapa] 1 

32342 Seq. ID OJ991018_02 . 01 18 . C3 

67048 Strand 

1 End 2052 

OJ991018_02.0118.C3.ol.np Method AAT/NAP 

1 End 933 

6685541 Score 797 

1..641, 888. .933 

EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT 10 (EIF-3 
THETA) (EUKARYOTIC TRANSLATION INITIATION FACTOR 3 LARGE 
SUBUNIT) gi | 51067 64 | gb | AAD39834 . 1 | AF07332 9_1 (AF073329) 
eukaryotic translation initiation factor 3 large subunit [Zea 
mays] 



32342 
6704 8 
1 

OJ991018_02.0118.C3.ol.gp 
41 

94015_1.R1084 

41. .103, 160. .533 ' ' ' 

'5106764/gb|AAD3983'4 .1 |AF073329_1 2.0e-32 (AFO'73329) eukaryotic 
translation initiation factor 3 large subunit [Zea mays] 1 



Seq. ID OJ991018_02.0118.C3 
Strand 

End 2052 

Method AAT/GAP 

End 533 

Score 680 



32342 
67048 

1 * 

OJ991018_02.0118.C3.ol.gs 

160 

none 



Seq. ID OJ991018_02.0118.C3 

Strand - . 

End 2052 

Method GENSCAN 

End 2052 

Score . 65 



160. .641, 888. .968, 1036. .1064, 1093. .1256, 2044. .2052 



oeq. no. 
Gene No. 
Start 



J2 J42 
67049 
6010 



Seq. ID 

Strand 

End 



OJ991018 02. 0118. C3 



12031 



32443 



Name OJ991018JD2 . 0118 . C3 . o3 . np Method AAT/NAP 

Start 6010 End 11254 

GI 3461820 Score 224 

Exons 6010. .6057, 9373. .9482, 9590. .9676, 9799. .9949, 10056 .. 10123, 

10279. .10350, 11063. .11254 . 
GI Descrip. (AC004138) unknown protein [Arabidopsis thaliana] 



Seq. No. 


32342 


Seq. ID 


OJ991018_02.0118 


.C3 


Gene No . 


67049 


Strand 






Start 


6010 


End 


12031 




Name 


OJ991018 02 0118 C3 o2 trr> 


Method 


AAT/GAP 




Start 


7250 


End 


7350 




GI 


LIB3432-034-P2-K1-F1 


Score 


152 




Exons 


7250. .7350 










' 4760710/dbj | BAA77395.il 3.0e 


-31 (AB012867) SLL2-S9-protein 




[Brassica rapa] 1 








Sea. No. 


32342 


Seq. ID 


OJ991018_02.0118 


. to 


Gene No . 


67049 


Strand 






Start 


6010 


End 


12031 




Name 


OJ991018 02.0118.C3.o4.gp 


Method 


AAT/GAP 




Start 


8199 


End 


8600 




GI 


uC-osrocyp034g09al 


Score 


760 




F, von ^ 


8199. .8600 










' 1518113 6.0e-13 (U66193) SLL2 [Brassica napus] 1 




Seq. No. 


32342 


Seq. ID 


OJ991018_02.0118 


. Lj 


Ggn.e Mo . 


67049 


Strand 






Start 


6010 


End 


12031 




Name 


OJ991018 02.0118.C3.o4.gs 


Method 


GENSCAN 




Start 


9085 


End 


12031 




GI 


none 


Score 


.78 




FiXon s 


9085. .9198, 9799.-9949, 10056 


. .10123, 


10279. . 10350, 






11063. .11301, 11991. .12031 








Seq. No. 


32342 


Seq. ID 


OJ991018_02.0118 


. to 




67050 


Strand 






Start 


11991 


End 


12192 




Name 


OJ991018 02.0118.C3.ol.tm 


Method 


TBLASTX : Maize 




Start 


138 


End 


1020 




GI 


none 


Score 


465 




Exons ■ 


138. .644, 154. .633, 154. .660, 


161. .643, 369. .680, 889.. 


933, 




895. . 1020 






Seq. No. 


32342 


Seq. ID' 


OJ991018_02.0118 


.C3 


Gene No. 


67050 


Strand 






Start 


11991 


End 


12192 




Name 


OJ991018 02.0118.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


241 


End 


661 




GI 


none 


Score 


403 




Exons 


241. .660, 242. .661 








Seq. No. 


32342 


Seq. ID 


OJ991018J)2.0118 


.C3 


Gene No. 


67050 


Strand 






Start 


x±yy± 


End 


12192 




Name 


OJ991018 02.0118.C3.ol.tc 


Method 


TBLASTX : Cress 




Start 


343 • 


End 


933 





32444 






none 








1 69 
lot 




343. .639, 366. .488, 367. .660, 


JUU i • *J U J_ 




Seq. No. 


32342 






Seq. ID 


OJ991018_02.0118.C3 


Gene No. 


67050 






Strand 




Start 


• 11991 






End 


12192 


LN CtilLO 


OJ991018 02. 


0118, 


,C3.o4 . tm 


Method 


TBLASTX: Maize 


Pi rf 


3305 






End 


3472 


\J J. 


none 






Score 


83 




3305. .3373, 


3310, 


,.3378, 3313. 


.3378, 3350. .3472, 3382. .3471 




32342 






Seq. ID 


OJ991018_02.0118.C3 


rid n o No 


67050 






Strand 




Qf a rf 

O l_ CI I_ L- 


11991 






End 


12192 


LN cUUC 




0118 . 


Ct9 fm 


Method 


TBLASTX: Maize 


St^ rt 


5451 






End 


8441 


GI 


none 






Score 


70 


Exons 


5451. .5519, 


5460. 


.5510, 5470. 


.5520, 5568.. 5657, 5569.. 5661, 




- 5978. .6040, 


5979. 


.6044, 5980. 


.6060, 6021.. 6110, 6047.. 6112, 




6048. .6110, 


6537. 


.6683, 6539. 


.6694, 6540.. 6683, 7247.. 7351, 




7251. .7364, 


7252. 


.7365, 7253. 


.7366, 7582. .7692, 7590. .7691, 




7604. .7693, 


7877. 


.7942, 7878. 


.7943, 7879.. 7971, 8208.. 8300, 




. 8216. .8302, 


8217. 


.8303, 8297. 


.8428, 8298. .8441, 8299. .8436 


O e Lj . IN (J • 


32342 






Seq. ID 


OJ991018_02.0118.C3 


Gene No. 


67050 






Strand 




Start 


11991 






End 


12192 


IN CHUC 


OJ991018 02. 


0118. 


C3.o3. tm 


Method 


TBLASTX: Maize 


O Lai. L 


9213 






End 


9686 


O -L 


none 






Score 


37 




9213. .9233, 


9251. 


.9271, 9393. 


.9482, 94 


00. .9483, 9400. .9504, 




9594. .9686, 


9595. 


.9684 








32342 






Seq. ID 


OJ991018_02.0118.C3 


Gene No. 


67050 






Strand 




Start 


11991 






End 


12192 


Name 


OJ991018 02. 


0118. 


C3.o2.ts 


Method 


TBLASTX : Soybean 




9611 






End 


10326 


ox 


none 






Score 


40 


R von <5 


9611. .9676, 


9787. 


.9954, 9890. 


.9952, 10055. . 10126, 10056.. 10: 






, X \J £. 








Seq. No. . 


32342 ■ 






Seq. ID 


OJ991018_02.0118.C3 


Gene No. 


67050 






Strand 




Start 


11991 






End 


12192 




OJ991018 02. 


0118. 


C3 . o5 . gp 


Method 


AAT/GAP 


o Lai u 


11991 






End 


12192 


GI 


none 






Score 


339 




11991. .12192 










Seq. No. 


32343 






Seq. ID 


OJ991018_02.0118.C6 


Gene No. 


67051 






Strand 


+ 


Start 


470 






End 


1806 


Name 


OJ991018 02. 


0118. 


C6 . ol . gs 


Method 


GENSCAN 


Start 


470 






End 


1806 


GI 


none 






Score 


.55 



Exons 470.. 530, 800.. 893, 1546.. 1686, 1752.. 1806 



32445 





32343 








Seq. ID 


OJ99101S 


D2 ni i 8 r6 


Gene No. 


67052 








Strand 






Start 


2188 








End 


7622 




Name 


OJ991018 02 


.0118. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


2181 _ 








End 


7147 




GI 


6714 320 








Score 


829 






2181 2246 

C X \J X. * * *L '~x \J f 


3156. 


.3506, 


3668. 


.3948, 4676. .4734, 


4993. .5283 




54 4 2 5 614 


6169. 


.6333, 


7019. 


.7147 








f AP01 6972 1 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


32343 








Seq. ID 


OJ991018 


_02.0118.C6 


Gene No. 


67052 








Strand 






Start 


2188 








End 


7622 




Name 


OJ991018 02 


.0118. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


2188 ~ 








End 


7523 




GI 


none 








Score 


.69 




P, yon s 


2188 2328. 


2489. 


.2578, 


3192. 


.3356, 3405. .3506, 


3668. .3971 




4993 5246 


6169. 


.6362, 


7394. 


.7523 






Cprr Mo 

O C- • L • 


32 34 3 








Seq. ID 


OJ991018 


09 mis p£ 


Gene No. 


67052 








• Strand 






Start 


2188 








End 


7622 




Name 


OJ991018 02 


.0118. 


C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


OLai L 


^141 ■ ~~ 

J14 1 








End 


4 737 




w -L 


nnno 








Score 


329 




P von q 


3141 "3218 


3142. 


.3507, 


3143. 


.3310, 3144. .3515, 


3288. .3506 




3668 4012 


3669. 


.3974, 


3691. 


.3975, 4355. .4447, 


4370. .4441 




4S1S 4SS9 


4 67 4 

ID / I • 


4 7^ 


4 67 R 


.4737 






Seq. No. 


32343 








Seq. ID 


OJ991018 


_02.0118.C6 


f^pnp Mo 


67052 

u / vj z. 








Strand 






O Lai L 


21 88 








End 


7622 




Name 


D.T991 D1 8 02 


.0118. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3160 ~ 








End 


3868 


GI 


none 








Score 


64 




F,vnn9 

i— i ^i. W 1 1 o 


3160 3228 


^2 Q7 


. o D v y f 


^66S 


.3775, 3755.. 3868 




Seq. No. 


32343 








Seq. ID 


OJ991018 


_02.0118.C6 


Gpnp No 


67052 








Strand 






Start 


2188 








End 


7622 




Name 


OJ991018 02 


. 0118. 


C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4944 ' ~ 








End 


5273 




GI 


none 








Score 


63 




p 1 von ^ 


4 94 4 S27 ^ 


5101. 


.5226 










Seq. No. 


32343 








Seq. ID 


OJ991018 


_02.0'118.C6 




670S2 








Strand 






O LaL L 


218 8 








End 


7622 




Name 


nTQQiniff no 


.0118. 


C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5001 








End 


5268 




GI 


none 








Score 


66 




Exons 


5001. .5267, 


5002. 


.5268 










Seq. No. 


32343 








Seq. ID 


OJ991018 


_02.0118.C6 


Gene No. 


67052 








Strand 






Start 


2188 








End 


7622 





32446 




Name 


OJ991018 02.0118.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


5013 


End 


5283 




GI 


none 


Score 


197 




Exons 


5013. .5261, 5013. .5276, 5014. .5283, 5014. .5283 




Seq. No. 


32343 


Seq. ID 


OJ991018_02.0118 


.C6 


Gene No. 


67052 


Strand 


- 




Start 


2188 


End 


7622 




Name 


OJ991018 02.0118.C6.ol.gp 


Method 


AAT/GAP 




Start 


5519 


End 


7622 




GI 


none 


Score 


959 




Exons 


5519. .5614, 6169. .6362, 7394. .7622 






Seq. No. 


32344 


Seq. ID 


OJ991018_02.0118 


.C8 


Gene No. 


67053 


Strand 


+ 




Start 


9664 


End 


10198 




Name 


OJ991018 02.0118.C8.o2.gs 


Method 


GENSCAN 




Start 


9664 


End 


10198 




GI 


none 


Score 


.46. 




Exons 


9664 9873, 9920 10198 








QpCT No 

C v-1 . L N W a 


32344 


Seq. ID 


OJ991018_02.0118 


PR 
• ^ o 


Gene No. 


67054 


Strand 


+ 




Start 


18365 


End 


25147 




Name 


OJ991018 02.0118.C8.o4.gs 


Method 


GENSCAN 




Start 


18365 


End 


25147 




GI 


none 


Score 


.56 




Rxon s 

X-J 1 1 w 


18365. .18657, 18 951 .. 1 951 6, 


21840. .21953, 22330 .. 22521 , 






22750. .22827, 23520 .. 23620, 


23983. .24018, 24965. .25147 




Sea No 


32344 


Seq. ID 


OJ991018_02.0118 


PR 


Gene No. 


67054 


Strand 


+ 




Start 


18365 


End 


25147 




Name 


OJ991018 02.0118.C8.o4.np 


Method 


AAT/NAP 




Start 


19015 


End 


22676 




GI 


6714316 


Score 


1101 




Exons 


19015. .19516, 21816. .21891, 


21973. .22088, 22168. .22676 




GI Descrip. 


(AC016972) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


32344 


Seq. ID 


OJ991018J32.0118 


.C8 


Gene No . 


67055. 


Strand 






Start 


3042 


End 


7497 




Name 


OJ991018 02.0118.C8.ol.gs 


Method 


GENSCAN ' 




Start 


3042 


End 


7497 




GI 


none 


Score 


.51 




TT von ^ 


3042. .3217, 3897. .4319, 7443. .7497 






Sea No 


32344 


Seq. ID 


OJ991018_02.0118 


PR 


Gene No. 


67055 


Strand 






Start 


3042 


End 


7497 




Name 


OJ991018 02.0118.C8.ol.np 


Method 


AAT/NAP 




Start 


3804 


End 


4856 




GI 


4262237 


Score 


207 




Exons 


3804. .4121, 4392. .4472, 478 


8. .4856 






Cil Descrip. 


(AC006200) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


32344 


Seq. ID 


OJ991018_02.0118 


.C8 



32447 




Gene No. 


67056 




Strand 








Start 


9682 




End 


16742 






Name 


O.TQQl nifl 09 011ft PR 


. o2 . np 


Method 


AAT/NAP 






OLalL 






End 


11149 






P T 
b 1 






Score 


199 






P 1 v t~\ n c 


Qfift9 1 nn^Q 1111^ 


1 1 1 A Q 

. 11143 










P. T O C ^ V 1 T" 1 ! 

b X UcaOlip i 






[Arabidopsis thaliana] 




Seq. No. 


32344 




Seq. ID 


OJ991018 


_02.0118 


.C8 


Gene No. 


67056 




Strand 








Q-h a -r -f- 


Qfift 9 




End 


16742 






Name 


PiTQQimp 09 mift pp 


• ol . qp 


Method 


AAT/GAP 












End 


10206 






p t 


none 




Score 


759 






















TOT / / 




Seq. ID 


OJ991018 


_02.0118 


PQ 

. bo 




67 o ^ £ 




Strand 










Qfift 9 




End 


16742 






Name 


OJ991018 02. 0118. C8 


. o3 . np 


Method 


AAT/NAP 






Start 


9980 




End 


16742 






bl 


A 9 9 9 "3 Q 




Score 


2027 






Exons 


yyoU. .lUUZo, 11300. 


.11597, 


11906. .11990, 12091. 


.12303, 






'iO&fcO 1 OQTQ 
1Z 4 fi Z . . l^ODZ/ IZO 


. .12970, 


13546. . 13822, 14215 


. .14416, 






ijiu / . . i jy ; ijooy 


. .15719, 


15812. .16002, 16495 


. .16742 




ui uescnp . 




ABC transporter [Arabidopsis thaliana] 


o e q . no. 


"39 /) 




Seq. ID 


OJ991018 


_02.0118 


.C8 


bfcrlltz 1MO • 


D/UjD 




Strand 








Start 


9682 




End * 


16742 






Name 


OJ991018 02. 0118. C8 


. o3 . gs 


Method 


GENSCAN 






D Lai L 


11419 

llnld 




End 


16710 






PT 


none 




Score 


.85 






L ' y\ 


11/119 11RQ7 i i Qn £ 


. .11990, 


12091. . 12303, 12442 


. .12662, 






1 OpoQ 19Q70 1^R4£ 


. .13822, 


14215. . 144 


16, 15107 


. .15239, 






1 .J .J O .7 • • 1 JD / 1D1U4 


. .16227, 


16541. . 167 


10 






Seq. No. ■ 


32344 




Seq. ID 


OJ991018 


_02.0118 


.C8 


Gene No. 


67057 




Strand 










19010 




End 


22673 






Name 


OJ991018 02. 0118. C8 


,o4 . tm 


Method 


TBLASTX: 


Maize 




Q -K a r- +- 
Ota it. 


3930 




'End 


10000 






P T 
bl 


none 




..Score 


151 






Exons 


3930. .4001., 4059. .4109, 4194. .4238, 97 


99. .9993, 


9800. .10000 


Oc^. IN O . 


32344 




Seq. ID 


OJ991018 


_02.0118 


.C8 


Gene No. 


67057 




Strand 








Start - 


19010' 




End 


22673 






Name 


OJ991018 02. 0118. C8 


. ol . tc 


Method 


TBLASTX: 


Cress .. 




jLalL 


11906 




End 


12306 






P T 
bl 


none 




Score 


73 






Exons 


11906. .11938, 11927 


. . 11989, 


11943. . 119 


90, 12090 


. . 12305, 






12091. .12306, 12115 


. . 12306 










Seq. No. 


32344 




Seq. ID 


OJ991018_ 


_02.0118 


C8 


Gene No. 


67057 




Strand 








Start 


19010 




End 


22673 







32448 




Name 


OJ991018 02. 0118. C8 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


X X £. 4 






End 


13710 




rir 

\J X 


none 






Score 


242 




Exons 


X X c. 4 • • 


1 9^06 19196 


. . 1Z jUJ/ 


12127. .12369, 12397 .. 12621 , 






19441 

X £ 4 4 1 • • 


1 966ft 1 94 S^ 

l^DDO; 1Z4 Jj 


1 966S 


12815. .12970, 12837. .12971, 






1 9R ^7 


1 9 Q7 1 1 9ft ^ft 

X £.y 1 X , IlO JO 


1 9 Q7 9 


12838. .12972, 13541. .13588, 






1 ^ S4 ^ 


1 ?60 S 1 ^ S4 6 


1^710 

* . i J / IU 










^9^4 4 






Seq. ID 


OJ991018_02.0118 


. Lo 




670S7 






Strand 






O Lai L 


19010 






End 


22673 




Name 


OJ99101 


8_02.0118.C8 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 9 S4 Q 

li, J4 J 






End 


14357 




rir 


none 






Score 


169 






1 9 S4 Q 

i <c j *i • . 


1966S 19S4Q 
li, u u j/ x iL h y 


1 9 66ft 


12815. .12970, 12834. .12 971, 






1 9ft T6 

I£U JU i ■ 


19 97? 1 9ft ^7 


19 971 
• . iz j / i/ 


12838. .12972, 13076. .13132, 






X J J J J? . . 


1 ?ft ?ft 1 ? S4 1 

X J O J O , I J J4 I 


1 ?ft ?7 

. . 1 JO J i f 


13546. .13839, 14214. .14330, 






1 4 9 1 S 

X 4 X J • . 


1 4 ?9ft 1 4 996 

X 4 J Z, O , 


1 4 ? S7 

• • 1 4 O J / 










32344 






oeq . i u 




. LO 


Gene No. 


67057 






Strand 






.Start 


1 Q01 0 

X U X u 






End 


22673 




Name 


n tqqi n 1 

uj " y x u x 


O U Z . U 1 1 0 . LO , 


. Uj . L o 


Method 


TBLASTX: Soybean 




o Ucix U 


14^10 

14 jIU 






End 


15240 




ox 


none 






Score 


112 




Exons 


i 4*51 n 

14 JIU . . 


14417 14^10 

144 1 / ; 14 JlU ! 


14 4 17 
. .14 4 1// 


14311. .144 


18, 14314. .14418, 






i s i o 6 


1S940 1R114 
1JZ4U, 13114, 


> . 1 JZ JJ 








Oct]. IN U . 


32344 






Seq. ID 


OJ991018_02.0118 


. LO 


Gene No. 


67057 






Strand 






Start 


i qoi o 






End 


22673 






o.tqqi ni 

L"U y y x U X 


ft 0 9 011ft Pft 
o . UllO .LO i 


i o5 . tm 


Method 


TBLASTX: Maize 




DLdlL 


14 jjO 






End 


15240 




LX 


none 






Score 


70 




Exons 


14358 . 


14417 14^6S 

X *3 M X / , 14 JUJ i 


14 4 1ft 
. .14 4 10^ 


15096. .152 


39, 15106. .15240, 






1 SI 1 9 


KOOI 1 CI 1 ^ 
iJi Jl/ X0114. 


1 S9 ?9 

. ■ X J £. J _7 








Seq. No. 


32344 






' Seq. ID 


OJ991018J32.0118 


.C8 


Gene No. 


670 S7 






Strand 








i qoi n 






End 


22673 




Name 


O.TQQ1 01 
\jo y y x u x 


ft 0 9 oiift rft 

O Ul.UIIO.LO. 


O 4 . t c 


Method 


TBLASTX: Cress . 


- ■ • 


Cf a -rf- 
OLal L 


1 SS78 
x j j / o 






..End 


15984 




O J. 


nunc 






Score. 


48 




DAUllO 


1 R R 7 P 


1 R791 1 R6P.4 

1J i£l f 1 JD04 . 


1 R799 

. X -J / Z, Z. , 


15806. . 15889, 15811. . 15984 




Seq. No. 


32344 






Seq. ID 


OJ991018_02.0118 


,C8 


Gene No. 


670 R7 






Strand 






j Lai L 


i qo i n 






End 


22673 




Name 


Pi TQ Q 1 0 1 


p. 09 m 1 q nQ 

O . UllO . LO . 


oz . gp 


Method 


AAT/GAP 




C +- -a y+- 

o Lai L 


19010 






End 


19431 




GI 


none 






Score 


824 




Exons 


19010. . 


19431 










Seq. No. 


32344 






Seq. ID 


OJ991018_02.0118 


.C8 


Gene No. 


67057 






Strand 






Start 


19010 






End 


22673 




Name 


OJ991018_02.0118.C8. 


o4 . ts 


Method 


TBLASTX: Soybean 





32449 






1 Q1 6fi 

x .7 ± DO 








End 


22673 




o x 










Score 


87 




P von ^ 




. x zf ~j x x / 


lljOU ■ 


oo en ^ 


22514. .22603 






J O *i *i 








Seq. ID 


OJ991018 


no ni 1 q 


(^pnp Mo 


67057 








Strand 






OLaLL 


a. y \j ± u 








End 


22673 




Name 




1 Q H9 n 
1 0 . u 


1 1 fl PQ 


Ol . ts 


Method 


TBLASTX: 


Soybean 


Start 


19350 








End 


22416 




GI 


none 








Score 


143 




Exons 


19350. 


.19508, 


19351. 


.19527, 


21815. .21E 


392, 21815 


. .21892, 




21826. 


.21912, 


21974. 


.22090, 


21974. .22087, 21979 


. .22089, 




22162. 


.22305, 


22163. 


.22327, 


22164 . .22307, 22311 


. .22376, 




22390. 


.22416 













Seq. No. 


32344 




Seq. ID 


OJ991018_02.0118 


Gene No. 


67057 




Strand 




Start 


19010 




End 


22673 


Name 


OJ991018 02.0 


118.C8.ol. tw 


Method 


TBLASTX: Wheat 


Start 


21815 




" End 


22310 


GI 


none 




Score 


120 


Exons 


21815. .21895, 


21815. .21895, 


21977. .22090, 22 1 66 .. 22 309, 



22167. .22310 



Seq. No. 


32344 






Seq. ID 


* OJ991018 


_02.0118 


Gene No. 


67057 






Strand 






Start 


19010 






End 


22673 




Name 


OJ991018 02. 0118. C8 


. o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


21854 






End 


22253 




GI 


none 






Score 


66 




Exons 


21854. 


.21889, 21974 


. .22090, 


22163. .222 


52, 22164 


. .22253 


Seq. No. 


32344 






Seq. ID 


OJ991018 


_02.0118 


Gene No. 


67057 






Strand 






Start 


19010 






End 


22673 




Name 


OJ991018 02. 0118. C8 


. ol . tm 


Method 


TBLASTX: 


Maize 


Start 


21979 






End 


22587 




GI 


none 






Score 


188 




Exons 


21979. 


.22089, 21980 


. .22090, 


21981. .22106, 22164 


. .22586, 




22164. 


.22586, 22165 


. .22587, 


22165. .22587 




Seq. No. 


32344 






Seq. ID 


OJ991018 


_02.0118 


Gene No. 


67057 






Strand 






Start 


19010 






End 


22673 




Name 


OJ9910 


18_02.0118.C8 


.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


22254 






End 


22616 




GI 


none 






Score 


69 




Exons 


22254 . 


.223,10, 22311 


. .22427, 


22311. .224 


36, 22433 


. .22615, 




22434. 


.22616 









Seq. No. 32344 

Gene No. 67058 

Start 22589 

Name OJ991018_02 . 01 18 . C8 . o3 . tm 

Start 22589 

GI none 
Exons 



Seq. ID OJ991018_02.0118.C8 
Strand 
End 

Method 
End 
Score 



23061 

TBLASTX: Maize 

23061 

85 



22589. .22684, 22589 22681, 22590 22685, 22 658 .. 22756, 



32450 






99£Q1 99"7c l £ 99£Q9 997£0 


22780. .22803, 22827 


99QCQ 

. . z,zoj y , 




99ft^1 99R60 99ft^ 99ftQ9 


22891. .22926, 22906 






99Q1 ft 9^061 99Q"}1 9^0^fi 








Seq. No. 


32345 


Dt=q * i u 


o.tqqi n i r 

\JU _7 y _L u 1 o 


_02.0118.C9 


Gene No. 


67059 


Of- ranr l 

o U x aliCl 


_l_ 






l fil 

1 V 1 


EjI Id 






Name 


PiTQQIOIQ fl 9 011Q PQ r\1 rro 










1 £1 ~ 
X D 1 


Hi I lVj. 






P T 


none 


Score 






TP v ^> o 










Seq. No. 


32345 




O.TQQI m ft 


_02.0118.C9 


Gene No. 


67060 


C4- rari H 


_j_ 




C+- -a v-l- 


1 A fift 


Ej I Id 


9 9^1 




Name 


PiTQQIOIft 09 01 1 fi PQ n9 rrc 








OLdlt 


1 A £ft ~~ 


Ejiia 


99^1 




P T 
LI 


none 


Score 


zl Q 




Exons 


i /ifjo 1 R Pi ^ 91 1 9 99^1 
14 Do . . 10UD, Z 1 1 Z . . ZZjI 








064 . IN U . 




Seq. ID 


OJ991018_ 


09 011ft PI 0 
UZ . Ullo . L-1U 


Gene No. 


67061 


Strand 






Start 


3711' 


End 


yo 0 fl 




Name 


OJ991018 02.0118.C10.ol.np 


Method 


7\ A rn /MAD 




oLaiL 


2755 


End 


4 4 £0 

fl fl DU 




C T 

LI 


6907086 


Score 


1 1 ft! 
110/ 




Exons 


2755. .3217, 3444. .3630, 3692 


. .4460 






li uescrip. 


(AP001129) hypothetical protein [Oryza 


sativa] ■ 




Seq. No. 


32346 


Seq. ID 


P) TQ Q1 01 ft 


_02. 0118. C10 


Gene No. 


67061 


Strand 






Of- a -v~+- 


3711 


End 






Name 


OJ991018 02.0118.C10.ol.gs 


Method 


P TT Kl Q P Zi Kf 




o car l. 


3711 


End 


4 9^9 
ft £. jZ 




p t 

LI 


none 


Score 


Q 1 






3711. .4232 








o e q . ■ no. 


32346 


Seq. ID 


OJ991018_ 


09 niift pin 
Uz . Ullo . LIU 


Gene No. 


67061 


Strand 






Start 


3711 


End 


!? O O fl 




Name 


OJ99101.8 02.0118.C10.o2.np 


Method 


A 7\ T / M B. D 




Ota i . u 


4145 


End 


Oil / 




PT 
LI 


46801'8'6' 


Score 


1 / o- 




Exons 


4145. .4166, 5393. .5576, 6048 


. .6117 






ui uesciip. 


(AF111709) unknown [Oryza sativa subsp 


lndica ] 




beq . jno . 


32346 


Seq. ID 


OJ991018_ 


no miQ fin 
VZ .Ullo. LIU 


uene iNO . 


67061 


Strand 






Start 


3711 


End 


9364 




Name 


OJ991018 02.0118.C10.o3.np 


Method 


AAT/NAP 




Start 


4426 


End 


9364 




GI 


119714 


Score 


92 




Exons 


4426. .4456, 5327. .5439, 7422 


..7571, 81£ 


30. .8252, 


8285. .8435, 




9216. .9364 








GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 



gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 I (X13885) extensin (AA 



32451 






1-620) [Nicotiana tabacum] 












Seq. No. 


32347 




Seq. ID 


OJ991018 


_02 


.0118 


.Cll 


Gene No. 


67062 




Strand 


+ 








bt art 


1743 




ijila 


0 Q A £ 
Z O H 0 








Name 


OJ991018 02 


.0118.Cll.o2.gs 


Met noa 


C T7 1 V T C r> 7\ V 7 








otart 


1743 




bna 


OQ/i c 
ZO 4 0 








PT 


none 




Score 


Q1 








C 1 v /"s r"» ^ 

bxons 


1743. .2021, 


2112. .2846 












b e q . in o . 


32347 




beq . i u 




uz 


m i o 
. U 1 1 o 


pi i 
.en 


^jene lno . 






Strand 


+ 








Start 


3147 




End 


5747 








Name 


OJ991018 02 


.0118.Cll.ol.np 


Method 


AAT/NAP 










3147 




End 


5747 








P T 
Lil 


5295951 




Score 


215 








Exons 


3147. .3371, 


3598.. 3977, 5650 


. .5747 










GI Descrip. 


(AB026295) 


Similar to Herpesvirus papio BRRF2 homolog gene, 




partial cds 


. (U23857) [Oryza 


sativa] 










Seq. No. 


32347 




beq. iu 


ojy y luio 


Uz 


A1 1 Q 

. U 1 lo 


. Cll 


Gene No. 


67064 




Strand 










o tar t 


56 




hna 


lUo 








Name 


OJ991018 02 


• ui lb . ci l . oi . gs 


Metnoa 


GENSCAN 








o tar t 


56 




/A 

hna 


lUo 








P T 


none 




Score 










Exons 


56. . 106 














Seq. No. 


32347 




beq. iu 


ujyyiuio 


Uz 


OTTO 
. U 1 lb 


. Cll 


Gene No. 


67065 




Strand 










QJ_ r 4- 

bt ar t 


3254 




End 


jo/o 








Name 


OJ991018 02 


.0118. Cll. o3.gs 


Method 


/*** I -1 XT fl /"< 7V X 1 

GENSCAN 








b tar t 


3254 




End 


3678 








P T 


none 




Score 


. 94 








Exons 


3254 . .3427, 


3547. .3678 












Seq. No. 


32347 




Seq. ID 


OJ991018 


_02 


.0118 


.Cll 


Gene No. 


67066 




Strand 










oldi L 


5524 




End 


5638 








Name 


OJ991018 02 


.0118.Cll.o4.gs 


Method 


GENSCAN 








b t art 


5524 




End 


5638 








P T" 


none 




Score 


• 92 








EjXO.US 


5524. .5638 














Seq. No. 


32348 




' Seq. ID 


OJ991018 - 


J) 2 


.0118 


.C12 


Gene No. 


67067 




Strand 


+ 








b tar t 


179 




End 


2377 








Name 


OJ991018 02 


■0118.C12.ol.gs 


Method 


GENSCAN 








CM 1 -v~ 4- 

btart 


179 




End 


2377 








C T 

CI 


none 




Score 


.42 








Exons 


179. .352, 1993. .2052, 2295.. 


2377 










Seq. No. 


32348 




Seq. ID 


OJ991018_ 


_02 


. 0118 


.C12 


Gene No. 


67068 




Strand 










Start 


300 




End 


5679 








Name 


OJ991018 02 


.0118.C12.ol.np 


Method 


AAT/NAP 








Start 


300 




End 


3775 









32452 



C T 


4234852 




Score 


2267 




TP /~\ r*\ c 


300.. 3565, 3599. .3775 












(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


32348 




Seq. ID 


OJ991018 02.0118 


C12 


Gene No. 


67068 




Strand 


- 




jLdl L 


300 




End 


5679 




Name 


OJ991018 02.0118.C12.o4 


. tm 


Method 


TBLASTX: Maize 




Q+- a -rt- 
jldl L 


339 




End 


792 




PT 

J. 


none 




Score 


D D 




Exon s 


339.. 530, 565.. 756, 590 


. .757 


, 739. .792, 


746. .766 




Seq. No. 


32348 




Seq. ID 


OJ991018_02.0118. 


C12 


Gene No. 


67068 




Strand 


- 




C-J- -a y-f- 

OLdl L 


300 




End 


5679 




Name 


OJ991018 02.0118.C12.o2 


. ts 


Method 


TBLASTX: Soybean 




oldl L 


354 




End 


920 




\j ± 


none 




Score 


/ O 






354. .545, 574. .720, 768 


. .920 








Seq. No. 


32348 




Seq. ID 


OJ991018_02.0118. 


C12 


Gene No. 


67068 




Strand 


- 




O Lai L 


300 




End 


5679 




Name 


OJ991018 02.0118.C12.o3 


.tm 


Method 


TBLASTX: Maize 




Of ayf 


816 




End 


1100 




PT 


none 




Score 


81 




Exons 


816. .1100, 826. .966 










oeq. ino . 


32348 




Seq. ID 


OJ991018_02.0118. 


C12 


Gene No. 


67068 




Strand 






Start 


300 




End 


5679 




Name 


OJ991018 02.0118.C12.ol 


. tw 


Method 


TBLASTX: Wheat 






906 




End 


1689 




PT 


none 




Score 


66 




Exons 


906. .1112, 910. .1104, 1045.. 


1281, 1091. 


.1273, 1091. .1309, 




1316. .1399, 1387. .1536, 


1395 


..1688, 1399. .1689 




Seq. No. 


32348 




Seq. ID 


OJ991018_02.0118. 


C12 


Gene No. 


67068 




Strand 








300 




End 


5679 




Name 


OJ991018 02.0118.C12.o2 


tm 


. Method 


TBLASTX: Maize 






1223 




End 


1688 






none 




Score 


113 




Exons 


1223. .1309, 1395. .1688, 


1399 


. .1671 






o q • IN O . 


32348 




Seq. ID 


OJ991018JD2.0118. 


C12 


Gene No. 


67068 




Strand 






Start 


300 




End 


5679 




Name -i 


OJ991018 02.0118.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




OLalL 


1395 




End 


1809 




bl 


5509260 




Score 


157 




Exons 


1395. . 1808, 1456. . 1809 










GI Descrip. 












Seq. No. 


32348 




Seq. ID 


OJ991018_02.0118. 


C12 


Gene No. 


67068 




Strand 






Start 


300 




End 


5679 





32453 




Name 




. tc 


Metnod 


rn 0 T 7\ O T 1 V ■ 

TBLAb IX : 


Cress 


Of vf 

otart 


i a n n 
1 4 / U 




hna 


1 / 3U 






none 




Score 


1 i 0 
1 1Z 




f 1 V Y"\ 

_XOnS 


i ^ 7 n i Tin i / qo i too 










beq . no . 


JZ J ft O 




beq. id 


f\ TQ Q 1 n 1 Q 


no n i i 0 /""to 
_U_ . Ullo . C1Z 


.Gene No. 


67068 




Strand 






Start 


300 




End 


5679 




Name 


OJ991018 02.0118.C12.ol 


.gp 


Method 


AAT/GAP 




b tart 


2575 




End 


3142 




C T 


uC-osflcyp006al0bl 




Score 


816 




Exons 


2575.-2823, 2931. .3142 










vji uescrip. 


'4234846 7.0e-13 (AF082130) 


gag-pol polyprotein 


[Zea mays] ' 


Seq. No. 


32348 




Seq. ID 


OJ991018 


_02.0118.C12 


Gene No. 


67068 




Strand 






o l. a XT U. 


300 




End 


5679 




Name 


OJ991018 02.0118.C12.ol 


. tm 


Method 


TBLASTX: 


Mai ze 




2686 




End 


3682 






none 




Score 


71 




Exons 


2686. .2826, 2765. .2827, 


3080 


..3358, 3104. .3682, 


"511/1 oc <rn 


beq. wo. 


32348 




Seq. ID 


OJ991018 


no ai 1.0 i 0 

_Uz.011b.C12 


Gene No. 


67068 




Strand 






Start 


300 ■ 




End 


5679 




Name 


OJ991018 02.0118.C12.o2 


.gs 


Method 


GENSCAN 




otart 


2789 


End 


5679 






none 




Score 


.51 




Exons 


2789.. 2823, 2931.. 3034, 


3078 


..3783, 4906. .5255, 


D 31 / . . t>4 lb , 




5547. .5679 










beq. no. 


32348 




Seq. ID 


OJ991018 


no m 1 0 oio 
UZ . Ul lb . Cl_ 


Gene No. 


67068 




Strand 






Start 


300 




End 


5679 




Name 


OJ991018 02.0118.C12.o2 


.gp 


Method 


AAT/GAP 




oldlL 


3374 




End 


3885 




C T 


uC-osflM202052c07bl 




Score 


999 




Exons 


3374. .3885 










f~* X PI ^ O (^t V* T Y"\ 

oi uescrip . 


•4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] 


Seq. No.. 


32349 




Seq. ID 


OJ991018 


_02.0118.C13 


Gene No. 


67069 




Strand 


+ 






90 




End 


1007 




Name 


OJ991018 02.0118.C13.ol, 


.gs 


Method 


GENSCAN 




C+- -a v+- 


90 




End 


1007 






none 




Score 


.94 




Exons 


90. .191, 293. .504, 536., 


.1007 








beq . no . 


32349 




Seq. ID" 


: OJ991018_ 


r\o niio /^«io 

02.0118. CI 3 




67070 




Strand 


+ 




Start 


2644 




End 


3779 




Name 


OJ991018 02.0118.C13.ol. 


,np 


Method 


AAT/NAP 




Start 


2644 




End 


3779 




GI 


6815095 




Score 


656 




Exons 


2644. .2740, 3158. .3347, 


3387 


. .3779 






GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 





32454 




oeq . no . 


o^c ofi y 


Seq. ID 


OJ991018 


UZ 


. Ul lo 


. Clo 


Gene No. 


67071 


Strand 


+ 








Start 


11747 


End 


12950 








Name 


OJ991018 02.0118.C13.o2.np 


Method 


AAT/NAP 










11505 


End 


12950 








p t 


6907086 


Score 


907 








Exons 


11505. .12263, 12324. .12560, 


12790. .12950 








f"" 1 X IS. C! /""■ T* 1 T*\ 

o± UcSCiip . 


(AP001129) hypothetical protein [Oryza 


sativa] 








Qorr Kin 


32349 


Seq. ID 


OJ991018 


n 9 


n 1 1 fi 

U 1 X o 


PI "3 


Gene No. 


67071 


Strand 


+ 








Start 


11747 


End 


12950 








Name 


OJ991018 02.0118.C13.o3.gs 


Method 


GENSCAN 








Start 


11747 


End 


12264 








GI 


none 


Score 


.93 








Exons 


11747. .12081, 12120.. 12264 













beq. no. 


32349 


Seq. ID 


ojy y ioio 


_02 


.0118 


.C13 


bene no. 


67072 


Strand 










Start 


9509 


End 










Name 


OJ991018 02.0118.C13.o2.gp 


Method 


AAT/GAP 








Start 


9509 


End 


10017 








GI 


38782 1.R1084 


Score 


766 








Exons 


9509. .10017 












GI Descrip. 


' 6069643/dbj | AP000616 . 1 | AP00061 6 0.0e+ 


00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 ' 










Seq. No. 


32350 


Seq. ID 


OJ991018 


_02 


0118 


.C14 


Gene No. 


67073 


Strand 


+ 








Start 


18 


End 


1440 








Name 


OJ991018 02.0118.C14 .ol.gs 


Method 


GENSCAN 








Start 


18 


End 


1440 








GI 


none 


Score 


.57 








Exons 


18.. 35, 195. .277,. 957. .1036, 


1379. .144 


0 








Seq. No. 


32351 


Seq. ID 


OJ991208 


_02 


0106 


.C4 


Gene No. 


67074 


Strand 


+ 








Start 


6291 


End 


7087 








Name 


OJ991208 02.0106.C4.o2.np 


Method 


AAT/NAP 








Start 


6291 


End 


7087 








GI 


4512231 


Score 


1239 








Exons 


6291. .7087 • 












GI Descrip. 


(ABO'1474'1) ORF0 protein [Oryza sativa] 











Seq. No. 32351 

Gene No. 67075 

Start 7325 

Name OJ991208_02 . 0106 . C4 . o3 . 

Start 7325 

GI 4680179 

Exons 7325.. 8385, 8413.. 8644, 
GI Descrip. (AF111709) polyprotein 

Seq. No. 32351 

Gene No. 67076 

Start 3363 

Name OJ991208 02 . 0106 . C4 . ol . 



Seq. ID OJ991208_02.0106.C4 

Strand + 

End 9619 

np Method AAT/NAP 

End 9619 

Score 1053 
9597. .9619 
[Oryza sativa subsp. indica] 

Seq. ID OJ991208_02.0106.C4 
Strand 

End 4866 

np Method AAT/NAP 



32455 




Start 3363 End 4866 

GI 5852179 Score 263 

Exons 3363.. 3451, 3555.. 3747, 3822.. 4022, 4846.. 4866 

GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 32351 Seq. ID OJ991208_02 . 0106 . C4 

Gene No. 67077 Strand - - 

Start 5483 End 5673 

Name OJ991208_02 . 0106 . C4 . ol . gp Method AAT/GAP 

Start 5483 End 5673 

GI LIB3433-026-P1-K1-C1 Score 248 

Exons 5483.. 5673 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 32351 Seq. ID 

Gene No. 67078 Strand 

Start 9067 End 

Name OJ991208_02 . 0106 . C4 . o3 . tw Method 

Start 7536 End 

GI none Score 

Exons 7536.. 7733, 7552.. 7734 



OJ991208_02.0106.C4 
9424 

TBLASTX: Wheat 

7734 

192 



Seq. No. 32351 Seq. ID 

Gene No. 67078 Strand 

Start 9067 End 

Name OJ991208_02 . 0106 . C4 . ol . tm Method 

Start 7786 End 

GI none Score 

Exons 7786.. 8124, 7789.. 7995 



OJ991208_02.0106.C4 
9424 

TBLASTX: Maize 

8124 

248 



Seq. No. 32351 Seq. ID 

Gene No. 67078 Strand 

Start 9067 End 

Name OJ991208JD2 . 0106 . C4 . ol . tw Method 

Start 7786 End 

GI none Score 

Exons 7786. .8136 



OJ991208_02.0106.C4 
9424 

TBLASTX: Wheat 

8136 

316 



Seq. No. 32351 Seq. ID 

Gene No. 67078 Strand 

Start 9067 End. 

Name 'OJ991208_02 . 0106 . C4 1 o2 . tw \ Method 

Start 8302 * End 

GI none Score 

Exons 8302. .8349, 8422. .8676, 8454. .8675 



OJ991208_02.0106.C4 
9424 

TBLASTX: Wheat 

8676 " 

62 



Seq. No. 


32351 






Seq. ID 


OJ991208_ 


02 


.0106 


C4 


Gene No. 


67078 






Strand 










Start 


9067 






End 


9424 








Name 


OJ991208 02 


.0106 


C4.o2.gs 


Method 


GENS CAN 








Start 


9067 




End 


9424 








GI 


none 






Score 


.87 








Exons 


9067. .9074, 


924 5 


.9424 • 












Seq. No. 


32352 






Seq. ID 


OJ991208_ 


02 


.0106. 


C5 


Gene No. 


67079 






Strand 


+ 









32456 



Start 2788 End 5894 

Name OJ991208JD2 . 0106 . C5 . o3 . np Method AAT/NAP 

Start 2788 End 5894 

GI 4416302 Score 3403 

Exons 2788.. 5894 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



Seq. No. 


32352 


Seq. ID 


OJ991208_ 


02.0106 


Gene No. 


67080 


Strand * 


+ 




Start 


13703 


End 


18484 




Name 


OJ991208 02.0106.C5.o5.np 


Method 


AAT/NAP 




Start 


13703 


End 


18484 




GI 


2708484 


Score 


1443 




Exons 


13703. .13806, 13913 14022, 


14172. .14270, 14351. 


.14407, 




14592. .14747, 14835 14919, 


15029. .15119, 15555. 


.15719, 




15799. . 15918, 16222 1 6297 , 


16384. .17220, 17411. 


.17718, 




17839. .17972, 18075 18265, 


.18363. .18484 




GI Descrip. 


(U79557) IAA24 [Arabidopsis 


thaliana] 







Seq. No. 


32352 


Seq. ID 


OJ991208_ 


_02.0106 


.C5 


Gene No. 


67081 


Strand 


+ 








25762 


End 


28644 






Name 


OJ991208 02.0106.C5.o7.np 


Method 


AAT/NAP 






Of a r- f- 


25762 


End 


28644 








5042463 


Score 


405 








25762. .25782, 27477 .. 2764 9, 


28359. .28 


514, 28561. 


.28644 






(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


32352 


Seq. ID 


OJ991208_ 


02.0106 


.C5 


Cl. c± y\ a NT 


67082 


Strand 


+ 






Cj- 2 


31182 


End 


33452 






Name 


OJ991208 02.0106.C5.o8 .np 


Method 


AAT/NAP 






Start 


31182 


End 


33452 






GI 


4406814 


Score 


368 






Exons 


31182. .31416, 33331. .33452 










GI Descrip. 


(AC006201) putative peptidyl-prolyl cis-trans isomerase 






[Arabidopsis thaliana] 










Seq. No. 


32352 


Seq. ID 


OJ991208_ 


02.0106 


C5 


Gene No. 


67083 


Strand 


+ 






Start 


34074 


End 


34314 






Name 


OJ991208 02.0106.C5.o2.gp 


Method 


AAT/GAP 






Start 


34074 ' : . 


■• End 


343~14 






GI 


2442637 


Score 


'445 






Exons 


34074 . . 34314 










Seq. No. 


32352 


Seq. ID 


OJ991208_ 


02.0106. 


C5 


Gene No. 


67084 


Strand 


+ 






Start 


34763 


End 


35886 






Name 


OJ991208 02.0106.C5.o3.gp 


Method 


AAT/GAP 






Start 


34763 


End 


35886 






GI 


3107515 


Score 


655 






Exons 


34763. .34976, 35753.-35886 










Seq. No. 


32352 


Seq. ID 


OJ991208_ 


02.0106. 


C5 


Gene No. 


67085 


Strand 


+ 






Start 


36245 


End 


37604 







32457 



Name 


UU j jl^Uo . U1UD . tJ 


. o4 . gp 


Method 


AAT/GAP 




Of ->y-f 


jDZI J 




End 


37604 




PT 


none 




Score 


1165 




Exons 


^fi?4R ^fizins 


■ . JDOU4; 


37114 . .37239, 37340.. 37604 




C a Ma 

oeq. lno . 


-jo o c o 




Seq. ID 


OJ991208_02.0106 


p 


Gene No. 


67086 




Strand 


+ 




Start 


39426 




End 


41612 




Name 


O.TQQ1 (19 01 06 PS 

VU J ^IZuO- UZ, t U1UD .OJ 


■ o 4 . gs 


Method 


GENSCAN 




otail 


J31ZD 




End 


41612 




P T 


none 




Score 


.43 




TP /-\ y-\ <r* 

iiiXons 


7Q49fi QQCfin 


. . O :? :? :? :? , 


40650. .40708, 40836 .. 40905, 






filO/fi. , 4101Z 










C £^ /-t Kl a 

oeq . lno > 


o c o 




Seq. ID 


OJ991208JD2.0106 


P c. 


uene lno ■ 


D / U O / 




Strand 


+ 




Start 


45490 




End 


47350 




Name 


OJ991208 02. 0106. C5 


. o9 . np 


Method 


AAT/NAP 




C +- -j T-+- 

OLdX L 


45469 




End 


47350 




p T 
ul 


4406823 




Score 


279 




Exons 


45469. .45861, 47250 


. .47350 








ui uescrip. 


(AC006201) putative 


homeodomain transcription factor 






[Arabidopsis thallana] 








Seq. No. 


32352 




Seq. ID 


OJ991208_02.0106 


C5 


Gene No. 


67087 




Strand 


+ 






. 45490 




End 


47350 




Name 


OJ991208 02. 0106. C5 


. o5 . gs 


Method 


GENSCAN 




Of ivf 

o care 


45490 




End 


46531 




pt 
ui 


none 




Score 


. 63 




XT' v r> c 


45490. .45865, 45967 


. .46088, 


46169. .46531 




Corf Mn 

oeq . lno . 


32352 




Seq. ID 


OJ991208_02.0106 


P E. 


Gene No. 


67088 




Strand 


+ 




Start 


51853 




End 


52185 




Name 


OJ991208 02. 0106. C5 


. oil . np 


Method 


AAT/NAP 




Of -3 y~4- 

OLdlL 


51853 




End 


52182 




(~1T 
u ± 


3420051 




Score 


624 




Exons 


51853.. 52182 










fZ T Ho opt i n 


(AC004680) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


32352 




Seq. ID 


OJ991208_02.0106. 


C5 


Gene No. . 


67088 




Strand 


•+ 




O Ldl L 


518*53 




End 


52185 




Name 


OJ991208 02. 0106. C5 


. o7 . gs 


Method 


GENSCAN 




OLalL 


51853 




End 


52185 




P T 
ul 


none 




Score 


.77 




L ' *r /"V c 


51853. .52185 










Qprj Mr, 


32352 




Seq. ID 


OJ991208_02.0106. 


P R 


Gene No. 


67089 




Strand 


+ 




Start 


56056 




End 


57914 




Name 


OJ991208 02. 0106. C5 


08 . gs 


Method 


GENSCAN 




Start 


56056 




End 


5791 4 




GI 


none 




Score 


.59 




Exons 


56056. .56061, 56563, 


.56772, 


56858. .56982, 57068. .57914 





32458 




o e q . in o . 


^9 "3 <^ 9 


Seq. ID 


oj y y izUo 


AO A i a r 

02 . 0106 


. C5 


UCIlC • 


U / V O 37 




+ 






Start 


56056 


End 


57914 






Name 


OJ991208 02.0106.C5.o5.gp 


Method 


AAT/GAP 






Of a v- 1" 


J / tOO 


LjUQ 


57732 






PT 




Score 


839 








c.7900 R 7 7 ^9 










P T Hdcpti n 


1 9 H 1 S ^ /omh IYR7Q1 Q IPiQI 9DP1 /ID 


ft flci — Q *3 P> 


sativa random single-copy 




HMZi f rarrmont- 1 9 DPI A "3D ' 

uiN/\ r ragmen u i z t\\j i fi jk 










JC^. IN \J . 




oeq . i u 


ATQQI O A O 


no a i a ez 
\)Z . UlUo 


. C5 


Gene No. 


67090 


Strand 








Start 


1 


End 


1845 






Name 


OJ991208 02.0106.C5.ol.np 


Method 


AAT/NAP 








1 


End 


1845 






p t 


6721516 


Score 


320 








1..46, 184. .431, 1674. .1845 










P T noor'T'i t™\ 
V7-L Ucollip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






O xz . LnU . 


32352 


Seq. ID 


OJ991208_ 


_02.0106 


.C5 


Gene No. 


67091 


Strand 








Start 


5846 


End 


14429 






Name 


OJ991208 02.0106.C5.o4.np 


Method 


AAT/NAP 








5846 


End 


14429 






P T 


6721516 


Score 


634 






Exons 


S846..5939, 6626. .6789, 9994. .10247, 10658 .. 10913 , 14405. .14429 




(AP001072) hypothetical protein [Oryza 


sativa] 






oeq. in o . 


32352 


• Seq. ID 


OJ991208_ 


_02.0106 


.C5 


Gene No. 


67092 


Strand 








Start 


19537 


End 


22857 






Name 


OJ991208 02.0106.C5.o2.gs 


Method 


GENSCAN 






Q+- a r-f- 


19537 


End 


22857 






PT 


none 


Score 


.59 






Exons 


19537. .19670, 19803 .. 2024 6, 


20305. .21016, 21781. 


.22166, 






22615. .22656, 22737.. 22857 










Octj. IN O . 


32352' 


Seq. ID 


OJ991208_ 


02.0106. 


,C5 




67093 


Strand ■ 








Start 


45888 


End 


50558 






Name 


OJ991208 02.0106.C5.ol0.np 


Method 


AAT/NAP 






OLdi L. 


45888 


End 


50107 






PT 
ox 


6648198. 


Score 


380 






Exons 


45888. .45908, 478 62 .. 4 7 931 , 


48255. .48354, 49698. 


.49803, 






49915. .50107 








PT HocrTi t"\ 
yj ± uc; o OX. J_p . 


(AC013483) unknown protein | 


[Arabidopsis thaliana] 




o e q . LN O . 


32352 


Seq. ID 


OJ991208_ 


02.0106. 


,C5 


Gene No. 


67093 


Strand 








Start 


45888 


End 


50558 






Name 


OJ991208 02.0106. C5.o6.gs 


Method 


GENSCAN 






Start 


47836 


. End 


50558 






GI 


none 


Score 


.75 






Exons 


4 7836. .47 931, 4 8255. .48354, 


49698. .49803. 49915, 


50231,- 






50455. .50558 










Seq. No. 


32352 


Seq. ID 


OJ991208__ 


02.0106. 


C5 



32459 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67094 
57830 

OJ991208JD2. 

2616 

none 

2616. .2708, 

32352 
67094 
57830 

OJ991208_02. 

2761 

none 

2761. .3069, 

32352 
67094 
57830 

OJ991208_02. 

2979 

none 

2979. .3110, 
3103. .3369 

32352 
67094 
57830 

OJ991208_02. 

3141 

none 

3141. .3371, 

32352 
67094 
57830 

OJ991208_02. 

3376 

none 

3376. .3447, 
3491. .3865, 
4125. .4163 

32352 
67094' 
57830 

OJ991208_02. 

3555 

none 

3555. .4016, 

32352 
67094 
57830 

OJ991208_02. 

3597 

none 

3597. .4013 



0106. C5. oil. tm 



Strand 
End 

Method 

End 

Score 



58014 

TBLASTX: Maize 

2976 

105 



2618. .2710, 2737. .2976, 2745. .2813, 2841. .2969 



0106.C5.o4 .tw 
2766. .2987 

0106.C5.o7. tm 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBLASTX : Wheat 

End 3069 

Score 217 



Seq. ID OJ991208_02 . 0106 . C5 
Strand 

End 58014 

Method TBLASTX : Mai ze 

End ' 3371 

Score 89 



2980. .3108, 3096. .3320, 3098. .3304, 3099. .3371, 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBLASTX : Wheat 

End 3706 

Score 261 



0106.C5.o2.tw 



3142. .3387, 3427. .3504, 3533. .3706, 3534. .3704 



Seq. ID OJ991208_02 .0106.C5 
Strand 

End 58014 
Method TBLASTX : Mai ze 
End 4175 
Score 109 

.3449, 3443. .4024, 3448. .3513, 
.4064, 4073. .4174, 4077. .4175, 



0106.C5.o2.tm 



3383. .3448, 3402, 
3531. .4064, 3534, 



0106.C5.o5.ts 



3584. .3745, 3812, 



0106.C5.o8.tc 



Seq. ID • GLT991208_02.0106.C5 
Strand 

58014 . 

TBLASTX: Soybean 
4016 
338 



End 

Method 
End 
Score 
.3928 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBT.ASTX: Cress 

End 4013 

Score 211 



32460 



Seq. No. 


32352 








Seq. ID 


OJ991208_02.0106".C5 


Gene No . 


b / u y 4 








Strand 




btart 


j / ojU 








End 


58014 


Name 


UJ y y IZ Uo UZ 


nine 
. UIU b 


.Lj.Oj. 


tw 


Method 


TBLASTX: Wheat 


otart 


o / y o 








End 


4139 


CX 


none 








Score 


96 


Exons 


- j / yy . . joo4, 


oo oZ 


. . 4 UZ 0 , 


jo y x . 


.4028, 4050. .4139, 4076. .4129 


Seq. No. 


32352 








Seq. ID 


OJ991208_02.0106.C5 


Gene No . 


b / u y 4 








Strand 




otart 


J / o jU 








End 


58014 


Name 


ujyyizuo UZ 


. U1UD 


PC — Q 

. LD . Oo . 


4- m 

tm 


Method 


TBLASTX: Maize 


O 4- -v 4- 

o tarn 


4 Z J J 








End 


4523 


bl 


none 








Score 


296 


Exons 


/nOO /IylQ/l 
4Z JJ . . <i 4t O 4i ^ 


/I O R £ 
4 ZD b 


A A Q 1 
. . 4 4 0 O , 


A A 1 T 
4 4 / O . 


.4523, 4475.-4522 


Seq. No. 


32352 








Seq. ID 


OJ991208_02.0106.C5 


Gene No. 


67094 








Strand 




o t,ar u 


D / o jU 








End 


58014 


Name 


r\TQQi ono no 

ojyy izub uz 


nine 
. UIU b 


. Co . Ol . 


t s 


Method 


TBLASTX: Soybean 


O 4- -i -*-4- 

btar t 


a o c; i 
4 ZOl 








End. 


4864 


CrI 


oouyz bu 








Score 


715 


Exons 


4zoi . . 4 ooy , 


4 o4 4 , 


/I R /I "7 

. . 4o4 / , 


A *5 A C 

4 J4 b . 


.4864, 4778. .4864 


GI Descrip. 














Seq. No. 


32352 








Seq. ID 


OJ991208_02.0106.C5 


Gene No. 


67094 








Strand 




btar l 


0 / oou 








End 


58014 


Name 


/°\TQQiono no 


m n c 
, U XU D . 


. Co . OX . 


tw 


Method 


TBLASTX: Wheat 


O 4- -v4- 

btart 


» *3 q n 
4 ob U 








End 


4856 


CX 


none 








Score 


84 


Exons 


/I O Q n /I /I £ Q 

4 jou . . 4 4 by , 


A AH a 
4 4/D. 


. . 4 DUZ , 


4 4 y o . 


.4846, 4503. .4850, 4509. .4637, 




4 0 XU . .4 / 1 J , 


4 Ol 1 . 


A Q A Q 

. . 4 b 4 y , 


/icon 
4 bbU . 


.4856 




Seq. No. 


32352 








Seq. ID 


OJ991208_02.0106.C5 


bene lno . 


£7 n Q / 

d / u y 








Strand 




C 4- -K v*4- ' 

otan 


j / ojU 








End 


58014 


Name 


Pi TQQ1 OHQ no 

ujyyizuo uz . 


m n £ 


. co . o y . 


4- r-i 

tc 


Method 


TBLASTX: Cress 


o cart 


/i a n o 

4 4 / Z 








End 


4745 




none 








Score 


195 


Exons 


A AH 0 /I £ 1 R 
44/Z..4bX0, 


A A 1 

4 4 ./ O . 


/I H A R 

. .4/40 








Seq. No. 


32352 








Seq. ID 


OJ991208_02.0106.C5 


Gene No . 


D / u y 4 








Strand 




Start 


0 /boU 








End 


58014 


Name 


ATQQ1 OHQ no 

uj y y xz u o uz . 


nine 
, UIU b . 


Co . OO . 


tm 


Method 


TBLASTX : Maize 


o tart 


4 DZ 4 








End 


4992 




none 








Score 


571 


Exons 


/ICO/1 ^ nm 
4 DZ4 . . 4 y y 1 , 


4 oz 4 . 


. 4 o4 o , 


4 OZ D . 


.4969, 4677. .4982, 4774. .4992 


Seq. No. 


32352 








Seq. ID 


OJ991208_02.0106.C5 


Gene No. 


67094 








Strand 




Start 


57830 








End 


58014 


Name 


OJ991208 02. 


0106. 


C5.ol5 


. tm 


Method 


TBLASTX :Maize 


Start 


5037 








End 


5225 


GI 


none 








Score 


243 



32461 




Exons 


R0*}7 R99R 

JU J f • • J ^ Z, J , 


J U *i o 


ri a r R19R 


R90R 






Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106 


.C5 


Gene No. 


67094 






Strand 






O UQl L 


R7R*30 








RR01 A 

J O U X *i 




Name 


O TQQ1 9 fi P 09 


01 Ofi 

U X U D 


PR "3 fur 
. C, J . O J . LW 


Fie cnoa 


i dXj/\o i a : wnea l 




occixr l 


ROd 0 ~~ 








R A 7 1 

J4 / X 




bl 


none 






Score 


1 0 R 
XU J 






R040 S9m 

. . J Z U X , 


R9 1 d 


Rd 71 








Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106 


.C5 


Gene No. 


67094 






Strand 








R7R ^0 






End 


58014 




Name 




0 1 0 
U 1 U D 


. J . OX * LU1 


Method 


TBLASTX: Maize 




D Lai L 


R99 £ ~ 






End 


5947 




VjX 


none 






Score 


912 




Exons 


R996 RRRR 


R99R 
jZ z o 


RQ09 R7RQ 


..5947, 5791. .5913 




Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106 


.C5 


Gene No. 


67094 






Strand 






Cf o v-f 
OLoI L 


R7R ^0 






End 


58014 




Name 


O TQ Q1 90 R 09 


o i n £ 

U 1 U D 


ft; — >i +- c, 
. ^ J . Oft . US 


Method 


TBLASTX: Soybean 




OCa.iL 


R 9 "3 R 






End 


5876 




bl 


none 






Score 


308 




Exons 


JZ jj . .00X0/ 


R 9 A 0 
J Z f± U 


1 R 9 4 7 
. . J O X X , jZfl/ 


..5618, 5652. .5876, 5660. .5827 


Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106 


.C5 


Gene No. 


67094 






Strand 






C+- -J -V-+- 

OLaL L 


R 7 Q on 
J / OjU 






End 


58014 




Name 


H TQQ 1 9 0 R 0 9 


01 0£ 
U1UD 


bJ .Of. L.C 


Method 


TBLASTX: Cress 




OLaiL 


R 4 1 R 






End 


5873 






none 






Score 


69 




Exon s 


Ul t; c cn / 


R R0R 
j J U 0 


.jOflZ, jdzo 


..5873, 5654. .5821 




Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106 


.C5 


Gene No. 


67094 






Strand 






O Lai L 


R7R ^0 






End 


58014 




Name" 


O TQQ1 90R 09 


0 1 0 £ 


f C (T f . , 


Method 


TBLASTX: Wheat 




o L dX L 


R R0R _ 
JJUO 






End 


5840 






none 






Score 


105 




IT vnn c 


RR0R Rfi^ 

JJUO. . J U J J , 


R R9R 


CfiOQ R £ R 9 
. JDZ!?/ JDjZ 


..5840, 5708. .5827 




O . IN (J . 


"^9 ^ R9 

J^ J j£. 






Seq. ID 


OJ991208_02.0106 


.C5 




£70 






Strand 






Clt- a -r t- 
oldl L 


R7Q on 
J / OjU 






End 


58014 




Name 


OJ991208 02. 


0106. 


C5.o9.tm 


Method 


TBLASTX: Maize 




Start 


13878 






End 


15090 




OX 


none 






Score 


164 




Exons 


1 ^R7R 1 A 00 A 

X JO 1 O . . Xfi UZfi 


13882. . 14025, 


14169. .14279, 14351 .. 14404 , 






1 4 £ ^ £ 14 7 4 0 


, 14637. .14747, 


14639. .14749, 14809 .. 14 91 9, 






14819. . 14920 


, 14835. .14936, 


15010. .15072, 15021. .15083, 






15028. .15090 












Seq. No. 


32352 






Seq. ID 


OJ991208_02. 01.06 


-C5 


Gene No. 


67094 






Strand 






Start 


57830 






End 


58014 




Name 


OJ991208 02. 


0106. 


C5.o2.tc 


Method 


TBLASTX: Cress 





32462 



btart 


1 *D Q Q O 
1 0 O 0 Z 








17 — -J 


18450 




Vjl 


none 








Score 


188 




Exons 


1 oo o Z . 


. 1 4 UZ 0 , 


i o yz u . 


1 A d O A 

. 1 4 UZ4 , 


1 yl 1 C Q 

i 4 i by . . 


14270, 


14208 


1 A O "7 n 

. . 1 4 Z / U , 




1 4 O 0 U . 


1/1/10 1 
. 1 4 4 Z 1 , 


1 A "3 GL 1 

14 001 . 


1 /I /I o o 
. 1 4 4 zz , 


1 4 o y i . . 


14740, 


14592 


1 A "7 A 1 

..14/4/, 




14598. 


. 14747, 


14599. 


.14748, 


14600. . 


14749, 


14834 


. .14920, 




14835. 


. 14936, 


15027. 


.15119, 


15028. . 


15129, 


15031 


. .15129, 




1 DO 4 U . 


1 CT1 Q 


1 0 0 4 Z . 


. 1 0 b 1U , 


1 ccco 
1 0 00Z . . 


15674, 


15553 


1 c "7 O (\ 

. . 10 / zu , 




10 / y b . 


i coco 
. 100 OZ , 


io / y / . 


.10 0 4 / , 


15857. . 


15925, 


15862 


1 CQ1 Q 

. . io y io , 






. i bz y y , 


1 ozzu . 


i £^nn 
. 1 toouu , 


16380. . 


16496, 


16384 


. . 1 bOlO , 




18073. 


.18165, 


18074. 


. 1 0 Z bO , 


18075. . 


18266, 


18204 


. . i o z by , 




18358. 


.18450 














beg. wo. 


32352 








Seq. 


ID OJ991208 


no n i n a 
UZ . UlUb 


bene ino . 


67094 








Strand 






Start 


57830 








End 


58014 




Name 


OJ991208 02. 0106. C5 . 


06 . ts 


Method TBLASTX: 


Soybean 


Start 


14229 








End 


15075 




GI 


none 








Score 


64 






Exons 


14229. 


. 14270, 


14351. 


.14401, 


14636. . 


14749, 


14637 


. .14747, 




14819. 


. 14920, 


14835. 


.14936, 


15021. . 


15074, 


15028 


. .15075 



Seq. No. 32352 Seq. ID 

Gene No. 67094 Strand 

Start 57830 End 

Name OJ991208_02 . 0106 . C5 . 08 . ts Method 

Start 15549 End 

GI none Score 
Exons 



OJ991208_02.0106.C5 
58014 

TBLASTX : Soybean 

16446 

140 



15549. .15734, 15574 .. 15720, 157 96 .. 15918 , 157 97 .. 15925, 
16219. .16290, 16220. .16300, 16380 .. 16445, 16384. .16446 



Seq. No. 32352 
Gene No. 67094 
Start 57830 

Name OJ991208_02 . 0106 . C5 . ol7 . tm 

Start 15553 
GI none 

Exons 15553. .15720, 15556 .. 15720, 15570 15734 , 15797 

15802. .15846, 158 63 .. 15925, 15866 15910, 16220 
16384 . . 16446 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 
Method TBLASTX : Mai ze 
End 16446 
Score 160 

15853, 
16300, 



Seq. No. 32352 Seq. ID 

Gene No. 67094 .Strand 

Start 57830 ■ End 

Name OJ991208_02 . 0106 . C5 . ol8 . tm Method 

Start 16902 End 

GI none Score 
Exons 



OJ991208__02.0106.C5 
5.8014 

TBLASTX : Maize 

17161 

194 



16902. . 17114, 16904. 
17114. .17161 



.17110, 16909. .17127, 16945 .. 17115, 



Seq. No. 32352 

Gene No. 67094 

Start 57830 

Name OJ9 912 08_02 . 0106 . C5 . o4 . tm 

Start 17213 

GI none 

Exons 17213. .17254, 17236 .. 17427 , 17262 
17622. .17714, 17628 .. 17771, 17629 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 
Method TBLASTX: Maize 
End 17 8 R 9 

Score 4i2 

17624, 17265. .17624, 
17691, 17639. .17707, 



32463 



17757. .17888, 17757 .. 17888 , 17758 .. 17889, 17758. .17889 



Seq. No. 32352 

Gene No. 67094 

Start 57830 

Name OJ991208_02 . 0106 . C5 . o7 . ts 

Start 17949 

GI none 

Exons 17949. .17975, 18067 18264 , 
18069. .18266, 18 105 18266, 



. Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBLASTX : Soybean 

End 18435 

Score 37 
18067. .18114, 18068. .18196, 
18363. . 18434, 18364. .18435 



Seq. No. 32352 

Gene No. 67094 

Start 57830 

Name OJ991208_02 . 0106 . C5 . ol2 . tm 

Start 18071 

GI none 

Exons 18071. .18199, 18075 182 66, 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBLASTX: Maize 

End 18450 

Score 210 
18102. .18266, 18358. .184 50 



Seq. No. 32352 

Gene No. 67094 

Start 57830 

Name OJ991208_02 . 0106 . C5 . o9 . ts 

Start 31172 

GI none 

Exons 31172. .31279, 31173 31424 , 
33330. .33449 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBLASTX : Soybean 

End 33449 

Score 236 
31334. .31417, 33329 334 4 8 , 



Seq. No. 32352 

Gene No. 67094 

Start 57830 

Name OJ991208_02 . 0106 . C5 . ol4 . tm 

Start 31190 

GI none 

Exons 31190. .31417, 311 91 .. 31424 , 
33331. .33465, 33537.. 33581 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_02.0106.C5 
58014 

TBLASTX ;Maize 

33581 

254 



33329. .33463, 33330 .. 334 58 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32352 
67094 
57830 

OJ991208_02.0106.C5.o6.tc 

31197 

none 



Seq. ID OJ99,1208_02.0106.C5 
Strand 
End 

Method 
End 
Score 



58014 

TBLASTX: Cress 

33463 

219 



31197. .31424, 31205 .. 314 17 , 333.29 .. 334 63 , 33330. .33455 



Seq. No. 32352 
Gene No. 67094 
Start 57830 

Name OJ991208 J)2 . 0106 . C5 . ol3 . tm 

Start 34874 
GI none 
Exons 34874. 

35752. 

36088. 

36150. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_02.0106.C5 
58014 

TBLASTX: Maize 

36311 

138 



.34966, • 34875. .34988, 34875 .. 34982, 35750 .. 35917 , 

.35919, 35801. .35920, 3607 9 .. 36159, 36080 .. 36160, 

.36162, 36095. .36160, 36131 .. 36310, 36136 .. 36309, 
.36311 



Seq. No. 



32352 



Seq. ID OJ991208_02.0106.C5 



32464 



Gene No. 


67094 






Strand 






Start 


57830 






End 


58014 




Name 


OJ991208 02. 0106. C5 


. oo . tc 


Method 


TBLASTX: Cress 






35756 






End 


36442 




H T 


none 






Score 


88 




Exons 


35756. 


.35902, 36080 


. . ObOZO , 


36097. .36330, 36388 .. 364 4 1, 






36401. 


.36442 










oeq. in o . 


32352 






Seq. ID 


OJ991208JD2.0106, 


. Co 


ocne lno . 


67094 






Strand 








57830 






End 


58014 




Name 


OJ991208 02. 0106. C5 


,o3. ts 


Method 


TBLASTX: Soybean 




Start 


JbUoU 






End 


37479 






none 






Score 


126 




Exons 


"3 a c\ q n 


. obi /Of ooUoo , 




36202. .36330, 36206 .. 36328 , 








1£ZCLQH *3 C A C\ A 

. j bo y / , oo4U4 , 


o /r /r n /i 


36404. .36604, 364 68 .. 36614 , 






*3 "7 1 1 "3 


. J /z4 1 , o/llJ, 


. . J / 


37114 . .37251, 37337 .. 37441, 






3 / Jjy . 


.J/43/, 3/34 o , 


. . o / 4i / y , 


37353. .37445 




oeq. ln o . 


32352 






Seq. ID 


OJ991208_02.0106, 


. Co 


Gene No . 


o / uy4 






Strand 






Start 


C T O "D n 






End 


58014 




Name 


to m o 

ojy yiz 


AO AO A 1 A £T C 

Uo 02 . 0106 . C5 . 


. o4 . tc 


Method 


TBLASTX: Cress 




o tar u 


36482 






/.End- 


37438 






none 






Score 


188 




Exons 


36482. 


.36604, 36490, 


. . o boU J , 


36494 . .36610, 36495 .. 36611, 






36496. 


.36612, 37093, 


, . J / ZOO, 


37110. .37244, 37 114 .. 37251 , 






37319. 


.37423, 37337, 




37342. .37431 




oeq . no . 


32352 






Seq. ID 


OJ991208_02.0106. 


C5 


Gene No. 


67094 






Strand 






Start 


57830 






End 


58014 




Name 


OJ9912 


08_02.0106.C5. 


. ol 0 . tm 


Method 


TBLASTX: Maize 






36569 






End 


37447 




P T 


none 






Score 


66 




Exons 


36569. 


.36604, 37112. 


. J /zzz , 


37113. .37250, 37 114 .. 37251 , 






37331. 


.37438, 37337. 


OT/l y| 7 

. J / 4 41 / 








Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106. 


C5 


Gene No. 


67094 






Strand 






Of- a v-f- 


57830 






End 


58014 




Name 


OJ991208 02. 0106. C5 . 


O O . tC 


Method 


TBLASTX: Cress 




olait 


45564 






End 


45771 






none 






Score 


301 




Exons 


45564 . 


.45746, 45565. 


.40/ / 1 , 


45665. .457 


48 




Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106. 


C5 


Gene No. 


67094 






Strand 






OLalL 


57830 






End 


58014 




Name 


OJ991208 02. 0106. C5 . 


OlU . ts 


Method 


TBLASTX : Soybean 




C-t- a vf- 

otaru 


* 45570 






End 


45771 




GI 


none 






Score 


74 




Exons 


45570. 


.45629, 45571. 


.45630, 


45622. .45771, 45633. .45740 




Seq. No. 


32352 






Seq. ID 


OJ991208_02.0106. 


C5 


Gene No. 


67094 






Strand 






Start 


57830 






End 


58014 





32465 



Name 

Start 

GI 

Exons 



OJ991208_02 . 0106 . C5 . o3 . tm Method TBLASTX: Maize 

51828 End 52254 

none Score 414 

51828. .52232, 51834 52202 , 51835.. 52254 



Seq. No. 32352 

Gene No. 67094 

Start 57830 

Name OJ991208_02 . 0106 . C5 . o2 . ts 

Start 51831 

GI none 

Exons 51831 .. 52118, 51852 52 136, 51853.. 52137 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBLASTX : Soybean 

End 52137 

Score 268 



Seq. No. 32352 Seq. ID 

Gene No. 67094 t Strand 

Start 57830 ' End 

Name OJ991208_02 .0106 .C5.ol.tc Method 

Start 51874 End 

GI none Score 

Exons 51874 . .51969, 51894 .. 51968 , 518 96 .. 51 97 9, 51965 

. 51966. .52169, 51966 .. 52202 , 51967.. 52185 



OJ991208 02. 0106. C5 



58014 

TBLASTX: Cress 
52202 
126 

52024, 



Seq. No. 32352 

Gene No. . 67094 ' 
Start 57830 

Name OJ991208_02 . 0106 . C5 . 06 . tm 

Start 53233 
GI none 

Exons 53233. .53298, 53234 .. 53335 , 

56554 . .56775, 56562 .. 56768 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

53236 

56855 



OJ991208 02. 0106. C5 



58014 

TBLASTX: Maize 
56941 
83 

53304, 56552. .56764, 
56938, 56876.. 56941 



Seq. No. 32352 

Gene No. 67094 

Start 57830 

Name OJ991208_02 . 0106 . C5 . ol 1 . ts 

Start 56552 

GI none 

Exons 56552. .56758, 56553 .. 56768 , 56554.. 56769 



Seq. ID OJ991208_02.0106.C5 
Strand 

End 58014 

Method TBLASTX : Soybean 

End 56769 

Score 72 



Seq. No. 32352 
Gene No. 67094 
Start 57830 - 

Name • OJ991208_02 . 0106 . C5 . ol6 . tm 

Start 57639 
GI none 
Exons 57639. 

57798. 

57890. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,57692, 57660. .57797, 57 68 9 .. 57802 , 57691 
.57890, 57809. .57889, 57885 .. 58004 , 57885 
,58009 



OJ991208_02.0106.C5 
58014 

TBLASTX: Maize 

58009 

113 

57885, 
58004, 



Seq. No. 32352- Seq. ID 

Gene No. 67094 Strand 

Start 57830 End 

Name OJ991208_02 . 0106 . C5 . 06 . gp Method 

Start ' 57830 End 

GI none Score 

Exons 57830. .58014 



OJ991208_02.0106.C5 

58014 
AAT/GAP ' 
58014 
359 



32466 



Seq. No. 32353 Seq. ID 

Gene No. 67095 Strand 

Start 3657 End 

Name OJ991208_02 . 0106 . C6 . o2 . gp Method 

Start 3657 End 

GI none Score 

Exons 3657.. 3876 



OJ991208_02.0106.C6 
+ 

3876 
AAT/GAP 
3876 
314 



Seq. No.^ 32353 Seq. ID 

Gene No. 67096 Strand 

Start 6715 End 

Name OJ991208_02 . 0106 . C6 . o5 . gp Method 

Start 6715 End 

GI none Score 

Exons 6715.. 6829 



OJ991208_02.0106.C6 
+ 

6829 
AAT/GAP 
6829 
197 



Seq. No. 32353 
Gene No. 67097 
Start 15254 

Name OJ991208_02 . 0106 . C6 . o2 . gs 

Start 15254 
GI none 
Exons 15254, 

18035. 

19064. 



,15306, 16079. 
,18097, 18450. 
,19135, 19226. 



.16248, 
.18537, 
.19307 



Seq. ID OJ991208_02.0106.C6 

Strand + 

End 19644 

Method GENSCAN 

End 19307 

Score .87 
17642. .17691, 17880 .. 17 953, 
18763. .188 97, 18902. .18 98-1, 



Seq. No. 32353 Seq. ID 

Gene No. 67097 Strand 

Start 15254 End 19644 

Name OJ991208_02 . 0106 . C6 . 06 . gp Method AAT/GAP 

Start 16031 End 17957 

GI none Score 898 

Exons 16031. .16248, 1727 9 .. 17385, 17488 .. 17558, 17642 
17880. .17957 



OJ991208_02.0106.C6 
+ 



,17691, 



Seq. No. 32353 Seq. ID OJ991208_02 . 0106 . C6 

Gene No. 67097 Strand + 

Start 15254 End 19644 

Name OJ991208_02 . 0106 . C6 . o7 . gp Method AAT/GAP 

Start 18512 End 19644 

GI 293.9_1 ..R1084 Score 1224 

Exons 18512. .18537, 187 63 18825 , 18902 .. 18981, 19064 .. 19135, 

19226. .19644 • 

GI Descrip. '3786409 9.0e-09 (AF098499) contains similarity to Saccharomyces 
cerevisiae MAF1 protein (GB:U19492) [Caenorhabditis elegans] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32353 
67098 
3222 

OJ991208_02.0106.C6.o2.tm 
2672 



OJ991208 02. 0106. C6 



none 

2672. 

2836. 

3685. 

3895. 

3942. 



.2716, 2707. 

.2865, 2838. 

.3834, 3808. 

.3936, 3896. 

.4163, 4108. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2751, 2726. .2755, 2772.. 2843, 2784. 
2873, 2865. .2897, 2869.. 2898, 3684. 
3909, 3846. .3905, 3848.. 3910, 3858. 
3940, 3897. .3962, 3940. .4161, 3941. 
4164 



14439 

TBLASTX: Maize 

4164 

60 



2810, 
3839. 
3914, 
4162, 



32467 



Seq. No. 32353 Seq. ID 

Gene No. 67098 Strand 

Start 3222 End 

Name OJ991208_02 . 0106 . C6 . ol . gp Method 

Start 2741 End 

GI none Score 

Exons 2741.. 3013 



OJ991208_02.0106.C6 

14439 
AAT/GAP 
3013 
348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32353 
67098 
3222 

OJ991208_02.0106.C6.ol.gs 

3222 

none 



Seq. ID OJ991208_02.0106.C6 
Strand 

End 14439 

Method GENSCAN 

End 14439 

Score . 63 



3222. .3244, 3665. .5279, 5364. .5420, 5857. .6027, 6114. .6827, 
8296. .8479, 8791. .8886, 9791. .9886, 10059 10215 , 1027 1 .. 10706, 
10939. .11135, 13599. .13751, 14052 .. 14 1 63, 14371. .14439 



Seq. No. 32353 Seq. ID 

Gene No. 67098 Strand 

Start 3222 End 

Name OJ991208_02 . 0106 . C6 . o3 . gp Method 

Start 3877 End 

GI none Score 

Exons 3877.. 4764 



OJ991208_02.0106.C6 

14439 
AAT/GAP 
4764 . 
1662 



Seq. No. 32353 
Gene No. 67098 
Start 3222 

Name OJ991208_02 . 0106 . C6 . ol . tm 

Start 4169 
GI none 

Exons 4169.. 4549, 4170.. 4235, 4329. 

4555. .4635, 4620. .4874, 4621. 
10055. .10132 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 02.0106. C6 



14439 

TBLASTX: Maize 
10132 
46 

4556, 4338.. 4556, 4554. 
4824, 4821. .5012, 4931. 



,4619, 
,5026, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32353 
67098 
3222 

OJ991208_02. 0106. C6..o4.tm 

5204 

none 

5204. .5281, 5204. .5281, 5346. 
5843. .5983, 5854. .6021, 6135. 

32353 
67098 
3222 

OJ991208_02.0106.C6.ol. tw 
6249 
none 
6249. 
6321. 
6bU7 . 
6565. 
6690. 



,6407, 6291. 

.6509, 6333. 

,6605, 6520. 

,6696, 6565. 

,6824, 6690. 



,6431, 6291. 

,6572, 6339. 

,6600, 6534, 

6696, 6566. 
, 6827 



Seq. ID OJ991208_02.0106.C6 
Strand 

End 14439 
Method TBLASTX : Maize 
End 6278 
Score 111- 

,5396, 5347. .5400, 5808. .6002, 
,6278,' 6155. .6277 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 02. 0106. C6 



14439 

TBLASTX: Wheat 
6827 
134 

,6431, 6309.. 6473, 6309. 
,6521, 6389.. 6559, 6404. 
,6629, 6535.. 6621, 6564. 



, 6473, 
, 6487, 
,6695, 



6703, 6596. .6718, 6686. .6823, 



32468 




Seq. No. 


32353 




Seq. ID 


OJ991208_02.0106. 


C6 


Gene No. 


67098 




Strand 






o tar u 


3222 




End 


14439 




Name 


OJ991208 02. 0106. C6 


. o4 . gp 


Method 


AAT/GAP 




Start 


6258 




End 


6659 






64866 1.R1084 




Score 


712 




Exons 


6258. . 6659 










GI Descrip. 


•475784 2.0e-13 (M99575) 85 


kDa protein [Babesia bovis] ' 




Seq. No. 


32353 




Seq. ID 


OJ991208_02.0106. 


Co 


Gene No. 


67099 




Strand 






Start 


17312 




End 


18089 




Name 


OJ991208 02. 0106. C6 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


17312 




End 


18089 




GI 


none 




Score 


80 




Exons 


17312. .17395, 17315 


. .17383, 


17328. : 17420, 17329 .. 17385, 






17479. .17568, 17484 


. .17558, 


17486. . 17566, 17 48 6 .. 17569, 






17635. .17694, 17643 


. .17690, 


17878. . 17937, 1787 9 .. 17 953, 






18021. .18089, 18029 


. .18088 








Seq. No. 


32353 




Seq. ID 


OJ991208_02.0106. 


Co 


Gene No . 


67100 




Strand 






Start . 


18451 




End 


19323 




Name 


OJ991208 02. 0106. C6 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


18451 




End 


19323 




GI 


none 




Score 


80 




Exons 


18451. .18528, 18452 


. .18526, 


18755. .18826, 187 60 .. 18828 , 






18762. .18827, 18894 


. . 18977, 


188 99. .18 982, 18 902. . 18 982, 






19063. .19119, 19065 


. .19130, 


19065. .19121, 19224 .. 19319, 






19225. .19323, 19226 


. .19321 








Seq. No. 


32354 




Seq. ID 


OJ991208_02.0106. 


C7 


Gene No. 


67101 




Strand 


+ 




Start 


7160 




End 


9576 




Name 


OJ991208 02. 0106. C7 


. o2 . gs 


Method 


GENSCAN 




b tart 


7160 




End 


9576 




C T 


none 




Score 


.98 




Exons 


7160. .7268, 9155. .9576 








Seq. No. 


32354 . 




Seq. ID. 


OJ991208_02.0106. 


C7 


Gene No. 


67102 




Strand 


+ 




Start 


. 9732 




End 


12960 




Name 


OJ991208 02. 0106. C7 


. o3 . gs 


Method 


GENSCAN 




Start 


9732 




End 


12760 




GI 


none 




Score 


.47 




Exons 


9732. .9966, 10114 .. 101 64 , 10317. .10484 


, 12377.. 12760 




Seq. No. 


32354 




Seq. ID 


OJ991208_02..0106. 


C7 


Gene No. 


67102 




Strand 


+ 




Start 


9732 




End 


12960 




Name 


OJ991208 02. 0106. C7 


ol . np 


Method 


AAT/NAP 




Start 


9768 




End 


12960 




GI 


6642638 




Score 


555 




Exons 


9768. .9966, 12377. .12960 









GI Descrip. (AC012395) GTP cyclohydrolase I [Arabidopsis thaliana] 



32469 



Seq. No. 32354 t Seq. ID 

Gene No. 67103 Strand 

Start 28 . End 

Name OJ991208_02 . 0106 . C7 . ol . gs • Method 

Start 28 End 

GI none Score 

Exons 28. .186, 701. .734, 1272. .1341, 1418 



OJ991208 02. 0106. C7 



1842. .1923, 2811. .2935, 3025. .3048, 
5428. .5708, 5877. .5977, 6101. .6190 



6190 
GENSCAN 
6190 
. 62 

.1471, 1569. 
3749. .3918, 



.1691, 

4604 . .4665, 



Seq. No. 32354 
Gene No. 67103 
Start 28 

Name OJ991208_02 . 0106 . C7 . o2 . tm 

Start 106 
GI none 

Exons 106. .159, 106. .180, 107. .181, 

1418. .1471, 1423. .1473, 1566. 
1842. .1964, 1857.. 1925, 2809. 
3023.. 3100, 3218.. 3292, 3228. 



Seq. ID. OJ991208_02.0106.C7 
Strand 

End 6190 
Method TBLASTX: Maize 
End 3292 
Score 87 

1269. . 1343, 1279. . 1344, 
.1694, 1568. .1705, 1569. .1700, 
.2937, 2810. .2938, 3022.. 3051, 
.3278, 3229..328S 



Seq. No. 32354 Seq. ID 

Gene No. 67103 Strand 

Start 28' End 

Name ' OJ991208_02 . 0106 . C7 . ol . tc Method 

Start 1269 End 

GI none Score 
Exons 



OJ991208_02.0106.C7 
6190 

TBLASTX: Cress 

1700 

69 



1269. 
1569, 



,1340, 1420. .1473, 1421. .1471, 1561. .1692, 1568. .1693, 

,1700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI, Descrip. 



32354 Seq. ID OJ991208_02 . 0106 . C7 

67103 Strand 

28 End 6190 

OJ991208_02.0106.C7.ol.gp Method AAT/GAP 

1418 End 2857 

LIB3432-007-P1-K1-G4 Score 476 

1418. .1471, 1569. .1691, 1842. .1923, 2811. .2857 

1 629838/pir| IS43326 2.0e-09 tubulin beta-4 chain - maize 

>gi_416145 (L10635) beta-4 tubulin [Zea mays] f 



Seq. No. 32354 

Gene No. . 67103 

Start 28' 

Name ' OJ991208JD2 . 0106 . C7 . ol . tw 

Start 1437 

GI none 

Exons 1437.. 1472, 1438.. 1470, 1442. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_02.0106.C7. 
6190 

TBLASTX: Wheat 

2872 

48 



.1471, 1571. .1690, 1578, 



1579. .1689, 1580. .1693, 1843. .1923, 1857. .1925, 2807, 
2808. .2858, 2810. .2872 



. 1700, 
.2860, 



Seq. No. 32354 

Gene No. 67103 

Start 28 

Name OJ991208 02 . 0106 . C7 . o2 . tc 

Start 2809 

GI none 
Exons 



Seq. ID OJ991208_02.0106.C7 
Strand 
End 

Method 
End 
Score 



6190 

TBLASTX: Cre-SS 

3835 

136 



2809. .2937, 2810. .2938, 2829. .2951, 3025. .3048, 3026. .3055, 



32470 






324 U . . 327 5 , 


O O A C 

334 5. 


.3410, 3369. 


.3488, 3370.. 3483, 


3568 . .3612, 




3568 . . 3618 , 


O "7 A Q 

3 /4 o . 


.3834, 3749. 


o o o c 

. 3835 






Seq. No. 


32354 






Seq. ID 


OJ99120E 


_02.0106.C7 


Gene No. 


67103 






Strand 






Start 


o o 
28 






End 


6190 




Name 


OJ991208 02. 


n t n /" 

0106 . 


C7 . o2 . gp 


Method 


AAT/GAP 




Start 


O O O /" 

3236 




End 


3829 




GI 


37 6374 5 






Score 


461 




Exons 


O O O £T TOT ^ 

Jzo D . . Z>Z 1 4 , 


O O £ Q 

o Job . 


O/OC O C /" O 

.34 85, 35 68. 


.3619, 3749. .3829 




Seq. No. 


O O O C /I 

32354 






Seq. ID 


OJ991208 


_02 . 0106 . C7 


Gene No. 


67103 






Strand 






Start 


28 






End 


6190 




Name 


a Trim o n o no 


A1 A/" 

U ID 6 . 


C / . o3 . tm 


Method 


TBLASTX: 


Maize 


Start 


O O /" Cl 

3369 






End 


4286 




GI 


none 






Score 


146 




Exons 


3369 . .34oo, 


o o o n 

33 / 9 . 


O /I O /" oc/~o 

.3486, 3568 . 


.3618, 3568. .3618, 


3578. .3619, 




OT/IO O O C C 

o/4o. .38 55, 


j / 4 y . 


oocc o n o /i 

. 3856, 39 /4 . 


.4024, 4230. .4286 




Seq. No. 


O O O C A 

32354 






Seq. ID 


OJ991208 


02 . 0106 . C7 


Gene No. 


67103 






Strand 






Start 


28 






End 


6190 




Name 


ojyyizUo oz. 


n i n c 
0106 . 


C / . OZ . t S 


Method 


TBLASTX: 


Soybean 


Start '■■ 


/too/" 

4236 






End 


5563 


GI 


none 






Score 


75 




Exons 


/I O O /" /IOCC 

4236 . . 4355, 


/! O O C 

4 285. 


/IOC/" i J r a 

. 4 356, 4 4 59. 


.4542, 4472. .4540, 


4604 . . 4663, 




4 b(J5 . .4661, 


c /i o n 
542 9. 


. 5512 , 54 33 . 


.5513, 5519.. 5563, 


5523 . . 5555 


beq. No. 


5Z 354 






Seq. ID 


OJ991208 


_02 . 0106 . C7 


Gene No. 


67103 






Strand 






Start 


28 






End 


6190 




Name 


A7QQ1 OflQ HO 


nine 
010 6. 


C / . o4 . tm 


Method 


TBLASTX: 


Maize 


Start 


A A f Ci 

4 4 69 






End 


5578 




GI 


none 






Score 


113 




Exons 


4 4 by . . 4 D4 0 , 


4 4/1. 


.4 542, 4 4/3. 


.4541, 4604. .4663, 


^ /~ n c A f~ f~ A 

4 605 . .4 664, 




5 418. .5546, 


C A ^ A 

5424 . 


. 5558 , 5426 . 


.5578, 5426. .5563, 


5530 . . 5565 


Seq. No. 


O O O C A 

oZob 4 






Seq. ID 


OJ991208 


02 . 0106 . C7 


Gene No. 


67104 






Strand 






Start' 


9867 






End 


12846 




Name 


OJ991208 02. 


0106. 


C7.ol.ts 


Method 


TBLASTX: 


Soybean 


CM , v +- 

btart 


9867 






End 


12846 




bl 


none 






Score 


128 




Exons 


9867. .9977, 


12369 


. . 12530, 12375. . 12734 


, 12376.. 


12735, 




12491. .12610, 12505. .12732, 12591 12734 , 12757 


. .12846, 




12790. .12846 












Seq. No. 


32354 




** 


Seq. ID 


OJ991208 


_02.0106.C7 


Gene No . 


67104 






Strand 






Start 


9867 






End 


12846 




Name 


OJ991208 02. 


0106. 


C7 .ol. tm 


Method 


TBLASTX: 


Maize 


Start 


12426 






End 


12817 




GI 


none 






Score 


502 




Exons 


12426. .12803 


, 12426. .12809, 12427 128 10, 12482 


. .12817 


Seq. No. 


32355 






Seq. ID 


OJ991028 


_03.0118.C1 



32471 



Gene No. 67105 Strand + 

Start 1 End 4323 

Name OJ991028_03 . 0118 . CI . ol . gp Method AAT/GAP 

Start 1 End 464 

GI uOosflcyp097bllbl Score 496 

Exons 1..53, 137. .343, 441. .464 

GI Descrip. ' 6017 117/gb | AAF01600 . 1 | AC0098 95_21 3.0e-17 (AC009895) unknown 
protein [Arabidopsis thaliana] 

>gi_6091765_gb_AAF03475.1_AC009327_14 (AC009327) unknown protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32355 Seq. ID 

67105 Strand 

1 End 

OJ991028_03.0118.Cl.ol.np Method 

1 End 

6017117 Score 
1..53, 137. .343, 441. .656, 
3588. .3724, 3952. .4156 

(AC009895) unknown protein [Arabidopsis thaliana] 
gi| 6091765|gb|AAF03475.1|AC009327_14 (AC009327) unknown protein 
[Arabidopsis thaliana] 



OJ991028_03.0118.C1 
+ 

4323 
AAT/NAP 
4156 
677 



2232. .2434, 2663. .2758, 3313. .3498, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32355 
67105 
1 

OJ991028_03.0118.Cl.ol.tm 
3 

none 



Seq. ID OJ991028_03.0118.C1 



Strand 
End 

Method 

End 

Score 



+ 

4323 

TBLASTX: Maize 

2469 

58 



3. .53, 14. .55, 130. .345, 134. .346, 438. .659, 438. .653, 443.-658, 
2230. .2298, 2232. .2300, 2232. .2297, 2234. .2299, 2365. .2457, 
2367. .2456, 2384. .2458, 2386. .2469 



Seq. No. 32355 

Gene No. 67105 

Start 1 

Name OJ991028_03 . 0118 . CI . ol . gs 

Start 137 

GI none 
Exons 



Seq. ID OJ991028 03. 0118. CI 



Strand 
End 

Method 

End 

Score 



137. .343, 441. .656, 2232. .2298, 3305, 
3952.. 4132 



+ 

4323 
GENSCAN 
4132 
.62 

,3498, 3588.-3724, 



Seq. No. . 32355 Seq. ID 

Gene No. 67105 • Strand 

Start 1 ' End 

Name OJ991028_03 . 0118 . CI . o2 . gp Method 

Start 1603 End 

GI none Score 

Exons 1603. .1715 



OJ991028_03.0118.C1 
+ 

4323 
AAT/GAP 
1715 
179 



Seq. No. 32355 Seq. ID 

Gene No. 67105 . Strand 

Start 1 End 

Name OJ991028_03 . 0118 . CI . o3 . qp Method 

Start 2235 End 

GI LIB3434-030-P1-K1-F8 Score 

Exons 2235..2298, 2388.. 2596 



OJ991028_03.0118.C1 
+ 

4323 
AAT/GAP 
2596 
285 



32472 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'6017117/gb|AAF01600.1 |AC009895_21 7.0e-14 (AC009895) unknown 
protein [Arabidopsis thaliana] 

>gi_6091765_gb_AAF03475.1_AC009327_14 (AC009327) unknown protein 
[Arabidopsis thaliana] 1 



32355 
67105 
1 

OJ991028_03.0118.Cl.o4 . gp 
2241 

LIB3434-030-P1-K1-F8 

2241. .2298, 2388. .2533, 2667, 



Seq. ID OJ991028_03.0118.C1 

Strand + 

End 4323 

Method AAT/GAP . 

End 2768 

Score 472 
.2768 

'6017117/gb|AAF01600.1|AC009895_21 7.0e-14 (AC009895) unknown 
protein [Arabidopsis thaliana] 

>gi_6091765_gb_AAF03475.1_AC009327_14 (AC009327) unknown protein 
[Arabidopsis thaliana] ' 



32355 
67105 
1 

OJ991028_03.0118.Cl.ol .ts 

2648 

none 



Seq. ID OJ991028_03.0118.C1 

Strand + 

End 4323 

Method TBLASTX : Soybean 

End 4048 

Score 125 



2648. .2758, 2656. .'2796, 3304. .3426, 3327. .3368, 3373. .3495, 
3414. .3539, 3588 .. 3698 ;, 3596 .. 3727 , 3950. .4048 



Seq. No. 32355 

Gene No. 67105 

Start 1 

Name OJ991028_03 . 0118 . CI . o3 . tm 

Start 2699 

GI none 
Exons 



Seq. ID OJ991028_03.0118.C1 

Strand + 

End 4323 

Method TBLASTX : Mai ze 

End 3535 

Score 74 

2699. .2761, 2699. .2749, 3291. .3491, 3294. .3518, 3295. .3498, 
3305.. 3535 



Seq. No. 32355 

Gene No. 67105 

Start 1 

Name OJ991028_03 . 0118 . CI . o2 . tm 

Start 3588 

GI none 
Exons 



Seq. ID OJ991028JD3.0118.C1 

Strand + 

End 4323 

Method TBLASTX : Maize 

End 4186 

Score 165 



3588. .3698, 3588. .3725, 3596. .3739, 3945. .4124, 3946. .4185, 
3950. ,4186 



Seq. No. 32355 
Gene No. 67105 
Start 1 

Name OJ991028_03 . 0118 . CI . o5 . gp 

Start 3640 

GI LIB3432-04 6-P1-K1-G4 

Exons 3640.. 3724, 3952. .4323 

GI Descrip. ' 6017 1 17/gb | AAF01600 . 1 | AC0098 95__21 5.0e-ll (AC009895) unknown 
protein [Arabidopsis thaliana] 

>gi_60917 65_gb_AAF034 75. 1 AC009327_14 (AC009327) unknown protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991028_03.0118.C1 

Strand + 

End 4323 

Method AAT/GAP 

End 4323 

Score 781 



Seq. No. 



32356 



Seq. ID OJ991028 03. 0118. C5 



32473 



Gene No. 


67106 


Strand 


+ 




Start 


158 


End 


1510 




Name 


OJ991028 03 0118 C5 ol aq 


Method 


GENSCAN 




Start 


158 ~~ 


End 


1510 




GI 


none 


Score 


.76 




Exons 


158. .254, 494. .564, 729 894, 


1497. .1510 




Seq. No. 


32356 • 


Seq. ID 


OJ991028_ 


_03.0118.C5 


Gene No. 


67107 


Strand 






Start 


1719 


FnH 


99 ^ S 




Name 


OJ991028 03 0118 C5 o2 nq 


Method 


GENSCAN 




Start 


1719 ~~ 


End 


2255 




GI 


none 


Score 


.69 




Exons 


1719 1737 2059 2255 








Seq. No. 


32357 


Seq. ID 


OJ991028_ 


_03.0118.C6 


Gene No. 


67108 


Strand 


+ 




Start 


67 


End 


488 




Name 


OJ991028 03 0118 C6 ol aq 


Method 


GENSCAN 




Start 


67 ~ 


End 


488 




GI 


none 


Score 


.92 




Exons 


67 . . 152, 474 .. 488 








Seq. No. 


32357 


Seq. ID 


OJ991028_ 


VJ -J • UllO . ^ o 




67 109 


Strand 


+ 




Start 


2474 


End 


5698 




Name 


OJ991028 03.0118.C6.o2.gs 


Method 


GENSCAN 




Start 


2474 


End 


5698 




GI 


none 


Score 


. 65 




Exons 


2474 2522 2769 2929 336ft 


.3394, 3524. .3546, 


TQAQ TOCO 




4092 4207 432S 4410 4 4 4 6 


.4561, 48 


58. .4915, 


M ^9 ^9^7 




5532 5698 








Qpri No 


32357 


Seq. ID 


OJ991028_ 


n "3 ni 1 q n a 
Uj . Ullo .LO 


Gene No . 


67109 


Strand 


+ 




Start 


2474 


End 


5698 




Name 


OJ991028 03.0118.C6.ol.gp ""V; 


Method 


AAT/GAP 




Start 


2626 


End 


3145 




GI 


LIB34 34-038-P1-K1-F1 


Score 


732 




Exons 


2626. .3145 








GI Descrip. 


. '5257255/dbj I APQ00364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


32357 ' 


Seq. ID " 


OJ991028_ 


03. 0118. C6 


Gene No. 


67110' 


Strand 


+ 




Start 


7280 


End 


10582 




Name 


OJ991028 03.0118.C6.ol.np 


Method 


AAT/NAP 




Start 


7280 


End 


10579 




GI 


5803259 


Score 


5153 




Ex on «3 


7280. .8541, 8637. .8823, 8866. 


.10579 






GI DescriD 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32357 


Seq. ID 


OJ991028_ 


03. 0118. C6 


Gene No. 


67110 


Strand 


+ 




Start 


7280 


End 


10582 




Name 


OJ991028 03.0118.C6.o3.gs 


Method 


GENSCAN 




Start 


7280 


End 


10582 





32474 



GI 

Exons 



none Score . 62 

7280. .7849, 7910. .8462, 8996. .9556, 9582. .10431, 10468. .10582 



Seq. No. 32357 Seq. ID 

Gene No. 67111 Strand 

Start 17443 End 

Name .. OJ991028_03 . 0118 . C6 . o3 . np Method 

Start 17443 End 

GI 5922623 Score 

Exons 17443. .17530, 17645.. 17712 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



OJ991028_03.0118.C6 
+ 

17712 
AAT/NAP 
17712 
79 



gi | 6016856 | dbj IBAA85199.il 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 32357 Seq. ID OJ991028_03 . 0118 . C6 

Gene No. 67112 Strand 

Start 10590 End 11051 

Name OJ991028_03 . 0118 . C6 . o2 . gp Method AAT/GAP 

Start 10590 End 11051 

GI 2428323 Score 858 

Exons 10590. . 11051 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 32357 

Gene No. 67113 

Start 11192 

Name OJ991028_03 . 0118 . C6 . o3 . tw 

Start 2584 

GI none 
Exons 



17646 

TBLASTX: Wheat 
15581 
74 

2584. .2640, 15095 .. 15580, 15122 .. 15316, 15126 .. 1538 6, 
15408. .15581 



Seq. ID OJ991028_03.0118.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 32357 Seq. ID 

Gene No. 67113 Strand 

Start 11192 End 

Name OJ991028_03 . 0118 . C6 . o4 . gs . Method 

Start 11192 End 

GI none Score 

Exons 11192. . 14875 



OJ991028__03.0118.C6 

17646 
GENSCAN 
14875 
.88 



Seq. No. 32357 Seq. ID 

Gene No. 67113 Strand 

Start 11192 . . End 

Name OJ991028_03 . 0118 . C6 . o2 . np Method 

Start 11214 End 

GI 6498441 Score 

Exons 11214. .11494, 11588 .. 12985, 

14247. .14381, 14565 .. 14938, 

GI Descrip. 



OJ991028 03. 0118. C6. 
— . t 

17646 
AAT/NAP 
16860 
6792 



13157. .13465, 13658. .14072, 
15002. .154 65, 157 96. .16860 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 32357 Seq. ID 

Geue No. 67113 Strand 

Start 11192 End 

Name OJ991028 03 . 0118 . C6 . o7 . tw Method 



OJ991028_03.0118.C6 
17646 

TBLASTX: Wheat 



32475 




Start 


11528 




End 


11824 




GI 


none 




Score 


112 




Exons 


11528 . . 11824, 11541. 


. 11684 , 


11721. .11819, 11749. .11820 




Seq. No. 


32357 




Seq. ID 


OJ991028_03.0118 


.C6 


Gene No. 


67113 




Strand 






Start 


11192 




End 


17646 




Name 


OJ991028 03. 0118 .C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11825 ~ 




End 


12206 




GI 


none 




Score 


164 




Exons 


11825 . . 12205, 11856. 


. 12104 , 


12150. .12206 




Seq. No. 


32357 




Seq. ID 


OJ991028_03.0118 


.C6 


Gene No. 


67113 




Strand 


— 




Start 


11192 




End 


17646 




Name 


OJ991028 03 . 0118 .C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12020 ~~ 




End 


12343 




GI 


none 




Score 


204 




Exons 


12020. .12343, 12033. 


. 12314 








Seq. No. 


32357 




Seq. ID 


OJ991028_03.0118 


.C6 


Gene No. 


67113 




Strand 






Start 


11192 




End 


17646 




Name 


OJ991028 03*"'0118 C6 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


12536 ~~ 




End 


12848 




GI 


none 




Score 


60 




Fix nn q 


12536 12796 12750 


. 12848 








Sea No 


32357 




Seq. ID 


OJ991028_03.0118 




Gene No. 


67113 




Strand 






Start 


11192 




End 


17646 




Name 


OJ991028 03. 0118. C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


12596 




End 


13162 




GI 


5666795 




Score 


59 




Exons 


12596. .12796, 12851. 


.12988, 


13064. .13162 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


32357 




Seq. ID 


OJ991028_03.0118 


. C6 


Gene No. 


67113 




Strand 






Start 


11192 




End 


17646 




Name 


OJ991028 03. 0118. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12851 




• End. 


13285 




GI 


none 




Score 


88 




Exons 


12851. .13000, 12852. 


.12989, 


12854 . . 12991, 13034 . '. 13285, 






13044 . . 13220, 13088. 


.13285 








Seq. No. 


32357 




Seq. ID 


OJ991028_03.0118 


.C6 


Gene N6. 


67113 




Strand 






Start 


11192 




End 


17646 




Name 


OJ991028 03. 0118. C6. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


13910 




End 


14281 




GI 


none 




Score 


90 




Exons 


13910. .14281, 14121. 


.14264 








Seq. No. 


32357 




Seq. ID 


OJ991028_03.0118 


.C6 


Gene No. 


67113 




Strand 






Start 


11192 




End 


17646 





32476 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991028_03.0118.C6.o2. tw 

13940 

none 

1394 0. . 14359, 13947. .14 360 

32357 
67113 
11192 

.OJ991028_03.0118 .C6.o3.tm 

14033 

none 

14033. .14 416, 14 052. .14 417 



Method 

End 

Score 



TBLASTX: Wheat 

14360 

313 



Seq. ID OJ991028_03.0118.C6 
Strand 

End 17646 

Method TBLASTX : Mai ze 

End 14417 

Score 230 



32357 
67113 
11192 

OJ991028_03.0118.C6.ol. tm 
14444 
none 

14444 .. 14 749, 14 444 .. 14800, 14 454 ... 147 65 



Seq. ID OJ991028_03.0118.C6 
Strand 

17646 

TBLASTX : Maize 
14800 
114 



End 

Method 

End 

Score 



32357 
67113 
11192 

OJ991028_03.0118 .C6.ol.tw - 

14468 

none 

14 4 68. .14 929, 14 474 .. 14 92 9, 

32357 
67113 
11192 

OJ991028_03. 0118 .C6.o5.gs 

14939 

none 

14939. .16444 



Seq. ID OJ991028_03.0118.C6 
Strand 

End 17646 

Method TBLASTX : Wheat 

End 14930 

Score 228 
14475. . 14930 

Seq. ID OJ991028_03.0118.C6 
Strand 

End 17646 

Method GENSCAN 

End 16444 

Score .99 



Seq. No. 32357 

Gene No. 67113 

Start 11192 

Name OJ991028_03 . 0118 . C6 . 06 . tw 

Start 16319 

GI none 

Exons 16319. . 16576, 16353 .. 16592 , 16559 .. 16657 , 16560 .. 16652 , 
16664. .16711 



Seq. ID OJ991028_03.. 0118.C6 
Strand 

End 17646 

Method TBLASTX: Wheat 

End 16711 

Score 96 



Seq. No. 32357 

Gene No. 67113 

Start 11192 

Name OJ991028_03 . 0118 . C6 . o4 . tm 

Start 16421 

GI none 

Exons 16421. . 16669, 1 6422 .. 1657 1, 

Seq. No. 32357 

Gene No. 67113 

Start 11192 



Seq. ID OJ991028_03.0118.C6 
Strand 

End 17646 

Method TBLASTX : Mai ze 

End 16705 

Score 93 
16433. . 16705 

Seq. ID OJ991028__03.0118.C6 
Strand 

End 17646 



32477 



Name 

Start 

GI 

Exons 



OJ991028_03.0118 .C6.o6.gs Method 

16598 End 

none Score 
16598. .17383, 174 40. .17 64 6 



GENSCAN 
17646 



OC^» IN KJ • 


JL J JO 






Seq. ID 


OJ991028 


_03.011 


ft no 


Con d KT/-\ 


fi7 114 






Strand 


+ 








164 9 






End 


4381 






Name 


ZJ ZJ A- \J \J \J — / 


oi i r no oi 


.np 


Method 


AAT/NAP 






lJ L. Q. i- L. 


1 6^4 ~ 

X V «J *i 






End 


4378 






GI 


3608152 






Score 


426 






Exons 


1634 . . 1753, 


1830. .1953, 


2138. 


.2214, 2319. .2397, 


2481. . 


2590, 




3638. .3702, 


4288. .4378 












GI Descrip. 


(AC005314) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


32358 






Seq. ID 


OJ991028 


_03.011 


8. CIO 


Gene No. 


67114 






Strand 


+ 






Start 


1649 






End 


4381 






Name 


OJ991028 03 


.0118. CIO. o2 


.gs 


Method 


GENSCAN 






Start 


1649 






End 


4381 






GI 


none 






Score 


.81 






Exons 


1649. .1753, 


1830. .1953, 


2138. 


.2245, 2481. .2590, 


3602. . 


3702, 



4288. .4381 



Seq. No. 32358 Seq. ID OJ991028 

Gene No. 67114 Strand + 

Start 1649 End 4381 

Name OJ991028_03 . 0118 .CIO . ol . gp Method AAT/GAP 

Start 2373 End 3716 

GI uC-osflcyp089b03bl Score 921 

Exons 2373.. 2397, 2481.. 2590, 2987.. 3281, 3638.. 3716 

GI Descrip. '3608152 4, 
thaliana] ' 



03. 0118. CIO 



0e-ll (AC005314) hypothetical protein [Arabidopsis 



Seq. No. 32358 " 

Gene No. 67115 
Start 12721 

Name OJ991028_03 . 0118 . C10 . o4 . gs 

Start 12721 
GI none 

Exons.. 12721. .12846, 13430 13517, 

14136. .14243, 14 507 14 608 , 
15875. .15939, 16122 16316, 
17234. .17459, 17743 .. 17793, 
18740. .18802 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13613 

15262 

16404 

17873 



13830, 
15323, 
16523, 
18274, 



OJ991028_ 
+ 

18802 
GENSCAN 
18802 
.77 

13995. 
15538. 
16645. 
18364. 



03. 0118. C10 



, 14058, 
, 15628,- 
,16715, 
. 18488, 



Seq. No. 32358 
Gene No. 67115 
Start 12721 

Name OJ991028_03 . 0118 . C10 . o5 . np 

Start 13687 
GI 6651401 

Exons 13687. . 13830, 13995 .. 14058 , 

. ' 15088. .15138, 15262. .15323, 

16122. .16316, 16404. .16523, 
17743. . 17793, 17873 .. 18274 , 



Seq. ID 
Strand 
End 18802 
Method AAT/NAP 
End 18489 
Score 1917 
14136. . 14243, 14507 
15538. . 15628, 15875 
16645. .16715, 17234 
18364. .18489 



OJ991028_03. 0118. C10 

+ 



, 14608, 
, 15939, 
, 17459, 



GI Descrip. (AF180733) dynamin-like protein 4 [Arabidopsis thaliana] 



32478 



Seq. No. 32358 

Gene No. 67115 

Start 12721 

Name OJ991028_03 . 0118 . CIO . o3 . gp 

Start 17873 

GI LIB3431-04 7-P1-K1-E3 

Exons 17873.. 18038 

GI Descrip. 1 6015437/dbj | AB008112 . 1 | AB008112 6.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. ID OJ991028_03. 0118. CIO 

Strand + 

End 18802 

Method AAT/GAP 

End 18038 

Score 301 



Seq. No. 32358 Seq. ID 

Gene No. 67116 Strand 

Start 388 End 

Name OJ991028_03 . 0118 . C10 . ol .gs Method 

Start 388 End 

GI none Score 

Exons 388.. 550, 615.. 632 



OJ991028_03. 0118. C10 
632 

GENSCAN 

632 

.49 



Seq. No. 32358 

Gene No. 67117 

Start 4365 

Name OJ991028_03 . 0118 . C10 . o2 . gp 

Start 4365 

GI none 

Exons 4365.. 4813 



Seq. ID OJ991028J33. 0118. C10 
Strand 

End 4813 

Method AAT/GAP 

End 4813 

Score 621 "v- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ991028 03. 0118. C10 



32358 Seq. ID 

67118 Strand 
4861 End 14167 

OJ991028_03. 0118 .C10. o2 .np Method AAT/NAP 
4861 End 9516 

6117853 Score 1015 

4861. .5056, 5280. .5428, 5908. .6016, 6614. .6798, 6903.. 
7161. .7683, 7890. .7994, 8079. .8147, 9090. .9225, 9276.. 
9484. .9516 

(AJ002295) inositol-1, 4, 5-trisphosphate 5-Phosphatase 
[Arabidopsis thaliana] 



7121, 
9372, 



Seq. No. 32358 Seq. ID OJ991028_03 . 0118 . C10 

Gene No. 67118 . . Strand . - 

Start 4861. ^ End 14167 

Name OJ991028_03 . 0118 . C10 ,o3 . gs Method GENSCAN 

Start 5949 End 12550 

GI - none Score . 43 

Exons 5949.. 6131, 6903.. 7683, 7890.. 8044, 9103.. 9375, 11504.. 12550 

Seq. No. 32358 Seq. ID OJ991028_03 . 0118 . C10 

Gene No. 67118 Strand 

Start 4861 End 14167 

Name OJ991028_03 . 0118 . C10 . o3 . np Method AAT/NAP 

Start 11408 End 12717 

GI 3582328 Score 915 

Exons 11408.. 12717 

GI Descrip. (AC005496) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



32358 



Seq. ID OJ991028 03. 0118. C10 



32479 



Gene No. 67118 Strand 

Start 4861 End 14167 

Name OJ991028_03 . 0118 . CIO . o4 . np Method AAT/NAP 

Start 11408 End 14167 

GI 6091764 Score 695 

Exons 11408. .12805, 14073.. 14167 

GI Descrip. (AC009327) hypothetical protein [Arabidopsis thaliana] 



oeq . NO . 


JJZ jjo 








Seq. ID 


OJ99102E 


_03 . 0118 . C10 


bene ino. 


£7 1 1 Q 








Strand 








o n q n "3 
ZUoUo 








End 


21100 




Name 


pitqqi noci m 


A1 1 Q 


pi A — A 

. LIU . 0 4 


. cm 


Method 


TBLASTX: 


Maize 


Of a v-4- 

o tar l 


iDDl 








End 


4386 




(jl 


none 








Score 


109 




Exons 


1661. .1753, 


1662 


. .1754, 


1694 


.1756, 1 


825. .1860, 


1881. . 1952, 




1881. .1952, 


2136 


. .2186, 


2137 


.2184, 2318. .2401, 


2319. .2396, 




Z OZ U . . Z 4 UU , 


O A CQ 

Z4 bo 


. . zoy j , 


o a n a 
Z 4 / b 


.2604, 2477. .2605, 


24 81. . 2606, 




Jb JZ . . J by4 , 


O (2 O A 

Jb34 


O A O 

. . ooy o, 


4285 


.4386, 4286. .4384, 


4287 . . 4385 


oeq - no . 


jZjjo 








Seq. ID 


OJ991028 


_03. 0118. C10 


Gene No . 


b / 1 1 y 








. Strand 






o l art 










End 


21100 




Name 


uj y y i uz o uo . 


A1 1 Q 

Ullo 


. C1U . OZ 


. tc 


Method 


TBLASTX: 


Cress 




4 O O 3 








End 


9378 




GI 


none 








Score 


124 




Exons 


4885. .5055, 


4922 


. .5056, 


5277 . 


.5438, S279..5428, 


5894 . . 6010, 




o y uz . . buio, 


oy uo 


/TAAA 

. . bUUU , 


c c o ^ 

boob. 


.6801, 6608. .6799, 


6902 . . 7021, 




byuo . . / U4 u , 


c o a o 
by (JO 


. . / ODD , 


b9U4 . 


.7041, 7527.. 7556, 


7572 . . 7682, 




/ o / y . . / b / / , 


/ bll 


*7 ^ O O 

. . /boo, 


TOO A 

/ oo y . 


.7996, 9292. . 9372, 


9322 . . 9378 


oeq . jno . 


JZ jOo 








Seq. ID 


OJ991028 


AO AIIO o1 A 

_0 3. 0118. C10 


Gene No . 


CT1 1 Q 

d / 1 1 y 








Strand 






Start 


20803 








End 


21100 




Name 


OJ991028_03. 


0118 


C10.o3 


. ts 


Method 


TBLASTX: 


Soybean 


o tar l. 


A QQ 1 
4 y O 1 








End 


7229 




none 








Score 


66 




Exons 


/I QQi c a c c 


c a a o 

ouu y 


C A C 

. oUob, 


OZ / 1 . 


.5435, 5277.. 5393, 


527 9 . . 5428 , 




do y4 . . oui j , 


0 y Uj 


. bUUU , 


o yuo . 


. 6024, 6655. . 6801, 


6656. . 6799, 




boo 4 . . / UD4 , 


byuo 


. /UOD, 


byU4 . 


.7035, 7147.. 7224, 


7167 . . 7229 


Seq. No. 


32358 








Seq. ID 


OJ991028 


_03.0118.C10„ 


Gene No. 


67119 








Strand 






Start 


' 20803 








End 


21100 




Name 


OJ991028 03. 


0118. 


C10.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6586 








End 


7037 




GI 


none 








Score 


95 




Exons 


6586. .6801, 


6662. 


.6799, 


. 6903. 


.7016, 6903.. 7037, 


6904 . .7035 


Seq. No. 


32358 








Seq. ID 


OJ991028 


_03. 0118. C10 


Gene No. 


67119 








Strand 






Start 


20803 








End 


21100 




Name 


OJ991028 03. 


0118. 


C10.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


11390 








End 


11773 


GI 


none 








Score 


95 




Exons 


11390. . 11773 


, 11402. .11653, 11745. .11771 




Seq. No. 


32358 








Seq. ID 


OJ991028 


_03. 0118. C10 



32480 




Gene No. 


67119 






Strand 






Start 


20803 






End 


21100 




Ma TT1£» 
LN CUUC 


WO .7 _7 X \J 


^.O U J 1 UllO • LIU 


n1 f r 


Method 


TBLASTX: Cress 






11405 






End 


11972 






none 






Score 


43 






11405 . 


11944 11406 


. 11444 , 


11535. .11612, 11676. .11972 




Seq. No. 


32358 






Seq. ID 


OJ991028_03.0118 


.C10 


Gene' No. 


67119 






Strand 






Cf a rt 


2080 3 






End 


21100 








oq 01 1 r no 

O V-J.UXXO.LXVJ 


. o2 . tm 


Method 


TBLASTX: Maize 




uLdlt 


114 62 






End 


11998 




O X 


none 






Score 


372 






11462. 


.11998 










Seq. No. 


32358 






Seq. ID 


OJ991028_03.0118 


.C10 


Gene No. 


67119 






Strand 






Start 


20803 






End 


21100 






OJ991028 03. 0118. CIO 


. o5 . t s 


Method 


TBLASTX: Soybean 




O Lai L 


11774 






End 


12226 




O X 


none 






Score 


258 - - 






11774. 


.12226 










Seq. No. 


32358 






Seq. ID 


OJ991028_03.0118 


.C10 


Gene No. 


67119 






Strand 








20803 






End 


21100 






OJ991028 03. 0118. C10 




Method 


TBLASTX: Cress 




Of- y-f- 


11975 






End 


12344 




o X 


none 






Score 


43 






11975. 


.12109, 11987. 


1234 0 

. 1 ^. J T W / 


12093. . 12344 




Seq. No. 


32358 






Seq. ID 


OJ991028_03.0118 


C10 


Gene No. 


67119 






Strand 






Start 


20803 






End 


21100 




Name 


OJ991028 03. 0118. C10 


O £\ +• TT| 


Method 


TBLASTX: Maize 




c+- a r t- 

u Lai L 


12089 






End 


12415 




GI 


none 






Score 


72 




F.xnn^ 

J— 1 llu 


12089. 


.12334, 12165. 


. 12311, 


•12338. . 124:l-'5 






32358 






Seq. ID 


OJ991028_03.0118 


n n 

L X \J 


Gene No. 


67119 






Strand 






Start 


20803 






End 


21100 




Name 


OJ9910 


28^03. 0118. CIO 


• 0 1 . t W j 


. .Method 


TBLASTX: Wheat 




O L. a. X l_ 


12101- 






End 


12532 




X 


none 






Score 


77 






12101. 


.12322, 12161. 


■ X 1 x , 


12165. .12323, 12335. .124 42, 






12455. 


.12532 










O C . IN \J • 


32358 






Seq.. ID 


OJ991028_03.0118. 


n n 

LIU 




67119 






Strand 






Start 


20803 






End 


21100 




Name 


OJ991028 03. 0118. C10 


. 06 . tc 


Method 


TBLASTX: Cress 




Start 


13662 






End 


17462 




GI 


none 






Score 


100 




Exons 


13662. 


.13760, 13675. 


.13761, 


137 64. .13826, 137 65. .13830, 






13980. 


.14060, 13994. 


.14059, 


14134. .14262, 14 135 .. 14263, 






14505. 


.14618, 14506. 


.i4607, 


15086. . 15145, 15087. .15137, 





32481 



17397. .17462 



Seq. No. 32358 

Gene No. 67119 

Start 20803 

Name OJ991028_03 . 0118 . CIO . ol . ts 

Start 13686 

GI none 

Exons 13686. .13763 
13970. .14059 



14505. 
15260. 
15537. 
16122. 
16605. 
17240. 



,14603, 
,15322, 
,15638, 
,16316, 
,16715, 
,17476, 



13687. 
13980. 
14506. 
15261. 
15873. 
16401. 
16644 . 
17257. 



13764, 
14060, 
14,607, 
153.23, 
15941, 
16523, 
16715, 
17499, 



Seq. ID OJ991028J33. 0118. C10 
Strand 

End 21100 

Method TBLASTX : Soybean 

End 17826 

Score 109 
13762. .13830, 13789 .. 13830, 
14134. .14262, 14 135 .. 14263, 
15086. .15145, 15087. .15137, 
152 61. . 1532 6, 15535. .15636, 
15874. .15942, 16121 .. 1 6312, 
164 03. .16522, 16436 .. 1654 0, 
16645. .16716, 17235. .174 62, 
17743. .17826 



Seq. No. 32358 Seq. ID 

Gene No. 67119 Strand 

Start 20803 End 

Name OJ991028_03 . 0118 . C10 . o7 . tm Method 

Start 13689 End 

GI none Score 

Exons 13689, 
13991. 



OJ991028 03. 0118. C10 



,13760, 13690. .13761, 13764. 
,14059, 13992. .14060, 14135. 



21100 

TBLASTX: Maize 
14263 
95 

13826, 13765. .13830, 
14182, 14185. .14262, 



14186. .14263 



Seq. No. 32358 
Gene No. 67119 
Start 20803 

Name OJ991028_03 . 01 18 . C10 . ol . tm 

Start 15258 
GI none 

Exons 15258. . 15323, 15511 .. 15630, 

1584 9. .15941, 15872. .15967, 
16122. .16316," 16149. .16328, 
16643. .16696, 16644 .. 16715, 
17240. .17476, 17743 .. 17802, 
17987. .18043, 17 992 .. 18033, 
18358. .18483, 18384. .18482 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15535 

15874 

16401 

16645 

17870 

18101 



OJ991028 03. 0118. C10 



21100 

TBLASTX: Maize 
18483 
69 

15636, 15537. .15638, 
15942, 16121. .16312, 
16571, 16403. .16522, 
16716, 17235. .17462, 
17989, 17870. .17983, 
18274, 18124. .18273, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32358 

67119' 

20803 

O J991028_03. 0118 .C10. o3.tc 

15267 

none 

15267. .15323, 152 67. .15317, 
1584 9. . 15941, 15874. .15942, 
16122. .16328, 16400. .16522, 
16656. .16715, 17235. .17396, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991028 03. 0118. C10 



21100 

TBLASTX: Cress 
17396 
82 

15535. . 15636, ' 15537 .. 15638 , 
16108. .16299, 16121. .16315, 
164 01. . 16571, 16645. . 16716, 
17240. .17392, 1734 6. .17396 



Seq. No. 32358 Seq. ID 

Gene No. 67119 Strand 

Start 20803 End 

Name OJ991028_03 . 0118 . C10 . o4 . ts Method 

Start 17870 End 



OJ991028_03. 0118. C10 
21100 

TBLASTX: Soybean 
18483 



32482 



GI 

Exons 



none Score 81 

17870. . 17974, 17942 18034 , 18098 .. 18274 , 18160 18279, 

18358. . 18483, 18369. .18479 



Seq. No. 32358 Seq. ID 

Gene No. 67119 Strand 

Start 20803 End 

Name OJ991028_03 . 0118 . C10 . o4 . tc Method 

Start 17945 End 

GI none Score 
Exons 



OJ991028_03. 0118. C10 
21100 

TBLASTX: Cress 

18509 

42 



17945. . 17989, 17986 .. 18036, 17987 18028 , 18088 .. 18252 , 
18095. . 18274, 18361. . 184 92, 18372. . 18509 



Seq. No. 32358 Seq. ID OJ991028_03 . 0118 . C10 

Gene No. 67119 Strand 

Start 20803 End 21100 

Name OJ991028_03 . 0118 .C10 . 06 . np Method AAT/NAP 

Start 20803 End 21100 

GI 416731 Score 195 

Exons 20803.. 21100 

GI. Descrip. POLLEN SPECIFIC PROTEIN C13 PRECURSOR gi | 82655 | pir | | JQ1107 18. 3K 
protein precursor, pollen - maize gi | 255569 | bbs | 113677 (S44171) 
pollen specific protein [Zea mays=corn, Peptide, 170 aa] [Zea 
mays] gi | 1588 669 | prf || 2209273A Zml3 [Zea mays] 



OcC|. IN U * 


tot 


C prf TP) 


UU _7 .7 J. Vj ^ C 


n^ m i j 


3 pi n 


Gene No. 


67119 


Strand 








Start 


20803 


End 


21100 






Name 


OJ991028 03.0118.C10.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


20914 


End 


21100 






GI 


none 


Score 


155 






Exons 


20914 . .21099, 20915. .21100 










Seq. No. 


32359 


Seq. ID 


OJ991028 


_03.011* 


3.C11 


Gene No. 


67120 


Strand 


+ 






Start 


266 


End. 


530 






Name 


OJ991028 03.0118.Cll.ol.gp 


Method 


AAT/GAP 






Start 


266 


End 


530 






GI 


6025057 ' 


Score 


454 






Exons 


266. .530 










Seq. No. 


32359 


Seq. ID 


OJ991028 


_03.011E 


3.C11 


Gene No . 


" 67121 ' 


Strand 








Start 


454 


End 


1158 






Name 


OJ991028 03.0118.Cll.ol.gs 


Method 


GENSCAN 






Start 


454 


End 


1020 






GI 


none 


Score 


.92 






Exons 


454. .800, 888. .1020 










Seq. No. 


32359 


Seq. ID 


OJ991028 


_03.011£ 


i.Cll 


Gene No. 


67121 


Strand 








Start 


454 


End 


1158 






Name 


OJ991028 03.0118.Cll.o2.gp 


Method 


AAT/GAP 






Start 


679 


End 


1158 






GI 


Z311457 


Score 


713 






Exons 


679. .800, 888. .1158 










GI Descrip. 


4104058 9.0e-16 (AF031195) 


blue copper- 


-binding 


protein 


homo I 



32483 



[Triticum aestivum] 

Seq. No. 32359 Seq. ID OJ991028_03 . 0118 . CI 1 

Gene No. 67122 Strand 

Start * 4369 End 5977 

Name OJ991028JD3 . 0118 . Cll . o3 . gp Method AAT/GAP 

Start 4271 End 4719 

GI 2317523 Score 850 

Exons 4271.. 4719 

GI Descrip. 45104 06/gb | AAD214 93 . 1 | 2.0e-24 (AC006587) putative protein 
kinase [Arabidopsis thaliana] 



Seq. No. 32359 Seq. ID 

Gene No. 67122 Strand 

Start 4369 End 

Name OJ991028_03 . 0118 . Cll . o2 . gs Method 

Start 4369 End 

GI none Score 

Exons 4369. .5411, 5526.-5742 



OJ991028_03. 0118. Cll 

5977 
GENSCAN 
5742 
. 99 



Seq. No. 32359 Seq. ID 

Gene No. 67122 ■ • Strand 

Start 4369 End 

Name OJ991028_03 . 0118 . Cll . o4 . gp ' Method 

Start 4 7 67 End 

GI 70277_1.R1084 Score 

Exons 4767.. 5234 

GI Descrip. '3367520 4.0e-31 (AC004392) Similar to protein kinase APK1A, 
tyrosine-serine-threonine kinase gb_D12522 from A. thaliana. 
[Arabidopsis thaliana] 1 



OJ991028JD3. 0118. Cll 

5977 
AAT/GAP 
5234 
885 



Seq. No. 32359 

Gene No. 67122 

Start 4369 

Name OJ991028_03 . 0118 . Cll . o5 . gp 

Start 5270 

GI none 

Exons 5270.. 5411, 5526.. 5977 



Seq. ID OJ991028_03. 0118. Cll 
Strand 

End 5977 

Method AAT/GAP 

End 5977 

Score 1127 



Seq. No. 32359 Seq. ID 

Gene No. 67123 Strand 

Start 6469 End 

■Name OJ991028_03 . 0118 . Cll . o2 . tw Method 

Start 589 End 

GI none Score 
Exons 



OJ991028_03. 0118. Cll 
8839 

TBLASTX: Wheat > ' 

1000 

46 



589. .612, 589. .618, 634. .801, 659. .802, 889. .981, 890. .1000 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32359 
67123 
6469 

OJ991028_03. 0118. Cll. o3.tm 

589 

none 



Seq. ID OJ991028__03. 0118. Cll 
Strand 

End 8839 

Method TBLASTX : Mai ze 

End 1000 

Score 4 6 



589. .612, 634. .813. 656. .R14. R7R..982,- 890, ,1000,- 892. 



Seq. No. 
Gene No. 



32359 
67123 



Seq. ID 
Strand 



OJ991028 03. 0118. Cll 



32484 




Cf- 2 V+- 


6469 








End 


8839 




N3IUS 


OJ991028 03 


.0118 


.Cll.o3 


. ts 


Method 


TBLASTX : 


Soybean 


C 4- >»+- 


631 








End 


975 




none 








Score 


72 




-ir /-\ yi 


631. .777, 880. .975 










oeq« lno . 


32359 








Seq. ID 


OJ991028 


E 03 . 0118 . Cll 


uene no . 


67123 








Strand 






Start 


6469 








End 


8839 




Name 


OJ991028 03 


.0118 


.Cll.o2 


.tc 


Method 


TBLASTX : 


Cress 


Q+- a y-+- 


4462 








End 


5389 






none 








Score 


98 




Exons 


A A CLO /i col 


A C C A 

4 3 o4 


a c 0 a 

. . 4 59 0, 


4 648. 


..4725, 4765. .4866, 


4766. . 4867, 




4867. .5157, 


4874 


. .5131, 


014 U . 


..5217, 5144. .5290, 


5222. .5389, 




5227. .5367, 


5267 


. .5329 










oeq. no. 


32359 








Seq. ID 


OJ991028 


03.0118. Cll 


Gene No. 


67123 








Strand 






Start 


6469 








End 


8839 




Name 


OJ991028 03 


.0118 


.C11.02. 


. t s 


Method 


TBLASTX : 


Soybean 


otart 


4462 








End 


5358 


C T 


none 








Score 


330 




Exons 


4462. .5157, 


4556 


. .4933, 


4 988. 


.5131, 5140. .5241, 


5144 . . 5290, 




. 5245. .5358, 


5246 


. .5341 










beq . no . 


32359 








Seq. ID 


OJ991028 


_03. 0118. Cll 


Gene No. 


67123 








Strand 






Start 


6469 








End 


8839 




Name 


OJ991028_03. 


;'0118, 


.Cll.o2. 


, tm 


Method 


TBLASTX: 


Maize 


Of ^ v+- 

btart 


A A CO 








End 


5355 






none 








Score 


473 




Exons 


4462. .5157, 


4463, 


. .5125, 


514 0. 


.5217, 5141.. 5224, 


5245 . . 5355, 




5252. .5350 












Seq. No. 


32359 








Seq. ID 


OJ991028 


_03. 0118. Cll 


Gene No. 


67123 








Strand 






Otdlt 


6469 








End 


8839 




Name 


n TQQ1 09 R Pi ^ 


ni 1 0 
u 1 1 0 . 


, Lli . Ol . 


tw 


Method 


TBLASTX: 


Wheat 


Of -1 v-4- 


4625 








End 


5001 




P T 


none 








Score 


272 




Exons 


. . 4625. .4924,, 


4630. 


, .4938, 


A C\ *D O 

4 y j 3 . 


.5001 






Seq/ No. 


32359 








Seq. ID 


OJ991028 


_03.0118 .Cll 


Gene No. 


67123 








Strand 






Of a t~4- 


6469 








End 


8839 




Name 


OJ991028 03. 


0118. 


Cll .o4 . 


tw 


Method 


TBLASTX: 1 


Wheat 


ot art 


5029 








End 


5286 






none 








Score 


101 




JSxons 


5029. .5151, 


5036. 


.5218, 


5038 . 


.5217, 5236.. 5286, 


5252 . . 5284 


oeq. no. 


32359 








Seq. ID 


OJ991028 


_03 . 0118 . Cll 


Gene No. 


67123 








Strand 






Start 


6469 








End 


8839 




Name 


OJ991028 03! 


0118. 


Cll.ol. 


np 


Method 


AAT/NAP 




Start 


6458 








End 


8839 




GI 


6730659 








Score 


1234 




Exons 


6458. .7659, 


7746. 


.7866, 


8811. 


.8839 







32485 



GI Descrip. (AC007945) F28C11.9 [Arabidopsis thaliana] 



oeq. lno . 










oeq. iu 


OJy y lUzo 


_U J . Ullo . Cll 


uene lno . 


£71 9 7 








0 trana 






Q -f- — > -w-4- 
OtdlL 


£/l £ Q 










0 0 0 0 

oooy 




Name 




n 1 1 q 
. Ullo 


P 1 1 /-v 7 

. LI 1 . OJ 


.gs 




/"■> t*i XT O 7\ K1 

GENSCAN 






acq — 

04 0 y 






_na 


7 £ R a 

/ 000 




P T 


none 








Score 


c 0 

. 00 




Exons 


£4 £ Q 7 ^ £ 














Seq. No. 


32359 








Seq.' ID 


OJ991028 


_03.0118.C11 


Gene No. 


67123 








Strand 






C4- -a v-4- 
O L cLL U 


0*1 D y 








End 


8839 




Nanie 


P TQ Q 1 Pi 9 Q ft 7 


n 1 1 q 


PI 1 a1 

. L-l 1 .Ol 


. tni 


Method 


TBLASTX: 


Mai ze 


Of a r-+- 


£4 7 9 ~ 








End 


7596 




P T 


none 








Score 


85 




Exons 


£ /I 7 9 (TCI c 
04 / Z . . DDI J, 


£ A 7 7 


£ r r n 
. . 0D0U , 


£7 H7 

b / U / . 


. 6919, 6709. . 6918, 


^ A O 1 T AC H 

byj / . . / ubO , 




£ Q /! /I 7 fl 7 G 

oy4 4 . . / u jy , 


7 fl A £ 
/ U 4 0 


7 1 9 £ 

. . . / 1Z 0 , 


7 fl £ 9 

/ U bZ . 


.7232, 7062. .7250, 


/ U 0 J . . /zol, 




7 9 Q 1 7 R Q £ 

/ z y i . . /oyo, 


7 9 Q 9 

/ z y z 


. . / DoO 










Seq. No. 


32359 








Seq. ID 


OJ991028 


_03. 0118. Cll 


Gene No. 


67123 








Strand 








£ /I £ Q 

o4 o y 








End 


8839 




Name 


ojyyiuzo Uo, 


.Ullo. 


. Cl 1 . Ol , 


. ts 


Method 


TBLASTX: 


Soybean 




d A 7 9 

b4 / z 








End 


7847 


P T 


none 








Score 


165 




Exons 


£479 £ R £ 1 
04 / Z . . DJDl, 


£7 n Q 

0 / u y , 


£ Q 1 Q 

, . oy it? , 


£ 7 1 £ 

b / 1 b . 


.6910, 6916. .7050, 


by 4 / . . /u4o, 




/UbZ . . / ZOU, 


7 n 7 0 

/ u / z . 


. . /Zol , 


/z yi . 


.7497, 7292. .7411, 


1 Ml . . 7 665, 




7496. .7657, 


7708, 


. .7836, 


7746. 


. 7847 






osq . LNO . 


79 7 R Q 

j<i joy 








Seq. ID 


OJ991028 


U J . U 1 1 0 . Cll 


Gene No . 










Strand 






otarr. 


£/l £ Q 

04 o y 








End 


8839 




Name 


riiQQi nop n 7 


m 1 0 

.Ullo. 


p 1 1 /~\ 7 


. tc 


Method 


TBLASTX: 


Cress 


Of a r+- 

d t.ar c 


£4 7 9 
04 / Z 








End 


6918 




P T 


none 








Score 


201 




Exons 


6472. .6561, 


6712, 


, .6918, 


6716. 


.6910 






o e q . in o . 


0 0 y 








Seq. ID 


OJ991028 


U J . Ullo . Cll 


Gene No . 


£7 1 9 7, 








Strand 






Of 3 v +- 

OLdiL 


£/l £ Q 

0 4 0 y 








End 


8839 




Name 


P TQ Q 1 H 9 Q fl 7 

u j y y 1 uz 0 Uj, 


Ullo. 


p 1 1 a 7 
oil. 0 0 . 


tw 


Method 


TBLASTX:' 


Wheat 


oLdl L 


£7 19 _ 
D / 








End . 


7115 




PT 


none 








Score 


84 




Exons 


£719 £Q19 

o / 1 z . . b y iz , 


c 7 1 a 
d / lb, 


. oyiy , 


a 0 0 a 
byo4 . 


.7047, 7071. .7115 




Seq. No. 


32359 








Seq. ID 


OJ991028 


_03.0ir8.Cll 


bene lno * 


£ 7 1 9 7. 








Strand 






otarc 


£ /I C Q 

04 oy 








End 


8839 




Name 


OJ991028 03. 


0118. 


Cll.ol. 


tc 


Method 


TBLASTX : < 


Cress 


Start 


7092 








End 


7847 




GI 


none 








Score 


151 




Exons 


7092. .7250, 


7093. 


.7251, 


7291. 


.7665, 7292. .7423, 


7466. .7657, 




7699. .7845, 


7731. 


.7847 










Seq. No. 


32360 








Seq. ID 


OJ991028 


_03.0118.C12 


Gene No. 


67124 








Strand 


+ 





32486 



Start 


5762 




End 


6866 








Name 


HTQQ1 HOQ ni 1 Q pi 9 —1 


.np 


Method 


7\ 7\ T 1 /MAD 








Of -iyf 


G,*7 CO 
D / DZ 




End 










P T 

bl 


DO 1 jU jj 




Score 


o y o 








Exons 


^*7£9 ciQHR C/jnc ccon 
J / DZ . . jjUO/ 04 U j . . DjOU; 


6630. 


.6866 










bi Ucscrip . 


/ B. DHH 1 HPfl \ U , rr-\/-\ f- K f- -I p 3 1 

\Hruuiuou) nypoLncLicai 


protein [Oryza 


sa t i va J 








Seq. No. 


32360 




Seq. ID 


OJ991028 


_03 


0118. 


C12 


Gene No. 


67125 




Strand 










Of v- 4- 

o rar l 


o i z 






1 QQT 

i y y / 








Name 


ujyyiuzo Uj . Ul 1 o . blZ . Ol 


.gs 


Method 










otart 


Q1 O 

0 1Z 




End 


1 QQT 

i y y / 








P T 
bl 


none 




Score 


7 Q 

. / y 








Exons 
















Seq. No. 


32360 




Seq. ID 


OJ991028 


_03 


0118. 


C12 


Gene No. 


67126 




Strand 












jUj / 




End 


A CM 1 
4 U / 1 








Name 


uj yyiuzt) u j . ui i o . biz . oz 


.gs 


Method 


P X* M C P Zi M 








o tar r 






End 


A m 1 
4 U / 1 








p t 
bl 


none 




Score 


7 Q 








Exons 


on'?! "50^0 ^Q^o /mi 
fc OUj/..OUOZ, o y.o O . . 4 U / 1 














Seq. No. 


32360 




Seq. ID 


OJ991028_ 


_03 


0118; 


C12 


Gene No. 


67127 




Strand 










O +_ v> 4- 

otart 


ou y o 




End 


6577 








Name 


ATQQ1 riOQ Pi*} Pi 1 1 Q PI O — O 

ujyyiuzo Uj.uiio.liz.oo 


.gs 


Method 


GENSCAN 








Of _ vf 

o tart 


c n q o 

ouyj 




End 


6577 








P T 

bl 


none 




Score 


.54 








Exons 


DUy j . . Dl 0U, Dfi jj . . jjDO, 


6002. 


.6137, 6459.-6577 








Seq. No. 


32361 




Seq. ID 


OJ991028_ 


_03. 


0118. 


C13 


Gene No. 


67128 




Strand 










Of 3r f 


A 9 
4 Z 




End 


1470 








Name 


ujyyiuzo Uj.u1io.bij.01 


gs 


Method 


GENSCAN 








Of TV-f 


AO 

4 z 




End 


1470 








P T 
bl 


none 




Score 


.51 








Exons 


AO 1 /I £ "3 1 /I "7 Pi 
4 Z . .JO// 1 4 0 J . . 1 4 / U 














beq. no. 


j Z j oz 




Seq. ID 


OJ991028_ 


U J . 


Pi 1 1 Q 
Ullo . 


pi A 

bl 4 








Strand 


+ 








Start 


1739 




End 


2467 








Name • ' - 


OJ991028_03.0118.C14 .ol 


gp 


Method 


AAT/GAP 








otart 


1/ jy 




End 


2384 








p t 

bl 


OO 10 0 1 . Kl Uo 4 




Score 


852 








Exons 


1 TOQ 1 Q C EL O Pi C Pt' Ol T3 

i/jy..iyoo, zubu..zioj, 


2224 . 


.2384 










GI Descrip. 


4oo0oZZ/ eiTLD | bAb 4 j O y Z . 1 


2.0e 


-15 (AL050291) hypothetical 


protein 




[Homo sapiens] ' 














Q £s n Nr\ 

oeq. in o . 


-so ^ao 

jZ j OZ 




Seq. ID 


OJ991028_ 


_03. 


0118. 


PI A 
bl 4 


Gene No. 


67129 




Strand 


+ 








Start 


1739 




End 


2467 








Name 


OJ991028 03.0118.C14.ol. 


gs 


Method 


GENSCAN 








Start 


1816 




End 


2434 








GI 


none 




Score 


.82 








Exons 


1816.. 1965, 2060.. 2133, 


2224 . 


.2434 











32487 




Seq. No. 


z>25b2 








Seq. ID 


a Tnm noo 

OJ 991028 


no n *i *i o 

03.0118 


. C14 


Gene No. 


67129 








Strand 


+ 






Start 


1739 








End 


2467 






Name 


A 7QQ1 nOQ HO 

ujyyiuzo uo 


.0118 


.C14.o2 


. np 


Method 


AAT/NAP 






Start 


lyZ4 








End 


2467 






GI 


ouuoyoi 








Score 


264 






Exons 


1 QO A 1 q/;c 

l yz4 . . i y oo, 


2060 


. .2133, 


2224 


. .2467 








GI Descrip. 


( AJUUoUl O ) 


ABC transporter [Homo sapiens] 






Seq. No. 










Seq. ID 


OJ991028 


no n i i o 

__03 . 0118 


. C14 


Gene No. 


67130 








Strand 








Start ' 


1 








End 


255 






Name 


r\ tq q i n o q no 

ujyyiuzo uj 


.0118 


,C14.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


255 






GI 


b /Zloib 








Score 


295 






Exons 


1 o c c 
1 . .ZOO 
















GI Descrip. 


/ 7\ to n n i mo \ 
(ArUU 1U / Z ) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


JZ J DZ 








Seq. ID 


OJ991028 


_03.0118 


.C14 


Gene No. 


67131 








Strand 








Start 


1900 








End 


2434 






Name 


Ainm ao.o no 

ujyyiuzo uo 


.0118 


C14.ol 


. tc 


Method 


• TBLASTX: 


Cress 




Start 


19UU 








End 


2434 






GI 


none 








Score 


79 






Exons 


i n n n i n o 

lyUU . .1968, 


1908 


. 1961, 


2057 


..2134, 2059. .2133, 


2222. .2434, 




2.2.2.2. . . Zoo b 
















Seq. No. 


32362 








Seq. ID 


OJ991028 


_03.0118 


.C14 


Gene No. 


67131 








Strand 








Start 


i yuu 








End 


2434 






Name 


ojyyiozo Uo 


.0118 


C14.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


n n n n 

iyuu 








End 


2434 




GI 


none 








Score 


87 






Exons 


i yuu . . i y oo , 


2057, 


.2134, 


2221 


..2430, 2222. .2434 






Seq. No. 


oZooZ 








Seq. ID 


OJ991028 


_03.0118 


.C14 


Gene No. 


67131 








' Strand 








Start 


1900 








End 


2434 






Name 


ujyyiuzo Uo 


.0118. 


C14.ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


i n n n 

1 yuu 








End 


2370 






GI . 


none 








Score 


. 97 






Exons 


i yuu . . i y oo , 


1902. 


.1964, 


2059 


..2133, 2060.. 2134, 


2221. .2370, 




222,2 . .ZobO/ 


2224 . 


.2370 












Seq. No. 


O O O f~ O 

oZo oZ 








Seq. ID 


OJ991028 


_03.0118 


>C14 


Gene No. 


67131 








Strand 








Start 


1900 








End 


2434 






Name 


/-\Tnninoo no 

OJy91UZo Uo 


.0118. 


C14 .ol 


. trrr 


Method 


TBLASTX: 


Maize"' 




Start 


1900 








End 


2434 






GI 


none 








Score 


96 








J. .7 U U • • -L U O , 


1908. 


.1964, 


2059 


..2133, 2060.. 2134, 


2221. .2430, 




2222. .2434 
















Seq. No. 


32363 








Seq. ID 


OJ991028 


03.01 1 8 


C15 


Gene No. 


67132 








Strand 


+ 






Start 


1 








End 


1962 






Name 


OJ991028 03 


.0118. 


CIS.ol 


.np 


Method 


AAT/NAP 







32488 



Start 
GI 

Exons 

GI Descrip! 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1962 
1245 



4886522 
1..258, 1141. .1962 

(AL050291) hypothetical protein [Homo sapiens] 



32363 
67132 
1 

OJ991028_03.0118.C15.ol.ts 
4 

none 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End 1962 

Method TBLASTX : Soybean 

End 1961 

Score 89 



4. .189, 21. .257, 21. .254, 86. .256, 93. .257, 1139. .1960, 
1140. .1961 



Seq. No. 32363 

Gene No. 67132 
Start ' 1 

Name OJ991028_03 . 0118 . C15 . o2 . tc 

Start 15 

GI none 

Exons 15.. 83, 1139.. 1321, 1.140.. 1322 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End 1962 

Method TBLASTX : Cress 

End 1322 

Score 81 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 
Gene No, 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32363 
67132 
1 

OJ991028_03.0118 .C15.ol.tm 
21 

none 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End 1962 

Method TBLASTX : Maize 

End 1961 

Score 367 



21. .257, 86. .256, 87. .257, 95. .259, 265. .288, 1138. .1947, 
1139. .1630, 1139. .1960, 1140. .1961, 1140. .1289 



32363 
67132 
1 

OJ991028_03.0118.C15.o2.tw 
30 

none 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End 1962 

Method TBLASTX : Wheat 

End 1181 

Score 134 



30. .176,- 30. .149, 31. .153, 83... 175, 128. .256, 150. .257,- 
163. .303, 1140. .1181 



32363 
67132 

.1 

OJ991028_03.0118 .C15.ol.gs 
70 

none 

70. .258, 1141. . 1886 

32363 
67132 
1 

OJ991028_03.0118 .C15.ol. tc 
87 

none 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End . . 1962 ' ' ' 

Method GENSCAN 

End 188 6 

Score . 6 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End 1962 

Method TBLASTX : Cress 

End 1961 

Score 87 



87. .257, 1431. .1667, 1433. .1681, 1459. .1668, 1653. .1766, 
1664. .1951, 1664. .1960, 1665. .1961 



32489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



32363 
67132 
1 

OJ991028_03.0118.C15.ol.tw 

1184 

none 

1184. .1819, 1185. .1820 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End 1962 

Method TBLASTX : Wheat 

End 1820 

Score 963 



32363 
67132 
1 

OJ991028_03.0118.C15.ol.gp 
1668 

uC-osflM202097h08bl 
1668. .1935 

, 3005931/emb|CAA06290| 4.0e-27 (AJ005016) ABC transporter [Homo 
sapiens] ' 



Seq. ID OJ991028_03.0118.C15 

Strand + 

End 1962 

Method AAT/GAP 

End 1935 

Score 520 



32363 
67132 
1 

OJ991028_03.0118 .C15.o3.tw 

1820 

none 



Seq. ID OJ991028_03. 0118 .C15 

Strand + 

End 1962 

Method TBLASTX : Wheat 

End 1962 

Score 223 



1820. .I960, 1821. .1961, 1824. .1961, 1858. .1962 



32364 
67133 
15 

OJ991028_03.0118 .C16.ol.gs 
15 

none 

15. .176, 1720. .1824 



Seq. ID OJ991028_03.0118.C16 
Strand 

End 1824 

Method GENSCAN 

End 1824 

Score .75 



32364 
67133 . 
15 

OJ991028_03.0118.C16.ol.gp 
163 

37029_1.R1084 
163. .64 9 

•5714761/gbl AF173881. 1 IAF173881 6.0e-19 Oryza sativa subsp. 
indica serine/threonine protein phosphatase PP2A-4 catalytic 
subunit. (PP2A) gene, complete cds 1 



Seq. ID OJ991028_03.0118.C16 
Strand 

End 1824 

Method AAT/GAP 

End 64 9 

Score 910 



32365 
67134 
1 

OJ991028_03. 0118 .C17.ol.np 
1 

5803259 
1. .578 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ991028_03.0118.C17 

Strand + 

End 578 

Method AAT/NAP 

End 578 

Score 923 



32365 
67135 
50 



Seq. ID OJ991028_03.0118.C17 
Strand 

End 599 



32490 




Name 


OTQQ109R H1 1 R P1 1 /-n1 rrc 


l v Jfc; LI1UU 








O La. IT L 


en — 




D y y 






CI 


none 




A Q 






Exons 


jU . . 1 jj , Jl j . . Dyy 










Qarf VI n 
Oc(j. IN U . 


JZ ODD 




Pi TQQ1 0.9ft 


n 1 1 q 

Ullo 


P1 Q 
. LlO 


Gene No. 


67136 


Strand 


+ ~~ 






Start 


1 


End 


830 






Name 


OJ991028 03.0118.C18.ol.np 


Method 








OLall 


1 


End 










5803259 


Score 


ft A fi 






Exons 


1. .619 










P T V\ A O Z"' V 1 V\ 

bi uescrip . 


(AP000399) hypothetical protein [Oryza 


sativa j. 






Seq. No. 


32366 


Seq. ID 


OJ991028_03. 


0118 


.C18 


Gene .No. 


67136 


Strand 


+ 






Q+- -a v-+- 


1 


End 


ft 






Name 


ojyyiuzo Uo . u 1 lo . cio . oi . gs 


Method 


bLWoLAJN 






C+- a r-+- 
uLaiL 


84 


End 


ft 






PT 
bl 


none 


Score 


A 9 
. 4 z 






Hjauiio 


84. .477, 482. .563, 744. .830 










Seq'. No. 


32367 


Seq. ID 


OJ991108__05. 


0126 


.C2 


Gene No. 


67137 


Strand 


+ 








92 


End 


9 A "7 
Z H 1 






Name 


OJ991108 05.0126.C2.ol.gs 


Method 


P T? NT Q. P A "NT 








92 


End 


9 /I *7 
Z 4 / 






P T 


none 


Score 








1? v An 0 


92. .247 










Seq. No. 


32367 


Seq. ID 


OJ991108_05. 


0126 


.C2 


Gene No. 


67138 


Strand 








OLal L 


445 


End 


O / / 






Name 


OJ991108 05.0126.C2.o2.gs 


Method 








OLdlt 


445 


End 


t; 7 *7 






P,T 


none 


Score 


. OZ 






HAUIlo 


445. .577 










Con* Klr\ 

0 e q . in 0 . 


32368 


Seq. ID 


n TQQ1 1 HQ HR 


n i 9 a 

U ±Z O 


P *5 


Gene No. 


67139 


Strand 


+ ~" 






Start. 


1 


End 


697 






Name 


OJ991108 05.0126.C3.ol.np 


Method 


AAT/NAP 








■ 1 ■ • 


End 


■697 






PT 


2653671 


Score 


75 






Hi AUI 1 0 


1..37, 332. .697 










PT Ho 0 i r\ 


(U88587) 120 kDa style glycoprotein [Nicotiana alata] 




Seq. No. 


32368 


Seq. ID 


OJ991108__05. 


012 6 


.C3 


Gene No. 


67140 


Strand .. 








O Lai U 


468 


End 


556 






Name 


OJ991108 05.0126.C3.ol.gs 


Method 


GENSCAN 






Start 


4 68 


End 


556 






GI 


none 


Score 


. 95 






Exons 


468. .556 










Seq. No. 


32369 


Seq. ID 


OJ991108_05. 


0126 


.C5 


Gene No. 


67141 


Strand 









32491 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991108_05.0126.C5.ol.np 
1 

4454011 



End 

Method 

End 

Score 



4404 
AAT/NAP 
4404 
562 



1..239, 621. .693, 779. .916, 1005. .1227, 1717. .1822, 2043. .2139, 

3691. .3812, 3890. .3992, 4363. .4404 

(AL035396) putative protein [Arabidopsis thaliana] 



32369 
67141 
1 

OJ991108JD5.0126.C5.ol. tm 

625 

none 



Seq. ID OJ991108_05.0126.C5 
Strand 

End 4404 

Method TBLASTX : Mai ze 

End 1854 

Score 112 



625. .693, 626. .694, 779. .922, 779. .922, 832. .981, 969. .1166, 
996. .1166, 1006. .1167, 1006. .1182, 1007. .1171, 1715. .1825, 
1716.. 1826, 1717.. 1827, 1717.. 1854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32369 
67141 
1 

OJ991108_05.0126.C5.ol..ts 

625 

none 



Seq. ID OJ991108_05.0126.C5 
Strand 

End 4404 

Method TBLASTX : Soybean 

End ■ 397 9 

Score 95 



625. .690, 779. .922, 961. .1170, 1005. .1172, 1751. .1909, 
1785. .1826, 2037. .2138, 3690. .3818, 3691. .3825, 3697. .3816, 
3887. .3979, 3935. .3979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32369 
67141 
1 

OJ991108_05.0126.C5.ol.gs 

779 

none 



Seq. ID OJ991108_05.0126.C5 
Strand 

End 4404 

Method GENSCAN 

End 4399 

Score . 66 



779. .916, 1005. .1162, 1717. .1822, 2043. .2139, 3691. .3812, 
4334. .4399 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32369 
67141 
1 

OJ991108_05. 0126.C5.o2.tm 

2088 

none 



Seq. ID OJ991108_05.0126.C5 
Strand 

End 4 4 04 

Method TBLASTX :Maize 

End 3993 

Score 172 " 



2088. .2132, 3679. .3828, 3690. .3818, 3889. .3918, 3922. .3993, 
3924. .3977 



Seq. No. 32369 

Gene No. 67141 

Start 1 

Name OJ991108_05 . 012 6 . C5 . o3 . tm 

Start 2677 

GI none 

Exons 2677.. 2829, 2681.. 2824, 3195. 

Seq. No. 32370 

Gene No. 67142 

Start 8539 



Seq. ID OJ991108_05.0126.C5 
Strand 

4404 

TBLASTX: Maize 
3284 
125 



End 

Method 
End 
Score 
.3284 



Seq. ID OJ991108_05.0126.C6 
Strand + 
End 13264 



32492 




Name 


OJ991108 05.0126.C6.o2.np 


Method 


AAT/NAP 




O Lai U 


8539 


End 


13238 




C T 


4539658 


, Score 


150 




Exons 


8539..8S74, 9987. .10112, 10215 10358, 


13204. .13238 




T" l"^ (T* V T ir^v 

uescrip . 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








beq . 1NO . 


32370 


Seq. ID 


OJ991108_05.0126. 


C6 




67142 


Strand 


+ 




Start 


8539 


End 


13264 




Name 


OJ991108 05.0126.C6.o3.np 


Method 


AAT/NAP 




Cf a y~j- 

OLait 


9979 


End 


13264 






4539658 


Score 


146 




Exons 


9979. .10112, 10215. .10358, 


13245. . 13264 




(ai uescrip . 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








oeq. ino . 


32370 


Seq. ID 


OJ991108_05.0126. 


Co 


Gene No. 


67143 


Strand 






Start 


1 


End 


2200 




Name 


OJ991108 05.0126.C6.ol.np 


Method 


AAT/NAP 




otart 


1 


• - End 


2021 




C T 


4454011 


Score 


111 




Exons 


1..19, 297. .403, 1794. .2021 








GI Descr ip . 


(AL035396) putative protein 


[Arabidopsis thaliana] 




beq . vio . 


32370 


Seq. ID 


OJ991108_05.0126. 


Co 


Gene No . 


67143 


Strand 






Start 


1 


End 


2200 




Name 


OJ991108 05.0126.C6.ol.gp 


Method 


AAT/GAP 




C-h a v-+- 
OLdll 


1886 


End 


2200 




P T 


26826 1.R1084 


Score 


555 




Exons 


1886. .2200 








ox uescrip. 


, 1945282/emb|Y11351 IOSMYB1402 2.0e-15 


O.sativa mRNA for 


my!: 




factor, 1402 bp 1 








Seq. No. 


32371 


Seq. ID 


OJ991108_05.0126. 


C7 


Gene No. 


. 67144 


Strand 


+ 






685 


End 


4237 




Name 


OJ991108 05.0126.C7.ol.tm 


Method 


TBLASTX: Maize 






667 


End 


1033 . . 






none 


Score 


' 102 




Exons 


667. .786, 685. .789, '702. .791, 905. .1033, 913. .1032 




beg . wo . 


32371 


Seq. ID 


OJ9911Q8_05.0126. 


C7 


Gene No. 


67144 


Strand 


+ 




Start 


685 


End 


4237 




Name 


OJ991108 05.0126.C7.ol.gs 


Method 


GENSCAN 




otart 


685 


End 


4237 




C T 


none 


Score 


.96 




Exons 


685. .790, 909. .1033, 1495.. 


1610, 1685. 


.1778, 3403.. 3432, 






3504. .3617, 4160... 4237 








Seq. No. 


32371 


Seq. ID 


OJ991108 05.0126. 


CI 


Gene No. 


67144 


Strand 


+ 




Start 


685 


End 


4237 




Name 


OJ991108 05.0126.C7.o2.tm 


Method 


TBLASTX: Maize 





32493 



^ta rt* 


1 69R 

-L \J Z* O 


End 


3620 




rz t 
\j i 


none 


Score 


61 




E x o n s 


1 6Qfl 176Q 1704 177ft 1706 


.1777, 1882. .1947, 


IOOj. . X :? 4 O , 




1Rft4 1Q4Q 9Q16 3096 9Q99 


.3026, 2923. .3030, 


3400 3439 




3402 3434 3S02 3606 3503 


.3616, 3503. .3616, 


3S04 3690 

JJU4 . . JOlU 


o tr . v*\j • 


3937? 


Seq. ID 


OJ991108 


OR 01 96 rfi 




67 1 4 S 

O / 1 4 .J 


- Strand 


+ 




u Lai L 


1 4Q 

X 4 -3 


End 


11758 




Name 


OJ991108 05.0126.C8.ol.gs 


Method 


GENSCAN 




Start 


149 


End 


10484 






n on ^ 


Score 


.52 




Hi Awl lo 


14Q 1 Q6 94Q 37Q 447 6ft0 


1112. .1154, 1216. 


. 1375, 




i Rfi? 1636 907ft 91 S3 4103 


.4202, 5404. .5650, 


5697. .5959, 




60S0 617Q 6S64 6S7Q 6696 


.6699, 10016. .10130, 10143 .. 10292 , 




1 036R 10484 

lu JUO . . 1 VJ 4 O 4 








Con Mo 


39379 


Seq. ID 


OJ991108 


_05.0126.C8 


f2 a ■pi o Mo 


67 1 4 S 

U / 14 J 


Strand 


+ 




Start 


149 


End 


11758 




Name 


OJ991108. 05.0126.C8.ol.gp 


Method 


AAT/GAP 




otdi L 


SS30 


End 


5965 




oX 


37 61 37 9 


Score 


814 




FvAnc 


S S 30 S Q6 S 








vjx ucooiipi 


1 Q 4 S 9 ft 9 /f=»mh 1 Y 1 1 3 S 1 lf)C!MYRl409 

134 jLOt / triUJLJ | 1 11 JJ1 | UOnID14U^ 


2.0e-15 0 


. sativa mRNA for myb 




fapfnr 1 409 hn 
laClOi / X4UZ Dp 








JC^i IN U * 


39 37 9 


Seq. ID 


OJ991108 


_05.0126.C8 


Gene No. 


67145 


Strand 


+ 




Start 


149 


End 


11758 




Name 


OJ991108 05.0126.C8.ol.np 


Method 


AAT/NAP 




C +- a rf- 
.OLdl L. 


5828 


End 


8251 




\j X 


5823335 


Score 


360 




W V O T~l C 


5828.. 5963, 6057.. 6179, 7356. 


.7433, 8233.. 8251 




(~1 T Ho o/^ri n 


(AF176001) putative transcription factor [Arabidopsis thaliana] 


Qon Mo 
O^q > iNU • 


32372 


Seq. ID 


OJ991108 


_05.0126.C8 


Gene No. 


67145 


Strand 


+ - 




Start 


149 


End 


11758 




Name 


OJ991108 05.0126.C8.o2.np 


Method 


AAT/NAP 




O Lai L 


6626 


End 


7261 




rij 


6714302 


Score 


96 






6626. .6713, 7189. .7261 










(AC013354) F15H18.8 [Arabidopsis thaliana] 




ucljt LN (J • 


32372 


Seq. ID 


OJ991108_ 


JD5..0126.C8 


Gene No. 


67145 


Strand 


+ 




Start 


149 


End 


11758 




Name 


OJ991108 05.0126.C8.o2.gp 


Method 


AAT/GAP 




Start 


6865 


End 


7616 




GI 


LIB34 32-013-P1-K1-E3 


Score 


844 




Exons 


6865.. 7257, 7536.. 7616 








GI Descrip. 


' 1334 4 6/sp| P12093 | RP0D_0RYSA 3.0e-09 DNA- DIRECT ED RNA POLYMERASE 



BETA" CHAIN >gi_66986 pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta' '-2 chain - rice chloroplast 

>gi_1197 3_emb_CAA33988__ (X15901) RNA polymerase beta 11 subunit-2 
[Oryza sativa] 1 



32494 



Seq. No. 


32372 




Seq. ID 


OJ991108_05.0126.C8 


Gene No. 


67145 




Strand 


• + 


91-^ rt 


X *i ^ 




End 


11758 




O.TQQ1 1 DP 0 S 


. 0126.C8.o4 .np 


Method 


AAT/NAP 


OLOI L 


U4 JO 




End 


11758 


VJ X 


6721512 




Score 


105 


LAUl 10 




10035. .10142, 10170. . 1033< 


5, 11723. .11758 


ox UcaLIip,. 


\r\r U UJ.U / j 


hypothetical protein [Oryza sativa] 




32372 




Seq. ID 


OJ991108_05.0126.C8 


UC11C IN . 


67145 




Strand 


+ 


Start 


149 




End 


11758 


Name 


OJ991108 05 


.0126.C8.o4.gp 


Method 


AAT/GAP 


0 Lai L 


11094 




End 


11490 


ox 


LIB3477-003 


-P1-K1-E9 


Score 


104 




11094. .11169, 11466. .11490 






f2T DpQpr "i n 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








JCLjt ■ In L> • 


32372 




Seq. ID 


OJ991108_05.012.6-.C8. 


firing Ma 


67146 




Strand 






5446 




End ... 


7637 


Name 


OJ991108 05 


. 0126.C8.o3.np 


Method 


AAT/NAP 


Start 


5446 




End 


7637 


-L 


133446 




Score 


460 


T7 1 /~\ y~> c» 


5446. .5518, 


7304. .7637 








DNA- DIRECTED RNA POLYMERASE 


BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 




DNA-directed RNA polymerase 


(EC 2.7.7. 


6) beta* -2 chain - rice 




chloroplast 


gi| 11973 |emb|CAA33988 | (X15901) RNA polymerase beta 




subunit-2 [Oryza sativa] 






Seq. No. 


32372 




Seq. ID 


OJ991108_05.0126.C8 


Gene No. 


67147 




Strand 






7922 




End 


8418 


Name 


OJ991108 05 


.0126.C8.ol.ts 


Method 


TBLASTX: Soybean ■ 


0 Lai L 


5778 




End 


6182 


PT 
Ijx 


none 




Score 


59 




5778. .5960, 


5828.. 5854, 5860 


..5973, 6048. .6173, 6049. .6180, 




6060. . 6182 








Seq. No. 


32372 




Seq. ID 


'OJ991108_05.0126.C8 


Gene No. 


'67147 




Strand 






7922 




End 


8418 


Name 


OJ991108 05 


.0126.C8.ol.tm 


Method 


TBLASTX: Maize 


uLdXL 


5806 




End 


6182 


OX 


none 




Score 


71 


ExonSj 


5806. .5871, 


5807.. 5857, 5851 


..5958, 58 


59. .5972, 5860. .5973, 




6048. .6182, 


6049. .6180 






Seq. No. 


32372 




Seq. ID 


OJ991108_05.0126.C8 


Gene No. 


67147 




Strand 




Start. 


7922 




End 


8418 


Name 


OJ991108 05 


0126.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


5821 




End 


6182 


GI 


none 




Score 


50 



32495 



Exons 



5821. .5871, 5828. .5854, 5851. .5973, 5853. .5963, 6048. .6182, 
6049. .6180 



Seq. No. 32372 

Gene No. 67147 

Start 7922 

Name OJ991108_05 . 0126 . C8 . ol . tw 

Start 5827 

GI none 

Exons 5827.. 5871, 5830.. 5973, 5868. 

6046. .6180, 6725. .6781, 6846. 



Seq. ID OJ991108_05.0126.C8 
Strand 

End 8418 

Method TBLASTX : Wheat 

End 6881 

Score 137 

.5960, 6033.. 6176, 6045.. 6182, 
.6881 



Seq. No. 32372 

Gene No. 67147 

Start 7922 

Name OJ991108_05 . 0126 . C8 . o2 . tc 

Start 7343 

GI none 

Exons 7343.. 7558, 7345.. 7599, 7352. 



Seq. ID OJ991108_05.0126.C8 
Strand 

End 8418 

Method TBLASTX : Cress 

End 7599 

Score 160 
.7534 



Seq. No. 32372 

Gene No. 67147 

Start 7922 

Name OJ991108_05 . 0126 . C8 . o3 . gp 

Start 7922 

GI none 

Exons 7922.. 8418 



Seq. ID OJ991108_05.0126.C8 

Strand - 

End 8418 

Method AAT/GAP 

End 8418 

Score 956 



Seq. No. 32373 

Gene No. 67148 

Start 56 

Name OJ991108JD5 . 0126 . C9 . ol . gs 

Start 56 

GI none 

Exons 56..258 



Seq. ID OJ991108_05.0126.C9 

Strand 

End 258 

Method GENSCAN 

End 258 

Score . 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exphs 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32373 
67149 
2505 

OJ991108 
1963 
1709814 
1963. .1985, 
PHOTOSYSTEM 



OJ991108 05. 0126. C9 



05.0126.C9.ol.np 



.Seq. ID _ 
Strand 

End 5507 
Method AAT/NAP 
End 5507 
Score 41 
3991.-. 408.9, 5464 .. 5507 
I P700 CHLOROPHYLL A APOPROTEIN Al 
gi|2147916|pir| IS73205 photosystem I p700 chlorophyll A 
apoprotein Al - Porphyra purpurea chloroplast gi | 127 6750 
(U38804) Photosystem I p700 chlorophyll A apoprotein Al 
[Porphyra purpurea] 



32373 
67149 
2505 

OJ991108_05.012 6.C9.o2.gs 

2505 

none 



Seq. ID OJ991108JD5. 0126. C9 
Strand 

End • 5507 

Method GENSCAN 
End 3635 
Score .42 



2505. .2671, 2716. .2844, 3587. .3635 



32496 



Seq. No. 


32373 


Seq. ID 


OJ991108JD5 


.0126. 


C9 


Gene No. 


67149 


Strand 








otart 


o c: a c 




rem 






Name 


OJ991108 05 . Olzo . C9 . o3 . gs 


Method 


GENSCAN 






Start 


A tZC\ A 

4 oUU 




5251 






GI 


none 


Score 


. 88 






Exons 


a cc\t\ a o a c C O O A COC1 

4 o(J(J . . 4 oUb , ozoU..ozol 










Seq. No. 


32374 


Seq. ID 


OJ991108_05 


.0126. 


C10 


Gene No. 


67150 


Strand 


+ 






Start 




End 


15878 






Name 


OJyyilUo Do . UIzd . C1U . ol . gs 


Method 


GENSCAN 






Start 


12 ol o 


End 


13998 






GI 


none 


Score 


.72 






Exons 


lz 61 o . . 12 byy , 13112 .. 13317 , 


13580. . 13998 






Seq. No. 


TOOT/ 

J 2 o / 4 


Seq. ID 


OJ991108_05 


a "i a r 

.012 6. 


CIO 


Gene No. 


67150 


Strand 


+ 






Start 


12616 


End 


15878 






Name 


OJ991108 05.0126.C10.o2.np 


Method 


AAT/NAP 






Start 


13075 


. End 


15878 






GI 


6689616 


Scpre 


198 






Exons 


13075... 13239, 1357 6. . 14 070/ 


15859. .15878 ■ 






GI Descrip. 


(AJ012301) proline-rich protein [Zea mays] 






Seq. No. 


32374 


Seq. ID 


OJ991108__05 


.012 6. 


C10 


Gene No. 


67151 


Strand 








Start 


46 


End 


10408 






Name 


OJ991108 05.0126.C10.ol.np 


Method 


AAT/NAP 






Start 


46 


End 


9333 






GI 


3892712 


Score 


524 






Exons 


46. .157, 894. .1043, 3634. .3726, 8017.. 


8127, 9249.. 


9333 




GI Descrip. 


(AL033545) adenine phosphoribosyltransf erase (EC 2 


.4.2.7 


) -like 




protein [Arabiciopsis thaliana] 








Seq. No. 


32374 


Seq. ID 


OJ991108J)5 


.0126. 


C10 


Gene No. 


67151 


Strand 








Start 


46 


End 


10408 






Name 


OJ991108 05.0126.C10.ol.gs 


Method 


GENSCAN 






Start 


99 


End 


10408 






GI 


none 


- Score 


.7 . 







Exons 



99. .157, 894. .1043, 3634. .3726, 8017. 
10406. .10408 



J127, 9249. .9375, 



Seq. No. 32374 Seq. ID OJ991108_05 . 012 6 . C10 

Gene No. 67151 Strand 

Start 46 End 10408 

Name OJ991108_05 . 0126 . C10 . ol . gp Method AAT/GAP 

Start 4959 End 8445 

GI LIB3477-003-P1-K1-E9 Score 118 

Exons 4959.. 5017, 8412.. 8445 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 



32374 
67152 



Seq. ID 
Strand 



OJ991108 05. 0126. C10 



32497 



• 



Start 
Name 
Start 
GI 

Exons 



21497 End 

OJ991108_05 . 0126 . CIO . ol . tc Method 

99 End 

none Score 



21892 

TBLASTX : Cress 
9321 
'134 



99. .158, 895. .1044, 3621. .3731, 3632. .3730, 8015. .8128, 
8016.. 8129, 9247.. 9321, 9248. .9319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32374 Seq. ID 

67152 Strand 

21497 End 

OJ991108_05. 0126. C10. o2.tm Method 

99 End 

none Score 



OJ991108 05. 0126. C10 



99. .158, 895. .1044, 904. .1041, 971, 
3632. .3730, 9247. .9309 



21892 

TBLASTX: Maize 
9309 
81 

1081, 3621.. 3731, 



beq. no. 


32374 




Seq. ID 


OJ991108 


_05 . 0126 


.C10 


Gene No . 


67152 




Strand 








Start 


21497 




End 


21892 






Name 


OJ991108 05. 0126. C10 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Of -V vf 


99 




End 


9312 




bl 


none 




Score 


84 






Exons 


99. .158, 895. .1044, 


896. .1057 


, 3621.. 


3731, 3632 


*. .3730, 






3650. .3739, 8013.. 8129, 8015. 


.8131, 9247. .9312 






Seq. No. 


32374 - 




Seq. ID 


OJ991108 


_05. 0126, 


.C10 


Gene No. 


67152 




Strand 








Start 


21497 




End 


21892 






Name 


OJ991108 05. 0126. C10 


.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


99 




End 


3724 






GI 


none 




Score 


71 






Exons 


99. .158, 895. .1044, 


905. .1045 


, 3621.. 


3722, 3632 


. .3724 




Seq. No. 


32374 




Seq. ID 


OJ991108 


_05.0126, 


,C10 


Gene No. 


67152 




Strand 








Start 


21497 




End 


21892 






Name 


OJ991108 05. 0126. C10 


. ol . tm 


Method 


TBLASTX:] 


Maize 




Start 


■ 13578 




End 


13865 






GI 


none 




Score 


51 






Exons 


13578. .13610, 13579. 


.13611, 13635. . 13736, 13644 


. . 13724, 






13667. .13729,.. 13725. 


..13865, 13727. .13864 






Seq. No. 


32374- 




Seq. ID 


OJ991108 


JD5.0126. 


C10 


Gene No. 


67152 




Strand 








Start 


" 21497 




End 


21892 






Name 


OJ991108 05. 0126. C10 


. o4 . gs 


Method 


GENSCAN 






Start 


21497 




End 


21892 






GI 


none 




Score 


. 98 






Exons 


21497. .21892 













Seq. No. 32375 Seq. ID 

Gene No. 67153 Strand 

Start 453 End 

Name OJ991108_05 . 012 6 . Cll . ol . no Method 

Start 453 " End 

GI 2944178 Score 
Exons 



OJ991108_05. 012 6. CI 1 
+ 

3273 

A AT /NAP 

3273 

650 



453. .474, 1975. .2122, 2211. .2282, 2394. .2522, 2639. .2695, 



324 98 



• 





OT^C o o c c 


2973 


. .3050, 


3120, 


. .3273 




GI Descrip. 


(At UU / / / o ) 


trehalose-6- 


phosphate phosphatase [Arabidopsis 




thaliana ] 












Seq. No. 


O O O O C 

J2 o /5 








Seq. ID 


OJ991108_05. 0126. Cll 


Gene No. 


67153 








Strand 


+ 


Start 


453 








End 


3273 


Name 


^tqqi 1 no nc 

ujyyiiuo uo 


. 012 6 


. Cll . ol 


.gs 


Method 


GENSCAN 


start 


1 0 0 0 








End 


3260 


GI 


none 








Score 


.8 


Exons 


loob . . looo , 


1982 


. . 2122, 


2394 « 


..2522, 2639. .2695, 2765. .2866, 




2y / j . . ouou , 


3120 


. .3260 








C 1 « « XT _ 

Seq. No. 


O O O "7 C 

J2 J / b 








Seq. ID 


OJ991108_05. 0126. Cll 


Gene No . 


b / loo 








Strand 


+ 


Start 


453 








End 


3273 


Name 


OJ991108_05 


. 012 6 


. Cll . ol 


. tc 


Method 


TBLASTX: Cress 


s tart 


1 y bb 








End 


3263 


GI 


none 








Score 


175 


Exons 


xybb. ,211b, 


197 6 


. .2116, 


2009 . 


.2125, 2190. .2288, 2204. .2299, 




O O fl 1 O /I C A 

2 jyi . . 24 oy , 


2393 


. .24 70, 


2394 . 


.2471, 2639. .2698, 2764. .2865, 


- 


2 / / / . . 2o pb , 


2970 


. . 3056, 


3117 . 


.3263, 31 


19.. 3262 - . 


Seq. No. 


J2J / b 








Seq. ID 


OJ991108_05. 0126. Cll 


Gene No. 


67153 








Strand 


+ 


Start 


453 








End 


3273 


Name 


ujyyiiuo Uo 


. 0126 


. Cll . o2 


. tm 


Method 


TBLASTX : Maize 


Start 


1966 








End 


2423 


GI 


none 








Score 


167 


Exons 


1 O/-/- OTTO 

19oo . .2110,- 


1982 


. .2125, 


2018 . 


.2125, 22 


08. .2300, 2210. .2284, 




OOQ/ O / O O 

2^y4 . . 242 o 












Seq. No. 


O O O 1 c 

.323 75 








Seq. ID 


OJ991108_05. 0126. Cll 


Gene No. 


67153 








Strand 


+ 


Start 


453 








End 


3273 


Name 


ujyyiiuo uo 


.0126 


. Cll . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


i yy 4 








End 


2432 


GI 


none 








Score 


163 


Exons 


i no/ olio 

i yy 4 . ,ziiz, 


1985 


. .2119, 


2009 . 


.2125, 22 


10.. 2299, 2211.. 2282, 




zjy4 . . 24 J2 












Seq. No. 


o o o *7 c 
J2o /0 








Seq. ID 


OJ991108_05. 0126. Cll 


Gene No. 


67153 








Strand 


+ 


Start 


453 








End 


.3273 


Name 


uj yyiiud uo 


. 0126 , 


. Cll . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


i n o c 

19ob 








End 


2470 


GI 


none 








Score 


157 


Exons 


1985 . .2125, 


1987 . 


. . 2118, 


2211 . 


.2288, 2222. .2284, 2393. .2452, 




o o o. / o/^o 
2 J94 . , 24 62, 


o a no 
24 U2 , 


O A H A 

. .24 / U 








oeq. in o • 


-5 o o 7 c 

J6 J / J 








Seq. ID 


OJ991108_05. 0126. Cll 


Gene No. 


67153 








Strand 


+ 


Start 


453 








End 


3273 


Name 


OJ991108 05. 


.0126. 


.Cll .ol 


. tm 


Mf*f hnH 


TBLASTX : Maize 


Start 


2424 








End 


3267 


GI 


none 








Score 


62 


Exons 


2424. .2474, 


2764 . 


. .2868, 


2765. 


.2866, 2796. .2873, 2970. .3056, 



32499 



3044.. 3262, 3118.. 3267, 3120.. 3263 



* 



Seq. No.' 32375 Seq. ID 

Gene No. 67153 Strand 

Start 453 End 

Name OJ991108_05 . 0126 . Cll . ol . ts Method 

Start 2813 End 

GI none Score 

Exons 2813.. 2866, 2815.. 2865, 2964.. 3056, 2972.. 3052, 3117.. 3251, 
3119. .3259 



OJ991108_05. 0126. Cll 
+ 

3273 

TBLASTX: Soybean 
3259 
88 



Seq. No. 


32375 


Seq. ID 


OJ991108_05. 0126. Cll 


Gene No . 


67153 


Strand 


+ 


Start 


453 


End 


3273 


Name 


OJ991108 05.0126.Cll.o2.tw 


Method 


TBLASTX : Wheat 


Start 


2985 


End 


3263 


bl 


none 


Score 


58 


Exons 


2985.. 3053, 3119.. 3262, 3120.. 3263 




Seq. No. 


32376 


Seq. ID 


OJ991108_05.0126.C12 


Gene No. 


67154 


Strand 




Start 


704 


End ■ 


2279 - 


Name" 


OJ991108 05.0126.C12.ol.gp 


Method 


AAT/GAP. 


Start 


• 472 


End 


1003 


bl 


uC-osflcyp029g09bl 


Score 


1022 


Exons 


472. .1003 






GI Descrip. 


1 722377 9.0e-30 (U23139) highly similar to beta-ureidopropionase 




(.SP:BUP_RAT) [Caenorhabditis elegans] 1 




Seq. No. 


32376 ' 


Seq. ID 


OJ991108_05.0126.C12 


Gene No. 


67154 


Strand 




Start 


704 


End 


2279 


Name 


OJ991108 05.0126.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


689 


End 


1263 


GI 


none 


Score 


496 


Exons 


689. .1069, 690. .1037, 703.. 


,1089, 1199.. 


1249, 1204. .1260, 




1210. .1263 






Seq. No. 


32376 


Seq. ID 


OJ991108_05.0126.C12 


Gene No. 


67154 


Strand 




Start 


704 


End 


2279 


Name 


OJ991108 05.0126.C12.o2. tc 


Method 


TBLASTX: Cress 


Start 


691 • 


End 


976 


GI 


none 


Score 


126 


Exons 


691. .855, 696. .878, 707. .8£ 


!0, 884. .976, 


885. .974, 902. .976 



Seq. No'. 32376 

Gene No. 67154 ■ 

Start 704 

Name OJ991108_05 . 0126 . C12 . ol . gs 

Start 704 

GI none 
Exons 



2279 
GENS CAN 
2211 
.82 

704. .1066, 1216. .1440, 1516. .1743, 2023. .2211 



Seq. ID OJ991108_05.0126.C12 
Strand 
End 

Method 
End 
Score 



Seq. No. 32376 Seq. ID OJ991108_05 . 0126 . C12 

Gene No. 67154 Strand 

Start 704 End 2279 

32500 



Name OJ991108_05 . 0126 . C12 . ol . np Method AAT/NAP 

Start 728 End 2279 

GI 6288771 Score 1032 

Exons 728. .1066, 1216. .1440, 1516. .1743, 2023. .2279 

GI Descrip. (AF163312) beta-ureidopropionase [Homo sapiens] 

gi I 6635205 | dbj | BAA88634 . 1 1 (AB013885) beta-ureidopropionase 

[Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32376 
67154 
704 

OJ991108_05.0126.C12.ol.ts 

773 

none 



Seq. ID OJ991108_05.0126.C12 
Strand 

End 2279 

Method TBLASTX : Soybean 

End 1636 

Score 252 



773. .1069, 774. .1037, 803. .1069, 1210. .1440, 1214. .1441, 
1217. .1441, 1516. .1635, 1517. .1636, 1530. .1631, 1555. .1635 



Seq. No. 
Gene No. 
Start . 
. Name 
Start 
GI 

Exons 



32376 
67154 
704 

OJ991108_05. 0126.C12.ol.tm 

911 : 

none 



Seq. ID OJ991108_05.0126.C12 
Strand 

End 2279 

Method TBLASTX: Maize 

End /■ 1605 

Score ' 194 



911. .1069, 912. .1037, 1199. .1441, 1210. .1440, 1215. .1442, 
1215. .1442, 1216. .1443, 1517. .1540, 1555. .1605, 1556. .1603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32376 
67154 
704 

OJ991108_05.0126.C12.ol . tc 

1370 

none 



Seq. ID OJ991108_05.0126.C12 
Strand 

End 2279 

Method TBLASTX : Cress 

End 2224 

Score 77 



1370. .1441, 1372. .1440, 1520. . 1744, 1520. .1747, 1555. .1749, 
2021. .2224, 2021. .2191, 2023. .2223 



Seq. No. 32376 

Gene No. 67154 

Start 704 

Name OJ991108_05 . 0126 . C12 . o2 . tm 

Start 1661 

GI none 
Exons 



Seq. ID OJ991108_05.0126.C12 
Strand 

End 2279 

Method TBLASTX : Maize 

End 2226 

Score 134 

1661. .1744, 1661. .1741, 1663. .1746, 1663. .1749, 2021. .2224,' 
2023. .2226 ' 



Seq. No. 32376 

Gene No. 67154 

Start 704 

Name ■ OJ991108_05 . 0126 . C12 . o2 . ts 

Start 2021 

GI none 

Exons 2021.. 2224, 2023.. 2223 



Seq. ID OJ991108_05.0126.C12 
Strand 

End 2279 

Method TBLASTX : Soybean 

End 2224 

Score 195' 



Seq. No. 32377 

Gene No. 67155 

Start 318 

Name OJ991108_05 . 0126 . CI 4 . ol . gs 

Start 318 



Seq. ID OJ991108_05.0126.C14 

Strand + 

End 1727 

Method GENSCAN 

End 1727 



32501 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

318. .408, 1442. .1727 



Score 



.62 



32378 
67156 
1 

OJ991108_05.012 6.C15.ol.np 
1 

2130141 
1..67, 612. .872, 937. .2424 

mudrA protein - maize transposon MuDR gi 1540581 (M7 6978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



Seq. ID OJ991108_05.0126.C15 
Strand + 

2424 
AAT/NAP 
2424 
836 



End 

Method 

End 

Score 



32378 
67156 
1 

OJ991108_05.012 6.C15.ol.gs 

156 

none 



Seq. ID OJ991108_05.0126.C15 

Strand + 

End 2424 

Method GENSCAN 

End 2054 

Score . 65 



156. .469, 722. .872, 946. .1555, 1639. .2054 



Seq. No. - 32378- 

Gene No. 67157 

Start 3715 

Name OJ991108_05 . 0126 . C15 . o2 . tm 

Start 928 

GI none 

Exons 928.. 1311, 1002.. 1310 



Seq. ID OJ991108_05.0126.C15 
Strand 

End 4 2 97 

Method TBLASTX: Maize 

End 1311 

Score 261 



Seq. No. 32378 

Gene No. 67157 

Start 3715 

Name OJ991108__05 . 0126 . C15 . ol . tm 

Start 1315 

GI none 
Exons 



Seq. ID OJ991108_05. 0126.C15 
Strand 

End 4297 

Method TBLASTX : Mai ze 

End 1901 

Score 301 



1315. .1560, 1320. .1565, 1559. .1612, 1560. .1610, 1626. .1901, 
1685. . 1888 



Seq. No. 32378 

Gene No. 67157 

Start 3715 

Name OJ991108_05 . 0126 . Cl^. o2 . gs 

Start . 3715 ■ - 

GI none . 

Exons 3715.. 3873, 4091.. 4297 



Seq. ID OJ991108_05.0126.C15 
Strand 

End 4 2 97 

Method GENSCAN 

End '. 4297 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



32379 
67158 
84 

OJ991108_05. 012 6.C16.ol.gs 
84 

none 



Seq. ID OJ991108_05.0126.C16 

Strand + 

End 5702 

Method GENSCAN 

End 5702 

Score .72 



84. .787, 880. .1846-, 1861. .2908, 3184. .3843, 4033. .5702 



32379 
67158 
84 



Seq. ID OJ991108_05.0126.C16 
Strand + 
End 5702 



32502 



Name 

Start 

GI 

Exons 



OJ991108_05.0126.C16.ol.tw 

3261 
none 

3261.. 3407, 3263.. 3373, 3316. 
3428. .3610 



Method TBLASTX : Wheat 
End 3611 
Score 156 

.3387, 3387. .3611, 3409. .3576, 



Seq. No. 32379 Seq. ID 

Gene No. 67158 Strand 

Start 84 End 

Name OJ991 108_05 . 0126 . C16 . o2 . tw Method 

Start 3834 End 

GI none Score 

Exons 3834.. 4244, 3834.. 4112, 3992.. 4228 



OJ991108_05.0126.C16 
+ 

5702 

TBLASTX: Wheat 

4244 

360 



Seq. No. 32379 Seq. ID 

Gene No. 67158 Strand 

Start 84 End 

Name OJ991 108_05 . 0126 . CI 6 . o4 . tm Method 

Start 4251 End 

GI none Score 

Exons 4251.. 4436, 4259.. 4423 



OJ991108_05.0126.C16 
+ 

5702 

TBLASTX: Maize 

4436 

208 



Seq. No. 32379 Seq. ID 

Gene No. 67158 . Strand 

Start 84 End 

Name OJ991108_05 . 0126 . CI 6 . ol . tm Method 

Start 4521 End 

GI none Score 

Exons 4521. .5483, 4535. .4855, 4877. .5482 



OJ991108_05.0126.C16 
+ 

5702 

TBLASTX :Maize 

5483 

760 



Seq. No. 32379 Seq. ID 

Gene No. ' 67158 Strand 

Start 84 End 

Name OJ991108_05 . 0126 . CI 6 . o3 . tw Method 

Start 4568 End 

GI none . Score 

Exons 4568.. 4903, 4572.. 4883 



OJ991108_05.0126.C16 
+ 

5702 

TBLASTX: Wheat 

4903 

328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



32379 
67158 
,84. 

OJ991108_05.012 6.C16.ol.ts 

•5088 
none 

"5088. .5441, 5333. .5440, 5430, 

32379 
67158 
84 

OJ991108_05.0126.C16.o5.tw 

5339 

none 

5339. .5587, 5361. .5600 

32379 
67158 
84 



Seq. ID OJ991108_05.0126.C16 

Strand + 

.End 5702 

Method TBLASTX : Soybean 

End 5615 ' ' 

Score 157 
.5615, 5450. .5587 

Seq. ID OJ991108_05.0126.C16 

Strand + 

End 5702 

Method TBLASTX : Wheat 

End 5600 

Score 216 



Seq. ID OJ991108_05.0126.C16 
Strand + 
End 5702 



32503 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991108_05 . 0126 . C16 . o5 . tm Method 
5484 End 
none Score 
5484. .5645, 5486. .5623, 5496. .5633 



TBLASTX: Maize 

5645 

184 



32379 
67159 
5688 

OJ991108_05.0126.C16.o2.tm 

5688 

none 



Seq. ID OJ991108_05.0126.C16 
Strand 

End 6251 

Method TBLASTX : Mai ze 

End 6158 

Score 327 



5688.. 6059, 5703.. 5912, 5711.. 5947, 5990.. 6058, 6066.. 6158 



32379 
67159 
5688 

OJ991108_05.0126.C16.o4 . tw 

5889 

none 

5889. .6251, 6084. .6227 

32379 
67160 
6329 

OJ991108_05.0126.C16.o3.tm 

6329 

none 

6329.. 6475, 6330.. 6587 



Seq. ID OJ991108_05.0126.C16 
Strand 

End 6251 

Method TBLASTX : Wheat 

End 6251 

Score 312 



Seq. ID OJ991108_05.0126.C16 
Strand 

End 6587 

Method TBLASTX: Maize 

End 6587 

Score 223 



32380 
67161 
1 

OJ991108_05.0126.C17.ol.np 
1 

2245089 

1..208, 1211. .1289, 1568. .1662, 2174 
3426. .3450 

(Z97343) asparagine — tRNA ligase like protein [Arabidopsis 
thaliana] 



Seq. ID OJ991108_05.0126.C17 
Strand + 

3450 
AAT/NAP 
3450 
553 

.2287, 2882.. 3030, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32380 
67161 

1- ' " ' . 

OJ991108_05.0126.C17.ol. tc 
59 

none 



Seq. ID OJ991108_05.0126.C17 

Strand + 

End " ■ 3450 ' 

Method TBLASTX: Cress 

End 3031 

Score 164 



59. .211, 1208. .1294, 1208. .1282, 1215. .1292, 1569. .1652, 
1570. .1665, 2198. .2287, 2206. .2289, 2209. .2274, 2873. .3022, 
2881. .3,009, 2881. .3030, 2882. .3031 



32380 
67161 
1 

OJ991108_05.0126.C17.ol.as 

1238 

none 

1238. .1279, 2882. .3019 



Seq. ID OJ991108_05.0126.C17 

Strand + 

End 3450 

Method GENSCAN 

End 3019 

Score .56 



32504 



Seq. No. 32380 
Gene No. 67161 
Start 1 

Name OJ991108_05 . 012 6 . C17 . ol . tm 

Start 1561 
GI none 
Exons 1561. 

2180. 

2882. 



Seq. ID OJ991108_05.0126.C17 
Strand + 
End 3450 
_ Method TBLASTX: Maize 

End 3034 
Score 137 

.1659, 1563. .1652, 2179. .2283, 2179. .2289, 2180. .2287, 
.2290, 2873. .3019, 2874. .3005, 2875. .3012, 2881. .3021, 

.3034 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32380 
67161 
1 

OJ991108_05.012 6.C17.ol.ts 

2180 

none 



Seq. ID OJ991108_05.0126.C17 

Strand + 

End 3450 

Method TBLASTX : Soybean 

End 3025 

Score 96 



2180. .2287, 2881. .3024, 2882. .3025 

32381 Seq. ID 

67162 Strand 

1 End 
OJ991108_05.0126.C18.ol.np Method 

1 End 

2664210 Score 



OJ991108_05.0126.C18 
+ 

2348 ■ 
AAT/NAP 
2345 , 
1021 



1..24, 69. .146, 347. .424, 524. .592, 694. .768, 926. .1009, 
1101. .1187, 1570. .1665, 1747. .1821, 1968. .2094, 2233. .2345 
(AJ222644) asparaginyl-tRNA synthetase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32381 
67162 
1 

OJ991108_05.0126.C18.ol.gs 
69 

none 



Seq. ID OJ991108_05.0126.C18 

Strand + 

End 2348 

Method GENSCAN 

End 2348 

Score .84 



69. .146, 661. .768, 1101. .1187, 1747. .1821, 1968. .2094, 
2233. .2348 



Seq. No. 32381 Seq. ID 

Gene No. 67163 Strand 

Start .2902 End 

Name OJ991108_05 . 0126 . C18 . ol .'tm Method 

Start 51' s End 

GI none . Score 
Exons 



OJ991108_05.0126.C18 
3888 

TBLASTX: Maize 

1148 

130 



51. .146, 70. .147, 71. .148, 344. .442, 345. .419, 346. .420, 
347. .427, 513. .617, 524. .631, 526. .591, 692. .772, 694. .771, 
925. .1011, 926. .1009, 1095. .1148, 1098. .1148 



Seq. No..; 32381 

Gene No. ' 67163 

Start 2902 

Name OJ991 108J35 . 012 6 . C18 . ol . tc 

Start 304 

GI none 

Exons 304. .426, 343. .429, 347. .427, 



Seq. ID 
Strand 
End 

Method 
End 
Score* 
506. .616, 523. 



OJ991108_05.0126.C18 
3888 

TBLASTX: Cress 
2360 
70 



692. .772, 694. .771, 694. .783, 925. .996, 926. 



.633, 524. 
.1009, 926 



1095. .1190, 1569. .1667, 1570. .1665, 1744. .1827, 1747. 



.631, 
. .997, 
1824, 



32505 



1965. .2093, 1970. .2092, 1971. .2093, 2204. .2356, 2229. .2360 



Seq. No. 32381 

Gene No. 67163 

Start 2902 

Name OJ991108_05 . 0126 . C18 . o2 . ts 

Start 346 

GI none 
Exons 



Seq. ID OJ991108_05.0126.C18 
Strand 

End 3888 

Method TBLASTX : Soybean 

End 1012 

Score 90 



346. .429, 347. .427, 523. .591, 524. .631, 694. .768, 694. .744, 
929. .1012 



Seq. No. 32381 

Gene No. 67163 

Start 2902 

Name OJ991108_05 . 0126 . C18 . ol . tw 

Start 1119 

GI none 
Exons 



Seq. ID OJ991108_05.0126.C18 
Strand 

End 3888 

Method TBLASTX : Wheat 

End 2351 

Score ' 81 



1119. .1190, 1120. .1191, 1129. .1191, 1569. .1667, 1570. .1665, 

1736. .1822, 1736. .1822, 1744. .1854, 1747. .1824, 1963. .2094, 

1965. .2093, 1975. .2094, 2204. .2347, 2227. .2349, 2229. .2351, 
2232.. 2351 



Seq. No. 32381 ■ - 

Gene No. 67163 

Start 2902 

Name OJ991108_05 . 0126 . C18 . o2 . tm 

Start 1970 

GI ' none 
Exons 



Seq. ID OJ991108_05.0126.C18 
Strand 

End 3888 

Method TBLASTX : Mai ze 

End 2352 

Score 212 



1970. .2092, 1971. .2093, 1971. .2093, 1972. .2112, 2204. .2347, 
2229. .2348, 2232. .2348, 2272. .2352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32381 
67163 
2902 

OJ991108_05.0126.C18.ol.ts 

2001 

none 



Seq. ID OJ991108_05.0126.C18 
Strand 

End 3888 

Method TBLASTX : Soybean 

End 2384 

Score 153 



2001. .2093, 2001. .2093, 2204. .2347, 2229. .2348, 2235. .2384 



32381 
67163 
2902 

OJ991108_05.0126.C18.o2.gs 

2902 

none 

2902. .3127, 3737. .3861 



Seq. ID OJ991108_05.0126.C18 
Strand 

End '3888 

Method GENSCAN 

End 3861 

Score . 63 



32381 
67163 
2902 

OJ991108_05.0126.C18.o2.np 
2911 
2245017 
2911. .3124, 3767. .3888 

(Z97341) membrane protein homolog [Arabidopsis thaliana] 



Seq. ID OJ991108_05.0126.C18 
Strand 

End 3888 

Method AAT/NAP 

End 3888 

Score 116 



Seq. No. 



32382 



Seq. ID OJ991108 05.0126.C19 



32506 



Gene No. 


67164 








Strand 


+ 






Start 


234 9 








End 


2618 






Name 


OJ991108 05. 


0126. 


C19.o2. 


gs 


Method 


GEN SCAN 






Start 


2349 








End 


2618 






GI 


none 








Score 


. 82 






Exons 


234 9 . .2451, 


2512 . 


. 2618 












Seq. No. 


32382 








Seq. ID 


OJ991108 


_05 


.0126.C19 


Gene No. 


67165 








Strand 


+ 






Start 










End 


4 04 0 






Name 


OJ991108 05. 


012 6. 


C19 . o3 . 


gp 


Method 


AAT/GAP 






Start 


3803 








End 


4040 






GI 


2797092 








Score 


419 






Exons 


3803 . .4040 
















Seq. No. 


32382 








Seq. ID 


OJ991108 


_05 


.0126. C19 


Gene No. 


67166 








Strand 


+ 






Start 


bob/ 








End 


9167 






Name 


OJ991108 05. 


0126 . 


CI 9 . o5 . 


gs 


Method 


GEN SCAN 






Start 


8587 








End 


9167 






GI 


none 








Score 


. 4 6 






Exons 


8587 . . 8659, 


8926 . 


. 9167 












Seq. No. 


32382 








Seq. ID 


OJ991108 


_05 


. 0126.C19 




D / ± D / 








Strand 








Start 


1 








End 


14016 






Name 


OJ991108 05. 


0126. 


C19.ol. 


gp 


Method 


AAT/GAP 






Start 


1 








End 


413 ." 






GI 


LIB3477-002- 


Pl-Kl 


-E2 




Score 


738 






Exons 


1. .413 
















GI Descrip. 


, 2245017/emb 


ICAB10437.il 


i. 


Oe-21 (Z97341) membrane 


protein 



homolog [Arabidopsis thaliana] 1 



Seq. No. 


32382 


Seq. ID 


OJ99110S 


i_05.0126.C19 


Gene No. 


67167 


Strand 






Start 


1 


End 


14016 




Name 


OJ991108 05.0126.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


11508 ' 




GI 


6907099 


Score 


426 




Exons 


1..114, 148. .395, 853. .1248, 


11474 . .11508 




GI Descrip. 


.(AP.001129) Similar to Arabidopsis thaliana. DNA 


chromosome 4, 




ESSA I contig fragment No. 6, 


membrane 


protein 


homolog. (Z97341) 




[Oryza sativa] 








Seq. No. 


32382 


Seq. ID 


OJ99110S 


_05.0126.C19 


Gene No. 


67167 


Strand 






Start 


1 


End 


14016 




Name 


OJ991108 05.0126.C19.ol.gs 


Method 


GEN SCAN- 




Start 


23 


End 


1196 




GI 


none 


Score 


.85 




Exons 


23. .395, 853. .1196 









Seq. No. 32382 Seq. ID OJ991108_05 . 012 6 . C19 

Gene No. 67167 Strand 

Start 1 End 14016 

Name OJ991108_05 . 012 6 . C19 . o2 . gp Method AAT/GAP 

Start 939 End 1290 
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GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene ' No . 
Start 
Name 
Start 



none 

939. .1290 

32382 
67167 
1 

OJ991108_05. 

2459 

none 

2459. .2524, 

32382 
67167 
1 

OJ991108_05. 

2540 

none 

2540. .2725, 

32382 
67167 
1 

OJ991108_05. 
4177 ■ 
none 

4177. .4302, 
4501. .4647, 

32382 
67167 
1 

OJ991108_05. 

4195 

none 

4195. .4343, 

32382 
67167 
1 

OJ991108_05. 

4201 

none 

4201. .'4371, 

32382 
67167 
1 

OJ991108JD5. 

4590 

none 

4590. .4784, 



Score 666 



0126.C19.ol.tm 



2540. .2788, 2542. 



0126.C19.ol.tw 



2542. .2724 



0126.C19.o2.tm 



4198. .4281, 4267, 
4512. .4646 



0126.C19.o3.gs 
4511. .4778, 4869. 

0126.C19.ol.tc 



Seq. ID OJ991108_05.0126.C19 
Strand 

14016 

TBLASTX: Maize 
2788 
55 



End 

Method 
End' 
Score 
,2712 



Seq. ID OJ991108_05.0126.C19 
Strand 

End 14016 

Method TBLASTX : Wheat 

End 2725 

Score 202 



Seq. ID OJ991108_05.0126.C19 
Strand 

End ■ 14016 

Method TBLASTX: Maize 

End 4647 

Score 83 

.4371, 4283. .4321, 4488. .4646, 



Seq. ID OJ991108_05.0126.C19 
Strand 

14016 
GENSCAN 
4940 
.77 



End 

Method 
End 
Score 
.4940 



Seq. ID OJ991108_05.0126.C19 
Strand 

End 14016 

Method TBLASTX : Cress 

End 4766 

Score 113 
4202. .4315, 4498. .4-6-74, 4512 .. 4757, .4512 4766 



0126.C19.ol.ts 
4609. .4779, 4848, 



Seq. ID OJ991108_05.0126.C19 
Strand 

14016 

TBLASTX : Soybean 
4967 
80 



End 

Method 
End 
Score 
.4967 



32382 
67167 
1 

OJ991108_05.012 6.C19.o4 . gp 
4697 



Seq. ID OJ991108_05.0126.C19 
Strand 

End 14016 

Method AAT/GAP 

End 4959 
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C T 

bl 


none 




Score 


280 






Exons 


ji cq*j Alio o cq a nc n 












Seq. No. 


32382 




Seq. ID 


OJ991108 


_05.0126 


-C19 


Gene No. 


67167 




Strand 








btart 


l 






1 A C\ 1 C 

1 4 U 1 O 






Name 


ujyyiiutf uo . ui^b . biy . oo . gp 




Method 


AAT/GAP 






b tart 


4 / jy 




End 


4 y d0 






bl 


none 




Score 


212 






Exons 


/TOQ /mo yiQcn 

4 / . . 4 / / o, 4oDy..4yDU 












Seq. No. 


32382 




Seq. ID 


OJ991108 


_05.0126 


• C19 


Gene No. 


67167 




Strand 








b tar t 


1 




End 


14 U 1 O 






Name 


OJ991108 05.0126.C19.o4.gs 




Method 


/""■ T~> XT f> /""l Tl lil 

GENSCAN 






btart 


5839 




End 


T C f O 

7568 






bl 


none 




Score 


. IZ 






Exons 


5839. .6063, 6922. .7476, 7512. 


1 c c o 








Seq. No. 


32382 




Seq. ID 


OJ991108 


_05 . 0126 


. C19 


Gene. No . 


67167 




Strand 








Start 


1 ■ 




End 


14016 






Name 


OJ991108 05.0126.C19.o6.gp 




Method 


AAT/GAP 






b tart 


9377 




End 


11193 






GI 


LIB34 31-045-P1-N1-A10 




Score . 


813 






Exons 


9377. .9486, 10850. .11193 












GI Descrip. 


•5441876Vdbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone : P04 37H03 (contig b) f 






Seq. No. 


32382 




Seq. ID 


OJ991108 


_05.0126 


.C19 


Gene No. 


67167 




Strand 








C 4 , v- 4- 

btart 


1 




End 


14016 






Name 


OJ991108 05.0126.C19.o6.gs 




Method 


GENSCAN 






C 4- —i 4- 

btart 


9693 




End 


10791 






bl 


none 




Score 


.63 






Exons 


9693.. 9851, 10303 .. 10380, 104 


48. .10606, 10789. . 


10791 




beq. no. 


32382 




Seq. ID 


OJ991108 


_05.0126 


.C19 


bene No . 


67167 




Strand' 








Start 


1 




End 


14016 






Name 


OJ991108 05.0126.C19.,o7.gs 




Method 


GENSCAN 






btart 


11018 . 




End 


13923 






bl 


none " 




Score ■ 


.73 






Exons 


11018. .11178, 11329. .11531, 


1 


1536. . 11583, 11647 


. .11778, 






11879. . 11934, 12092. .12274, 


12367. .12625, 12702 


. . 13000, 






13092. . 13502, 13677.. 13923 












Seq. No. 


32382 




Seq. ID 


OJ991108_ 


_05.0126 


.C19 


bene no . 


67167 




Strand 








Start 


1 




End 


14016 






Name 


OJ991108 05.0126.C19.o2.np 




Method 


AAT/NAP 






Start 


11297 




End 


14016 






GI 


5441880 




Score 


2179 






Exons 


11297. .11531, 11647. .11778, 


1 


2025 . . 121 


22,- 12367 


12625, 






12702. .13000, 13587. .14016 













GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
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(AC003981) [Oryza sativa] 



Seq. No. 32382 
Gene No. 67167 
Start 1 

Name OJ991108_05 . 012 6 . C19 . o7 . gp 

Start 12375 

GI LIB3475-007-P1-K1-G8 
Exons 12375. .12625, 12702.. 12874 

GI Descrip. ■ 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID OJ991108_05.0126.C19 
Strand 

End 14016 

Method AAT/GAP 

End 12874 

Score 793 



Seq. No. 32383 

Gene No. 67168 

Start 8752 

Name OJ991108_05 . 0126 . C20 . o3 . gs 

Start 8752 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8752.-8832, 8956. .9089, 9230. .9278, 10076 10228 , 104 4 9 10561 , 
11151. .11196, 11446., 11492, 11955 12030, 12570 .. 127 14 , 
127 64. .12909,- 13087. .13172, 134 39. .13578 



OJ991108_05.0126.C20 
+ 

13924 
GENSCAN 
13578 
.82 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32383 
67168 
8752 

OJ991108_05.0126.C20.o3.np 

8767 

2245097 



Seq. ID OJ991108_05.0126.C20 

Strand + 

End 13924 

Method AAT/NAP 

End 13924 

Score 389 

12909, 



8767. .8832, 10025 .. 10252 , 10316. . 10578, 12649 
13649. . 13924 

(Z97343) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI. Descrip. 



32383 
67169 
1 

OJ991108_05.012 6.C20.ol.np 
1 

5441880 



Seq. ID OJ991108_05.0126.C20 
Strand 

End 3406 

Method AAT/NAP 

End 2338 

Score 2320 



1..28, 283. .598, 857. .888, 1333. .2338 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] ... -* 



Seq. No. 


32383 












Seq. ID 


OJ991108 


Gene No. 


67169 












Strand 




Start 


1 












End 


3406 


Name 


OJ991108 


_05, 


.0126, 


.C20. 


.ol, 


.gs 


Method 


GENSCAN 


Start 


80 












End 


2791 


GI 


none 












Score 


.84 


Exons 


80. .2791 
















Seq. No. 


32383 












Seq. ID 


OJ991108 


Gene No. 


67169 












Strand 




Start 


1 












End 


3406 


Name 


OJ991108 


_05. 


,0126. 


.C20. 


.ol. 


. tw 


Method 


TBLASTX : 1 


Start 


1103 












End 


1483 
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GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 78 

1103. .1279, 1133. .1279, 1164. .1283, 1277. .1474, 1289. .1483 



32383 
67169 
1 

OJ991108_05. 0126.C20.ol.tm 

1181 

none 



Seq. ID OJ991108_05.0126.C20 
Strand 

End 3406 

Method TBLASTX : Maize 

End 1777 

Score 151 



1181. .1252, 1316. .1615, 1377. .1598, 1649. .1777, 1671. .1769 



32383 
67169 
1 

OJ991108_05.012 6.C20.ol.gp 
1303 
570.1669 
1303. . 1734 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. . (AC003981) [Oryza sativa] 



Seq. ID OJ991108_05.0126.C20 
Strand 

End 3406 

Method AAT/GAP 

End 1734 

Score 849 



32383 ' 
67169 
1 

OJ991108_05.012 6.C20.o2.np 
2351 
6721543 
2351. .2467, 3278. .3406 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ991108_05. 0126.C20 
Strand 

End 3406 

Method AAT/NAP 

End 3406 

Score 150 



32383 
67170 
10066 

OJ991108_05.0126.C20.ol.ts 

10066 

none 



Seq. ID OJ991108_05.0126.C20 
Strand 

End 10562 

Method TBLASTX : Soybean 

End 10562 

Score 147 



10066. . 10206, 10067. . 10234, 10316 .. 1034 8 , 10427 .. 10561, 
10449. .10562 



Seq. No. . . 32384 

Gene No. 67171 

Start 1' : 

Name OJ991108_07 . 0125 . CI . ol . np 

Start 1 

GI 4581164 

Exons 1 . . 208 

GI Descrip. (AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991108_07.0125.C1 

Strand ' + 

End 208 - 

Method AAT/NAP 

End 208 

Score 187 



Seq. No. 32385 

Gene No. 67172 

Start 2168 

Name OJ991108_07 . 0125 . C2 . o4 . np 

Start 2168 

GI 4895218 
Exons 



Seq. ID OJ991108_07.0125.C2 

Strand + 

End 24508 

Method AAT/NAP 

End 24050 

Score 104 



2168. .2266, 23621 .. 23743, 23918. .24050 
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GI Descrip. (AC007660) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 32385 

Gene No. 67172 

Start 2168 

Name OJ991108_07 . 0125 . C2 . ol . np 

Start 2601 

GI 6498441 

Exons 2601.. 3664, 3995. 

5821.. 6303, 6475. 

GI Descrip. 



.4458, 4522. 
.7872, 7966. 



Seq. ID OJ991108_07.0125.C2 

Strand + 

End 24508 

Method AAT/NAP 

End 8247 

Score 6835 



4895, 5079.. 5213, 
8247 



5388. .5628, 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


32385 




Seq. ID 


OJ991108_07 


. 0125 


. C2 


Gene No. 


67 172 




Strand 


+ 






Start 


2168 




End 


24508 






Name 


OJ991108_07.0125.C2. 


o3 . gs 


Method 


GENSCAN 






Start 


16436 




End 


17866 






GI 


none 




Score 


.78 






Exons 


16436 . .17866 












Seq. No. 


o o o o c 

32385 




Seq. ID 


OJ991108_07 


. 0125 


. C2 


Gene No. 


.67172 




Strand- 


+ 






Start 


2168 




End 


24508 






Name 


OJ991108_07.0125.C2. 


o5 . gs 


Method 


GENSCAN 






Start 


22664 




End 


24347 






GI 


none 




Score 


.84 






Exons 


22664 .. 23052 , 23636. 


.23743, 


23918. .24347 






Seq. No. 


32385 




Seq, ID 


OJ991108 07 


.0125 


. C2 


Gene No . 


67172 




Strand 


+ 






Start 


2168 




End 


24508 






Name 


OJ991108 07. 0125. C2. 


ol.gp 


Method 


AAT/GAP 






Start 


23993 




End v . 


24508 






GI 


none 




Score 


966 






Exons 


23993. .24508 












Seq. No. 


32385 




Seq. ID 


OJ991108_07 


.0125 


C2 


Gene No. 


67173 




Strand 


+ 






Start 


28527 




End 


43116 






Name 


OJ991108 07. 0125. C2. 


06 . gs 


Method 


GENSCAN 






Start 


28527 


' End' 


32713 






GI 


none 




Score 


.78 






Exons 


28527. .28582, 31522. 


.31594, 


31699. .31839, 32501. .32713 




Seq. No. 


32385 




Seq. ID 


OJ991108_07 


.0125 


C2 


Gene No. 


67173 




Strand 


+ 






Start 


28527 




End .. 


43116 






Name 


OJ991108 07. 0125. C2. 


o2.gp 


Method 


AAT/GAP 






Start 


32065 




End 


43116 






GI 


LIB3477-003-P1-K1-E9 




Score 


138 






Exons 


32065. .32093, 43043. 


.43116 










GI Descrip. 


1 2498586/sp! O40638 |MP01 ORYSA 2.0e-24 


MAJOR. POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 
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Seq. No. 32385 

Gene No. 67173 

Start 28527 

Name OJ991108JD7 . 0125 . C2 . o7 . gs 

Start 33455 

GI none 

Exons 33455. .33481, 34 332 .. 34597 , 
36182. .36192 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108 
+ 

43116 
GENSCAN 
36192 
.6 



07. 0125. C2 



34912. .35120, 35214 .. 35348 , 



Seq. No. 32385 Seq. ID OJ9-91 108_07 . 0125 . C2 

Gene No. 67173 Strand + 

Start 28527 End 43116 

Name OJ991 108_07 . 0125 . C2 . o5 . np Method AAT/NAP 

Start 35507 End 37230 

GI 4263825 Score 795 

Exons 35507. .36698, 3674 8 3687 6, 36991.. 37230 

GI Descrip. (AC006067) putative helicase [Arabidopsis thaliana] 



Seq. No. 32385 Seq. ID 

Gene No. 67174 Strand 

Start 8857 End 

Name OJ991108__07 . 0125 . C2 . o2 . gs Method 

Start 8857 End 

GI none Score 

Exons 8857.. 10804, 10936.. 12194 



OJ991108_07.0125.C2 

12194 
GENSCAN ■ 
12194 • 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

GI Descrip. 



32385 
67174 
8857 

OJ991108_07.0125.C2.o2.np 

8860 

5803259 

8860. .10526, 10572 .. 10804 , 



Seq. ID OJ991108_07.0125.C2 
Strand 

End 12194 

Method AAT/NAP 

End 12194 

Score 4383 
10936. .12194 



(AP000399) hypothetical protein [Oryza sativa] 



32385 Seq. ID 

67175 Strand 

13039 End 

OJ99110-8_07.0125.C2.o3.np Method ■* 

13039 End 

5922623 Score 



OJ991108_07.0125.C2 

i: 13884 
- AAT/NAP 

13884 

281 



13039. .13109, 13277. .13435, 13804.. 13884 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



32385 Seq. ID 

67176 Strand 

37194 End 

OJ991108_07 . 0125.C2.o8.gs Method 

37194 End 

none Score 



OJ991108_07.0125.C2 

43678 
GENSCAN 
43678 
.47 



37194 . .37217, 37321 .. 374 63, 37947 .. 38042, 38905 .. 39218 , 
39486. -39665- 4 3.623^ .43678 



Seq. No. 
Gene No. 



32385 
67176 



Seq. ID OJ991108_07.0125.C2 
Strand 



32513 



Start 


37194 






End 


43678 




Name 


OJ991108 07 


.0125 


. C2.o6.np 


Method 


AAT/NAP 




Start 


37621 






End 


42495 




GI 


6815072 






Score 


2004 




Exons 


37621. .39746, 42463. .42495 








GI Descrip. 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II BAC 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


32385 






Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 






Strand 






Start 


44289 






End 


44369 




Name 


OJ991108 07 


.0125 


.C2.o6. tw 


Method 


TBLASTX: Wheat 




Start 


2749 






End 


3141 




GI 


none 






Score 


58 




Exons 


2749. .2796, 


2803 


..2901, 2820. 


.2900, 2868. .3029, 2884. .3141 


Seq. No. 


32385 






Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 






Strand 






Start 


44289 






End 


44369 




Name 


OJ991108 07 


.0125 


. C2.o8.tm 


Method 


TBLASTX: Maize 




Start 


2754 






End 


3039 




GI 


none 






Score 


193 




Exons 


2754. .3038, 


2791 


. .3039 








Seq. No. 


32385 






Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 






Strand 






Start 


44289 






End 


44369 




Name 


OJ991108 07 


.0125 


C2.o5.tw 


Method 


TBLASTX: Wheat 




Start 


3149 






End 


6609 




GI 


none 






Score 


230 




Exons 


3149. .3202, 


6148 


.6399, 6175. 


.6399, 6240.. 6413, 6460.. 6609, 




6469. .6606, 


6471 


.6608 








Seq. No. 


32385 






Seq. ID 


OJ991108__07.0125 


C2 


Gene No. 


67177 






Strand 






Start 


44289 






End 


44369 




Name 


OJ991108 07 


.0125 


C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


3879 






End 


4362 




GI 


none 






Score 


414 




Exons 


3879. .4052, 


3880 


.4362, 4074. 


.4334 






Seq. No. 


32385 






Seq. ID 


OJ991108_07. 0125. 


C2 


Gene No. 


6717 7 '■ 






•Strand 






Start 


44289 






End 


44369 




Name 


OJ991108 07 


.0125. 


C2 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


4529 






End 


4992 




GI 


none 






Score 


205 




Exons 


4529. .4972, 


4530. 


.4991, 4531. 


.4992 






Seq. No. 


32385 


i 




Seq. ID 


OJ991108_07.0125. 


C2 


Gene No. 


67177 






Strand 






Start 


44289 






End 


44369 




Name 


OJ991108 07 


.0125. 


C2.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


4570 






End 


4 935 




GI 


none 






Score 


117 




Exons 


4570. .4794, 


4801. 


.4935 









32514 




Seq. No. 


32385 








Seq. ID 


OJ991108 07.0125 


.C2 


Gene No. 


67177 








Strand 


- 




Start 


A A O O Q 

4 4 zo y 








End 


44 369 




Name 


ATOQ1 i no m 

ojy y l iuo u / 


A 1 O C 

Ulzo 


. Cz . ol . 


tm 


Method 


TBLASTX : Mai ze 




Start 


a c c n 
4 bbU 








End 


5016 




bl 


none 








Score 


t n a 

392 




Exons 


4 OoU . . OUlD, 


/I CQC 

4 oyo 


CAAC 


a ^ i i 
4/11. 


.3016 






Seq. No. 


32385 








Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 








Strand 






o cart 


A A 0 Q Q 

4 4 z o y 








hna 


A A o r d 

4 4 Jby 




Name 


atqqi 1 no m 

uj yyiiuo u / , 


(11 oc 

Ulzo 


. bz . OO . 


tm 


Method 


TBLASTX : Maize 




bt art 


3U4 3 








End 


5427 




bl 


none 








Score 


o c c 
333 




Exons 


3U 4 3 . . 3 4 Uo , 


3 U4 4 


. . 3 4 Z / 










Seq. No. 


32385 








Seq. ID 


OJ991108_07.0125 


.C2 


Gene No . 


67177 ■ 








Strand 






O -J 1 v-4- 

otart 


/I A O Q Q 

4 4 z o y 










A A O C O 

4 4 3by 




Name 


A TQQ1 1 HQ C\H 

uj yyiiuo u / . 


Ulzo 


. Cz . Oz . 


tw 


Method 


TBLASTX : Wheat 




btart 


31 UU 








End 


5525 




bl 


none 








Score 


487 




Exons 


31UU . . DDZd , 


ci ni 
3 1U1 


C C O A 

. . 33zU 










Seq. No. 


32385 








Seq. ID 


OJ991108_07.0125 


C2 


Gene No. 


67177 








Strand 






CM >vf 

btart 


A A O Q Q 

4 4 zo y 








End 


a a o /T ri 

44Jb9 




Name 


ojyyiiOo 07. 


a i o c 
01Z3 


. C2 . ol . 


ts 


Method 


TBLASTX : Soybean 




btart 


CI TQ 

oi /y 








End 


5550 




bl 


none 








Score 


O *7 a 




Exons 


cnn c c c a 


o i y D 


c *3 t n 

. . 3 Joy 










beq. No. 


oz 003 








Seq. ID 


OJ991108 07.0125 


C2 


Gene No. 


67177 








Strand 






Start 


44289 








End 


44369 




Name 


uo y y i iuo u / . 


m oc 
Ulzo 


.C2.o3. 


ts 


Method 


TBLASTX : Soybean 




btart 


a i q q 

bz yb 








End 


6864 




bl 


C.CCCTQC 
DDDO / yt) 








Score 


64 




Exons 


bz yy . . bjyb, 


o4 /Z 


. .6609, 


6664. 


. 6864 






GI Descrip. 


4 z UojUd z . Ue 


i a 
- ID 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


32385 








Seq. ID 


OJ991108_07.0125. 


C2 


Gene No. 


67177 








Strand 






Cf 5 v-f 

ot art 


A A O Q Q 

4 4 z o y 








End 


a a i f~ n 

4 4 3o9 




Name 


ujy y iiuo u / . 


A 1 O C 

(J lZ3 


.C2.o9. 


tw 


Method 


TBLASTX : Wheat 




bt art 


bblz 








End 


6924 




bi 


none 








Score 


192 




Exons 


. DDlZ . ,6/00, 


f* r r a 

6664 


. .6924 










beq . no . 


Jz JO J 








Seq. ID 


OJyyllOo 07.0125. 


C2 


Gene No. 


67177 








Strand 






Start 


44289 








End 


44369 




Name 


OJ991108 07. 


0125 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7117 








F.nH 


7440 




GI 


none 








Score 


362 




Exons 


7117. .7440, 


7146 


.7427 











32515 




Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 




Strand 






Start 


44289 




End 


*i *a J \J Zt 




Name 


OJ991108 07. 0125. C2 


. o4 . tw 


Method 


TRT flQTY • Whea^-I- 
1 DLtr\0 I A . Wilcat 




Start 


7254 




End 


1 fi^S 
/ Djj 




GI 


none 




Score 


^7S 




Exons 


7254. .7310, 7255. .7635, 7356. .7604 






Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 




Strand 






Start 


44289 




End 


44369 




Name 


OJ991108 07. 0125. C2 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


7636 




End 


8238 




GI 


none 




Score 


265 




Exons 


7636. .7920, 7641. .7919, 8112. .8234, 8113. .8238 




Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67 177 




Strand 






Start 


44289 




End 


44369 




Name 


OJ991108 07. 0125. C2 


. o7 . tm 


Method 


TBLASTX : Maize 




Start 


35759 




End 


36313 




GI 


none 




Score 


74 




Exons 


35759. .35818, 35828 


. .35899, 


35927. . 36313, 36208.. 36273 




Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 




Strand 






Start 


44289 




End 


44369 




Name 


OJ991108 07. 0125. C2 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


36470 




End 


37055 




GI 


none 




Score 


171 




Exons 


36470. .36706, 36514 


. .36705, 


36762. .36866, 36987. .37055 




Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 




Strand 






Start 


44289 




End 


44369 




Name 


OJ991108 07. 0125. C2 


08 . tw 


Method 


TBLASTX: Wheat - 




Start 


36470 




End 


36842 




GI 


none 




Score 


202 




Exons 


36470. .36721, 36544 


.36693, 


36765. .36842 




Seq. No. 


32385 




Seq. . ID 


OJ991108_07.0125 


.C2 


Gene No. 


67177 




Strand 






Start ' 


44289 




End 


44369 




Name 


OJ991108 07. 0125. C2. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


37714 




End 


37896 




GI 


none 




Score 


95 




Exons 


37714. .37896, 37715. 


.37894 








Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125 


C2 


Gene No. 


67177 




Strand 






Start 


44289 




End 


44369 




Name 


OJ991108 07. 0125. C2 . 


06 . tm 


Method 


TBLASTX: Maize 




Start 


37822 




End 


38142 




GI 


none 




Score 


58 




Exons 


37822. .37911, 37823. 


.37900, 


37921. .38142, 37922.. 38140 




Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125. 


C2 



32516 




Gene No. 


67177 




Strand 






Start 


A A O O O 




End 


A A O fl O 

4 4 Joy 




Name 


OJ9911Uo 0/.0125.Cz 


. ol . tc 


Method 


TBLASTX : Cress 




Start 


O "7 O O O 

0/000 




hnd 


O O 1 A C 

jo 14 0 




GI 


none 




Score 


o o 




Exons 


3 1 0 0 0 . . Jo 14 o , 3/331 


O Q 1 O A 
. . JO 1 J4 








Seq. No. 


32385 




Seq. ID 


OJ991108_07.0125. 


C2 


Gene No. 


67177 




Strand 






Start 


A A O O O 

44289 




End 


A A O C Ck 

4 4 ooy 




Name 


ojyy iiuo_u / . visCD . Cz 


. o4 . tm 


Method 


TBLASTX : Mai ze 




Start 


384 4 9 




End 


o o o i o 

38818 




GI 


none 




Score 


190 




Exons 


38 4 4 y . . 38 13 3 , 3o4oU 


. . 3oo lo 








Seq. No. 


3238b 




Seq. ID 


ojyyuoo u/.uizo. 


cz 


Gene No. 


67177 




Strand 






Start 


44289 




End 


44369 




Name 


OJ991108 07. 0125. C2 


.o3.gp 


Method 


AAT/GAP 




Start 


44289 




End 


44369 




GI 


38012 1.R1084 




Score 


104 




Exons 


44289. .44369 










GI -De scrip. 


" , 4097947/gb|-U7225.5 I OSU72255 2 


. Oe-23 Oryza sativa 






beta-1, 3-glucanase 


precursor 


(Gns9) gene, complete cds 1 




Seq. No. . 


3238 6 




Seq. ID 


OJ991108_07.0125. 


C3 


Gene No. 


67178 




Strand 


+ 




Start 


1822 




End 


3444 




Name 


OJ991108 07. 0125. C3 


. ol . gs 


Method 


GENSCAN 




Start 


1822 




End 


3444 




GI 


none 




Score 


.56 




Exons 


1822. .1971, 2806. .2 


850, 3141. 


.3162, 3434..3444 




Seq. No. 


32386 




Seq. ID 


OJ991108_07.0125. 


C3 


Gene No. 


67179 




Strand 


+ 




Start 


3738 




End 


4138 




Name 


OJ991108 07. 0125. C3 


.ol.gp 


Method 


AAT/GAP 




Start 


3738 




End 


4138 




GI 


3106733 




Score 


668 • 




Exons 


3738. .4138 










Seq. No. 


32386 




Seq. ID 


OJ991108_07.0125. 


Co 


Gene No. 


67180 . 




Strand 






Start 


8510 




End 


12586 




Name 


OJ991108 07. 0125. C3 


. o3 . np 


Method 


AAT/NAP 




Start 


8510 




End 


12586 




GI 


6466937 




Score 


1162 




Exons 


8510. .8574, 10221.. 


12586 








GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidop 




thaliana] 










Seq. No. 


32386 




Seq. ID 


OJ991108_07.0125. 


C3 


Gene No. 


67181 




Strand 






Start 


3999 




End 


834 9 




Name 


OJ991108 07. 0125. C3 


. o2 . gs 


Method 


GENSCAN 




Start 


3999 




End 


8349 




GI 


none 




Score 


. 63 





32517 



Exons 


jyyy . . 4 4 30, 


4548 


, . 4 666, 


4 7 4 3. 


.6562, 6880. .6991, 7688. .8110 




8238 . .8349 














Seq. No. 


32386 








Seq. ID 


OJ991108_07.0125 


.C3 


Gene No. 


67181 








Strand 






btart 










End 


8349 




Name 


/*\ t a a i tao a i 

OJ991108 07 


A T A C 

. 0125 


. C3 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


A "3 "3 O 

4 o 31 








End 


6018 




GI 


none 








Score 


346 




Exons 


4 J JZ ..44 oU , 


A C A C 

4 54 5 


A C C A 

. . 4 oo4 , 


a A *3 A 

4 93 3 . 


.5112, 5309.. 5386, 5377.. 6018 


Seq. No. 


32386 








Seq. ID 


OJ991108_07.0125 


.C3 


Gene No. 


67181 








Strand 






Start 


3999 








End 


8349 




Name 


atQQI inO A "7 

(j j yyiiuo u / 


A 1 A c 


. Co . 02 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4 34 4 








End 


4671 




GI 


none 








Score 


44 




Exons 


4 J4 4 . . 4 4 3b f 


/i o c a 
4 352 , 


A A a A 

. .44 50, 


yl O S~ A 

4 362. 


.4433, 45< 


45. .4670, 4546. .4671, 




A C A O A r\ 

454 8. .46/0 














Seq. No. 


3Z3oo 








Seq. ID 


OJ991108_07.0125 


.C3 


Gene No. 


67181 








Strand 






Start' 


3999 








' End 


8349 




Name 


atqqi 1 no m 

ujyyiiOo o / 


.0125, 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


514 6 








End 


7914 




GI 


4538624 








Score 


552 




Exons • 


. 514 6.. 6523 , 


7881, 


. .7914 










GI Descrip. 


(AJ133502 ) 


hypothetical 


protein [Nicotiana tabacum] 




Seq. No. 


32386 








Seq. ID 


OJ991108_07.0125 


.C3 


Gene No. 


67181 








Strand 






Start 


3999 








End 


8349 




Name 


atHAI T A O AT 

OJyyixOo o / 


.0125. 


.C3.o2. 


np 


Method 


AAT/NAP 




Start 


a o t i 

58/1 








End 


8192 




GI 


/I O A "1 A A 

4 680199 








Score 


295 




Exons 


COTT C O A A 

5871. .58 92, 


7675. 


, .8192 










GI Descrip. 


( AF1 14 1 / 1 ) 


hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


32386 








Seq. ID 


OJ991108_07.0125 


.C3 


Gene No. 


67181 








Strand 






Start 


Q A A A 

jy y 9 








End 


8349 




Name 


/-\ T A A 1 T AO AT 

OJ991108 07 


.0125. 


,C3.ol. 


tw 


Method , 


TBLASTX: Wheat 




Start 


iron 
/ bo 0 








End 


8054 




GI 


none 








Score 


133 




Exons 


/ bo 0 . . / 955 , 


7686. 


.7970, 


7687. 


.7971, 7974. .8054 




Seq. No. 


32386 








Seq. ID 


OJ991108_07.0125, 


.C3 


Gene No. 


67181 








Strand 






Start 


O A A A 








End 


8349 




Name 


/~\ TAA11AA A ^7 

OJ991108 07 


.0125. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7725 








End 


8135 




GI 


none 








Score 


97 




Exons 


7725. .7988, 


8031. 


.8135 










Seq. No. 


32386 ' 








Seq. ID 


OJ991108_07.0125. 


.C3 


Gene No. 


67182 








Strand 






Start 


11539 








End 


12562 





32518 



Name 


OJ991108 07. 0125. C3. 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


11539 






End 


11998 






bl 


none 






Score 


305 






Exons 


11539. . 


11934, 11769. 


"1 T O O O 

. 1193 3, 


11912. .11998, 11923 


. .11988 




Seq. No. 


32386 






Seq. ID 


OJ991108 


_07.0125 


.C3 


Gene ' No . 


67182 






Strand 








brart: 


11539 






End 


12562 






Name 


OJ991108 07. 0125. C3. 


o2 . tw 


Method 


TBLASTX: 


Wheat 




ot art 


11743 






End 


12115 








none 






Score 


180 






Exons 


11743. . 


11940, 11760. 


. i iy , 


11915. . 12115, 11926 


. . 12072 




Seq. No. 


32386 






Seq. ID 


OJ991108 


__07 . 0125 


. C3 


Gene No. 


67182 






Strand 








Start 


11539 






End 


12562 






Name 


OJ991108 07. 0125. C3. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12000 






End 


12439 






GI 


none 






Score 


211 






Exons 


12000. . 


12152, 12001. 


1 O 1 E O 

. 12 lo3 , 


12002. .121 


34, 12167 


. . 12439, 






12208. . 


12360,. 12215. 


. 124 2 1 










Seq. No.- 


32386 






Seq. ID 


OJ991108 


JD7.0125 


.C3 


Gene No. 


67182 






Strand 








Start 


11539 






End 


12562 






Name 


OJ991108 07. 0125. C3. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


12092 






End 


12439 




r> T 

bl 


none 






Score 


317 






Exons 


12092. . 


12439, 12215. 


1 O O Ci ~7 

. 12397 










Seq. No. 


32386 






Seq. ID 


OJ991108 


_07.0125 


.C3 


Gene No. 


67182 






Strand 








otart 


11539 






End 


12562 






Name 


OJ991108 07. 0125. C3. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12164 






End 


12562 






bl 


none 






Score 


244 






Exons 


12164 . . 


12439, 12260. 


. 12391 , 


12434. .12562 






Seq. No. 


32387 






Seq. ID 


OJ991108 


_07 . 0125 


.C4 


Gene No. 


67183 






Strand 








Start 


166 






End 


286 






Name 


OJ99110 


8_07.0125.C4 . 


ol . gp 


Method 


AAT/GAP 






Start ' 


■ 166 






End ■ 


286 






GI 


LIB3477 


-003-P1-K1-E9 




Score 


165 






Exons 


166. .28 


6 













GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

GI Descrip. 



32388 Seq. ID OJ991028_09 . 012 6 . CI 

67184 Strand + 

1 End 3151 

OJ991028_09.0126.Cl.ol.np Method AAT/NAP 

1 End 3151 

5852180 Score 742 

1..278, 774. .829, 1821. .1938, 1990. .2401, 3108. .3151 

(AL117265) zhbOOOlO.l [Oryza sativa] 



32519 




Seq. No. 


32388 


Seq. ID 


OJ991028_09.0126.C1 




67184 


9 1" ranH 
OLIdl 1U 


-i- 


cjta rt 

u Lai u 




HiIlO. 




Name 




L v ic cnou 


\j Hi IN o v^MIN 


Start 


1022 ~~ 




X D / i7 


GI 


none 


Score 


A A 


Fvonq 


1022 1082 1561 1679 






Sea. No. 


32388 


Seq. ID 




Gene No. 


67185 


Strand 




Start 


679 


End 


6199 


Name 


OJ991028 09.0126.Cl.ol.gp 


Method 


B. B.T / CT\ P 


Start 


679 


End 


i nco 


\J X 


uC-osflcyp033a04bl 


Score 


041 D 




679. . 1062 








f 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa qenomi 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


32388 


Seq. ID 


OJ991028_09. 0.126. CI 


Gene No. 


67185 


• Strand 




Start 


679 


End 


O x :? .? 


Name 


OJ991028 09.0126.Cl.o2.np 


Method 


7V 7\ T 1 /MAD 


o u ax l. 


826 


End 




O X 


6630697 


Score 




r.vnnQ 

i_i ^ Uij 


826. .893, 3145. .3228, 3737.. 


3889 




ul L/CO^J L UJ ■ 


(AP000969) hypothetical protein [Oryza 


sa t i va J 


Seq. No. 


32388 


Seq. ID 


OJ991028_09.0126.C1 


Cpnp Mn 


67185 


Strand 






679 


End 


6199 


Name 


OJ991028 09.0126.Cl.o2.gs 


Method 


GENSCAN 


Start 


1808 


End 


4718 


GI 


none 


Score 


. 63 


DAUliO 


1808.. 1982, 2146.. 2437, 3140 


..3298, 3726. .3820, 4687. .4718 


Sea No 


32388 


Seq. ID 


OJ991028_09.0126.C1 


Gene No. 


67185 


Strand 




Start 


679 


End 


6199 


Name 


OJ991028 09.0126.Cl.o3.np 


Method 


AAT/NAP 


Start 


4139 


End 


6199 


GI 


6815072 


Score 


525 




4139.. 4171, 5408;, 6199 








(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




T13P21; hypothetical protein 


(AC006067 


) [Oryza sativa] 


Seq. No. 


32388 


Seq. ID 


OJ991028_09.0126.C1 




67185 


Strand 




OLcti. L 


679 


End 


6199 


lvalue 


OJ991028 09.0126.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


5465 


End 


5680 


GI 


none 


Score 


104 


Exons 


5465.. 5680, 5498.. 5665, 5532 


. .5672 




Seq. No. 


32388 


Seq. ID 


OJ991028_09.0126.C1 


Gene No. 


67185 


Strand 




Start 


679 


End 


6199 



32520 



Name 




ixie unou 


fPDT 7\ CTV • 


ixiax ze 


o Lax L 




TP r~\ 

_na 


0 O / O 




C. T 


none 


Score 






Exons 


r /i c Sfi77 Sfi7ft 








Con K\r\ 
oeq . 1NO • 


32389 


Seq. ID 


OJ991028 


_09.0126.C2 




67186 


Strand 






Start 


1 


End 


4672 




Name 


OJ991028 09.0126.C2.ol.np 


Method 


AAT/NAP 




O Ldl L 


1 


End 


4390 




\J X 


6815072 


Score 


2114 




Exons 


1..1009, 1393. .1674, 1807. .2479, 2568.. 


2959, 4357. .4390 




(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




njr^i, nypounencai protein 


(AC006067) 


[Oryza 


sativa ] 




Q O O Q Q 


Seq. ID 


OJ991028 


u y . U 12 0 . CZ 


Gene No. 


D / lob 


Strand 






Start 


1 


End 


4672 






ujyyiuzo uy. uizo.t^.oi.gs 


Method 


GENSCAN 




j Lai L 


287 


End 


4672 




PT 
O X 


none 


Score 


.8 






287. .1558, 3548. .3580, 3676.. 


.3821, 3905 


. .3989, 


4279. .4426, 




4506.'. 4672 








Seq. No. 


32389 


Seq. ID 


OJ991028 


_09.0126.C2 


Gene No. 


67187 


Strand 






of o -r-h 


5728 


End 


5840 




Name 


OJ991028 09.0126.C2.ol.tw 


Method 


TBLASTX: 


Wheat 


O LdX L 


1841 


End 


2168 




VjX 


none 


Score 


66 






1841. .1906, 1842. .1904, 1931. 


.1996, 1944. .1997, 


1971. .2168 


Seq. No. 


32389 


Seq. ID 


OJ991028 


_09.0126.C2 


Gene No. 


67187 


Strand 






Start 


5728 


End 


5840 




Name 


OJ991028 09.0126.C2.o2.gs 


Method 


GENSCAN 




Start 


5728 


End 


5840 




GI 


none 


Score 


.63 





Exons 



5728. .5840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32390 . Seq. .ID 
67188 Strand 
275 ' End 
OJ991028_09. 012 6.C3.ol.np Method 
275 End 
6056390 Score 



OJ991028_09.0126.C3 
+ 

9299 
AAT/NAP 
8731 
515 



275. .335, 771. .896, 6634. .6963, 7202. .7512, 8119. .8731 
(AC009324) Unknown protein [Arabidopsis thaliana] 



32390 
67188 
275 

OJ991028_09.012 6.C3.o2.gs 

4104 

none 

4104. .4419, 4607. .4858, 5378. 
7202. .7512, 8119. .8695, 9189. 



Seq. ID OJ991028_09.0126.C3 

Strand + 

End 9299 

Method GENSCAN 

End 9299 

Score .83 

.5448, 6246. .6358, 6645.-6963, 
.9299 



32521 



Seq. No. 32390 Seq. ID 

Gene No. 67188 Strand 

Start 275 End 

Name OJ991028_09 . 0126 . C3 . ol . ts Method 

Start 6619 End 

GI none Score 

Exons 6619.. 6960, 6648.. 6959 



OJ991028_09.0126.C3 
+ 

9299 

TBLASTX: Soybean 

6960 

324 



Seq. No. 32390 Seq. ID 

Gene No. 67188 Strand 

Start 275 End 

Name OJ991028_09 . 012 6 . C3 . ol . tc Method 

Start 6640 End 

GI none Score 

Exons 6640.. 6954, 6640.. 6954, 6735.. 6956 



OJ991028_09.0126.C3 
+ 

9299 

TBLASTX: Cress 

6956 

293 



Seq. No. 
Gene No. 
Start 
Name 

Start- ■ 

GI ' 
Exons 



32390 

67188 

275 

OJ991 

6675 

none 

6675. 

7202. 

8117. 

8340. 



028 09.0126.C3.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6959, 6676. .6972, 6676. .6975, 7200. .7307, 7201. .7326, 
7345, 7303. .7509, 7313. .7513, 7321. .7512, 8116. .8319, 
8326, 8118. .8324, 8223. .8327, 8318. .8386, 8327. .8383, 
8384, 8355. .8387 



OJ991028_09.0126.C3 
+ 

9299 

TBLASTX .-Maize 

8387 

464 - 



Seq. No. 


32390 






Seq. ID 


OJ991028_ 


_09.012( 


5.C3 


Gene No . 


67188 






Strand 


+ 






Start 


275 






End 


9299 






Name 


OJ991028 09 


.0126. 


C3 . ol . gp 


Method 


AAT/GAP 






Start 


8529 






End 


9030 






GI 


none 






Score 


906 






Exons 


8529. . 9030 














Seq. No. 


32391 






Seq. ID 


OJ991028_ 


09.012* 


5.C4 


Gene No. 


67189 






Strand 


'+ 






Start 


41 






End 


8189 






Name 


OJ991028 09 


.0126. 


C4 .ol.gs 


Method 


GENS CAN 






Start 


41 






End 


8189 






GI 


none 






Score 


.45 






Exons 


41. .51, 56. 


.163, 


353. .440, 


'939. .994, 2060. .2543, 


2886. . 


3195, 




3651. .3742, 


3795. 


.3974, 53E 


39. .5419, 6335. . 6497, 


8177. A 


J189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32391 Seq. ID 

67190 Strand 

1013 End 

OJ991028_09. 0126.C4 .ol.np Method 

1013 . End 

6498436 Score 



OJ991028_09.0126.C4 

3903 
-AAT/NAP 
3903 
335 



1013. .1151, 1380. .1707, 3883. .3903 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



32391 
67191 
9408 



Seq. ID 

Strand 

End 



OJ991028 09. 0126. C4 



9656 



32522 




Name 


OJ991028 09 . 012 6 . C4 . o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


4 367 


End 


4761 






GI 


none 


Score 


A A /** 

24 6 






Exons 


A O CH A CI C A "51 A A CCl^ A CQH 

4 Jb / . . 4bJb, 4o/U..4byj, 4bo/ 


. .4 / bi 








Seq. No. 


32391 


Seq. ID 


OJ991028 


_09.0126 


.C4 


Gene No. 


67191 


Strand 








Start 


y 4 uo 


End 


9656 






Name 


ujyyiuzo uy . uiz b . 04 . oi . tm 


Method 


TBLASTX : 


Maize 




Start 


C A O /I 

50o4 


End 


5545 






GI x,.. 


none 


Score 


233 






Exons 


cno/i c a a c c a a. a cooo coto 
D0o4..b44b, 5Uyz..DJzz, oo/o 


..5446, 5459. .5545 






Seq. No. 


32391 


Seq. ID 


OJ991028 


_09.0126 


.C4 


Gene No. 


67191 


Strand 








Start 


A/i no 

y 4 ub 


End 


9656 






Name 


OJ9910zo__U9 .01zo.C4.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


c a *7 a 

52/0 


End 


8459 






GI 


none 


Score 


269 






Exons 


coTn ci^roQ cL/im ccqi ooc3 
oz/U..obzy, o40/..obol / ozbJ 


..8385, 8406. .8459 






Seq. No. 


32391 


• Seq. ID 


OJ991028 


_09.0126 


C4 


Gene No. 


67191 - 


Strand 








Start 


n a a o 

94 Oo 


End 


9656 






Name 


/*\taaiaaa ao aio/~ /"■< a _ o 

OJ991028 09 . 012 6 . C4 . o2 . gs 


Method 


GENSCAN 






Start 


9408 


End 


9656 






GI 


none 


Score 


. 94 






Exons 


940o . . ybOD 










Seq. No. 


32392 


Seq. ID 


OJ991028 


_09.0126 


C5 


Gene No. 


67192 


Strand 


+ 






Start 


o a c 


End 


451 






Name 


AiTAAIAAO AO A 1 A /" OC ^.1 ^, 

OJyyiOzo 09 . Olz o . Co . ol . gs 


Method 


GENSCAN 






Start 


o a c 

3zb 


End 


451 






/~* -r 

bl 


none 


Score 


.81 






Exons 


Jzb . . 4ol 










Seq. No. 


o a a a o . 


Seq. ID 


OJ991028 


A A ATA/ - 

09.0126 


C5 


Gene No. 


b /lyo 


Strand 


+ 






Start 


11517 


End 


22819 






Name 


. OJ991028 09.0126.C5.ol.np 


. Method 


AAT/NAP 






Start 


11517 


End 


15593 






t 

GI 


■ 5777632 


Score 


251 






Exons 


11517. .11668/ 12689. .12802, 


12979. . 13213, 13406 


. . 13564 , 






13869. .14020, 15529. .15593 










GI Descrip. 


(AJ245900) CAA303720.1 protein [Oryza 


sativa] 






Seq. No. 


32392 


Seq. ID 


OJ991028 


A A A "1 A /" 

09 . 012 6 . 


C5 


Gene No . 


■67193 


Strand 


+ 






b tar l 


11517 


End 


22819 






Name 


OJ991028 09.0126.C5.o4 .gs 


Method 


GENSCAN 






Start 


12461 


End 


22624 






GI 


none 


Score 


.52 






Exons 


124 61 1 24 78,- 13112 ,,13213, 


13406 .. 13564 , 13869 


1 A no A 

. • J. n \J \J f 






18370. . 18588^ 20736 .. 20818 , 


21396. .215 


86, 22199 


. .22333, 






22361. .22400, 22503.. 22624 











32523 



Seq. No. 


32392 


Seq. ID 


OJ991028 


_09. 0126. 


C5 


Gene No. 


67193 


Strand 


+ 






Start" 


11517 


End 


22819 






Name 


OJ991028 09.0126.C5.o2.np 


Method 


AAT/NAP 






Of -i v-4- 

o tar z 


22055 


End 


22819 






GI 


5922620 


Score 


107 






Exons 


22055. .22560, 22594.. 22819 










GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi|6016853| dibj I BAA85196. 1 | 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; 


hypothetical 




protein [Oryza sativa] 










Seq. No. 


32392 


Seq. ID 


OJ991028 


_09.0126. 


C5 


Gene No. 


67194 


Strand 


+ 






Start 


24283 


End 


25058 






Name 


OJ991028_09 . 0126. C5 . o5 . gs 


Method 


GEN SCAN 






Start 


24283 


End 


25058 






GI 


none 


Score 


.79 






Exons 


24283. .24476, 24872. .25058 










Seq. No. 


32392 . .. 


Seq. ID 


OJ991028 


_Q9.0126.. 


C5 


Gene No. 


67195 


Strand 








Start 


9233 


End 


10269 






Name 


OJ991028_09. 0126.C5.o3.gs 


Method 


GENS CAN 






Start 


9233 


End 


10269 






GI 


none 


Score 


.66 






Exons 


92 33.. 94 58, 10244.. 10269 










Seq. No. 


32392 


Seq. ID 


OJ991028 


_09.0126. 


C5 


Gene No. 


67196 


Strand 








Start 


23376 


End 


23783 






Name 


OJ991028 09.0126.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


23376 


End 


23783 






GI 


none 


Score 


64 






Exons 


23376..234S6, 234 54 .. 23783, 


23580. .23765 






Seq. No. 


32393 


Seq. ID 


OJ991028 


_09.0126. 


C6 


Gene No. 


67197 


Strand 


+ 






Start 


575 


End 


14622 






Name 


OJ991028 09.0126.C6.ol.gs 


Method 


GENSCAN 






Start 


575 


End 


14622 






GI 


none' 


Score 


.8 






Exons 


575*. .815, 918. .1535, 1797. . 


2070, 2293. 


.2399/ 2848. .3072, 






3380. .3439, 3782. .3934, 4027. .4092, 4354. .4445, 


6997. .7419, 




8911. .9429, 9431. .9764, 102 94 .. 1074 4 , 


12119. .12243, 






12424 .. 12683, 12740 .. 13354 , 


13566. .13653, 13658 


. .13691, 






13837. . 13932, 14205. .14622 










beq. No. 


32393 


Seq. ID 


OJ991028 


JD9.0126. 


C6 


Gene No. 


67197 


Strand 


+ 






Start 


575 


End 


14622 






Name 


OJ991028 09.0126.C6.ol.np 


Method 


AAT/NAP 






Start 


1076 


End 


nr\n a 






GI 


5911167 


Score 


1186 






Exons 


1076. .1384, 1412. .2216, 2250. .3074 









GI Descrip. (AF136221) putative transposase protein [Zea mays] 



32524 



Seq. No. 


32393 


Seq. ID 


OJ991028_09.0126 


.C6 


Gene No. 


67198 


Strand 


+ 




Start 


14775 


End 


15239 




Name 


OJ991028 09-0126. C6.ol.gp 


Method 


AAT/GAP 




Start 


14775 


End 


15239 




GI 


2428323 


Score 


717 




Exons 


14775. .15239 








•GI Descrip. 


5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 






Seq. No. 


32393 


Seq. ID 


OJ991028 09.0126 


.C6 


Gene No. 


67199 


Strand 


+ 




Start 


18810 


End 


22712 




Name 


OJ991028 09.0126.C6.o4 .gs 


Method 


GENSCAN 




Start 


18810 


End 


22712 




GI 


none 


Score 


.68 




Exons 


18810. . 18913, 19506. .19578, 


20259. .20327, 20356 .. 214 15, 






21458. .21566, 21647 .. 218 98 , 


21986. .22096, 22 187 .. 22268 , 






22353.-22436, 22518. .22712 








Seq. No. 


32393 . 


„ S.eq. ID. 


OJ99102.8_09.0126 


.C6 


Gene No. . 


. 67199 


Strand 


+ 




Start 


18810 


End 


22712 




Name 


OJ991028 09.0126.C6.o2.gp 


Method 


AAT/GAP 




Start 


21252 


End 


21799 




GI 


LIB3431-004-P1-K1-F8 


Score 


868 




Exons 


21252. .21566, 21647. .21799 








GI Descrip. 


, 3080439/emb|CAA18756.1| 2.0e-14 (AL022605) putative protei 




[Arabidopsis thaliana] ? 








Seq. No. 


32393 


Seq. ID 


OJ991028_09.0126 


.C6 


Gene No. 


67200 


Strand 


+ 




Start 


25697 


End 


27608 




Name 


OJ991028 09.0126.C6.o5.gs 


Method 


GENSCAN 




Start 


25697 


End 


27608 




GI 


none 


Score 


.88 




Exons 


25697.-25774, 27034 .. 27274 , 


27451. .27608 




Seq. No. 


32393 


Seq. ID 


OJ991028_09.0126, 


C6 


Gene No . 


67201 


.Strand 






Start 


15247 ' 


' End 


20360 




Name 


OJ991028 ■ 09.0126.C6.o3.tw 


Method 


TBLASTX: Wheat 




Start. 


1061 


End 


1519 




GI 


none 


Score 


185 




Exons 


1061.. 1351, 1063.. 1353, 1415 


..1519, 14 


21. .1513 




Seq. No. 


32393 


Seq. ID 


OJ991028_09.0126. 


C6 


Gene No. 


6720L, 


Strand 






Start 


15247 


End 


20360 




Name 


OJ991028 09.0126.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1229 


End 


1672 




GI 


none 


Score 


113 




Rxons 


1??Q..1^S1_ U9Q 1fi71 ia^n 


i aio 






Seq. No. 


32393 


Seq. ID 


OJ991028_09.0126. 


C6 


Gene No. 


67201 


Strand 







32525 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15247 

OJ991028_09. 

1286 

none 

1286. .1357, 

32393 
67201 
15247 

OJ991028JD9. 

1406 

none 

1406. .1753, 

32393 
67201 
15247 

OJ991028_09. 

1538 

none 

1538. . 1840, 

32393 
67201 
15247 

OJ991028_09. 

2571 

none 

2571. .2639, 

32393 
67201 
15247 

OJ991028_09. 
2595 
none 
2595. 
9184 . 
9484 . 



,3077, 
, 9384, 
, 9534 



0126.C6.o2. tm 
1406. .1477, 1409. 

0126.C6.ol. tc 
1507. .1557, 1591. 

0126.C6.o2.tw 
1546. . 1800 

0126.C6.ol.tm 
2640. .2954, 2648. 

0126.C6.ol.tw 



2645.-2776, 2828, 
9225. .9356, 9361, 



End 

Method 

End 

Score 



20360 

TBLASTX: Maize 

1798 

80 



1471, 1523. .1798, 1549. .1722 



Seq. ID OJ991028_09.0126.C6 
Strand 

20360 

TBLASTX: Cress 
1753 
287 



End 

Method 
End 
Score 
.1698 



Seq. ID OJ991028_09.0126.C6 
Strand 

End 20360 

Method TBLASTX : Wheat 

End 1840 

Score 300 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 
.2953 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991028_09.0126.C6 
20360 

TBLASTX: Maize 

2954 

54 



OJ991028 09. 0126. C6 



20360 

TBLASTX: Wheat 
9583 
327 

.2995, 8944.. 9171, 9021. 
.9450, 9372. .'9452, 9482. 



, 9161, 
, 9583, 



Seq. . No . 


32393 


Seq. ID 


OJ99102.8_09.0126 


.C6 


Gene No. 


67201 


Strand 






Start 


15247 


End 


20360 . 




Name 


OJ991028 09.0126.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


9058 


End 


9353 




GI 


none 


Score 


162 




Exons 


9058.. 9234, 9240.. 9353, 9241. 


.9348 






Seq. No. 


32393 


Seq. ID 


OJ991028_09.0126 


.C6 


Gene No. . 


67201 


Strand 






Start 


15247 


End 


20360 




Name 


OJ991028 09.0126.C6.o2.gs 


Method 


GENSCAN 




Start 


15247 


End 


178 93 




GI 


nnnp 




. 95 




Exons 


15247. .17182, 17277. .17893 








Seq. No. 


32393 


Seq. ID 


OJ991028_09.0126 


C6 



32526 



Gene No. 


67201 


Strand 








Start 


15247 


End 


20360 






Name 


OJ991028 09.0126.C6.o2.np 


Method 


AAT/NAP 






Start 


15250 


End 


18538 






GI 


6907089 


Score 


4915 






Exons 


15250. .17182, 17277.. 18538 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32393 


Seq. ID 


OJ991028_09 


.0126 


. C6 


Gene No. 


67201 


Strand 








Start 


15247 


End 


20360 






Name 


OJ991028 09.0126.C6.o3.np 


Method 


AAT/NAP 






Start 


17626 


End 


20360 






GI 


5922623 


Score 


190 






Exons 


17626. .17709, 1934 9 .. 19424 , 


19592. .19746, 20276.. 20360 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6016856 |dbj IBAA85199. 1 | 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


32393 


Seq. ID 


OJ991028JD9 


0126 


C6 


Gene No. 


67201 


Strand 








Start 


15247 


. End 


.20360 






Name 


OJ991028 09.0126.C6.o3.gs 


Method 


GENSCAN 






Start 


17978 


End 


18538 






GI 


none 


Score 


1 






Exons 


17978. .18538 










Seq. No. 


32394 


Seq. ID 


OJ991028_09 


0126. 


C7 


Gene No . 


67202 


Strand 


+ 






Start 


850 


End 


2785 






Name 


OJ991028 09.0126.C7.ol.np 


Method 


AAT/NAP 






Start 


850 


End 


2785 






GI 


6016479 


Score 


185 






Exons 


850. .1118, 2767. .2785 










GI Descrip. 


(AF045286) 











GDP-4-keto-6-deoxy-D-mannose-3, 5-epimerase- 4 -reductase 
[Arabidopsis thaliana] gi | 6598858 | gb I AAF18712 . 1 | AC010556_8 
.(AC010556) 

GDP-4-keto-'6-deoxy-D-mannose-3, 5-epimerase-4-reductase (GER1) 
[Arabidopsis thaliana] 



Seq. No. 32394 Seq. ID 

Gene No. 67203' Strand 

Start 6077 End 

Name OJ991028_09 . 012 6 . C7 . ol . tm Method 

Start 888 End 

GI none Score 

Exons 888. .1145, 934. .1113 



OJ991028_09.0126.C7 
+ 

8916 " 

TBLASTX: Maize 

1145 

221 



Seq. No. 32394 Seq. ID 

Gene No. 67203 Strand 

Start 6077 End 

Name OJ991028_09 . 0126 . C7 . ol . ts Method 

Start 888 End 

GI none Score 

Exons 888.. 1112, 934.. 1113 



OJ991028_09.0126.C7 
+ 

8916 

' TBLASTX : Soybean 
1113 
194 



32527 




Seq. No. 


32394 






Seq. ID 


OJ991028 


_09.0126.C7 


Gene No. 


67203 






Strand 


+ 




Start 


/■ATT 

607 7 






End 


8916 




Name 


/otaaiaoo a a 

OJ991028 09 


. 0126 . C7 . ol , 


tc 


Method 


TBLASTX: 


Cress 


Start 


A O O 

933 






End 


1113 




GI 


none 






Score 


210 




Exons 


yjj . . 1112 , 


934 . .1113 










Seq. No. 


32394 






Seq. ID 


OJ991028' 


_09.0126.C7 


Gene No. 


67203 






Strand 


+ 




btart 


OU / / 






End 


8916 




Name 


A tAAI A O A AO 

OJ991028 09 


A 1 O /" /^i 1 _0 

. 0126 . C7 . o2 . 


gs 


Method 


GENSCAN 




Start 


6077 






End 


8795 




GI 


none 






Score 


.69 




Exons 


6077 . . 6199, 


6848 . . 6949, 


7175 . 


.7333, 7563. .7714, 


8700. . 8795 


Seq. No. 


3zo94 






Seq. ID 


OJ991028 


_09.0126.C7 


Gene No. 


67203 






Strand 


+ 




Start 


6077 






End 


8916 




Name 


ojyyiu_o uy 


A 1 o iC f> ~7 o 

. U12 b . C / . OZ . 


np 


Method 


AAT/NAP 




Start 


6101 






End 


8916 




GI. . 


5777632 






. Score 


. 249 




Exons 


olUl . .6195, 


6711 . . 694 9, 


7175. 


.7333, 7563. .7713, 


8854 . .8916 


GI Descrip. 


/TV tOjICAAAV 

(AJ24 5900 ) 


CAA303720 . 1 


protein [Oryza 


sativa] 




Seq. No. 


O O O A C 

32 3 y 5 






Seq. ID 


OJ991028_ 


_09 . 0126 . C8 


Gene No. 


67204 






Strand 


+ 




Start 


1 






End 


6851 




Name 


ujyyiuzo uy 


.0126.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


3653 




GI 


A /" O A 1 O O 

4680183 






Score 


174 




Exons 


1 o *r O O A A 

1 . . 2 O , Zo 90 


..2957, 3564 


. .3653 








GI Descrip. 


(AF111 /U9 } 


gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


"D O O A C 

3_3yo 






Seq. ID 


OJ991028_ 


_09.0126.C8 


Gene No. 


67204 






Strand 


+ 




Start 


1 






End 


6851 




Name 


ujyy_u_o uy 


.0126.C8.ol. 


gs 


Method 


GENSCAN 




Start 


O A A "3 

2443 






End 


6851 




GI 


none 






Score 


.59 




Exons 


O /I /I O OCT/™ 

24 43. .2576, 


2581. .2737, 


2868. 


.3021,. 3455. .3618, 


4374 . . 4474 , 




4511 . . 4 11 /, 


6336. .6459, 


6752. 


.6851 






Seq. No. 


32396 






Seq. ID 


OJ991008 


_04 :0121.C2 


Gene No. 


67205 






Strand 


+ 




btart 


Izo / 






End 


1842 




Name 


/-\ tAATAAO A /I 

OJ991008 04 


.0121.C2.ol. 


gs 


Method 


GENSCAN 




Start 


1287 




End 


1842 




GI 


none 






Score 


.79 




Exons 


TOOT 1 C O A 

1287 . . 1539, 


1761. . 1842 










Seq. No. 


32397 






Seq. ID 


OJ991008_ 


_04 .0121.C3 


Gene No. 


67206 






Strand 


+ 




Start 


1 506 






End 


4 04 5 




Name 


OJ991008 04 


.0121.C3.ol. 


gs 


Method 


GENSCAN 




Start 


1506 






End 


4022 




GI 


none 






Score 


.49 





32528 




Exons 


1506. .1749, 3475. .3717, 3816 


. . 4022 








Seq. No. 


32397 


Seq. ID 


OJ991008 04 


.0121 


. C3 


Gene No. 


67206 


Strand 


+ 






Start 


1506 


End 


4045 






Name 


OJ991008 04.0121.C3.o2.np 


Method 


AAT/NAP 






Start 


3416 


End 


4045 






GI 


6539588 


Score 


297 






Exons 


3416. .3742, 3984. .4045 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32397 


Seq. ID 


OJ991008JD4 


.0121 


.C3 


Gene No. 


67207 


Strand 








Start 


3755 


End 


4045 






Name 


OJ991008 04.0121.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


468 


End 


798 






GI 


none 


Score 


64 






Exons 


468. .686, 637. .798, 693. .794 










Seq. No. 


32397 


Seq. ID 


OJ991008_04 


.0121 


.C3 


Gene No. 


67207 


Strand 








Start . 


3755 . . . 


End 


.4045 






Name 


OJ991008 04.0121.C3.ol.tm " 


Method 


TBLASTX: Maize 




Start 


1077 


End 


1391 






GI 


none 


Score 


74 






Exons 


1077. .1223, 1218. .1379, 1233 


..1391, 1264. .1386 






Seq. No. 


32397 


Seq. ID 


OJ991008_04 


. 0121 


.C3 


Gene No. 


67207 


Strand 








Start 


3755 


End 


4045 






Name 


OJ991008 04.0121.C3.o3.np 


Method 


AAT/NAP 






Start 


3755 


End 


4045 






GI 


6729552 


Score 


100 






Exons 


3755. .4045 










GI Descrip. 


(AL132977) putative protein 


[Arabidops 


is thaliana] 






Seq. No. 


'32398 


Seq. ID 


OJ991008__04 


. 0121 


.C4 


Gene No. 


67208 


Strand 


+ 






Start ; 


563 


End 


992 






Name 


OJ991008 04.0121.C4.ol.gs 


Method 


GENS CAN 






Start 


563 ..... 


End 


992 






GI 


none 


Score 


. 96 






Exons 


563.. 688, 751'. .992. 










Seq. No. 


32399 


Seq. ID 


OJ991008J)4 


.0121 


.C5 


Gene No. 


67209 


Strand 








Start 


471 


End 


581 






Name 


OJ991008 04.0121.C5.ol.gs 


Method 


GENSCAN 






Start 


471 


End 


581 






GI 


none 


Score 


.97 






Exons 


471. .581 










Seq. No. 


32400 ■ 


Seq. ID 


OJ991008_04 


.0121 


.C7 


■Gene No = 


67210 


Strand 








Start 


1261 


End 


1433 






Name 


OJ991008 04 .0121.C7.ol.gs 


Method 


GENSCAN 






Start 


1261 


End 


1433 







32529 



• 



GI 

Exons 



none 
1261. 



1433 



Score 



66 



Seq. No. 32400 Seq. ID 

Gene No. 67211 Strand 

Start 2722 End 

Name OJ991008_04 . 0121 . C7 . ol . np Method 

Start 2695 End 

GI 416731 Score 

Exons 2695. .3167, 4111. .4171 

GI Descrip. POLLEN SPECIFIC PROTEIN C13 PRECURSOR gi | 82 655 | pir | | JQ1107 18. 3K 
protein precursor, pollen - maize gi | 255569 | bbs | 113677 (S44171) 
pollen specific protein [Zea mays=corn, Peptide, 170 aa] [Zea 
mays] gi | 1588 669 | prf I I 220 9273A Zml3 [Zea mays] 



OJ991008J34 .0121. C7 
+ 

4171 

AAT/NAP . 

4171 

277 



Seq. No. 


32400 




Seq. ID 


OJ991008 


_04 . 0121. C7 


Gene No. 


67211 




Strand 


+ 




Start 


2722 ■ 




End 


4171 




Name 


OJ991008 04.0121.C7.o2. 


gs 


Method 


GEN SCAN 




Start 


2722 




End 


3228 




GI 


none 




Score 


.59 




Exons. 


27.22. .3228 










Seq. No. 


32400 




Seq. ID 


OJ991008 


_04 .0121.C7 


Gene No. 


67212 




Strand 


+ 




Start 


4099 




End 


4316 




Name 


OJ991008 04.0121.C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2793 




End 


3125 




GI 


none 




Score 


268 




Exons 


27 93. .3125, 27 94. .2994, 


2995. 


.3117 






Seq. No. 


32400 




Seq. ID 


OJ991008 


_04 .0121.C7 


Gene No. 


67212 




Strand 


+ 




Start 


4099 




End 


4316 




Name 


OJ991008_04 .0121.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


4099 




End 


4316 




GI 


uC-osroM202025g03al 




Score 


323 




Exons 


4099. .4316 










GI Descrip. 


'4 8357 67/gb|AAD30234 . 1 | 


AC007202 16 7.1 


De-17 (AC007202) T8K14.16 




[Arabidopsis thaliana] 1 










Seq. No. 


32401 




Seq. ID 


OJ991008 


J34.0121.C8 


Gene No. 


' 67213 




Strand 


+ 




Start 


2973"' 




End 


3089 




Name 


OJ991008 04 .0121.C8.ol. 


gs 


Method 


GENSCAN 




Start 


2973 




End 


3089 




GI 


none 




Score 


.49 




Exons • 


2973. .3089 










Seq. No. 


32401 




Seq. ID 


OJ991008 


JD4.0121.C8 


Gene No. 


67214 




Strand 


+ 




Start 


5187 




End 


11629 




Name 


OJ991008 04 .0121.C8.o3. 


gs 


Method 


GENSCAN 




Start 


5187 




^nd 


i i <c o n 

JL J. W I- 




GI 


none 




Score 


.51 




Exons 


5187. .5215, 6242. .6296, 


6377. 


.6703, 7561. .7789, 


8151. .8261, 




8633. .9260, 9463. .9577, 


9645. 


. 9836, 9907. . 9965, 


10245. . 10746, 



32530 



10787. .10856, 11112.. 11629 



Seq. No. 


32401 


Seq. ID 


OJ991008 


Gene No . 


O / Z 1H 


Strand 


+ 


Start 


olo / 


End 


1162 9 


Name 


ojyyiuuo 04 . u 12 1 . Co . 03 . 


np Method 


AAT/NAP 


Start 


1 *7 A C 

//4b 


End 


94 64 


GI 


0 1 Z 15 12 


Score 


(~i A 

94 


Exons 


7746. .7848, 7876. .8016, 


9426 . .94 64 




GI Descrip. 


(AP001Q72) nypotnetical 


protein [Oryza 


sativa] 


Seq. No. 


3z4 Ul 


Seq. ID 


ojy y iuoo 


Gene No. 


67214 


Strand 


+ 


Start 


5187 


End 


11629 


Name 


ojyyiouo 04 . uiz 1 . Co . 04 . 


np Method 


AAT/NAP 


Start 


8 674 


End 


10399 


GI 


672 1558 


Score 


2 67 


Exons 


O /"7 / OTTO rt/ICO nCTT 

8674. .8773, 9453. .9577, 


10181 . . 10399 




GI Descrip. 


(AP001073) nypotnetical 


protein [Oryza 


sativa] 




gi | 6815083 | Q.DJ \ BAA90369 


. 1 1 (AP001081 ) 


hypotheti 




[Oryza sativa] . 






Seq. No. 


32401 " ' ' 


Seq. ID 


OJ991008 


Gene No. 


67214 


, Strand 


+ 


Start 


5187 


End 


11629 


Name 


OJ991008 04.0121.C8.o5. 


np Method 


AAT/NAP 


Start 


9581 


End 


10788 


GI 


6721561 


Score 


1199 


Exons 


9581. . 9836, 9907 . . 9965, 


10023. .10788 




GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 32401 Seq. ID 

Gene No. 67215 Strand 

Start 3879 End 

Name * OJ991008_04. 0121 . C8 . ol . np Method 

Start 3873 End 

GI 2511546 Score 

Exons 3873.. 4463, 5552.. 5596 

GI Descrip. (AF022658) putative c2h2 zinc, finger transcription factor 
[Arabidopsis thaliana] 



OJ991008_04.0121.C8 

5596 * 
AAT/NAP 
5596 
188 



Seq. No. 


32401 










Seq. ID 


OJ991008 


_04 


.0121 


.C8 


Gene No. 


67215 










Strand 










Start 


3879 










End 


5596 








Name 


OJ991008 04 


0121 


.C8 


,o2 


.gs 


Method 


GENSCAN 








Start 


3879 










End 


4478 








GI 


none 










Score 


.85 








Exons 


3879. .4478 




















Seq. No. 


32401 










Seq. ID 


O-J991008 


04 


.0121 


C8 


Gene No. 


67216 










Strand 










Start 


6185 










End 


6790 








Name 


OJ991008 04 


0121 


.C8 


.o2 


np 


Method 


AAT/NAP 









32531 




Cf vf 

otart 


6185 




End 


C 1 G C\ 






C T 


6498437 


Score 


C A 






Exons 


6185. 


.6285, 6435.. 6790 










GI Descrip . 


(AP000815) hypothetical protein [Oryza 


sativa] 






oeq. wo. 


32401 




Seq. ID 


uj y y iuuo 


U4 . U \l 1 


. bo 


Gene No. 


67217 




Strand 








Start 


12267 




End 


13370 






Name 


OJ991008 04 .0121.C8.o6.np 


Method 


AAT/NAP 






Of 3r f 


12245 




End 


13370 






CT 
bl 


5902445 


Score 


1112 






Exons 


12245 


.13370 










bi uescrip . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


32401 




Seq. ID 


OJ991008 


_04 .0121 


,C8 


Gene No. 


67217 




Strand 








Cf 3 yf 


12267 




End 


13370 






Name 


OJ991008 04.0121.C8.ol.tw 


Method 


TBLASTX : 


wneat 




Cf 3 yf 


12267 




End 


12860 






bl 


none 




Score 


66 






Exons 


12267 


.12380, 12272. . 12385, 


12489. .12860, 12607 


1 O "7 1 A 

. . IZ 1 14 




Seq. No. 


" 32401 




Seq. ID 


OJ991008 


_04 .0121 


.C8 


Gene No. 


67217 




Strand 








Of--. — f 


12267 




End 


13370 






Name 


OJ991008 04.0121.C8.o4.gs 


Method 


GENSCAN 






otart 


12267 




End 


13309 






bl 


none 




Score 


.52 






Exons 


12267. 


.13038, 13154. .13309 










Seq. No. 


32401 




Seq. ID 


OJ991008 


_04.0121 


.C8 


Gene No. 


67217 




Strand 








Cf 2 ~-f 


12267 




End 


13370 






Name 


OJ991008 04.0121.C8.o2.tw 


Method 


TBLASTX: 


Wheat 




Of ~-f 

otart 


12987 




End 


13368 






bl 


none 




Score 


98 






Exons 


12987. 


.13139, 12988. .13137, 


13162. .13368, 13166 






Seq. No. 


32401 




Seq. ID 


OJ991008 


_04.0121 


C8 


Gene No. 


67217 




Strand 








Cf 2 y-f 


12267 




End 


13370 






Name 


OJ991008 04.0121.C8.ol.tm 


Method 


TBLASTX: 


^4aize 




Cf o v-f 


13066 




End 


13368.' 






C T 
bl 


none 




Score 


62 






Exons 


13066. 


.13149, 13074 .. 13145, 


13156. . 13368, 13184 




- 


Seq, No. 


32402 




Seq. ID 


OJ991008 


_04.0121. 


C9 


Gene No. 


67218 




Strand 


+ 






Cf 3 v-f 

otart 


7564 




End 


8574., 






Name 


OJ991008 04.0121.C9.o2.gs 


Method 


GENSCAN 






C f n~f 

otart 


7564 




End 


8574 






GI 


none 




Score 


.48 






Exons 


7564. . 


7576, 7679. .7710, 8431 


. .8574 








Seq. No. 


32402 




Seq. ID 


OJ991008 


_04.0121. 


C9 


Gene No. 


67219 




Strand 


+ 






Start 


9977 




End 


10858 







32532 



Name 


OJ991008_04 . 0121 . C9 . 


ol 


Start 


9916 




GI 


none 




Exons 


9916 . . 10287 




Seq. No. 


32402 




Gene No. 


67219 




Start 


9977 




Name 


OJ991008 04. 0121. C9. 


o3 


Start 


9977 




GI 


none 




Exons 


9977 . . 10858 




Seq. No. 


32402 




Gene No. 


67220 




Start 


14294 




Name 


OJ991008_04.0121.C9. 


o3 


Start 


14294 




GI 


bill 623 




Exons 


14294.. 14 32 3, 14748. 


. 1 




17383. .17666, 18543. 


. 1 


GI Descrip. 


(AJ245900) CAA3037.il 


. 1 


Seq. No. 


32402 




Gene No. 


67220 




Start 


14294 




Name 


OJ991008_04.0121.C9. 


o5 


Start 


14 608 




GI 


5777623 




Exons 


14608 . . 14928, 15177 . 


. 1 




18872 . . 18902 




GI Descrip. 


(AJ245900) CAA303711 


. 1 


Seq. No. 


32402 




Gene No. 


67221 




Start 


1 




Name 


OJ991008 04. 0121. C9. 


ol 


Start 


1 




GI 


5902445 




Exons 


1..1571 




GI Descrip. 


(AB030283) GAG-POL pre< 


Seq. No.' 


32402 




Gene No. 


67222' 




Start 


13142 




Name 


OJ991008 04. 0121. C9. 


o4 


Start 


78 




GI 


none 




Exons 


78. .245, 259. .486, 261 


Seq. No. 


32402 




Gene No. 


67222 




Start 


13142 




Name 


OJ991 DOR 04 . 01 91 . HQ _ 




Start 


576 




GI 


none 




Exons 


576. .1001, 817. .969 





Method 

End 

Score 



AAT/GAP 

10287 

705 



Seq. ID OJ991008_04.0121.C9 

Strand + 

End 10858 

Method GENSCAN 

End 10858 

Score .72 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_04.0121.C9 
+ 

18902 
AAT/NAP 
18588 
991 

37, 15518. .16024, 



Seq. ID OJ991008_04.0121.C9 

Strand + 

End 18902 

Method AAT/NAP 

End 18902 

Score 983 



Seq. ID OJ991008_04.0121.C9 
Strand 

End 1571 

Method AAT/NAP 

End 1571 

Score 1711 



Seq. ID 
. Strand 
End 

Method 

End 

Score 



OJ991008_04.0121.C9 
21644 

TBLASTX: Wheat 

486 

101 



Seq. ID OJ991008_04 .0121.C9 
Strand 

End 21644 

Method TBLASTX : Soybean 

End 1001 

Score . 85 



32533 



Seq. No. 


32402 








Seq. ID 


OJ991008_04.0121 


.C9 


Gene No . 


o / ZZZ 








Strand 






Start 


1314 z 








End 


21644 




Name 


ojyyiuoo 04 


.0121 


.C9.o2. 


tw 


Method 


TBLASTX : Wheat 




C4- -, v--(- 

b tar z 


Ool 








End 


i a n c 

1055 




bl 


none 








Score 


O O T 

287 




Exons 


bol . . 1UU8 , 


COO 


1055, 774.. 1052 






Seq. No. 


32402 








beq. ID 


OJ991008_04.0121 


-C9 


Gene No . 


0 / ZZZ 








Strand 






Start 


1 J 1 4 z 








End 


21644 




Name 


ojyyiuuo 04 


A 1 O T 

. Olzl 


.C9.o3. 


tm 


Method 


TBLASTX : Maize 




b tart 


*7 O Q 

/z y 








End 


1112 




bl 


none 








Score 


ion 

12 9 




Exons 


too i i i o 

/z y . . 1 1 iz , 


Ton 
730 . . 


1008 










Seq. No. 


32402 








Seq. ID 


OJ991008_04 .0121 


.C9 


Gene No . 


o f ZZZ 








Strand 






Start 


1314 2 








End 


21644 




Name 


ojyyiuuo 04 


A 1 A 1 

.0121 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


i i /i a 
114 0. 


._ 






End 


14 96. 




bl- 


none 








Score 


A 1 i 

211 




Exons 


1 1 /I A 1 /I A/ 1 

1140 . . 14 96, 


1168 


. .1434, 


1191. 


.1442 






Seq. No. 


32402 








Seq. ID 


OJ991008_04 .0121 


.C9 


Gene No. 


o / ZZZ 








Strand 






Start 


13142 








End 


21644 




Name 


ojyyiooo 04 


. 0121 


,C9.ol. 


tw 


Method 


TBLASTX: Wheat 




btart 


11/1 








End 


1626 




bl 


none 








Score 


391 




Exons 


11 / 1 . . 162 6, 


1172 


. .1411, 


1182. 


.1625 






Seq. No. 


32402 








Seq. ID 


OJ991008_04 .0121 


.C9 


Gene No . 


D i ZZZ 








Strand 






btart 


1 O 1 A O 

13142 








End 


21644 




Name 


ojyyioob 04 


a i o 1 

.0121 


.C9.o3. 


ts 


Method 


TBLASTX: Soybean 




ni._v.i- 

btart 


1ZZ1 








End 


1586 




bl 


none 








Score 


1 1 A 

110 




Exons 


lzzl . . 1 Job, 


1 "5 /" O 

1362 


. .1586 










Seq. No. 


32402 








Seq. ID 


OJ991008_04 .0121 


.C9 


Gene No . 


o 1 ZZZ 








Strand' 






btart 


1314 2 








End 


21644 




Name 


ojyyioob U4 


a i o i 

. Olzl 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 O 1 o 

1818 








End 


2273 




bl 


none 








Score 


126 




Exons 


lo lb . .2054, 


1828 


. .2052, 


2091. 


.2273, 2092. .2265 




Seq. No. 


32402 








Seq. ID 


OJ991008_04 .0121 


.C9 


Gene No. 


67222 








Strand 






Start 


13142 








End 


21644 




Name 


OJ991008 04 


.0121 


.C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2856 








End 


325 4 




GI 


none 








Score 


256 




Exons 


2856. .3254 















32534 




Seq. No. 


32402 


Seq. ID 


OJ991008 


_04 .0121 


.C9 


Gene No. 


67222 


Strand 








Start 


1 3142 


End 


21644 






Name 


/-\ thai /*% f^i /"\ x /*i i o i r\ a j_ 

OJ991008_04 . 0121 . C9 . o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


oOlo 


End 


3257 






GI 


none 


Score 


189 






Exons 


JUlo . . 325 / 










Seq. No.' 


32402 


Seq. ID 


OJ991008 


_04 .0121 


-C9 


Gene No. 


67222 


Strand 








btart 




End 


21644 






Name 


OJ99100D 04 . 0121 . C9 . o5 . gs 


Method 


GENSCAN 






Start 


13142 


End 


15195 








none 


Score 


.96 






Exons 


13142 13211, 13250 .. 1334 9, 


14928. .15195 






Seq. No. 


32 4 02 


Seq. ID 


OJ991008 


_04 .0121 


-C9 


Gene No. 


67222 


Strand 








Start 


13142 


End 


21644 






Name 


OJ991008 04.0121.C9.o2.np 


Method 


AAT/NAP 






Start 


14403 . 


End 


16278 . 






GI . 


... .6907086 


Score ■ 


1526. . 






Exons 


14 403. .14 603, 14 658-.-. 14 808 , 


14923. .15043, 15294 


. ;"154 63, 






15524. .16278 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






beq. No. 


32402 


Seq. ID 


OJ991008 


_04 . 0121 


.C9 


Gene No. 


67222 


Strand 








Start 


13142 


End 


21644 






Name 


OJ991008 04 .0121.C9.o6.gs 


Method 


GENSCAN 






Start 


15504 


End 


21571 






GI 


none 


Score 


.84 






Exons 


15504. .16053, 16734 .. 16997 , 


17500. .17597, 18361 


. . 18449, 






19496. . 19629, 21 14 5 .. 2 1191, 


21329. .21355, 21434 


. .21571 




Seq. No. 


32402 


Seq. ID 


OJ991008_ 


_04 . 0121 


.C9 


Gene No. 


67222 


Strand 








Start 


13142 


End 


21644 






Name 


OJ991008 04.0121.C9.o4.np 


Method 


AAT/NAP 






Start 


15976 


End 


17910 








6907088 . 


Score 


975 






Exons 


15976. .16318, 17359 .. 17597 , 


17773.. 17910 


- 




bi uescrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






beq. No. 


32402 


Seq. ID 


OJ991008_ 


_04 . 0121 


C9 


Gene No. 


67222 


Strand 








Start 


13142 


End 


21644 






Name 


OJ991008 04.0121.C9.o6.np 


Method 


AAT/NAP 






Start 


17526 


End 


20916 






GI 


4680186 


Score 


206 






F von q 


17 526. .17951, 184 54 .. 18553 , 


20296. .20458, 20873 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


32402 


Qor-r T Pi 


n.TQQi nnQ 


<~\a ni on 




Gene No. 


67222 


Strand 








Start 


13142 


End 


21644 






Name 


OJ991008 04 .0121.C9.o2.gp 


Method 


AAT/GAP 







32535 



Start 


20769 


End 


21574 


GI 


70101 1.R1084 


Score 


903 


Exons 


20769. .21004, 2114 5 .. 21191 , 


21271. .21355, 21434. .21574 


GI Descrip. 


, 4680192/gb|AAD27557.1|AF111710 3 2 . Oe- 


-09 (AF111710) 




hypothetical protein [Oryza 


sativa subsp. indica] 1 


Seq. No. 


JZ 4 uz 


Seq. ID 


OJ991008_04 .0121.C9 


Gene No . 


b / Z Z Z 


Strand 




Start 


i J 1 f! Z 


End 


21644 


Name 


ujyyiuuo u fi . u ±z l . Ly . oz . tin 


Method 


TBLASTX: Maize 


b tart 


o n q c i 

ZUo Dl 


End 


21579 


GI 


none 


Score 


204 


Exons 


onoci oinm onoo oinnt; 
ZU o bl . . Z I UU / , Z Uo bZ . . Z 1 UU 0 , 


21063. .21131, 21136. .21195, 




21143. .21193, 21261. .21356, 


21269. .21355, 21428 .. 21574 , 




21435. .21572, 21436 21579, 


21437. .21577 


beq. no. 


oZh UZ 


Seq. ID 


OJ991008_04.0121.C9 


Gene No. 


b / ZZZ 


Strand 




Start 


1 j!4z 


End 


21644 


Name 


ojyyiuuo U4 . uiz i . cy . oz . ts 


Method 


TBLASTX: Soybean 


Start 


-ZUobi 


End 


21580 


GI 


none ; 


Score 


127 


Exons 


■ 20861. .20998, 20862 .. 20984 , * 


21143. .21193, 21145. ..21195, 




21261. .21350, 21269. .21355, 


21416. .2156 


30, 21438. .21572 


Seq. No. 


32402 


Seq. ID 


OJ991008_04.0121.C9 


Gene No. 


67222 


Strand 




Start 


13142 


End 


21644 


Name 


OJ991008 04.0121.C9.o7.np 


Method 


AAT/NAP 


Start 


21113 


End 


21644 


GI 


4680192 


Score 


82 


Exons 


21113. .21219, 21251. .21334, 


21412. .21644 


GI Descrip. 


(AF111710) hypothetical protein [Oryza 


sativa subsp. indica] 


beq. No. 


32403 


Seq. ID 


OJ991008_04. 0121. C10 


Gene No . 


67223 


Strand 




Start 


343 


End 


3734 


Name 


OJ991008 04.0121.C10.ol.gp 


Method 


AAT/GAP 


O -1 , 4- 

otart 


343 


End 


3573 




31070 1.R1084 


Score 


1276 


Exons 


343. .444, 532... 598, 674, .774 


, 1369.. 1472, 3024.. 3118, 3316.. 3573 


GI Descrip. 


" , 5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 




sativa] * 






beq. No. 


32403 " " " 


Seq. ID 


OJ991008_04. 0121. C10 


Gene No. 


67223 


Strand 




Start 


343 


End 


3734 


Name 


OJ991008 04 .0121. C10. ol.tc' 


Method 


TBLASTX: Cress 


Start -j 


345 


End 


1479 


GI 


none 


Score 


72 


Exons 


345. .446, 352. .447, 519. .599, 675. .773, 


675. .773, .676. .777, 




1345. .1422, 1350. .1439, 1432 


. . 1479 




Seq. No. 


32403 




o.tqqi nop moi nn 


Gene No. 


67223 


Strand 




Start 


343 


End 


3734 


Name 


OJ991008 04.0121.C10.ol.tm 


Method 


TBLASTX: Maize 



32536 



Start 
GI 

Exons 



379 End 3129 

none Score 89 

379.-447, 381. .452, 527 .. 595, 527 .. 595, 531. .599, 538. .606, 
674. .760, 675..773, 676.-774, 676.-774, 1345. .1470, 1350. .1475, 
1350. .1469, 1372. .1470, 3023. .3088, 3024. .3077, 3024. .3089, 
3025. .3129 



Seq. No. 32403 

Gene No. 67223 

Start 343 

Name OJ991008_04 . 0121 . C10 . ol . gs 

Start 674 

GI none 

Exons 674.. 774, 1369.. 1472, 3024, 



Seq. ID OJ991008_04 . 0121 .C10 
Strand 

End 3734 

Method GENSCAN 

End 3734 

Score .79 
.3118, 3683.. 3734 



Seq. No. 32404 Seq. ID 

Gene No. 67224 Strand 

Start 384 End 

Name OJ991008_04 . 0121 . Cll . ol . gs Method 

Start 384 " End 

GI • none Score 

Exons 384. .737 . 



OJ991008_04 .0121. Cll 
+ 

737 

GENSCAN 
737 
. 91 



Seq. No. 32404 Seq. ID 

Gene No. 67225 Strand 

Start 9088 End 

Name OJ991008_04 . 0121 . Cll . o3 . gs Method 

Start 9088 End 

GI none Score 

Exons 9088. .9393 



OJ991008_04 .0121. Cll 
+ 

9393 
GENSCAN 
9393 
.52 



Seq. No. 32404 Seq. ID 

Gene No. 67226 Strand 

Start 241 End 1549 

Name OJ991008_04 . 0121 . Cll . ol . np Method AAT/NAP 

Start 241 End 1549 

GI 5777617 Score 71 

Exons 241.. 348, 1520.. 1549 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991008 04. 0121. Cll 



Seq. No. ..32404.. . , . Seq. ID 

Gene No. 67227 Strand" 

Start ' 3777 ' /End 

Name . OJ991008_04 . 0121 .'Cll . o2 . gs Method 

Start 3777 End 

GI none Score 
Exons 3777.. 5195 



OJ99100.8_04 .0121. .Cll 

5195 
GENSCAN 
5195 
. 67 



OJ991008 04. 0121. Cll 



Seq. No. 32404 Seq. ID _ 

Gene No. 67227 Strand 

Start 3777 End 5195 

Name OJ991008_04 . 0121 . Cll . o2 . np Method AAT/NAP 

Start 3780 End 5051 

GI 6522916 Scrirfi 1071 

Exons 3780. .5051 

GI Descrip. (AL132978) putative protein [Arabidopsis thaliana] 



32537 



Seq. No. 32404 

Gene No. 67228 

Start 10578 

Name OJ991008_04 . 0121 . Cll . ol . ts 

Start 4527 

GI 4292932 

Exons 4527.-4724, 4543.. 4725 

GI Descrip. 44 68990/emb_CAB38304_ 5.0e-15 (AL035605) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ991008JD4. 0121. Cll 
Strand 

End 12920 

Method TBLASTX : Soybean 

End 4725 

Score 143 



Seq. No. 32404 

Gene No. 67228 

Start 10578 

Name OJ991008_04 . 0121 . Cll . o4 . gs 

Start 10578 

GI none 

Exons 10578. .10725, 12809.. 12920 



Seq.. ID OJ991008_04. 0121. Cll 
Strand 

End 12920 

Method GENSCAN 

End 12920 

Score .46 



Seq. No. 32405 

Gene No. 67229 

Start 993 

Name OJ9.9J.Q0.8_04 . 0121.. C.12 ..ol. gs.. 

Start ■■ 993 

GI none 
Exons 



Seq. ID OJ991008_04.0121.C12 

Strand + 

End 3425 

Method. .GENSCAN ..... 

End 3425 

Score ."61 



993. .1130, 2249. .2309, 2427. .2473, 2855. .2976, 3260. .3425 



Seq. No. 32405 

Gene No. 67230 

Start 7542 

Name OJ991008_04 . 0121 . C12 . o3 . gs 

Start 7542 

GI none 

Exons 7542.. 7889 



Seq. ID OJ991008_04.0121.C12 

Strand + 

End 7889 

Method GENSCAN 

End 7889 

Score .85 



Seq. No. 
Gene No. 
Start 
Name 
Start ■■' 
GI 

Exons 

GI Descrip, 



32405 Seq. ID OJ991008JD4 . 0121 . C12 

67231 Strand 
1 End 94 98 

OJ991008_04 .0121.C12.ol.np Method AAT/NAP 
1 End 94 98 

6630700 Score 914 

1..175, 2257. .2404, 6110 ... 6976, .8986 9174 , 943.9. 
(AP000969) Similar to hypothetical protein f678 - 
coll. (A65193) [Oryza sativa] gi I 672 1537 J dbj | BAA8 9567 ; 1 1 
(AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



.94 98 

Escherichia 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32405 
67231 
1 

OJ991008_04 .0121.C12.o2 . gs 

4666 

none 

4666. .4862, 
6769. . 6897 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991008_04.0121.C12 

9498 
GENSCAN 
6897 
. 62 



4873. .5019, 5207. .5324, 5339. .5440, 6094. .6690, 



Seq. No. 
Gene No. 



32405 
67231 



Seq. ID 
Strand 



OJ991008 04.0121.C12 



32538 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991008_04.0121.C12.o4.gs 

8892 

none 

8892.-9377, 9439. .9453 

32405 
67231 
1 

OJ991008_04.0121.C12.ol.tw 

9007 

none 



End 

Method 

End 

Score 



9498 
GENSCAN 
9453 
.98 



Seq. ID OJ991008_04.0121.C12 
Strand 

End 94 98 

Method TBLASTX : Wheat 

End 9387 

Score 55 



9007. .9078, 9021. .9089, 9142. .9207, 9142. .9186, 9165. .9233, 
9210.. 9386, 9237.. 9386, 9238.. 9387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32405 
67231 
1 

OJ991008_04 .0121.C12.ol.tm 

9142 

none 



Seq. ID OJ991008_04.0121.C12 
Strand 

End 94 98 

Method TBLASTX : Mai ze 

End 9386 

Score 4 4 



9142. .9174,.. 9237. .9383, 9237.. . 938 6, 9238. .9384 



End 

Method 
End 
Score 



32406 
67232 
9 

OJ991008_04.0121.C13.ol.gs 
9 

none 

9. .143, 192. .457, 693. .699 

32407 
67233 
908 

OJ991008_04.0121.C14 .ol.gs 
908 
none 

908. .1059, 1933. .2054, 2336. .2763 



Seq^ ID OJ991008_04.0121.C13 
Strand 

699 

GENSCAN 
699 
.54 



Seq. ID OJ991008_04.0121.C14 
Strand 

2763 
GENSCAN 
2763 
.7 



End 

Method 
End 
Score 



32407 

67233 . 
908 

OJ991008_04 .0121.C14.ol.np 

.978 

4371292 
978. .1001, 2332. .2449 

(AC006260) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991008_04 .0121 .C14 
Strand 

End 2763 

Method AAT/NAP 

End ' 2449. 

Score 41 



Seq. ID OJ991008_04.0121.C14 
Strand 

End 2763 

Method AAT/GAP 

End 1977 

C!rnr^ /inn 



32407 
67233 
908 

OJ991008_04.0121 .C14 .ol.gp 
1705 

T.TR34 33-051-P1-K1-H5 
1705. .1977 

* 474008/dbj I D29729 | RICYK4 3 1.0e-75 Rice mRNA, partial homologous 
to ribosomal protein S15 gene 1 



32539 



Seq. No. 


32407 


Seq. ID 


OJ991008_04 .0121.C14 


Gene No. 


67233 


Strand 


— 


Start 


908 


End 


2763 


Name 


OJ991008_04 .0121.C14.o2.gp 


Method 


AAT/GAP 


Start 


2167 


End 


2571 


GI 


none 


Score 


591 


Exons 


2167 . . 2571 






beq. no. 


4 U / 


Seq. ID 


OJ991008_04 .0121.C14 


Gene No. 


67234 


Strand 




Start 


2664 


End 


3022 


Name 


OJ991008_04 .0121.C14.o3.gp 


Method 


AAT/GAP 


Start 


2664 


End 


3022 


GI 


uC-osrocyp010c05bl 


Score 


607 


Exons 


2664 . . 3022 






GI Descrip. 


f 1420932/gb|U61383|ORU61383 7 


. 0e-2l Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron l, 


partial sequence 1 


Seq. No. 


4 U / 


Seq. ID 


OJ991008_04 .0121.C14 


Gene No. ■ 


67235 


Strand 




Start 


3331 -_. - 


•End 


3388 


Name 


0J9 91008 04.0121.C14.o4.gp 


Method 


AAT/GAP 


Start 


3331 


End 


3388 


GI 


2312838 


Score 


67 


Exons 


3331 . . 3388 






GI Descrip. 


1420932/gb | U61383 | ORU61383 7. 


0e-2l Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron l, 


partial sequence 


Seq. No. 


32407 


Seq. ID 


OJ991008_04 .0121.C14 


Gene No. 


67236 


Strand 




Start 


4137 


End 


10984 


Name 


OJ991008_04 .0121.C14.o2.np 


Method 


AAT/NAP 


Start 


3823 


End 


7437 


GI 


2854153 


Score 


152 


Exons 


3823. .3840, 5554. .5869, 6921. 


.7029, 7344. .7437 


GI Descrip. 


(AF045640) No definition line 


found [Caenorhabditis elegans 


Seq. No. 


32407 


Seq. ID 


OJ991008JD4 .0121.C14 


Gene No. 


67236 


Strand 




Start 


4137 


End 


10984 


Name 


OJ991008 04.0121.C14.o2.gs 


Method 


GENSCAN 


Start 


4137 


End . 


10984 


GI 


none 


Score 


.68 


Exons 


4137. .4419, 4973. .5004, 5541. 


.5777, 6521..6654, 6921..7029, 




7344.. 7420, 7856.. 7954, 8293. 


.8436, 89H..9255, 10193..1032 




10796. . 10984 






Seq. No. 


32407 


Seq. ID 


OJ991008_04 .0121.C14 


Gene No . 


CL n n o c 


Strand ■ 




Start 


4137 


End 


10984 


Name 


OJ991008 04 .0121.C14 .ol.tm 


Method 


TBLASTX : Maize 


Start 


5559 


End 


7021 


GI 


none 




420 


Exons 


5559. .5870, 5560. .5877, 5560. 


.5877, 6919..7020, 6920. .7021 


Seq. No. 


32407 


Seq. ID 


OJ991008_04.0121.C14 
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Gene No. 


67236 








Strand 






Start 


4137 








End 


10984 




Name 


OJ991008 04. 


0121 . 


C14 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


5709 








End 


5880 




GI 


none 








Score 


99 




Exons 


5709. .5870, 


5709. 


. 5870, 


5710 . 


.5877, 5716. .5880 




Seq. No. 


32407 








Seq. ID 


OJ991008_04.0121 


.C14 


Gene No . 


67236 








Strand 






Start 


4137 








End 


10984 




Name 


OJ991008_04 . 


01 21-. 


C14 . o2 


ts 


Method 


TBLASTX : Soybean 




Start 


7374 








End 


8404 




GI 


none 








Score 


61 




Exons 


7374 . .7421, 


7854 . 


.7955, 


7854 . 


.7955, 7855. .7956, 8289. .8351, 




8294 . .8404, 


8297 . 


. 8401 










Seq. No. 


32407 








Seq. ID 


OJ991008 04.0121 


.C14 


Gene No. 


67236 








Strand 






Start 


4137 








End 


10984 




Name 


OJ991008 04. 


0121. 


C14 .o2 


tm 


Method 


TBLASTX: Maize 




Start 


8292 








End 


8482 




GI - . 


none ;-- 








Score 


186 




Exons 


8292. .8444, 


8294 . 


. 8443, 


8294 . 


.8482 






Seq. No. 


32408 








Seq. ID 


OJ991008_04 .0121 


.C18 


Gene No. 


67237 








Strand 






Start 


53 








End 


521 




Name 


OJ991008 04. 


0121. 


C18.ol 


.gs 


Method 


GENSCAN 




Start 


53 








End 


521 




GI 


none 








Score 


. 61 




Exons 


53. .181, 275 


. .521 










Seq. No. 


32409 








Seq. ID 


OJ991008_04 . 0121 


.C20 


Gene No . 


67238 








Strand 


+ 




Start 


1 








End 


461 




Name 


OJ991008 04. 


0121. 


C20.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


461 




GI 


.4680203 








Score 


533 




Exons 


1. .461 














GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 




Seq. No. 


32409 








Seq. ID 


OJ991008_04 .0121 


.C20 


Gene No." 


67238 








Strand 


+ 




Start 


1 








End 


461 




Name 


OJ991008 04. 


0121. 


C20.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


62 








End 


417 




GI 


none 








Score 


101 




Exons 


62.. 181, 151 


. .402 


, 153. 


401, 


154. .417, 


168. .404 




Seq. No. 


32409 








Seq. ID 


OJ991008_04.0121 


.C20 


Gene No. 


67238 








Strand 


+ 




Start 


1 








End 


461 




Name 


OJ991008 04. 


0121. 


C20.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


184 








End 


4 59 




GI 


none 








Score 


238 




Exons 


184. .402, 192. .398, 409 


.459 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32410 Seq. ID 

67239 Strand 

1 End 
OJ991008_04 .0121.C21.ol.np Method 

1 End 

4680204 Score 
1. .431 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ991008_04.0121.C21 
+ 

431 

AAT/NAP 
431 
163 



32410 Seq. ID 

67239 Strand 

1 End 
OJ991008_04 . 0121 . C21 . ol . gs Method 

74 End 

none Score 
74 . .367 



OJ991008_04.0121.C21 
+ 

431 

GENSCAN 

367 

.57 



Seq. No. 32411 Seq. ID 

Gene No. 67240 Strand 

Start 103 End 

Name OJ991008_04 . 0121 . C22 . ol . gs Method - 

Start * 103 ■ . . . End 

GI • • none ' Score 

Exons 103.. 200, 294.. 470 



OJ991008_04 .0121.C22 
+ 

470 

GENSCAN 

470 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32412 Seq. ID 

67241 Strand 

1 End 615 
OJ991008_04 . 0121 .C24 . ol . np Method AAT/NAP. 

1 End 615 

4416302 Score 633 
1. .615 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ991008_04.0121.C24 
+ 



32412 Seq. ID 

67241 Strand 
l" End 
OJ991008_04 . 0121.C24 .ol.tm Method 
7 End 
none Score 
7. .237, 9. .584, 313, .594 

' 32413 Seq. ID 

67242 Strand 
70 End 
OJ991008_04 . 0121 . C28 . ol . gs Method 
70 End 
none Score 
70. .130 



OJ991008_04.0121.C24 
+ 

615 

TBLASTX: Maize 

594 

253 



OJ991008_04.0121.C28 
+ 

130 

GENSCAN 

130 

.64 



Seq. No. 32414 

Gene No. 67243 

Start 417 

Name OJ991008_04 . 01 21 s C30 s o2 s gp 

Start 417 

GI none 

Exons 417.. 810 



Seq. ID OJ991008_04.0121.C30 

Strand + 

End 810 

Method AAT / G A P 

End 810 

Score 746 
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Seq. No. 32414 Seq. ID 

Gene No. 67244 Strand 

Start 107 End 

Name OJ991008_04 . 0121 . C30 . ol . gp Method 

Start 107- End 

GI 5607411 Score 

Exons 107.. 392 



OJ991008_04 .0121.C30 
392 

AAT/GAP 

392 

519 



Seq. No. 32415 Seq. ID 

Gene No. 67245 Strand 

Start 205 End 

Name OJ991008^04 . 0121 . C31 . ol . gs Method 

Start 205 End 

GI none Score 

Exons 205.. 283 



OJ991008_04 .0121.C31 
+ 

283 

GENSCAN 

283 

.88 



Seq. No. 32416 Seq. ID 

Gene No. 67246 Strand 

Start 44 6 End 

-Name OJ991008_04 . 0121 . C32 . ol . gs . Method 

Start . 44 6 ■ .. End. 

GI none ' " - Score 
Exons ' 446. . 547 



OJ991008_04 .0121.C32 
547 

GENSCAN 
547 . 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32417 Seq. ID OJ991008_04 . 0121 . C33 

67247 Strand + 

1 End 481 

OJ991008_04 . 0121 . C33 . ol . np Method AAT/NAP 

1 End 481 

5042448 Score 641 

1..146, 186. .481 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



32417 Seq. ID 

67248 Strand 

144 End 
OJ991008_04. 0121 .C33.ol.gs Method 

144 End 

none ,.- Score 
144. .272 



OJ991008_04 .0121.C33 
272 

GENSCAN 

272 

.62 



Seq. No. '32418 " 

Gene No. 6724 9 

Start 685 

Name OJ991008__04 . 0121 . C36 . ol . gs 

Start 685 

GI none 

Exons 685.. 967, 1861.. 1933 

Seq. No. 32419 

Gene No. 67250 

Start 18 

Name OJ991008__04 . 0121 . C37 . ol . gp 

Start 18 

GI none 



Seq. ID 

Strand 

End 

Method 
End 

Score .. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991008_04 .0121.C36 

1933 
GENSCAN 
1933 
.67 



OJ991008_04 .0121.C37 
+ 



AAT/GAP 

724 

907 
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Exons 18. .110, 219. .345, 464. .724 

Seq. No. 32419 

Gene No. 67250 

Start 18 

Name OJ991008_04 . 0121 . C37 . ol . gs 

Start 57 

GI none 

Exons 57. .110, 492. .579 

Seq. No. 32420 

Gene No. 67251 

Start 1 

Name OJ991008_04 . 0121 . C4 0 . ol . np 

Start 1 

GI 4680179 

Exons 1. . 1470 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 32420 

Gene No. 67251 

Start 1 

Name OJ991008_04 . 0121 . C40 . o2 . tm 

Start 31 

GI none 

Exons 31.. 348, 35.. 337 

Seq. No. 32420 

Gene No. 67251 

Start 1 

Name OJ991008_04 . 0121 . C4 0 . o3 . tw 

Start 31 

GI none 

Exons 31.. 306, 35.. 307 

Seq. No. 32420 . 

Gene No. 67251 

Start ! 

Name OJ991008_04 . 0121 . C40 . ol . gs 

Start 55 

.GI none 

Exons 55.. 790, 833.. 1425 

Seq. No. 32420 

Gene No. 67251 

Start 1 

Name OJ991008JD4 . 0121 . C40 . ol . ts 

Start 265 

GI none . ; 

Exons 265.. 525, 266.. 520 

Seq. No. 32420 

Gene No. 67251 

Start 1 

Name OJ991008JD4 . 0121 . C4 0 . ol . tc 

Start 289 

GI none 




Seq. ID OJ991008_04.0121.C37 

Strand + 

End 724 

Method GENSCAN 

End 579 

Score .74 

Seq. ID OJ991008_04.0121.C40 
Strand 

End 1470 

Method AAT/NAP 

End 1470 

Score 2489 

sativa subsp. indica] 

Seq. ID OJ991008_04.0121.C40 
Strand 

.End . 1470 .. . . ■ 

Method TBLASTX : Maize 

End 34 8 

Score 266 

Seq. ID OJ991008_04.0121.C40 
Strand 

End 1470 

Method TBLASTX: Wheat 

End 307 

Score 219 

Seq. ID OJ991008_04.0121.C40 
Strand 

End 1470 

Method GENSCAN 

End 1425 

Score . 85 

Seq. ID .OJ99100-8_04.0121.C40 
Strand 

End 1470 

Method TBLASTX : Soybean 

End 525 

Score 154 

Seq. ID OJ991008_04 . 0121 .C40 
Strand 

End 14 7 0 

Method TBLASTX : Cress 

End 606 

Score 88 
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Exons 



289. .432, 290. .430, 433. .606 



Seq. No. 32420 Seq. ID 

Gene No. 67251 Strand 

Start 1 End 

Name O J9 9 1 0 0 8_0 4 . 0 1 2 1 . C4 0 . o2 . t w Method 

Start 313 End 

GI none Score 

Exons 313. .789, 314. .568, 346. .759 



OJ991008_04.0121.C40 
1470 

TBLASTX: Wheat 

789 

245 



Seq. No. 32420 Seq. ID 

Gene No. 67251 Strand 

Start 1 End 

Name OJ991008JD4 . 0121 . C4 0 . o3 . tm Method 

Start 34 9 End 

GI none Score 

Exons 349.. 663, 350.. 553, 361.. 582 



OJ991008_04.0121.C40 
1470 

TBLASTX: Maize 

663 

107 



Seq. No. 32420 Seq. ID 

Gene No. 67251 Strand 

Start 1 End 
Name . OJ991.00.8_04 . 0121 . C4.0 . ol . tw .. Method.. 

Start 7 90 End 

GI none Score 
Exons 



OJ991008_04.0121.C40 
1470. 

TBLASTX.: Wheat 

1305 
256 



790. .1305, 880. .1227, 962. .1273 



Seq. No. 32420 Seq. ID 

Gene No. 67251 Strand 

Start 1 End 

Name OJ991008_04 . 0121 . C4 0 . ol . tm Method 

Start 8 68 End 

GI none Score 

Exons 868. .1179, 875. .1072, 880. .1233, 965.. 



OJ991008_04 .0121.C40 
1470 

TBLASTX: Maize 
1233 
165 
1231 



Seq. No. 32420 Seq. ID 

Gene No. 67251 Strand 

Start 1 End 

Name OJ991008_04 . 0121 . C4 0\ o2 . ts Method 

Start 1054 End 

GI none Score 

Exons 1054 . . 1299 



OJ991008_04 .0121.C40 
1470 

TBLASTX : Soybean 

1299 

202 



Seq. No. 3*2420 ■ Seq. ID 

Gene No. 67251. Strand 

Start 1 End 

Name OJ991008_04 . 0121 . C4 0 . o4 . tm Method 

Start 1240 End 

GI none Score 

Exons 1240.. 1470, 1241.. 1426 



OJ991008_04.0121.C40 
1470 

TBLASTX: Maize 

1470 

123 



Seq. No. 32420 Seq. ID 

Gene No. 67251 Strand 

Start 1 End 

Name OJ991008 04 * 0121 . C4 0 . o4 . tw Method 

Start 1306 ~ End 

GI none Score 

Exons 1306.. 1470, 1307.. 1462 



OJ991008_04.0121.C40 
1470 

TBL 7 " 1 C TX : Wh^ 

1470 

151 
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Seq. No. 


32420 


Seq. ID 


OJ991008_04.0121 


.C40 


Gene No. 


C 1 O C 1 


Strand 


~ 




Start 


1 


End 


1470 




Name 


ojy yiuuo_u4 .oi2i.C40.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1321 


End 


1470 




GI 


none 


Score 


95 




Exons 


1321. .14/0, 1322. .1468 








Seq. No. 


32421 


Seq. ID 


OJ991008 04.0121. 


X41 


Gene No. 


67252 


Strand 


- 




start 


1 


End 


1152 




Name 


OJ 99100o_04 •0121.C41.ol. np 


Method 


AAT/NAP 




Start 


1 


End 


1152 




GI 


4 dooi / y 


Score 


1905 




Exons 


1 . . 1 lo2 








GI Descrip. 


(AF111709) polyprotem [Oryza 


sativa 


subsp. indica] 




Seq. No. 


32421 


Seq. ID 


OJ991008_04.0121. 


,C41 


Gene No . 


67252 


Strand 






Start 


1 


End . 


1152 ■ ■ 




Name 


_OJ9910..08. 0.4. 0121. C41.o2.tw 


Method 


TBLASTX: Wheat 




Start 


19 


End 


233 




GI 


none 


Score 


127 




Exons 


19. .132, 21. .161, 28. .147, 163. .228, 


168. .233 




Seq. No. 


32421 


Seq. ID 


OJ991008_04.0121. 


C41 


Gene No. 


67252 


Strand 






Start 


1 


End 


1152 




Name 


OJ991008 04.0121.C41.ol.gs 


Method 


GENSCAN 




Start 


101 


End 


1135 




GI 


none 


Score 


. 48 




Exons 


101. .284, 335. .1135 








Seq. No. 


32421 


Seq. ID 


OJ991008_04.0121. 


C41 


Gene No . 


67252 


Strand 






Start . 


1 


End 


1152 




Name 


OJ991008 04.0121.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


491 


End 


787 




GI 


none 


Score 


105 




Exons 


491. .787, 503. .787 




• • 




Seq. No. 


32421 ' 


Seq. ID 


OJ991008_04 .0121. 


C41 


Gene No . 


67252 


Strand 


— 




Start 


1 


End 


1152 




Name 


OJ991008 04.0121.C41.ol.tw 


Method 


TBLASTX: Wheat 




otart 


671 


End 


1031 




GI 


none 


Score 


97 




Exons 


67,1. .1027, 675. .902, 927. .1031 






Seq. No. 


32422 


Seq. ID 


OJ991008_04.0121. 


C42 


Gene No. 


67253 


Strand 






Start 


70 


End 


436 




Name 


.^OJ99in0ft 04.0191 CA0 n1 rrc 








Start 


10 


End 


436 




GI 


none 


Score 


.81 




Exons 


70. .125, 284. .436 
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Seq. No. 


32423 








Seq. ID 


OJ991008J)4.0121 


.C44 


Gene No. 


67254 








Strand 


— 




Start 


193 








End 


715 




Name 


OJ991008_ 


OA .0121. C44 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


166 








End 


570 




GI 


none 








Score 


48 




Exons 


166. . 318, 


167 . . 250, 


190 


. . 324, 


192 . . 323, 


426. .569, 430.. 


570 


Seq. No. 


32423 








Seq. ID 


OJ991008JD4.0121 


.C44 


Gene No. 


67254 








Strand 


- 




Start 


193 








End 


715 




Name 


OJ991008 


04 .0121.C44 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


172 








End 


567 




GI 


none 








Score 


117 




Exons 


172. .324, 


192. .323, 


426 


. . 566, 


430. .567 






Seq. No. 


32423 








Seq. ID 


OJ991008_04 .0121 


.C44 


Gene No. 


67254 








Strand 


- 




Start 


193 








End 


715 




Name - 


OJ991008 


04 .0121. C4;4 


.ol 


. tc . 


Method 


TBLASTX: Cress 




Start "■ . . 


190 


■ - ; T 




. ■ 


End . . 


567 


. . 


GI 


none 








Score 


112" 




Exons 


190. .324, 


192. .323, 


426 


. . 566, 


430. . 567 






Seq. No. 


32423 








Seq. ID 


OJ991008_04 .0121 


.C44 


Gene No. 


67254 








Strand 


— . 




Start 


193 








End 


715 




Name 


OJ991008 


04 .0121.C44 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


190 








End 


579 




GI 


none 








Score 


107 




Exons 


190. .324, 


192. .323, 


426 


. . 566, 


430. . 564, 


430. .579 




Seq. No. 


32423 








Seq. ID 


OJ991008_04 .0121 


.C44 


Gene No. 


67254 








Strand 


— 




Start 


193 








End 


715 




Name 


OJ991008_ 


04 . 0121 .C44 


.ol 


. gs 


Method 


GENSCAN 




Start 


193 








End 


563 




GI 


none 








Score 


.88 




Exons 


193.'. 322, 


431. .563 












Seq. No. 


32423 








Seq. ID 


OJ991008_04 .0121 


.C44 


Gene No. 


■ 67254 








Strand 






Start 


193 








End ' 


715 




Name 


OJ991008 


04 .0121.C44 


.ol 


. np 


Method 


AAT/NAP 




Start 


193 








End 


563 




GI 


3941412 








Score 


435 




Exons 


193. .322, 


431. .563 












GI Descrip. 


(AF062860 


) putative 


transcription factor [Arabidopsis thali< 


Seq. No. 


32423 








Seq. ID 


OJ991008_04.0121 


.C44 


Gene No. 


67254 








Strand 






Start 


193 








End 


715 




"NT a rnzs 


a tqqi nno 


n a moi a a 






H It _ J_ 1- _ -1 














fiC LHUU 


AAT/GAF 




Start 


226 








End 


715 




GI 


uC-osflm202106g04bl 






Score 


676 




Exons 


226. .322, 


431. .715 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3941412 1.0e-37 (AF062860) 
[Arabidopsis thaliana] 1 

32424 
67255 
348 

OJ991008_04.0121.C4 6.ol.gs 

348 

none 

348. .419 



putative transcription factor 



Seq. ID OJ991008_04.0121.C46 

Strand + 

End 419 

Method GENSCAN 

End ■ 419 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



S.e.q . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32424 
67256 
391 

OJ991008_04.0121.C4 6.ol.gp 
391 

21474_1.R1084 
391. .471 

•3894159 2.0e-10 (AC005312) 
thaliana] 1 

. 32425 . .. 

67257 
530 

OJ991008_04.0121.C49.ol.gs ■ 

530 

none 

530. .654, 1059. .1098 

32426 
67258 
1 

OJ991008_04 . 0121.C50.ol.gp 
1 

19278__1.R1084 
1. .256 

'2462834 8.0e-21 (AF000657) 
thaliana] ■ 

32426 
67258 
1 

OJ991008_04 . 0121*.C50.ol.gs 
68 

none 
68. .220 



Seq. ID OJ991008_04.0121.C46 
Strand 

End 471 

Method AAT/GAP 

End 471 

Score 141 

hypothetical protein [Arabidopsis 



; Seq ... . ID OJ991 0_0.8_0 4 . 0 1 2 1 . C 4 9 

Strand 

End 1098 
Method GENSCAN 
End 1098 
Score .82 



Seq. ID OJ991008_04.0121.C50 
Strand 

End 256 

Method AAT/GAP 

End 256 

Score 512 

hypothetical protein [Arabidopsis 



Seq. ID OJ991008_04.0121.C5d 

Strand 

End 256 

Method. GENSCAN 

End 220 

Score .94 



Seq. No. 32427 

Gene No. 67259 

Start 172 

Name OJ991008_04 . 0121 . C51 . ol . gs 

Start 172 

GI none 

Exons 172.. 359 



Seq. ID OJ991008_04.0121.C51 

Strand + 

End 35 9 

Method GENSCAN 

End 359 

Score . 67 



Seq. No. 
Gene No. 



32428 
67260 



Seq. ID OJ991008_04.0121.C53 
Strand + 



3254 8 



Start 


1 


End 


1889 




Name 


OJ991008 04.0121.C53.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1889 




GI 


342 1.R1084 


Score 


2176 




Exons 


1..1217, 1248. .1419, 1631. .18 


89 






GI Descrip. 


? 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Ory 




sativa] 1 








Seq. No. 


32428 


Seq. ID 


OJ991008 04.0121. 


C53 


Gene No. 


67260 


Strand 


+ 




Start 


1 


End 


1889 




Name 


OJ991008 04.0121.C53.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1119 




GI 


4680203 


Score 


993 




Exons 


1..58, 137. .1119 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


32428 


Seq. ID 


OJ991008_04.0121. 


C53 


Gene No. 


67260 


Strand 


+ 




Start 


1 


End 


1889 




Name 


OJ991008 04.0121.C53.ol.tw 


Method 


TBLASTX: Wheat 




Starts . . 


12 ; . ._ 


End 


1065 




GI 


none 


Score 


192 ' ■ 




Exons 


12. .473, 12. .650, 13. .666, 661. .705, 665. .700, 708. .803, 






712. .771, 750. .890, 751. .891, 


819. .899 


, 904. .984, 973. .1065, 




999. . 1064 








Seq. No. 


32428 


Seq. ID 


OJ991008_04.0121. 


C53 


Gene No. 


67260 


Strand 


+ 




Start 


1 


End 


1889 




Name 


OJ991008 04.0121.C53.ol.tc 


Method 


TBLASTX: Cress 




Start 


32 


End 


483 




GI 


none 


Score 


175 




Exons 


32. .214, 36. .473, 36. .479, 40 


..483, 46 


. .483 




Seq. No. 


32429 


Seq. ID 


OJ991008_04.0121. 


C54 


Gene No. 


67261 


Strand 


+ 




Start 


82 


End 


529 




Name 


OJ991008 04.0121.C54.ol.gs 


Method 


GENSCAN 




Start 


82 


End 


529 




GI 


none 


Score 


.74 




Exons 


82. .154, 249. .347, 427. ^529 








Seq. No. 


32430 ... 


Seq. ID 


OJ991028_06.0121. 


CI 


Gene No. 


67262 


Strand 






Start 


50 


End 


124 




Name 


OJ991028 06.0121.Cl.ol.gs 


Method 


GENSCAN 




Start 


50 


End 


124 




GI 


none 


Score 


.55 




Exons 


50. .124 








Seq. No. 


32431 


Seq. ID 


OJ991028_06.0121. 


C2 


Gene No. 


67263 


Strand 


+ 




Start 




End 


362 




Name 


OJ991028 06.0121.C2.ol.gs 


Method 


GENSCAN" ' 




Start 


329 


End 


362 




GI 


none 


Score 


.56 





32549 




Exons 


10 Q ICO 
3Zy . . OD^ 












Seq. No. 


32432 


Seq. ID 


OJ991028 


_06. 


0121 


.C4 


Gene No. 


67264 


Strand 


+ 








Start 


"3 on 

jyu 




DU 1 








Name 


ojyyiuzo u b . vizi . L4 . oi . gs 


Method 


GENSCAN 








Start 


o n n 


T-l _ _] 

End 


oU 1 








bi 


none 


Score 


. o b 








Exons 


jy U . . 3U I 












Seq. No. 




beq. lu 


A Tftftl AOO 

uj y y i u^b 


n c 
U D . 


U LZ I 


. C4 


Gene No. 


67265 


Strand 


+ 








Start 


6209 


End 


7660 








Name 


OJ991028 06.0121.C4 .ol.np 


Method 










Start 


6209 


End 


n c a n 
/ b bU 








C T 

bl 


6907088 


Score 


one 

y u b 








Exons 


6209. .6346, 6522. .6763, 7260. 


.7660 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


• 

sativa j 








Seq. No. 


32432 


Seq. ID 


OJ991028 


_06. 


0121 


.C4 


Gene No. 


67266 


Strand 










Start . 


1033, „ „ ... _ 


.End 


1 con 

LOZ 1 








Name 


OJ991028 06.0121.C4.o2.gs 


Method 


GENSCAN 








Start 


1033 


End 


1 C O H 

±OZ / 








GI 


none 


Score 


c c 
. DO 








Exons 


1033. .1527 












Seq. No. 


32432 


Seq. ID 


OJ991028 


06 . 


0121 


. C4 


Gene No. 


67267 


Strand 










Start 


5655 


End 


7452 








Name 


OJ991028 06.0121.C4.ol.gp 


Method 


AAT/GAP 








btart 


5347 


End 


5862 








GI 


38782 1.R1084 


Score 


813 








Exons 


5347. .5862 












GI Descrip. 


1 6069643/dbj f AP000616 . 1 | AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 










Seq. No. 


32432 


Seq. ID 


OJ991028 


_06. 


0121 


.C4 


Gene No. 


67267 


Strand 










otart 


5655 


End 


7452 








Name 


OJ991028 06,0121.C4..o3..gs 


Method 


GENSCAN. 








otart 


5655 


End 


7452 








bi 


none 


Score 


. 98 








Exons 


5655. .5728, 7381. .'7452 












Seq. No., 


32432 


Seq. ID 


OJ991028 


_06. 


0121 


.C4 


Gene No. 


67268 


Strand 










Start 


7788 


End 


7898 








Name 


OJ991028 06.0121.C4.o2.gp 


Method 


AAT/GAP 








Start 


7788 


End 


7898 








GI 


uC-osflcyp088bl2bl 


Score 


155 








Exons 


7788. .7898 












GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza 


sativa genomic 




DNA, chromosome R. cl one : P0026F07 ' 










Seq. No. 


32433 


Seq. ID 


OJ991028 


_06. 


0121 


.C5 


Gene No. 


67269 


Strand 


+ 









32550 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991028_06 . 0121 . C5 . o2 . np 
1 

4680183 
1..28, 551. .640 

(AF111709) gag-pol protein [Oryza sativa subsp 



End 

Method 
End 
Score 



640 

AAT/NAP 
640 
130 



indica] 



32433 Seq. ID 

67269 Strand 

1 End 

OJ991028_06.0121.C5'.ol.gs Method 

285 End 

none Score 
285. .390 



OJ991028_06.0121.C5 
+ 

640 

GENSCAN 

390 

.51 



OJ991028 06. 0121. C5 



32433 Seq. ID 

67270 Strand 
428 End 518 

OJ991028_06 . 0121 . C5 . ol . np Method AAT/NAP 

428 End 518 

6721561 Score 133 

428. .518 ■ 

(AP001073) EST AU082058 (C12 97 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



32433 
67271 
1354 

OJ991028_06.0121.C5.o2 . gs 

1354 

none 

1354.. 1514, 1670.. 1905, 1953. 
3846..3922, 4070. .4287, 4428. 
5904. .5919 



Seq. ID OJ991028_06.0121.C5 
Strand 

End 6029 
Method GENSCAN 
End 5919 
Score .52 

.2028, 2577.. 2651, 3219.. 3366, 
.4511, 4771. .4848, 5048. .5225, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32433 Seq. ID OJ991028_06 . 0121 . C5 

67271 Strand 

1354 . . .. . .... End 6029 . ; 

OJ991028 06.0121.C5.o3.np Method AAT/NAP 

1673' . End 6029 

1947160 Score 138 

1673. .2247, 2439. .2715, 5999.'. 6029 

(AF000298) weak similarity to collagens; glycine- and 
proline-rich [Caenorhabditis elegans] 



32433 Seq. ID 

67271 Strand 
1354 End 
OJ991028_06 . 0121 . C5 .'ol . gp Method 
5543 End 
uC-o-sf Icyp088bl2bl Score 154 

5543. .5653 

1 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ991028_06.0121.C5 

6029 

AAT/GAP 

5653 



32551 




Seq. No. 


32434 








Seq. ID 


OJ991028 


_06 


.0121 


.C6 


Gene No. 


67272 






Strand 


+ 








Start 


1 








End 


1504 








Name 


OJ991028_06 


.0121 


.C6.ol 


np 


Method 


AAT/NAP 








Start 


1 








End 


1504 








GI 


rnAT An /~ 

690708 6 








Score 


984 








Exons 


T OTA A O O 

1 . . 370, 428 


. .689 


, 916. 


963, 


1087. .1252, 


1303. .1504 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


32434 








Seq. ID 


OJ991028 


_06 


.0121 


.C6 


Gene No. 


67272 








Strand 


+ 








Start 


1 








End 


1504 








Name 


OJ991028_06 


.0121 


.C6.ol. 


gs 


Method 


GENSCAN 








Start 


86 








End 


390 








GI 


none 








Score 


. 89 








Exons 


86. . 390 


















Seq. No. 


32434 








Seq. ID 


OJ991028 


_06 


0121 


.C6 


Gene No . 


67273 








Strand 


+ 








Start 


4030 








End 


4339 








Name 


OJ991028 06 


.0121 


.C6.ol. 


QP 


Method 


AAT/GAP 








Start 


4030 








' " End 


4339 








GI 


3107240 








Score 


315 








Exons 


4030 . . 4339 
















Seq. No. 


32434 








Seq. ID 


OJ991028 


_06 


0121 


C6 


Gene No. 


67274 








Strand 


+ 








Start 


5980 








End 


7828 








Name 


OJ991028_06 


.0121 


.C6.o4 . 


gs 


Method 


GENSCAN 








Start 


5980 








End 


7828 








GI 


none 








Score 


. 57 








Exons 


5980 . . 6186, 


6941 


. .6988, 


7727 


. .7828 










Seq. No. 


32434 








Seq. ID 


OJ991028_ 


_06. 


0121 


C6 


Gene No.- 


67275 








Strand 


+ 








Start 


22123 








End 


22400 








Name 


OJ991028 06 


.0121 


.C6.06. 


gp 


Method 


AAT/GAP 








Start 


22123 








End 


22400 








GI 


3107306 








Score 


544 








Exons 


22123. .224.00 
















Seq. No. 


32434 








Seq. ID 


OJ991028 


_-06. 


0121. 


c6 


Gene No. 


67276 ' 








Strand 










Start 


4126 








End 


4831 








Name 


OJ991028 06 


.0121 


.C6.o3. 


gs 


Method 


GENSCAN 








Start 


4126 








End 


4831 








GI 


none 








Score 


.54 








Exons 


4126. .4662, 


4760 


. .4831 














Seq. No. 


32434 








Seq. ID 


OJ991028_ 


_06. 


0121. 


C6 


Gene No. 


67277 








Strand 










Start 


8998 








End 


9878 












01 91 


ra ^ 














Start 


8998 








End 


9717 








GI 


none 








Score 


.84 








Exons 


8998. . 9433, 


9485 


. .9717 















32552 



Seq. No. 32434 

Gene No. 67277 

Start 8998 

Name OJ991028_06 . 0121 . C6 . o2 . 

Start 9130 

GI 3107722 

Exons 9130.. 9324 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_06.0121.C6 

9878 
AAT/GAP 
9324 
390 



Seq. No. 32434 Seq. ID 

Gene No. 67277 Strand 

Start 8998 End 

Name OJ991028_06 . 0121 . C6 . o3 . gp Method 

Start 9526 End 

GI 286657 Score 

Exons 9526.. 9878 



OJ991028_06.0121.C6 

9878 
AAT/GAP 
9878 
702 



Seq. No. 32434 

Gene No. 67278 

Start 10230 

Name OJ991028_06 . 0121 . C6 . 06 . gs 

Start 10230 ■ ■■ . 

GI none 

Exons 10230. .10249, 104 57 .. 10606, 
13382. .13495,. 14358.. 14837 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ991028_06.0121.C6 

14920 
GENSCAN 
14837 
.42 



12568. .12743, 13248 .. 13273, 



Seq. No. 32434 Seq. ID 

Gene No. 67278 Strand 

Start 10230 End 

Name OJ991028_06 . 0121 . C6 . o4 . gp Method 

Start 14670 End 

GI none Score 

Exons 14670. . 14920 



OJ991028_06.0121.C6 

14 920 
AAT/GAP 
14920 
474 



Seq. No. 32434 Seq. ID 

Gene No. 67279 Strand 

Start 19165 End 

Name OJ99l"028_06 . 0121 . C6 . o5 . gp Method 

Start 18990 End 

GI 3107215 Score 

Exons 18 : 990. .19366 



OJ991028_06.0121.C6 

22870 
AAT/GAP 
19366 
504 



Seq. No. 32434 ' * t ■ Seq. ID 

Gene No." 67279 ' ' Strand 

Start 19165 End 

Name OJ991028_0 6 . 0121 . C6 . o7 . gs Method 

Start 19165 End 

GI none Score 

Exons 19165.. 19665 



OJ991028_06.0121.C6 

22870 
GENSCAN 
19665 
.7 



Seq. No. 32434 Seq. ID 

Gene No. 67279 . Strand 

Start 19165 End 

Name OJ991028 06 . 0121 . C6 . o2 . np Method 

Start 19325 ~ End 

GI 4115615 Score 

Exons 19325. . 19541, 22509.. 22870 



OJ991028 06. 0121. C6 



22870 



22870 
446 



32553 



GI Descrip. (AB014475) root cap-specific glycine-rich protein [Zea mays] 



Seq. No. 32434 

Gene No. 67279 

Start 19165 

Name OJ991028_06 . 0121 . C6 . 08 . gs 

Start 22270 

GI none 

Exons 22270. .22788 



Seq. ID OJ991028_06.0121.C6 
Strand 

End 22870 

Method GENSCAN 

End 22788 

Score .89 



Seq. No. 32434 Seq. ID 

Gene No. 67279 Strand 

Start 19165 End 

Name OJ991028_06 . 0121 . C6 . o7 . gp Method 

Start 22579 End 

GI 4878921 Score 

Exons 22579.. 22869 



OJ991028_06.0121.C6 

22870 
AAT/GAP 
22869 
538 



Seq. No. 32434 Seq. ID 

Gene No. 67280 Strand 

Start 25671 End 

Name- OJ991028_06 . 0121 . C6.. o9 . gs Method 

Start 25671 End 

GI none Score 

Exons 25671. .26189 



OJ991028_06.0121.C6 

26189 
GENSCAN 
26189 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32434 Seq. ID 

67281 Strand 

27334 End 

OJ991028_06. 0121.C6.olO.gs - Method 

27334 End 

none Score 
27334. .27 38 9, 28720. .29512 

32434 Seq. ID 

67281 Strand 

27334 End 

OJ991028_06. 0121 .C6.o3.np Method 

28703 End 

1532071 Score 
28703. .29132, 2 9160. .29512 
(Y07781) glycine-rich protein [Zea mays] 



OJ991028_06.0121.C6 

29512 
GENSCAN 
29512 
. 66 



OJ991028_06. 0121.C6 

29512 
AAT/NAP 
29512 
733 



32435 Seq. ID 

67282 Strand 

698 ' End 

OJ991028_0 6 . 0121 . C7 . ol . gs Method 

698 End 

none Score 
698. .810 



OJ991028_06. 0121.C7 
810 

GENSCAN 

810 

.41 



Seq. No. 32436 

Gene No. 67283 

Start 12312 

Name OJ991028_06 . 0121 . C8 . o4 . gp 

Start 12312 

GI 3767814 



Seq. ID OJ991028_06.0121.C8 

Strand + 

End 12750 

Method AAT/GAP 

End 12750 

Score 812 



32554 



Exons 



12312. .12750 



Seq. No. 32436 Seq. ID 

Gene No. 67284 Strand 

Start 23245 End 

Name OJ991028_06 . 0121 . C8 . o7 . gp Method 

Start 23245 End 

GI none Score 

Exons 23245. .23705 



OJ991028_06.0121.C8 
+ 

23705 
AAT/GAP 
23705 
874 



Seq. No. 32436 Seq. ID 

Gene No. 67285 Strand 

Start 24055 End 

Name OJ991028_06 . 0121 . C8 . 08 . gp Method 

Start 24055 End 

GI none Score 

Exons 24055. .24414, 24435. .24499 



OJ991028_06.0121.C8 
+ 

24499 
AAT/GAP 
24499 
524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32436 



Seq. ID OJ991028 06. 0121. C8 



67286 Strand + 

34168 End, 36475 

OJ991028_06.0121.C8.o6.np Method- AAT/NAP. 

34168 End 34782 

4755087 Score 380 
34168. .34782 

(AF031083) aluminum-induced protein; Al-induced protein [Zea 
mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

■Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI' Descrip. 



32436 

67286 

34168 

OJ991028 

34168 

none 



06.0121.C8.o9.gs 



Seq. ID OJ991028_06.0121.C8 

Strand + 

End 36475 

Method GENSCAN 

End 36475 

Score . 7 



34168. .34751, 3594 8 36162 , 36426.-36475 



OJ991028_06.0121.C8 
+ 



32436 Seq. ID 

67287 Strand 

39613. End 44501 

OJ991028_06 . 0121 . C8 . oil . gp Method AAT/GAP 

39321 End 39705 

uC-osflcyp033a04bl Score 616 

39321. .39705 ' 

'6016845/dbj | AP000570.il AP000570 '3. 0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 32436 

Gene No. 67287 

Start 39613 

Name OJ991028_06 . 0121 . C8 . oil . gs 

Start 39613 

GI. none 
Exons 



Seq. ID OJ991028 06. 0121. C8 



Strand 
End 

Method 

End 

Score 



44501 
GENSCAN 
44501 
.5 



39613. .39678, 40537. .40668, 40964. .42337, 42504. .42716, 
4 3297 .. 43540, 4 368 9 . s 4 38 59,- 44 341. .4 4501 



Seq. No. 
Gene No. 



32436 
67287 



Seq. ID OJ991028_06.0121.C8 
Strand + 



32555 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39613 

OJ991028_06. 0121.C8.o8.np 

41525 

6324074 

41525. .41696, 41859.. 
Contains seven cystei 
retroviral-type 1 ; Gis 
HYPOTHETICAL 17.1 KD 
gi|2131945|pir| IS6322 
(Saccharomyces cerevi 
N0852 [Saccharomyces 



End 

Method 

End 

Score 



44501 
AAT/NAP 
42250 
135 



42019, 42146.. 42250 

ne rich zinc finger motifs of the 'CCHC 
2p gi| 17308431 sp | P5 38491 YNZ5_YEAST 
PROTEIN IN SIP3-MRPL30 INTERGENIC REGION 
8 hypothetical protein YNL255c - yeast 
siae) gi| 1255963 | emb | CAA65489 | (X96722) ORF 
cerevisiae] gi | 1302303 | emb | CAA96162 | (Z71 



32436 Seq. ID 

67288 Strand 

5833 End 
OJ991028_06.0121.C8.o2.gp ■ Method 

5631 End 

3767838 Score 
5631. .6077 



OJ991028_06.0121.C8 

11950 
AAT/GAP 
6077 
829 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32436 

67288. .. 
• 5833 

OJ991028_06. 0121.C8.o2.gs 
5833 
none 
5833, 
7072, 

8763. .9274, 9867. .9987 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_06.0121.C8.. 

11950 
GENSCAN 
9987 
.87 



.5977, 6033.. 6148, 6248. .6328, 6406.. 6549, 6898.. 6979, 
,7154, 7248.. 7352, 7597.. 7653, 8294.. 8362, 8552.. 8662, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



32436 Seq. ID OJ991028_06 . 012 1 . C8 

67288 Strand 

5833 End 11950 

OJ991028_06.0121.C8.ol.np Method AAT/NAP 

6050 End 9127 

3738208 Score 703 

6050.. 6076, 6406.. 6549, 6898.. 6979, 7072.. 7154, 7248.. 7352, 
7462. .7500, 7597. .7653, 8294. .8362, 8552. .8662, 8763. .8839, 
8938.. 9127 

(AL031853) strong similarity to yeast cell division and spore 
germination, protein Krrlp [Schizosaccharomyces pombe] 
gi|5578744|dbj IBAA82594.il (AB030208) Mis3 [Schizosaccharomyces 
pombe] 



OJ991028 06. 0121. C8 



Seq. No. ' 32436 Seq. ID 

Gene No. 67288 Strand 

Start 5833 End 

Name - OJ991028_06 . 012 1 . C8 . o3 . gp Method 
Start 6471 ... End 

GI LIB3477-007-P1-K1-H1 Score 

Exons 6471. .6549, 6898. .6979, 7072. .7154, 7248. .7509 

GI Descrip. 1 3738208 /emb | CAA2 1263 | 1.0e-46 (AL031853) strong similar 

human Rev interacting protein Rip-1 [Schizosaccha 

>gi_5578744_dbj_BAA825S94 , 1_ (AB030208) 

pombe] ' 



11950 
AAT/GAP 
7509 
901 



romyces 



ity to 
pombe] 



Seq. No. 



32436 



Seq. ID OJ991028_06.0121.C8 



32556 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

•GI_ 

Exons 



67288 Strand 

5833 End 11950 

OJ991028_06.0121.C8.o2.np Method AAT/NAP 

9221 End 11694 

4884530 Score 152 

9221. .9402, 9874. .10174, 11659. .11694 
(AB027430) beta-1, 3-glucanase [Oryza sativa] 



32436 
67288 
5833 

OJ991028_06.0121.C8.o3.gs 

10940 

none 



Seq. ID OJ991028_06.0121.C8 
Strand 

End 11950 

Method GENSCAN 

End 11950 

Score .81 



10940. .11141, 11603. .11713, 11781.. 11950 



32436 
67289 
12551 

OJ991028_06. 0121.C8 ,o4 .gs 
12551 

none : . .... . 

12551. .13120 ' 



Seq. ID OJ991028_06.0121.C8 
Strand 

End 13139 

Method GENSCAN 

End . 13120 

Score. „. ..86. - . . .„ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32436 • Seq. ID 

67289 Strand 

12551 End 

OJ991028_06.0121.C8 .o3.np Method 

12554 End 

4115615 Score 
12554 . . 13120 

(AB014475) root cap-specific glycine-rich protein [Zea mays] 



OJ991028_06.0121.C8 

13139 
AAT/NAP 
13120 
462 



32436 Seq. ID 

67289 Strand 

12551 End 

OJ991028_06. 0121.C8 .oS.gp Method 

12934 End 

428366 Score 
12934. .13139 



OJ991028_06.0121.C8 

13139 
AAT/GAP 
13139 
412 



Seq. No. 32436 Seq. ID 

Gene No.' 67290 * Strand 

Start 15308 * End' 

Name 0 J9 91 02 8_0 6 . 0 12 1 . C8 . 06 . gp Method 

Start 15308 End 

GI none Score 

Exons 15308. .15706 



OJ991028_06.0121.C8 

16042 
AAT/GAP 
15706 
761 



Seq. No. 32436 Seq. ID 

Gene No. ' 67290 Strand 

Start 15308 End 

Name OJ991028_06 . 0121 . C8 . o4 . np Method 

Start . 15452 End 

GI 4755087 Score 

Exons 15452.. 16042 

GI Descrip. (AF031083) aluminum-induced protein; Al-induced protein [Zea 



OJ991028_06.0121.C8 

16042 
AAT/NAP 
1604 2 
534 



32557 



mays] 



Seq. No. 


32436 








Seq. ID 


OJ991028_06. 0121 . C8 


Gene No. 


67290 








Strand 


— 


Start 


15308 








End 


16042 


Name 


OJ991028 06 


.0121 


.C8 .o5. 


gs 


Method 


GENSCAN 


Start 


15461 








End 


16042 


GI 


none 








Score 


.54 


Exons 


15461. .16042 










Seq. No. 


32436 








Seq. ID 


OJ991028_06.0121.C8 


Gene No. 


67291 








Strand 




Start 


27414 








End 


27980 


Name 


OJ991028 06 


.0121 


,C8.o5. 


np 


Method 


AAT/NAP 


Start 


27414 








End 


27980 


GI 


4115615 








Score 


415 


Exons 


27414 . .27980 










GI Descrip. 


(AB014475) 


root 


cap-specific 


glycine-rich protein [Zea mays 


Seq. No. 


32436 








Seq. ID 


OJ991028_06.0121.C8 


Gene No. 


67292 








Strand . 




St.art_. 


29381 . 








■ End . . 


.4 417.1 


Name 


OJ991028 06 


.0121 


.C8.o3. 


tm ■ 


Method 


TBLASTX: Maize 


Start 


1456 








End 


17 4 6 


GI 


none 








Score 


91 


Exons 


1456 . . 1554 , 


1564 


. . 1746, 


1570 


.1704, 1634. .1741 


Seq. No. 


32436 








Seq. ID 


OJ991028_06.0121.C8 


Gene No. 


67292 








Strand 




Start 


29381 








End 


44171 


Name 


OJ991028_06 


.0121 


. C8 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1633 








End 


1944 


GI 


none 








Score 


78 


Exons 


1633. .1944, 


1793 


. . 1927 








Seq. No. 


32436 








Seq. ID 


OJ991028__06.0121.C8 


Gene No. 


67292 








Strand 




Start 


29381 ■ 








End 


44171 


Name 


OJ991028 06 


.0121 


,C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6006 








End 


6552 


GI 


none 








Score 


82 


Exons 


6006. .6146, 


6006 


. .6149, 


6022. 


.6150, 6065.. 6157, 6230.. 6331, 




6248 . . 6331, 


6404 


. .6550, 


'6405. 


.6551, 6405... 6551, 6508.. 6552 


Seq. No. 


'32436 








Seq. ID 


OJ991028_06.0121.C8 


Gene No. 


67292 








Strand 




Start 


29381 








End 


44171 


Name 


OJ991028 06 


0121 


,C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6406 








End 


9077 


GI 


none 








Score 


140 


Exons 


6406. . 6549, 


6911 


. .6988, 


7074. 


.7151, 7245.. 7355, 7246.. 7356, 




7462. .7506, 


7597 


. .7668/ 


8294. 


.8365, 8546. .8662, 8556. .8663, 




8760. .8840, 


8761 


. .8841, 


8928. 


.9077, 8933. .9037 


Seq. No. 


32436 








Seq. ID 


OJ991028_06.0121.C8 


Gene No. 


67292 








Strand 




Start 


29381 








End 


44171 



32558 



Name OJ991028_06 . 0121 . C8 . ol . tc Method TBLASTX : Cress 

Start 6428 End 9077 

GI none Score 94 



Exons 6428.. 6529, 6460.. -6549, 6899.. 6988, 6900.. 6980, 6938.. 7000, 

7069. .7092, 7071. .7151, 7086. .7157, 7248. .7334, 7248.-7355, 

7252. .7353, 7462. .7506, 7597. .7656, 8294.. 8365, 8520. .8678, 

8546. .8662, 8760. .8840, 8761. .8841, 8763. .8846, 8933.-8998, 

8933. .9037, 8943.-9077 



Seq. No. 


324 36 


Seq. ID 


OJ991028 


06. 0121 ,C8 


Gene No. 


67292 


Strand 






Start 


29381 


End 


44171 




Name 


OJ y 9 lUzo Oo . Olzl . Co . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


7317 


End 


9095 




GI 


none 


Score 


38 




Exons 


7317.. 7355, 7330.. 7353, 7461 


..7502, 7462. .7506, 


7597 . . 7656, 




7598.. 7654, 8294. .8365, 8526 


..8663, 8546. .8662, 


8551. . 8664, 




8760. .8840, 8761. .8841, 8761 


..8841, 8922. .9095, 


8931 . . 9047 


Seq. No. 


32436 


Seq. ID 


OJ991028 


_06.0121.C8 


Gene No. 


67292 


Strand 






Start 


. 29381 „ . ■ . 


End 


4 4171 




Name 


OJ991028 06 . 0121 . C8 . 08 . gs 


Method 


GENSCAN 




Start 


29381 


End 


31156 




GI 


none 


Score 


. 64 




Exons 


29381 .. 29576, 29631 .. 29753, 


30693. .31156 




Seq. No. 


32436 


Seq. ID 


OJ991028 


_06. 0121 .C8 


Gene No. 


67292 


Strand 






Start 


29381 


End 


44171 




Name 


OJ991028 06.0121.C8.o7.np 


Method 


AAT/NAP 




Start 


30720 


End 


44171 




GI 


5852180 


Score 


636 




Exons 


30720. .30777, 37230 37272, 


37982..38392, 38444 


. .38561, 




39554 . .39604, 44132. .44171 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


32436 


Seq. ID 


OJ991028 


_06.0121.C8 


Gene No . 


67292 


Strand 






OLdl L 


29381 


End 


44171 




Name 


QJ991028 06.0121.C8.o9.gp 


Method 


AAT/GAP 




Start 


31896 


End 


31950 




GI ... 


16490 1.R1084 ' ' 


Score 


85 . 




Exons 


31896. . 31950 








GI Descrip. 


M584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphatase 




2C-like protein [Arabidopsis 


thaliana] 1 






Seq. No. 


32436 


Seq. ID 


OJ991028_ 


_06.0121.C8 


Gene No.' 


67292 


Strand 






Start 


29381 


End 


44171 




Name 


OJ991028 06.0121.C8.ol0.gp 


Method 


AAT/GAP 




Start 


36899 


End 


37271 




GI 


5816559 


Score 


547 




Exons 


36899. . 37207. 3724 6, s 37271" 








GI Descrip. 


4 680178/gb| AF111709.1 IAF111709 1.0e-108 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



32559 



Seq. No. 


32436 


Seq. ID 


OJ991028_06.0121.C8 


Gene No. 


67292 


Strand 




Start 


29381 


End 


44171 


Name 


OJ991028 06 . 0121 . C8 . olO . gs 


Method 


GENSCAN 


Start 


37695 


End 


38876 


GI 


none 


Score 


. 95 


Exons 


37695 .. oobol, 38 / 18 . . Jo a / b 






Seq. No. 


32437 


Seq. ID 


OJ991028_06 . 0121 . C9 


Gene No. 


67293 


Strand 


+ 


Start 


637 


End 


701 


Name 


OJ991028 06.0121.C9.ol.gp 


Method 


AAT/GAP 


Start 


637 


End 


701 


GI 


uC-osf Icypl77g01al 


Score 


77 


Exons 


637. .701 






GI Descrip. 


' 4 884 864/gb|AAD3184 6. 1 |AF133530_1 4 . Oe 


-±Z (AFlJJoJU) water 




channel protein MipH [Mesembryanthemum 


crystallinum] ' 


Seq. No. 


32437 


Seq. ID 


OJ991028_06.0121.C9 


Gene No. 


67294 


Strand 


+ 


Start 


74 4 . 


. End ... 


6854 


Name 


OJ991028 06.0121-.C9.ol.gs ■ 


Method 


GENSCAN ■ 


Start 


744 


End 


6854 


GI 


none 


Score 


. 9 


Exons • 


744. .3676, 3773. .6854 






Seq. No. 


32437 


Seq. ID 


OJ991028 06 . 0121 . C9 


Gene No. 


67294 


Strand 


+ 


Start 


744 


End 


6854 


Name 


OJ991028 06.0121.C9.ol.np 


Method 


AAT/NAP 


Start 


744 


End 


6818 


GI 


5922631 


Score 


6699 


Exons 


744. .868, 1127. .1371, 1621 


..1823, 1869 


..2440, 2483. .2634, 




2761. .3684, 4291. .6818 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond 




region of the predicted gene.; similar 


to prpol; Zea mays 




retrotransposon Cinful-1." 


(AF049110) [Oryza sativa] 




gi | 60168 64 | dbj | BAA85207 . 1 | 


(AP000570) 


ESTs 



C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene .;. Similar to prpol;. Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


32437 








Seq. ID 


OJ991028_06.0121 


.C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06 


0121 


C9.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


• 2045 








End 


2447 




GI 


none 








Score 


293 




Exons 


2045. .2314, 


2046 


.2447 










Seq. No. 


32437 








Seq. ID 


OJ991028_06.0121 


.C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06 


0121 


C9.o6 


tw 


Method 


TBLASTX: Wheat 




Start 


3024 








End 


3481 




GI 


none 








Score 


149 
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Exons 


3024 . .3200, 


3245 


. .3481, 


3249. 


.3479 






Seq. No. 


32437 








Seq. ID 


OJ991028 06.0121 


C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06 


0121 


.C9.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3332 








End 


3479 




GI 


none 








Score 


183 




Exons 


3332. .3478, 


3333 


. .3479 










Seq. No. 


.32437 








Seq. ID 


OJ991028 06.0121 


C9 


Gene No. 


'67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06. 


0121 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3701 








End 


4157 




GI 


none 








Score 


497 




Exons 


3701. .4156, 


3702 


. .4157 










Seq. No. 


32437 








Seq. ID 


OJ991028 06.0121 


C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


. OJ991.028 06. 


0121 


..C9_..o3. 


ts ■ „ 


Method 


TBLASTX : Soybean _ 




Start 


3741 








End 


4106 




GI 


none 








Score 


139 




Exons 


3741. .3965, 


3972 


. .4106 










Seq . No . 


32437 








Seq. ID 


OJ991028 06.0121. 


C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06. 


0121 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3831 








End 


4187 




GI 


none 








Score 


375 




Exons 


3831. .4187, 


3872 


. .4177 










Seq. No. 


32437 








Seq. ID 


OJ991028 06.0121. 


C9 


Gene No. 


67295 








Strand 






Start 


7171 ■ 








End 


9738 




Name 


OJ991028 06. 


0121 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4272 








End 


4696 




GI 


none 








Score 


444 




Exons 


4272. .4691, 


4316 


. .46.96 










Seq. No. 


32437 ' 








Seq. ID 


OJ991028 06.0121. 


C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06. 


0121 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean . 




Start 


4350 








End 


4751 




GI 


none 








Score 


314 




Exons 


4350. .4751, 


4367 


. .4510, 


4547. 


.4717 






Seq. No. 


32437 








Seq. ID 


OJ991028JD6.0121. 


C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ99102R nfi. 


m ?^ 






Me t hod 


-l x^i j-nrx^> . Lia J- 




Start 


4418 








End 


4862 




GI 


none 








Score 


275 




Exons 


4418. .4672, 


4419 


. .4673, 


4694. 


.4825, 4695. .4838, 4836. .4862 



32561 



Seq. No. 32437 

Gene No. 67295 

Start 7171 

Name OJ991028_06 . 0121 . C9 . 08 . tw 

Start 4700 

GI none 

Exons 4700. ,4777, 4701.. 4982, 4836. 



Seq. ID OJ991028_06.0121.C9 
Strand 

End 9738 

Method TBLASTX : Wheat 

End 4985 

Score 276 ■ 
.4985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32437 
67295 
7171 

OJ991028_06. 

4977 

none 

4977. .5081, 



0121.C9.o2. ts 



4985.. 5365, 5121, 



Seq. ID OJ991028_06.0121.C9 
Strand 

End 9738 

Method TBLASTX : Soybean 

End 5365 

Score 86 
,5363 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32437 
67295 
7171 

OJ991028_06, 
4986 . 
'none " 
4986. .5408, 



0121.C9.o5.tw 



4991. .5398 



Seq. ID OJ991028_06.0121.C9 
Strand 

End 9738 

Method TBLASTX : Wheat 

End 5408 

Score 414 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32437 
67295 
7171 

OJ991028_06. 

5039 

none 

5039. .5209, 



Seq. ID OJ991028_06.0121.C9 
Strand 

End 9738 

Method TBLASTX : Mai ze 

End 5312 

Score 121 
5049. .5210, 5214. .5312, 5229. .5288, 5246. .5311 



0121.C9.o6.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32437 
67295 
7171 

OJ991028_06. 

5424 

none 

5424 . .5558, 



0121.C9.o9.tw 



5583. .5723 



Seq. ID OJ991028_06.0121.C9 
Strand 

End 9738 

Method TBLASTX : Wheat 

End 5723 

Score 126 



Seq. No. 

Gdne No . 

Start 

Name 

Start 

GI 

Exons 



32437 
67295- ■ 
7171 

OJ991028_06, 

5720 

none 

5720. . 6031, 



Seq. ID OJ991028_06.0121.C9 
Strand" 

End 9738 

Method TBLASTX: Maize 

End 6083 

Score 446 
5721. .6044, 5741. .6064, 6035. .6082, 6036. .6083 



0121.C9.ol.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32437 
67295 
7171 

OJ991028_06. 

5726 

none 

5726. . 6037, 



0121 .C9.o4 .tw 



5727. .6113, 592£ 



Seq. ID OJ991028JD6.0121.C9 
Strand 

End 9738 

Method TBLASTX : Wheat 

End 6113 

Score 420 
. 6113 



32562 



V 




Seq. No. 


32437 






Gene No. 


67295 






Start 


7171 






Name 


OJ991028_06. 


. 0121 , 


. C9 . o5 . 


Start 


6185 






GI 


none 






Exons 


6185 . . 6283, 


blob . 


a o o a 
. . OZ04 , 


Seq. No. 


32437 






Gene No. 


67295 






Start 


7171 






Name 


OJ991028 06. 


,0121. 


,C9.o2. 


Start 


6228 






GI 


none 






Exons 


6228. .6719, 


6248. 


, .6337, 




Seq. ID OJ991028_06.0121.C9 
Strand 

End 9738 

tm Method TBLASTX : Maize 

End 6458 

Score 95 
6275.-6349, 6279.. 6362, 6372.. 6458 

Seq. ID OJ991028_06.0121.C9 
Strand 

End 9738 

tw Method TBLASTX : Wheat 

End 6842 

Score 388 
6389.. 6490, 6705.. 6842 



Seq. No. 


32437 








Seq. ID 


OJ991028 


_06.0121.C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06. 


.0121. 


.C9.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6540 








End 


6803 




GI . 


...none . 








Score . 


163 




Exons 


6540. .6722, 


67 0i" 


. .6802, 


6702. 


.6803 






Seq. No. 


32437 








Seq. ID 


OJ991028 


__06.0121.C9 


Gene No. 


67295 








Strand 






Start 


7171 








End 


9738 




Name 


OJ991028 06. 


,0121. 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


7171 








End 


9480 




GI 


none 








Score 


.65 




Exons 


7171. .7619, 


7692. 


. .7796, 


7868. 


.7981, 8 


120. .8320, 


8395. .9052, 



9208. .9480 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



32437 Seq. ID OJ991028_06 . 0121 . C9 

67295 Strand 

7171 End 9738 

OJ991028_06 . 0121 . C9 . o2 . np Method AAT/NAP 

7174 End 9738 

6691716 Score 1357 

7174. .7619, 7692. .7808, 7958. .8057, 8133. .8307, 8448. .8753, 
8835.. 9011, 9208.. 9738 

(AP000492) hypothetical protein [Oryza sativa]. 
gi'l 6691717 | dbj | BAA89397 . 1 1 " (AP000570) hypothetical protein 
[Oryza sativa] . ; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32438 Seq. ID 

67296 Strand 

14 4 End 
OJ991028_06. 0121.Cll.ol.gs Method 

144 End 

none Score 
144. .259 



OJ991028_06.0121.C11 

+ 

259 

GENSCAN 

259 

.52 



Seq. -No. 32439 Seq. ID OJ991028_06 . 0121 . C12 

Gene No. 67297 Strand 

Start 1 End 103 

Name OJ991028_06 . 0121 .C12 . ol . gp Method AAT/GAP 



32563 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



103 
132 



LIB34 77-003-P1-K1-E9 
1. .103 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



32439 
67298 
320 

OJ991028_06.0121.C12.ol.gs 

320 

none 

320. .400 



Seq. ID OJ991028_06.0121.C12 

Strand 

End 400 

Method GENSCAN 

End 4 00 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



32440 
67299 
1 

OJ991028_06.0121.C13.ol .np 
1 

5103193 

1. .635 . ....... 

(AP000342) transposase of TnlO [Plasmid R100] 

gi | 5738084 | gb | AAD50242 . 1 |AF162223_1 (AF1 62223) ISlO-left 

transposase [Shigella flexneri] 



Seq. ID OJ991028_06.0121.C13 
Strand 

End 635 

Method AAT/NAP 

End 635 

Score 1119 



32440 
67299 
1 

OJ991028_06.0121.C13.ol.gs 

269 

none 

269. .544 



Seq. ID OJ991028_06.0121.C13 
Strand 

End 635 

Method GENSCAN 

End 544 

Score .44 



32441 
67300 
267 

OJ991118_06.0131.Cl.ol.np 

267 

5042454 
267. .495, 705. .739 

(AC007789). putative p.olyprotein [Oryza sativa] 



Seq. ID OJ991118_06.0131.C1 
Strand 

End 739 

Method AAT/NAP 

End 739 

Score 91 



32442 
67301 
1 

OJ991118_06.0131.C3.ol.np * 
1 

3785975 



Seq. ID OJ991118_06.0131.C3 

Strand + 

End 2317 

Method AAT/NAP 

End 2317 

Score 4 99 



1..22, 813. .914, 1003. .1071, 1151. .1296, 2117. .2317 
(AC005560) unknown protein [Arabidopsis thaliana] 



32442 
67301 
1 

OJ991118_06.0131.C3.ol.gs 
776 



Seq. ID OJ991118_06.0131.C3 

Strand + 

End 2317 

Method GENSCAN 

End 2309 



32564 




bl 


none 


Score 


7 7 




77£ Cl"! A 1007 1071 1777 


1 AA1 1 QOfi 


i qci oi so 9 70Q 

• . 1 _7 O 1 , ZlJU . . Z JVJ .? 


Seq. No. 


32442 


Seq. ID 


OJ991118_06.0131.C3 


Gene No. 


67302 


Strand 






ft 1 s 

O 1 D 


CjIIU 


1 07£ 
IUjD 


Name 


HTQQ1 1 1 fl 0£ 0171 P7 /^1 rtr\ 






b uar l 


ft 1 
O i J 


CjIIU. 


1 07 £ 


ul 


none 


Score 


77 Q 
J / z? 


Exons 


a i ^ i n^fi 

OlJ. . IUjD 






Seq. No. 


32442 


Seq. ID 


OJ991118_06.0131.C3 


Gene No. 


67303 


Strand 






i 7ftft 


£jLL\JL 


971 9 


Name 


PiTQQIIIft 0£ 0171 r\1 +■ c: 
UUyyillO UD.Uljl.Lj.Ol. IS 


Ma 4- V-\ /-> /-J 
L v lc LilOU 


1 0I1H.0 1 a . 0 0 yo ean 


Of -5vf 


1 jo 0 


iLinQ 


9 719 
Z jIZ 




none 


Score 


7 1 
/ 1 


Exons 


i *dqq 1 /I 7 91/11 9711 *y\ A 
1 j O 0 . . 1 ft 0 J , Zlfll. . ^Jll r Z14 


ft 9 719 




beq . no . 


32443 


Seq. ID 


ATQQ1 1 1 Q 0£ 0171 C A 
uuyyiiio UD . Ul Jl . 


Gene No. 


67304 


Strand 




Start 


432 . . 


End 


3835 


Name 


■ OJ991118 06.0131.C4.ol.np 


Method 


AAT/NAP • 


otart 


432 


■ End 


3829 


P T 
bl 


3785975 


Score 


473 


Exons 


432. .554, 588.-795, 1303. .1433, 1517.. 


1559, 3672. .3829 


GI Descrip. 


(AC005560) unknown protein 


[Arabidopsis thaliana] 


beq . no . 


32443 


Seq. ID 


OJ991118_06.0131.C4 


Gene No. 


67304 


Strand 


+ 


Start 


432 


End 


3835 


Name 


OJ991118 06.0131.C4.ol.gs 


Method 


GENSCAN 


oiari 


592 


End 


3829 




none 


Score 


.65 


Exons 


592.. 795, 1342.. 1433, 1517. 


.1559, 2864 


..3009, 3056. .3182, 




3672. .3829 






beq. no. 


32443 


Seq. ID 


OJ991118_06. 0131.C4 


Gene No . 


67304 


Strand 


+ 


Start 


432 


End 


3835 


Name 


OJ991118 06.0131.C4.ol.tm 


Method 


TBLASTX: Maize 


o La.r 


1339 


End 


3835 


PT 


none 


Score 


46 ' 


Exons 


1339. .1374, 1340. .1366, 1345. .1437, 1377. .1433, 1378. .1434 




1497. .1538, 1499. .1561, 1502. .1561, 1512. .1565, 3668. .3835 




3672. .3824 






beq. no. 


32444 


Seq. ID 


OJ991118_06.0131.C9 


ucnc in . 


67305 


Strand 


+ 


Start 


1 


End 


772 


Name 


OJ991118 06.0131.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


646 


GI 


3785975 


Score 


177 


Exons 


1..46, 85. .172, 416. .646 






GI Descrip. 


(AC005560) unknown protein 


[Arabidopsis thaliana] 



Seq. No. 32444 Seq. ID OJ9911 18_06 . 0131 . C9 



32565 



Gene No. 


67305 




Strand . 


+ 




C 4 1 v- 4- 

b tart 


1 




End 


772 




Name - 


ojyyiiio uo.uioi.cy.oi. 


tm 


Method 


TBLASTX: Maize 




Start 


l 




End 


323 




GI 


none 




Score 


188 




Exons 


1 14 1 0 1 A 0 0 1^7 
±..±41/ £, , * X.H c. t Z . . 1 D / , 


3. .158, 232. .321, 264. .323, 267 


. . jZo 


Seq. No. 


32444 




Seq. ID 


OJ991118_06.0131 


.C9 


Gene No. 


67305 




Strand 


+ 




Of. -4- 

start 


1 




End 


772 




Name 


ATOQ1 1 1 Q C\C H1 "31 PQ r\1 

ujyyuio ub.uiJi.Ly id . 


gs 


Method 


GENSCAN 




Start 


O C 1 










r*> t 

bl 


none 




Score 


.79 




Exons 


o *3/ii /lie cqo co/i 
ZO/..J41, 41b..oyZ, Oo4 


. .769 








Seq. No. 






Seq. ID 


OJ991118_06.0131 


. cy 


Gene No . 


D / jUj 




Strand 


+ 




Start 


1 




End 


772 




Name 


OJ991118J)6.0131.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




O 4- -» -v+- 

btart 


Z DO 




End 


/ /Z 




GI 


4zbUzy4 




Score 


72 




Exons 


O C Q T^C: OTQ Q/I"3 OTQ 

Z o o . . J 4 3 , Z/o..J4J,_Z/y 


. .347, 


412. .591 


, 416. .592,. 474., . 


C Ci 62 

o y o , 




cot no cq/ iic\ 

DO J . . / / Z , DO 4 . . / / U 










GI Descrip. 












Seq. No. 


32445 




Seq. ID 


OJ991118_06.0131 


.C10 


Gene No. 


67306 




Strand 


+ 




Start 


455 




End 


2638 




Name 


OJ991118 06. 0131. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


455 




End 


2638 




bl 


none 




Score 


. 61 




Exons 


455. .509, 2302. .2427, 2516. .2638 






Seq. No. 


32445 




Seq. ID 


OJ991118_06.0131 


. CIO 


Gene No. 


67307 




Strand 


+ 




Start 


3686 




End 


4094 




Name 


OJ991118 06. 0131. CIO. ol 


. tm 


Method 


TBLASTX: Maize 




btart 


451 




End 


3761 




GI 


none 




Score 


71 




Exons 


451. .510, 454. .507, 455 


. .514, 


2298. .2426, 2299. .2427, 






2513. .2629, 2514. .2576, 


2515. 


.2628, 3402. .3530, 3402. .3524, . 




3680.. 3736, 3681.. 3761, 


3681. 


.3761 






Seq. No. 


.32445 "" 




Seq. ID 


OJ991'118__06.0131 


.cio 7 


Gene No. 


67307 




Strand 


+ 




Start 


3686 




End 


4094 




Name 


OJ991118 06. 0131. C10. ol 


• gp 


Method 


AAT/GAP 




Start 


3686 




End 


4094 




GI 


uC-osroM202001c04al 




Score 


572 





Exons 3686.. 3820, 3895.. 4094 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 1.0e-17 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 32446 Se^ 

Gene No. 67308 Strand + 

Start 1 End 1372 

Name OJ991118J36 . 0131 . Cll . ol . np Method AAT/NAP 



32566 



O L. a i_ l_ 


i 

X 




End 


1372 










Score 


61 




Exons 




1338. .1372 










FART.Y MOnnT.TN 90 


PRECURSOR 


(N-20) gi| 


1771351|emb|CAA67830| 






[Medicago truncatula] 






Seq. No. 


32446 




Seq. ID 


O.TQQ1 lift Dfi 


ni n i 


Gene No. 


67308 




Strand 






O 1— Q l L. 


1 




End 


1 "379 




Name 


OJ991118 06.0131 


.Cll .ol .gs 


L v je tnoQ 








104 




End 


772 




VJ X 


none 




Score 


.62 






104. .192, 301. .772 








Seq. No. 


32447 




Seq. ID 


O.TQQT lift Ofi 




Gene No. 


67309 




Strand 


4- 




olqi l 


3604 




End 


^ftl 7 




L\ Oil.lt: 


OJ991118 06.0131 


.C12.ol.gs 


hA/^s ^ v% /-\ /-j 
r*ie Lnoa 






O Lai L 


3604 




End 


3817 




PT 

O X 


none 




Score 


.75 






3604. .3817 










Seq. No. 


32448 




Seq. ID 


O TQQ1 1 1 R OA 


m pi ^ 

, Uljl . j 


Gene No. 


67310 




Strand 


T 




otai l 


288 




End 


1 OQQ 




Name 


OJ991118 06.0131 


.C13.ol.gs 


Method 






OLal L 


288 




End 


1888 




pT 


none 




Score 


.84 




EjXvJilo 


288. .412, 1390.. 


1888 








Seq. No. 


32448 




Seq. ID 


OJ991118_06. 


,0131. C13 


Gene No. 


67311 




Strand 


+ 




Start 


3516 




End 


9614 




Name 


OJ991118 06.0131 


.C13.ol.np 


Method 


AAT/NAP 




Start 


3516 




End 


9590 




GI 


5922631 




Score 


6682 





Exons 3516.. 3640, 3899.. 4143, 4393.-4595, 4641.. 5212, 5255.. 5406, 

5533.. 6456, 7063.. 9590 
GI Descrip. (AP000492) ESTs C26347.(C12145 ) , AU07 807 4 (C12145 ) correspond to 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon .Cinful-1 . (AF049110) [Oryza sativa] 

gi I 6016864 |dbj IBAA85207. 1 | (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a. region. of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon' 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 32448 Seq. ID 

Gene No. 67311 Strand 

Start .. 3516 End 

Name OJ991118_06 . 0131 . C13 . o7 . tw Method 

Start 4817 End 

GI none Score 

Exons 4817. .5086, 4818... 5219 



OJ991118_06.0131.C13 
+ 

9614 

TBLASTX: Wheat 

5219 

293 



Seq. No. 
Gene No. 
Start 



32448 
67311 
3516 



Seq. ID OJ991118_06.0131.C13 
Strand + 
End 9614 



32567 




Naine 


ojyyiiio 06 


A 1 O 1 

.0131 


pin „ /- 

. C13 . 06 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


5796 








End 


8304 






GI 


none 








Score 


149 






Exons 


r-j C A "7 A 

57 96 . . 5972 , 


COCA 

5859 


C A T A 

. . 5972, 


/" A 1 "7 

6017 . 


.6253, 6021.. 6251, 


6357. .6473, 




8221 . . 8304 
















Seq. No.- 


32448 








Seq. ID 


OJ991118 06.0131 


. C13 


Gene No. 


67311 








Strand 


+ 






Start 










End 


9614 






Name 


ojyyiiib oo 


. 0131 


. C13 . 06 


. tm 


Method 


TBLASTX: 


Maize 




Start 


C 1 A A 

6104 








End 


6251 






GI 


none 








Score 


183 






Exons 


c\ a a zr a c a 


6105 


. . 6251 












Seq. No. 


32448 








Seq. ID 


OJ991118 


_06. 0131 


. C13 


Gene No. 


67311 








Strand 


+ 






Start 


3516 








End 


9614 






Name 


OJ991118 06 


. 0131 


. C13 . ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


64 7 3 








End 


6929 






GI 


none 








Score 


497 






Exons 


-64 / 3 . . 6928 , 


r a~i a 

64/4 


/"AAA 

. 692 9 












Seq. No. 


' 32448 




- 




Seq. ID 


OJ9911I8 


_06.0131 


. C13 


Gene No. 


67311 








Strand 


+ 






Start 


35 1 0 








End 


9614 






Name 


OJ991H8 06 


. 0131 


C13 . o3 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6513 








End 


6878 




GI 


none 








Score 


136 






Exons 


/"CIO /" *7 O "7 

6513 . . 6 /37 , 


674 4 


. 6878 












Seq. No. 


32448 








Seq. ID 


OJ991118 


_06. 0131 


. C13 


Gene No. 


67311 








Strand 


+ 






Start 


O C 1 

3516 








End 


9614 






Name 


OJ991118 06 


0131 


C13 . o2 


tm 


Method 


TBLASTX : 


Maize 




Start 


C C A O 

6603 








End 


6959 






GI 


none 








Score 


375 






Exons 


£T £ A "3 coco 
DDUj . . o^Dy f 


c a A A 

664 4 . 


C A A A 

. 694 y , 


a r r r 
DODO . 


r A C A 

. 6959 








Seq. No. 


32448 








Seq. ID 


OJ991118 


_06. 0131 


. C13 


Gene No. 


67311 








Strand 


+ 






Start 


TCI f 








End 


9614 






Name 


OJ991118 06. 


0131 . 


C13 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1 A /I A 

1 04 4 








End 


..7468 






GI 


none 








Score 


.448 ."' 






Exons 


/044 . . /4 63, 


*7 A O O 

7088 . 


. 74 68 












Seq. No. 


32448 








Seq. ID 


OJ991118 


_06.0131 


. C13 


Gene No. 


67311 








Strand 


+ 






-Start 


3516 








End 


9614 






Name 


OJ991118 06. 


0131 . 


C13 . ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


7122 








End 


7523 




GI 


none 








Score 


315 






Exons 


7122. .7523, 


7139. 


.7282, 


7319. 


.7489 








Seq. No. 


32448 








Seq. ID 


OJ991118 


_06.0131 


C13 


Gene No. 


67311 








Strand 


+ 






Start 


3516 








End 


9614 







32568 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ991118_06, 

7190 

none 

7190. .7444, 

32448 
67311 
3516 

OJ991118_06. 

7472 

none 

7472. .7549, 

32448 
67311 
3516 

OJ991118_06. 

7749 

none 

7749. .7853, 

32448 
67311 
3516 

OJ991118_06. 

7758 

none 

7758. .8180, 

32448 
67311 
3516 

OJ991118_06. 

8010 

none 

8010. .8264 

32448 
67311 
3516 

OJ991118_06. 

8492 

none 

8492. .8803, 

32448 
67311 
3516 

OJ991118_06. 

8498 

none 

8498. .8809, 

32448 
67311 
3516 

OJ991118 06. 



0131.C13.o3.tm 
7191.. 7445, 7466. 

0131.C13.o8.tw 
7473. .7754, 7608. 

0131.C13.o2.ts 
7757. .8137, 7893. 

0131.C13.o4.tw 
7766. .8170 

0131.C13.o5.tm 



Method TBLASTX : Maize 
End 7634 
Score 275 
.7597, 7467. .7610, 7608. .7634 

Seq. ID OJ991118_06.0131.C13^ 

Strand + 

End '9614 

Method TBLASTX : Wheat 

End 7758 

Score 279 
.7757, 7660. .7758 

Seq. ID OJ991118_06.0131.C13 
Strand + 

9614 

TBLASTX : Soybean 
8137 
86 



End 

Method 
End 
Score 
.8135 



0131.C13.ol.tm 



Seq.. ID OJ991118_06...0131..C13 

•Strand + ■ •■ 

End 9614 

Method . TBLASTX : Wheat 

End 8180 

Score 414 



Seq. ID OJ991118_06.0131.C13 

Strand + 

End 9614 

Method TBLASTX : Mai ze 

End 8264 

Score 193 



Seq. -''I'D OJ991118_06.0131.C13 

Strand + 

End 9614 

Method TBLASTX: Maize 

End 8855 

Score 4 46 



8493. .8816, 8513. .8827, 8807. .8854, 8808. .8855 



Seq. ID OJ991118_06.0131.C13 

Strand + 

End 9614 

Method TBLASTX : Wheat 

End 8885 

Score 420 
,8885 



0131.C13.o3.tw 



8499. .8885, 8694, 



0131.C13.o5.tw 



Seq, ID OJ991118 06.0131.C13 

Strand + ~ 

•End 9614 

Method TBLASTX : Wheat 



32569 



Start 


r\ r\ r\ r\ 

9000 


End 


9614 


GI 


none 


Score 


263 


Exons 


9000.. 9278, 9020.. 9109, 9161. 


.9262, 9333. .9491, 9483. .9614 


Seq. No. 


32448 


Seq. ID 


OJ991118 06.0131.C13 


Gene No. 


67311 


Strand 


+ 


Start 


3516 


End 


9614 


Name 


OJ991118 06 . 0131 . C13 . o4 . tm 


Method 


TBLASTX : Maize 


Start 


9 342 


End 


9577 


GI 


none 


Score 


156 


Exons 


9342. .9494, 94/3. .9o77, 9474. 


. 9575 




Seq. No. 


3244 9 


Seq. ID 


OJ991118_06.0131.C14 


Gene No. 


67312 


Strand 


- 


Start 


39 


End 


2960 


Name 


OJ99111o 06 . 0131 . C14 . ol . gs 


Method 


GENSCAN 


Start 


39 


End 


2683 


GI 


none 


Score 


.63 


Exons 


39. .487, 560. .664, 736. .849, 


988. .1188, 


1263. .1860, 2079. .2404, 




257 9 . .2683 






Seq. No. 


324 4 9 . . . • 


Seq. ID 


OJ.991118_06..0131..C14...-. 


Gene No . 


67312 


Strand 




otart 


39 


End 


2960 


Name 


OJ991118 06.0131.C14 .ol.np 


Method 


AAT/NAP 


Start 


42 


End 


2960 


GI 


6691716 


Score 


1997 


Exons 


42. .487, 560. .664, 814. .925, 


1001/. 118E 


, 1335. .1621, 1703. .1895, 




2093. .2960 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi I 6691717 |dbj | BAA89397. 1 | (AP000570) hypothetical protein 




[Oryza sativa] 






Seq. No. 


32450 


Seq. ID 


OJ991118_06.0131.C15 


Gene No . 


67313 


Strand 




Start 


1 


End 


742 


Name 


OJ991118 06,0131. C15.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


708 


GI 


uC-osroM202001c04bl 


Score 


569 


Exons 


1..90, 220. .355, 444. .559, 64 


8. .708 




GI Descrip. 


'3785975 1.0e-45 (AC.005560) hypothetical protein [Arabidopsis 




thaliana] ' 






beq . no . 


32450 


Seq. ID 


OJ991118_06 . 0131 .CI 5 


Gene No. 


67313 


Strand 




Start 


1 


End 


742 


Name 


OJ991118 06. 0131. C15. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


742 


GI 


3785975 


Score 


190 


Exons 


1..33, 220. .384, 421. .559, 64 


8. .742 





GI Descrip. (AC005560) unknown protein [Arabidopsis thaliana] 



Seq. No. 32450 

Gene No. 67313 

Start 1 

Name OJ991118_06 . 0131 . C15 . ol . gs 

Start 220 



Seq. ID OJ991118_06.0131.C15 
Strand- 
End 742 
Method GENSCAN 
End 559 



32570 





none 


Score 








Exons 


OOH "DC C AAA CCA 

zzU.-Joo, 444. .boy 










beq . . no . 


OZ4 Dl 


Seq. ID 


OJ991118 


Uo . U LoL 


. LI / 


Gene No. 


67314 


Strand 








Start 


2775 


End 


12053 






Name 


OJ991118 06.0131.C17.ol.np 


Method 


AAT/NAP 






Start 


2775 


End 


12053 






C T 

hi 


4996363 


Score 


1359 






Exons 


2775. .3264, 3292. .4493, 6669. 


.6997, 11071. .1118 


Q 1 1 QQC 

o , i x y y o 




GI Descrip. 


(AB021264) polyprotein [Arabidopsis thaliana] 






beq. no. 


32451 


Seq. ID 


OJ991118 


Uo. U i J 1 


. L-l / 


Gene No . 


67314 


Strand 








Start 


2775 


End 


12053 






Name 


OJ991118 06.0131.C17.ol.gp 


Method 


AAT/GAP 






b tar t 


5157 


End 


5262 








uC-osflcyp088bl2bl 


Score 


136 






Exons 


5157. .5262 










GI Descrip. 


? 5257255/dbj | AP000364 . 1 | AP000364 3 . Oe- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P002 6F07 1 








, ... . . 
Seq. No. 


32451 


Seq. ID 


OJ991118 


■ U b . U lo 1 


. CI / 


Gene No . 


67314 


Strand 








Start 


2775 


End 


12053 






Name 


OJ991118 06.0131.C17.o2.np 


Method 


AAT/NAP 






O 4- -i -w- 4- 

b tar t 


8602 


End 


10969 








1055224 


Score 


77 






Exons 


8602. .8625, 10055 .. 1012 9, 10349. .10446 


, 10654.. 


10729, 






10910. .10969 










GI Descrip. 


(U20977) cellular nucleic acid binding 


protein 


[Xenopus 


laevis] 


Seq. No. 


32451 


Seq. ID 


OJ991118 


_06.0131 


.C17 


Gene No. 


67314 


Strand 








C 4- 4- 

b t art 


2775 


End 


12053 






Name 


OJ991118 06.0131.C17.o2.gs 


Method 


GENSCAN 






btart 


9587 


End 


11353 








none - 


Score 


.52 






Exons 


9587. .10932, 10967. .11107, 11251. .11353 






Seq.. No. 


324 51 . 


Seq.. ID 


OJ991118 


_06.0131 


.C17 


Gene No. 


67315 


Strand 








bt art 


12016 • ' 


End ; 


12123 






Name 


OJ9.91118 06.0131.C17.o3.tw 


Method 


TBLASTX: 


Wheat 




btart 


2784 


End 


3002 








none 


Score 


120 






Exons \^ 


2784. .3002, 2785. .2991 










Seq. No. 


32451 


Seq. ID 


OJ991118 


_06.0131 


.C17 


Gene No. 


67315 


Strand 








Start 


12016 


End 


12123 






Name 


OJ991118 06.0131.C17.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


2811 


End 


3153 






GI 


nnnp 


Q ^ /-^ -K- 


a 3 






Exons 


2811, .2849, 2814. .2849, 2850. 


.3149, 2854. .3057, 


2927. .3142, 




3100. .3153 











32571 




Seq. No. 


32451 








Seq. ID 


OJ991118_06.0131.C17 


Gene No. 


67315 








Strand 




b tar z 


ionic 
IZUlb 








End 


12123 


Name 


ujyyuio ub 


n i *3 1 
. Ulol 


. bl / . oz 


. ts 


Method 


TBLASTX: Soybean 


Start 


Zb DO 








End 


3479 


bl 


none 








Score 


49 


Exons 


O Q c; C TO CQ 

zoob . . jZ oy f 


z y 04 


. . ouz b , 


o i u b . 


.3261, 3252.. 3479 


beq. no. 


OZ4 ol 








Seq. ID 


OJ991118_06.0131.C17 


Gene No. 


67315 








Strand 


- 


Start 


12016 








End 


12123 


Name 


Pi TQQ1 1 1 Q n c 

uj y y i iio ub 


m ^ i 

.Ulol 


r*i 7 /-\i 
. bl / . Ol 


4- m 

. tm 




1 ol_iiAb I A . Hal Z e 


C 4- v-4- 

b car l 


oi C7 








End 


3644 




none 








Score 


115 


Exons 


JlD / . . J/C , 


■21 CQ 

j i d y 


o o cn 
. . oZ bU , 


Tien 
o i bu . 


.3255, 32 


70. .3632, 3270. .3644, 




O 0 "7 1 

oZ / 1 . . jDjj 












beq. No. 


OZ 4 3 1 








Seq. ID 


OJ991118_06.0131.C17 


Gene No. 


67315 








Strand 




Start 


12016 








C 1 r-, H 


1 O 1 O "5 
1 Z 1Z o 


Name 


A TQQ1 1 1 Q H C 

uj y y i i io ud 


U 1 J 1 


. bl / . Ol 


4- r.T 


Method 


TBLASTX: Wheat 


O 4- -i v4- 

otart. _ 


Tic/ 

Olb4 . 








End 


3674 . „ 


bl 


none 








Score 


34 


Exons 


QIC/I "3 O n Q 

olb4 . . o^Uo , 


o. O 1 C 
jZI b 


. . oZo4 , 


q o i n 
oZ 1 / . 


.3285, 32 


70. .3491, 3270. .3500, 




oZ / 1 . . OD4U, 


TCI o 


. . oblU , 


Jjlj. 


.3674, 35 


14. .3669 


Seq. No. 


32451 








Seq. ID 


OJ991118_06.0131.C17 


Gene No. 


67315 








Strand 




btart 


ionic 
1Z U 1 b 








iiina. 


i 91 no 
1 Z 1 Z 0 


Name 


HTQQ1 1 1 Q 

uj yyiiio ub 


m 1 1 
Ulol 


bl / . OZ 


4- rrt 

. tm 


Method 


TBLASTX: Maize 


Start 


JOOi 








End 


4056 


bl 


none 








Score 


246 


Exons 


O bo 1 . . 4 Uoo , 


"3 C C ^ 


. 4 Uoo , 


o boo . 


.4056 




beq . no . 


OZ 4 o 1 








Seq. ID 


OJ991118_06.0131.C17 


Gene No. 


67315 








Strand 




Start 


12016 








End 


12123 


Name 


n tqq i 1 1 q n c 
u j y y 1 1 1 o ud. 


UlOl 


r*i 7 ^i 
bl / . Ol 


u S 


Method 


TBLASTX : Soybean 


Cf yf 

b tart: 


O Q G C 
JOJJ 








End 


4352 


C T 
bl 


jju yz bu 








Score 


95 


Exons 


O Q C C /I "DCQ 


ooob 


^ n o q 
. 4 uz y 








GI Descrip. 














Seq. No. 


. 32451 








Seq. ID 


OJ991118_06.0131.C17 


Gene No. 


67315 








Strand 




Q4- -i >- 4- 

otart 


ionic 
izu i b 








End 


12123 


Name 


ATQQ1 1 1 Q nC 

uj yyiiio ub. 


n i q i 
Ulol, 


pi 7 _ o 

bl / . OZ . 


4- T T 

tw 


Method 


TBLASTX: Wheat 


btart: 


Jo / y 








End 


4334 


bl 


none 








Score 


125 


Exons 


OQ1Q ZIOII 

jo / y. . 4 z 1 1 , 


JOOU , 


a n O Q 

. 4 uzy , 


4 u y o . 


.4208, 4242. .4334, 4242. .4334 


Seq. No. 


32451 








Seq. ID 


OJ991118_06.0131.C17 


Gene No. 


67315 








Strand 




Start 


12016 








End 


12123 


Name 


OJ991118 06. 


0131. 


C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3969 








End 


4221 


GI 


none 








Score 


86 



32572 



TP V V"% £J 


"3QCQ AOOCi AC\£f\ ^O01 










Seq. No. 


32451 


Seq. ID 


OJ991118 


_06, 


.0131. C17 


Gene No. 


67315 


Strand 












IjllU 








Name 




Method 


TOT 7\ O T 1 V . 


Maize 




4 U 0 D 


fcjna 


A THQ 
<i JUO 








none 


Score 








Exons 


yinc;^ /1 "3m /inc:'7 /I ^no 
. y JU / , 4 U D / .. . ^ jUC5 










beq . wo . 


4 O 1 


Carl T n 

beq. iu 


r\ TQ Q 1 1 1 Q 


_06. 


,0131. C17 


Can q Kfrt 

bene ino . 


67315 


Strand 








Start 


12016 


End 


12123 






Name 


OJ991118 06.0131.C17.o2.gp 


Method 


AAT/GAP 






OlalL 


12016 


End 










uC-osflcyp088bl2bl 


Score 


IOC 






Exons 


12016. .12123 










GI Descrip . 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








beq . ino . 


32452 


Seq. ID 


OJ991118 


_06. 


,0131. C18 


Gene No . 


67316 


Strand 


+ 






Start 


- 1 ■ -• ■ ■ 


■ End 


4314 






Name 


OJ991118 06.0131.C18.ol.np 


Method 


AAT/NAP 






otart 


1 


End 


.4314 








5852175 


Score 


136 






Exons 


1..55, 1166. .1288, 1995. .2051, 2625. .2720, 3337 


. .3383, 




4251. .4314 










bi uescr lp . 


(AL117265) zhbOOOS.l [Oryza 


sativa] 








Seq. No. 


32453 


Seq. ID 


OJ991118 


_06. 


,0131. C19 


Gene No. 


67317 


Strand 


+ 








535 


End 


3382 






Name 


OJ991118 06.0131.C19.ol.gs 


Method 


GEN SCAN 






Of- -a v- f- 

o tar l 


535 


End 


3382 








none 


Score 


.57 






U 1 

tixons 


535. .549, 1262. .1351, 1959.. 


2004, 2696 


..2792, 2914. 


.3382 


Cprf Ma 


32453 


Seq. ID 


OJ991118 


_06. 


0131. C19 


Gene No. 


67318 


Strand 








Start . 


1 


End 


5242. . 






Name 


OJ991118 06.0131.C19.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5242 






GI 


6056391 


Score 


642 






Exons 


1..60, 284. .1071, 4218. .4771 


, 5019.. 5242 







GI Descrip. (AC009324) Similar to retrotransposon proteins [Arabidopsis 
thaliana] 



Seq. No. 32453 

Gene No. 67318 

Start 1 

Name OJ991118_06 . 0131 . CI 9 . ol . tc 

Start 290 

GI none 

Exons 290.. 358, 352.. 717 



Seq. ID OJ991118_0 > 6.0131.C19 
Strand 

End 5242 

Method TBLASTX : Cress 

End 717 

Score 219 



Seq. No. 



32453 



Seq. ID OJ991118_06.0131.C19 



32573 



Gene No. 67318 

Start 1 

Name OJ991118_06 . 0131 . C19 . ol . tw 

Start 290 

GI none 

Exons 290.. 406, 352.. 627, 374.. 574 

Seq. No. 32453 

Gene No. 67318 

Start 1 

Name OJ991118_06 . 0131 . C19 . ol . tm 

Start 299 

GI none 
Exons 



Strand 
End 

Method 

End 

Score 



5242 

TBLASTX: Wheat 

627 

79 



Seq. ID OJ991118_06.0131.C19 
Strand 

End 5242 

Method TBLASTX : Maize 

End 757 

Score 72 

299. .370, 300. .371, 352. .675, 353. .649, 433. .651, 648. .746, 
650. .757, 652. .753 



Seq. No. 32453 

Gene No. 67318 

Start 1 

Name OJ991118_06. 0131 .C19 . ol . ts 

Start 343 

GI . . none 

Exons 343. .747 



Seq. ID OJ991118_06.0131.C19 
Strand 

End 5242 

Method TBLASTX : Soybean 

End 747 

Score 215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32453 
67318 
1 

OJ991118_06.0131.C19.o2.tm 

758 

none 



Seq. ID OJ991118_06.0131.C19 
Strand 

End 5242 

Method TBLASTX : Mai ze 

End 1041 

Score 60 



758.-865, 760. .858, 783. .1037, 871. .1041, 875. .1039 



32453 
67318 
1 

OJ991118_06.0131.C19.o2.tw 

4296 

none 



Seq. ID OJ991118_06.0131.C19 
Strand 

End 5242 

Method TBLASTX : Wheat 

End 4 602 

Score 102 



4296. .4595, 4351. .4515, 4555. .4602 



32453 
67318 
1 

Oj991118_06.0131.C19-.'o3.tm 

4353' 
none 



Seq, ID OJ991118_06.0131.C19 
Strand 

End ' 5242 ' 

Method TBLASTX : Maize ■ 

End 4703 

Score 74 



4353. .4526, 4354. .4518, 4536. .4703, 4558. .4701 



32454 
67319 
108 

OJ991118_06. 0131.C20.ol.np 
108 

5295955 



Seq. ID.., OJ991118_06.0131.C20 

Strand + 

End 5293 

Method AAT/NAP 

End 5293 

Scor^ £^7 



108. .132, 1876. .2077, 2649. .2746, 3288. .3402, 4085. .4208, 
4250. .4620, 4724. .5293 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 



32574 






Hjryza saLivaj 














Seq. No. 


32454 




Seq. ID 


OJ991118 


_06. 


0131 


,C20 


Gene No. 


67319 




Strand 


+ 














ona 










Name 




.gs 


Method 


C t? M Q. P 2\ M 
LjEj INDIAN 










i Ron 




tna 


zu / u 








P T 


none 




Score 










HiXOilo • 


1 SPO 1 670 1Qd*"l 9070 














Seq. No. 


32454 




Seq. ID 


OJ991118 


_06. 


0131 


C20 


Gene No. 


67320 




Strand 


+ 








otart 


74 70 






77QC 








Name 


HTQQ111P 06 01^1 P90 ^""l 


. gs 


Me tnoa 


o III IN o CHIN 








OLdit 


74 70 ~~ 




una 


7 7 G £ 








P T 


none 




Score 










Exons 


74 7 0 7 7Q6 














oeq . lno . 


32454 




oeq . x u 


Pi TQQ1 1 1 Q 


U D . 


n i ^ i 


po n 


Gene No. 


67321 




Strand 


+ 








Start 


8251 




End 


13502 








Name. 


OJ991118 06.0131.C2D.o3 


.np 


Method 


.AAT/NAP 








C+- -5 v- 4- 

btart 


" •8251 ■ . ' ■ • 




End 


13502 ' - 








p t 


4996361 




Score 


870 








Exons 


8251. .8337, 12400. .13502 












bi uescnp. 


(AB021263) polyprotein 


[Arabidopsis thaliana] 








Seq. No. 


32454 




Seq. ID 


OJ991118_ 


_06. 


0131. 


C20 


Gene No. 


67321 




Strand 


+ 








OLaiL 


8251 




End 


13502 • 








Name 


OJ991118 06.0131.C20.o5 


.gs 


Method 


GENSCAN 








o tarn. 


10826 




End 


12237 








P T 


none 




Score 


.84 








HjXOIIo 


1082 6. .11111, 11117. .11757, 11833. . 12237 








Seq. No. 


32454 




Seq. ID 


OJ991118_ 


_06. 


0131. 


C20 


Gene No. 


67322 




Strand 










CI- a 


4098 




End 


10998 








Name 


OJ991118 06.0131.C20.o2 


.gs 


Method 


GENSCAN 








onar u 


4098 




End 


6447 








PT 


none 




Score 


.44 








T7* V Y"* C 


4098. .4149, 4189. .4418, 


4468. . 


4531, 4624. .4717, 


6300. . 6447 


oeq . lno . 


32454 




Seq. ID 


OJ991118_ 


_06. 


0131. 


C20 


Gene No. 


67322 




Strand 










Start 


4098 




End 


10998 








Name 


OJ991118 06.0131.C20.o2 


.np 


Method 


AAT/NAP 








Of 3 v-4- 


4686 




End 


10998 








P T 


4680179 




Score 


678 








Exons 


4686. .4717, 8835. .9936, 


10964 . 


.10998 










GI Descr ip . 


(AF1117 09) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


32454 




Seq. ID 


OJ991118_ 


_06. 


0131. 


C20 


Gene No. 


67323 




Strand 










Start 


12539 




End 


15010 








Name 


OJ991118 06.0131.C20.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


9195 




End 


9530 









32575 




GI 


none 


Score 


45 




Exons 


9195.. 9530, 9240.. 9308, 9325 


. .9507, 9345. .9509 




Seq. No. 


32454 


Seq. ID 


OJ991118_06.0131 


.C20 


Gene No. 


67323 


Strand 


- 




Start 


1 o c o o 


End 


15010 




Name 


OJ991118 06 . 0131 . C20 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


32 31 


End 


9530 




GI 


none 


Score 


79 




Exons 


9231. .9530, 9346. .9507 








Seq. No. 


32454 


•Seq. ID 


OJ991118_06.0131 


.C20 


Gene No. 


67323 


Strand 


- 




Start 


12539 


End 


15010 




Name 


OJ991118_06 . 0131 . C20 . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9585 


End 


9972 




GI 


none 


Score 


116 




Exons 


9585. .9758, 9586. .9759, 9880 


. .9972 






Seq. No. 


32454 


Seq. ID 


OJ991118_06.0131 


.C20 


Gene No. 


67323 


Strand 






Start 


12539 - 


End 


15010 . 




Name 


OJ991118_06. 0131.C20.o3.tm 


Method 


TBLASTX: Maize 




Start 


11500 


End 


12009 




GI 


none 


Score 


82 




Exons 


11500 11583, 11602 .. 11667, 


l 17 09. . 11 966, 11710. .12009 




Seq. No. 


32454 


Seq. ID 


OJ991118_06.0131 


.C20 


Gene No. 


67323 


Strand 






Start 


12539 


End 


15010 




Name 


OJ991118_06. 0131 .C20 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


12422 


End 


12685 




GI 


none 


Score 


260 




Exons 


12422 .. 12 685 , 12422 12529, 


12427. .12681, 12589.. 12675 




Seq. No. 


32454 


Seq. ID 


OJ991118_06.0131 


.C20 


Gene No. 


67323 


Strand 






Start 


1 0 c o n 

lz 539 


End • 


15010 




Name 


OJ-991118_06 . 0131.C20.o6.gs 


Method 


GENSCAN 




Start 


12539 


End 


15010 




GI 


none 


Score 


.77 




Exons 


12539 .. 13167 , 13402 .. 13503, 


13619. .144 


65, 14797. .15010 




Seq. No. 


32454 


Seq. ID 


OJ991118_06.0131 


.C20 


Gene No. 


67323 


Strand 






Start 


12539 


End 


15010 




Name 


OJ991118_06 . 0131.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12662 


End 


13093 




GI 


none . } 


Score 


154 




Exons 


126 62.. 12823, 126 67.. 12822, 


12796. .130 


92, 12836. .13093, 






12845 . . 13093 








Seq. No. 


32454 


Seq. ID 


OJ991118_06.0131 


.C20 


Gene No. 


67323 


Strand 






Start 


12539 


End 


15010 




Name 


OJ991H8 06.0l3l.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


12692 


End 


13150 





32576 



Oil 


none 


Score 


556 






Exons 


12692 .. 13150, 12703 1314 9, 


12713. .13150 






Seq. No. 


32454 


Seq. ID 


OJ99111E 


JD6.0131 


.C20 


Gene No. 


67323 


Strand 








Start 


12539 


End 


15010 






Name 


Ojyylllo Ub.U131.C20.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1 O O C 1 

128b/ 


End 


13517 




GI 


none 


Score 


308 






Exons 


12oo /.. 13192, 12862 .. 12936, 


13048. .13191, 1306C 


. . 13200, 






13212 .. 13517 , 13269.. 13385 








Seq. No. 


32454 


Seq. ID 


OJ991118 


_06.0131 


C20 


Gene No. 


67323 


Strand 








Start 


i o c *3 n 
12539 


End 


15010 






Name 


OJ991118 06 . 0131 . C20 . oz . tm 


Method 


TBLASTX: 


Maize 




Start 


13248 


End 


13529 






GI 


none 


Score 


371 






Exons 


100/10 1 o c o a i o o c o i c *~s n 

1324 8 . . 1352U , 13253 .. 13528 , 


13254. .13529 






Seq. No. 


32454 


Seq. ID 


OJ991118 


_06. 0131 . 


C20 


Gene No . 


. 67323 ..... 


Strand 








Start 


i o a o n 

12539 


End 


15010 






Name 


OJ991118 06 . 0131 . C20 . o3 . tw 


Method 


• TBLASTX: 


Wheat 




Start 


13296 


End 


13493 






GI 


- none 


Score 


193 






Exons 


13296 .. 13484 , 13307 .. 13483, 


13329. .134 


93 






Seq. No. 


32455 


Seq. ID 


OJ991118 


_06.0131. 


C21 


Gene No. 


67324 


Strand 


+ 






Start 


1937 


End 


3643 






Name 


OJ991118 06.0131.C21.ol.np 


Method 


AAT/NAP 






Start 


1937 


End 


3643 






GI 


5257259 


Score 


201 






Exons 


1937. .2089, 3566. .3643 










(ji uescrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 






Seq. No. 


32455 


Seq. ID 


OJ991118 


_06.0131. 


C21 


Gene No. 


67325 


Strand 








Start 


405 


End 


2515 






Name 


. OJ991118 06.0131.C21.ol.gs 


Method 


GENSCAN 






Start 


405 


End 


2515 






GI 


none - 


' - Score 


.72 






Exons 


.405. .521, 638. .746, 940. .1031, 1834 . .2214 , .2366 


. . 2515 




Seq. No. 


32456 


Seq. ID 


OJ991118 


_06.0131. 


C22 


Gene No. 


67326 


Strand 


+ 






Start 


303 


End 


9721 






Name 


OJ991118 06.0131.C22.ol.gs 


Method 


GENSCAN 






Start 


303 


End 


9602 






GI 


none 


Score 


.81 






Exons 


303. .322, 1856. .1954, 2242.. 


2388, 2700 


. .2788, 3409. .3534 






4509. .4794, 4908. .5034, 5925 


. .6052, 6137. .6206, 


6299. .6401, 




7695.. 7812. A39R TS R627 / 8693 


9602 








Seq. No. 


32456 


Seq. ID 


OJ991118 


_06.0131. 


C22 


Gene No. 


67326 


Strand 


+ 







32577 



Q 4- -j y~i- 

O La JTI, 


303 


End 


9721 




Name 


OJ991118 06.0131.C22.o3.np 


Method 


AAT/NAP 




Start 


1173 


End 


2517 






6630699 


Score 


92 




Exons 


1173. .1195, 2440. .2517 








GI Descrip. 


(AP000969) hypothetical protein [Oryza sativa] 






gi | 6721536 | dbj I BAA8 9566.1 | (AP00107 3) 


hypothetical protein 




[Oryza. sativa] 








Seq. No. 


o o a c r 

3z4oo 


Seq. ID 


OJ991118 


_06.0131.C22 


bene no. 


67326 


Strand 


+ 




Start 


303 


End 


9721 




Name 


OJ991118 06 . 0131 . C22 . o4 . np 


Method 


AAT/NAP 




btart: 


4575 


End 


9440 




GI 


3183570 


Score 


321 




Exons 


. 4575. .4609, 4902. .5030, 5930. 


.6052, 6 


137. .6206, 


6299. .6401, 




7695. .7816, 9339. .9440 








GI Descrip. 


HYPOTHETICAL 36.8 KD PROTEIN 


IN DINF- 


QOR INTERGENIC REGION 


Seq. No. 


32456 


Seq. ID 


OJ991118 


_06.0131.C22 


bene ino . 


67326 


Strand 


+ 




Start 


-303 


End 


9721 




Name 


OJ991118 06.0131.C22.ol.gp 


Method 


AAT/GAP 




btart 


5726 


End 


6218 




GI 


LIB3474-009-P1-K1-B10 


Score 


755 




Exons 


5726. .6052, 6137. .6218 








GI Descrip. 


'4 521193/dbj | AB013450 . 1 | AB013450 1 . Oe 


-99 Oryza 


sativa DNA, 




similar sequence to Pib gene 1 








Seq. No. 


32456 


Seq. ID 


OJ991118 


_06.0131.C22 


Gene No . 


67326 


Strand 


+ 




o car u 


303 


End 


9721 




Name 


OJ991118 06.0131.C22.o5.np 


Method 


AAT/NAP 




Start 


8418 


End 


9721 




GI 


5295971 


Score 


2034 




Exons 


8418. . 9721 








GI Descrip. 


(AB026295) EST D24315 (R17 18 ) 


corresponds to a region of the 




predicted gene.; Similar to Tobacco DNA for retroviral-like 




transposon Tnt 1-94 . (X13777 } 


[Oryza sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



.32456 
67327 
1549 

OJ991118_06.0131.C22.ol.np 
1549 
6069646 



OJ991118 06.0131.C22 



Seq. ID 
Strand 

End ■ 3623 
Method AAT/NAP 
End 3623 
Score 457 
1549. .2396, 3332. .3434, 3489. .3623 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



32456 Seq. TD 

67327 Strand 
1549 End 

OJ991118 06.0131.C22.o3.tm Method 



0-J991118 06. 0131. C2 2 



3623 
TBLASTX: 



Maize 



32578 



Start 
GI 

Exons 



1582 
none 

1582. .2133 



End 
Score 



2133 
286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. .No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32456 
67327 
1549 

OJ991118_06.0131.C22.o5.tm 

3201 

none 

3201. .3473, 3217. .3462 

32456 
67328 
4768 

OJ991118_06.0131.C22.o4 . tm 

4768 

none 

4768. .4800, 4769. .4792, 4893. 
5902. .5994, 5924. .6010, 5925. 

32456 _ . 

67328 

4768 

OJ991118_06.0131.C22.ol.tc 

4872 

none 

4872. .5051, 4905. .5039, 4906. 
5925. .6047, 6134. .6202, 6135. 

32456 
67328 
4768 

OJ991118_06.0131.C22.o2.ts 

4905 

none 

4905. .5033, 4906. .5034 

32456 
67328 
4768 . 

OJ991118_06.0131.C22.ol. ts 

5981 
none , 

5981.. 6013, 5982.. 6014, 6003. 
6296. .6403, 6298. .6372 



Seq. ID OJ991118_06.0131.C22 
Strand 

End 3623 

Method TBLASTX: Maize 

End 3473 

Score 135 



Seq. ID OJ991118_06.0131.C22 
Strand 

End 7779 

Method TBLASTX: Maize 

End " 6011 

Score 40 
.5036, 4905. .5039, 4906. .5052, 
.6011 

Seq. ID OJ991118_Q6.0131.C22 
Strand 

End 7779 

Method TBLASTX : Cress 

End 6324 

Score 78 

.5058, 5902. .6039, 5924. .6049, 
.6206, 6295. .6324, 6296.. 6319 

Seq. ID OJ991118_06.0131.C22 
Strand 

End 7779 

Method TBLASTX : Soybean 

End 5034 

Score 206 



Seq. ID OJ991118_06.0131.C22 
Strand 

End 7779 

Method TBLASTX : Soybean 

End 6403 

Score 50 

.60*4 7, 6134.. 6202, 6135.. 6206, 



Seq. No. 32456 

Gene No. 67328 

Start 4768 

Name OJ991118_06 . 0131 . C22 . 06 . tm 

Start 6290 

GI none 

Exons 6290 
7696 



,6409, 6292. .6375, 
'..7779, 7697. .7777 



6296. 



Seq. ID OJ991118_06.0131.C22 
Strand 

End 7779 

Method TBLASTX : Maize 

End 7779 

Score 87 

.6406. 7fS9? r , 7772,- 7694. .7777, 



Seq. No. 



32456 



Seq. ID OJ991118 06.0131.C22 



32579 



Gene No. 


67329 








Strand 




Start 


8773 








End 


9075 


Name 


OJ991118_06 


. 0131 


.C22 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8773 








End 


9075 


GI 


none 








Score 


40 


Exons 


8773 . .8814, 


8775 


. . 8813, 


8776. . 


.8814, 87 


84 . .8999, 8820. . 9074, 




8860 . . 9075, 


8869, 


. . 9075 








Seq. No. 


32456 








Seq. ID 


OJ991118_06. 0131 .C22 


Gene No. 


67330 








Strand 




Start 


9310 








End 


9721 


Name 


OJ991118_06 


. 0131 , 


,C22 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


9310 








End 


9721 


GI 


none 








Score 


402 


Exons 


9310 . . 9585, 


9325 . 


. . 9540, 


9327 . . 


,9584, 95 


66. . 9595, 9605. . 9721, 




9664 . . 9720 












Seq. No. 


32457 








Seq. ID 


OJ991118_06. 0131 .C23 


Gene No . 


67331 








Strand 


+ 


Start 


1 








End 


2035 


Name 


OJ991118 06 


.0131. 


.C23.ol 


.np - 


Method 


AAT/NAP 


Start 


.1 








End 


2035 


GI 


6539558 








Score 


3262 


Exons 


1. .2035 












GI Descrip. 


(AP000836) Similar to putative polyprotein (AC006248) [Oryz, 




sativa] 












Seq. No. 


32457 








Seq. ID 


OJ991118_06.0131.C23 


Gene No. 


67331 








Strand 


+ 


Start 


1 








End 


2035 


Name 


OJ991118 06 


.0131. 


,C23.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2 








End 


142 


GI 


none 








Score 


200 



Exons 



2. .142, 7. .141 



Seq. No. 32457 

Gene No. 67331 

Start 1 

Name OJ9911 18_06 . 0131 . C23 . ol . gs 

Start 62 

GI . none _ 
Exons 



62. .1350, 1416. .1504, 1524. .1751, 1773 



Seq. ID OJ991118_06.0131.C23 

Strand + 

End 2035 

Method GENSCAN 

End 2026 

Score . . 73 

2026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32457 
67331 
1 

OJ991118_06.0131.C23.ol.tw 
67 

none 



Seq. ID OJ991118_06.0131.C23 

Strand + 

End 2035 

Method TBLASTX : Wheat 

End 520 

Score 349 



67. .372, 68. .433, 110. .460, 440. .520, 445. .519 



32457 
67331 
1 

OJ991118_06.0131.C23.o2.tm 

157 

none 



Seq. ID OJ991118_06.0131.C23 

Strand + ■ 

End 2035 

Method TBLASTX : Mai ze 

End 397 

Score 311 



32580 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI - 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 




157.. 396, 158.. 397 



32457 






Seq. ID 


OJ99111S 


_06. 0131 


.C23 


67331 






Strand 


+ 






1 






End 


2035 






OJ991118_ 


06.0131.C23.o3 


. ts 


Method 


TBLASTX: 


Soybean 




458 






End 


733 




none 






Score 


197 






458. .733, 


553. .648, 554 


. . 634, 


626. .724 








32457 






Seq. ID 


OJ991118 


_06 . 0131 


C23 


67331 






Strand 


+ 






1 






End 


2035 






OJ991118 


06 . 0131 . C23 . o2 


. tw 


Method 


TBLASTX: 


Wheat 




593 






End 


1141 






none 






Score 


112 






593. .733, 


791.. 943, 920 


. . 1054 


, 1061. .1141 






32457 






Seq. ID 


OJ991118 


_06.0131. 


C23 


67331 






Strand 


+ 






1 






End 


2035 






OJ99.1118 


06. 0131.C23.ol 


. tm 


. Method 


TBLASTX: 


Maize. 




796 


* 


■ 


End 


1219 






none 






Score 


191 






796. .927, 


800.. 943, 905 


. . 1219 


, 917. .1219 






32457 






Seq. ID 


OJ991118 


_06. 0131 . 


C23 


67331 






Strand 


+ 






1 






End 


2035 






OJ991118_ 


06. 0131.C23.ol 


. ts 


Method 


TBLASTX: 


Soybean' 




827 






End 


1303 






none 






Score 


122 






827. . 943, 


832.. 918, 920 


. .1135 


, 934. .1119, 1157. 


. 1303 




32457 






Seq. ID 


OJ991118 


_06. 0131 . 


C23 


67331 






Strand 


+ 






1 






End 


2035 






OJ9911.18_ 


06.0131.C23.ol 


. tc 


Method 


TBLASTX: 


Cress 




905 






End 


1279 






none 






Score 


156 






905. . 1132 


, 979.. 1125, 1157.. 1279 








32457 






Seq. ID 


OJ991118 


_06..0131. 


C23 


67331 






Strand 


+ 






1 






End 


2035 






OJ991118 


06.0131.C23.o2 


. ts 


Method 


TBLASTX: 


Soybean 




1754 






End 


2035 






5509260 






Score 


238 







1754. .2035, 1801. .2013 



32457 
67331 
1 

OJ991118_06.0131.C23.o3.tm 

1784 

none 



Seq. ID OJ991118_06.0131.C23 

Strand + 

End 2035 

Method TBLASTX : Mai ze 

End 2035 

Score 302 



32581 



Exons 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. .No. ; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



1784. .1996, 1793. .2035, 1795. .2034 



32457 • 

67331 

1 

OJ991118_06.0131.C23.o3.tw 

1792 

none 

1792. .2013, 1793. .2011 



Seq. ID OJ991118_06.0131.C23 

Strand + 

End 2035 

Method TBLASTX : Wheat 

End 2013 

Score 193 



32458 
67332 
1 

OJ991118_06.0131.C24 .ol.np 
1 

5295971 
1. .776 

(AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ991118_06.0131.C24 

Strand + 

End 779 

Method AAT/NAP 

End 77 6 

Score 1206 



32458 

67332 ' ■ 
1 

OJ991118_06.0131.C24 .o3.np 
1 

3319362 
1. .758 

(AF077408) contains similarity to reverse transcriptase (Pfam 
rvt.hmm, score 19.29) [Arabidopsis thaliana] 



Seq. ID OJ991118_06.0131.C24 

Strand . +' 

End 77 9 

Method AAT/NAP 

End .758 

Score 274 



Seq. ID OJ991118_06.0131.C24 
Strand + 

779 

GENSCAN 
779 
.85 



End 

Method 

End 

Score 



32458 
67332 
1 

OJ991118_06.0131.C24 .ol.gs 
35 

none 

35. .252, 269. .779 

32458 
67333 
1356 

OJ991118_06.0131.C24.o2.tm 
44 

none 

44. .136, 131. .253, 132. .350 

32458 
67333 
1356 

OJ991118_06.0131.C24.ol.tc 

83 

none 

83.. 133, 143.. 253. 144,, 368,- 275.. 367 
525. .743, 533. .709, 1977. .2195, 2002. .2190 

32458 Seq. ID OJ991118 06.0131.C24 



Seq. ID OJ991118_06.0131.C24 
Strand + 

4665 

TBLASTX: Maize 
350 
102 



End_ 
Method 
End 
Score 



Seq. ID OJ991118_06.0131.C24 
Strand + 

4665 

TBLASTX: Cress 
2195 
61 

nnn a c a nno ico 



End 

Method 

End 

Score 



32582 



Gene No. 


67333 




Strand 


+ 


Start 


1356 




End 


4665 


Name 


OJ991118_06. 0131 .C24 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


132 




End 


2199 


GI 


none 




Score 


108 


Exons 


132. .263, 275. .436, 276, 


. . 4 64 , 


519 . . 752, 


533.. 619, 2002.. 2199 


Seq. No. 


32458 




Seq. ID 


OJ991118_06.0131.C24 


Gene No. 


67333 




Strand 


+ 


Start 


1356 




End 


4665 


Name 


OJ991118_06.0131.C24 .ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


297 




End 


2160 


GI 


none 




Score 


114 


Exons 


297. .464, 377. .454, 510, 


. .713, 


519 . .701, 


1990.. 2148, 2002.. 2160 


Seq. No. 


32458 




Seq. ID 


OJ991118_06. 0131 .C24 


Gene No. 


67333 




Strand 


+ 


Start 


1356 




End 


4665 


Name 


OJ991118_06. 0131.C24.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


353 




End 


2189 


GI 


none 




Score 


491 


Exons. • 


353. .460, 354. .740, 356, 


. .742, 


385. . 594, 


435 . . 740, .518 . . 742, 




2002. .2187', 2004. .2189, 


2004 . 


.2189 




Seq. No. 


32458 




Seq. ID 


OJ991118_06.0131.C24 


Gene No. 


67333 




Strand 


+ 


Start 


1356 




End 


4665 


Name 


OJ991118 06. 0131 .C24 .o2 . 


.gs 


Method 


GENSCAN 


Start 


1356 




End 


2237 


GI 


none 




Score 


. 75 


Exons 


1356. .2237 








Seq. No. 


32458 




Seq. ID 


OJ991118_06. 0131 .C2 4 


Gene No . 


67333 




Strand 


+ 


Start 


1356 




End 


4665 


Name 


OJ991118 06.0131.C24.o2, 


.np 


Method 


AAT/NAP 


Start 


1356 




End 


4665 


GI 


5295971 




Score 


984 


Exons 


1356. .2003, 4589. .4665 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of the 



..predicted gene.; Similar to Tobacco DNA for retroyiralrlike 
transposon Trit 1-94. (X13777) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32458 
67333 
1356 

OJ991118_06.0131.C24 .o3. tm 

1707 

none 



Seq. ID . OJ991118_06.0131.C24 
Strand + 
End 4665 
Method TBLASTX : Maize 
End 2000 
Score 51 

1707. .1772, 1737. .1778, 1740. .1778, 1748. .1999, 1799. .1927, 
1828. .1932, 1833. .2000 



Seq. No. 32458 

Gene No. 67333 

Start 1356 

Name OJ991118_06 . 0131 . C24 . o4 . tm 

Start 3854 



Seq. ID OJ991118_06.0131.C24 



End 

Method 
End 



4665 

TBLASTX: Maize 
4664 



32583 




GI 


none 


Score 


94 






Exons 


3854.. 3958, 3880. .3954, 3881 


. .3955, 4021. .4116, 


4032. .4115, 




4034. .4144, 4577. .4663, 4590 


. .4664, 4602. .4664 






Seq. No. 


32459 


Seq. ID 


OJ991118 


Ub . 0131 




Gene No. 


67334 


Strand 


+ 






Start 


73 


End 


1326 






Name 


OJ991118 06.0131.C28.ol.gs 


Method 


GENSCAN 






Start 


73 


End 


1326 






GI 


none 


Score 


.68 






Exons 


73. .961, 978. .1068, 1070. .1326 








Seq. No. 


32459 


Seq. ID 


OJ991118 


_06.0131 


.C28 


Gene No. 


67335 


Strand 


+ 






Start 


3803 


End 


8676 






Name 


OJ991118 06.0131.C28.ol.gp 


Method 


AAT/GAP 






Start 


3658 


End 


3906 






GI 


3761181 


Score 


400 






Exons 


3658. .3906 










GI Descrip. 


4 521193/dbj | AB013450 . 1 | AB0134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 










Seq. No. 


32-4 59 


Seq.' ID 


OJ991118_ 


_06.0131 


C28 


Gene No. 


67335 


Strand 


+ 






Start 


3803 


End 


8676 






Name 


OJ991118 06.0131.C28.o3.gs 


Method 


GENSCAN 






Start 


3803 


End 


8676 . 






GI 


none 


Score 


.53 






Exons 


3803. .3863, 3937. .4033, 4515 


..4694, 5496. .5793, 


8557. .8676 


Seq. No. 


32459 


Seq. ID 


OJ991118_ 


_06.0131 


C28 


Gene No. 


67336 


Strand 


+ 






Start 


11474 


End 


15818 * 






Name 


OJ991118 06.0131.C28.o2.np 


Method 


AAT/NAP 






Start 


11474 


End 


15196 






GI 


4726112 


Score 


896 






Exons 


11474. .11517, 12488. .13124, 


14285. .15196 






GI Descrip. 


(AC006436) hypothetical protein [Arabidopsis thaliana] ■ 




Seq. No. 


32459 


Seq. ID 


OJ991118_ 


_06.0131. 


C28 


Gene No.. _ 


67336 


Strand 


+ 






Start 


11474 


End 


15818 






Name 


OJ991118 06.0131.C28.o2.gp 


Method 


AAT/GAP 






Start 


12362 


End , 


12789 






GT 


none 


Score 


712 






Exons 


12362. .12789 










Seq. No. 


32459 


Seq. ID 


OJ991118_ 


_06.0131. 


C28 


Gene No. 


67336 


Strand 


+ 






Start 


11474 


End 


15818 






Name 


OJ991118 06.0131.C28.o5.gs 


Method 


GENSCAN 






Start 


12453 


End 


15196 






GI 


none 


Score 


.45 






Exons 


12453. . 13124, 13661 .. 13805 , 13956.-1 4005,- 14285 


. J. -U -> V 




Seq. No. 


32459 


Seq. ID 


OJ991118_ 


_06.0131. 


C28 


Gene No. 


67336 


Strand 


+ 







32584 



Start 11474 End 15818 

Name OJ991118_06 . 0131 . C28 . o3 . gp Method AAT/GAP 

Start 14852 End . 15479 

GI 79290_1.R1084 Score 1113 

Exons 14852. .15479 

GI Descrip. ' 4 558 673/gb | AAD22691 . 1 1 AC007063__17 4.0e-24 (AC007063) 
hypothetical protein [Arabidopsis thaliana] 

>gi_4726112_gb_AAD28312. 1_AC006436_3 (AC006436) hypothetical 
protein [Arabidopsis thaliana] 1 



Seq. No. 32459 

Gene No. 67336 

Start 11474 

Name OJ991118_0 6 . 0131 . C28 . o4 . gp 

Start 15348 

GI uC-osflcypl28b07al 

Exons 15348. .15427, 15493.. 

GI Descrip. 1 5263319/ gb| AAD4 14 21 . 

gb_N96028, gb__F14 286, 



Seq. ID OJ991118_ 
Strand + 
End 15818 
Method AAT/GAP 
End 15818 
Score 681 

15818 

1 |AC007727_10 4.0e-19 
gb_T20680, gb_F14443 



06.0131.C28 



(AC007727) ESTs 
gb_AA657300 and 



gb_N65244 come from this gene. [Arabidopsis thaliana] 



Seq. .No. . 32459 Seq. ID OJ991118_0 6 . 0.131 . C28 

-Gene No. 67337 Strand + 

Start .18578 End 22809 

Name OJ991118_06 . 0131 . C28 . o7 . gs Method GENSCAN 

Start 18578 End 22795 

GI none Score .7 
Exons 18578. .18951, 18968 19017, 1 9080 .. 2094 1 , 21005 21088 , 
21140. .22795 



Seq. No. 32459 

Gene No. 67337 

Start 18578 

Name OJ991118_06 . 0131 . C28 . o4 . np 

Start 19083 

GI 6498441 

Exons- 19083. .20147, 20478 
21871. .22176, 22444 

GI Descrip. 



Seq. ID OJ991118_06.0131.C28 

Strand + 

End 22809 

Method AAT/NAP 

End 22809 

Score 4234 

.21378, 21562. .21696, 



20941, 21005. 
22809 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32459 - Seq. ID 

67337 .Strand 

18578 End 

OJ991118_06.0131.C28.o5.np Method 

19120 f End 

6498441 Score 



OJ991118_06.0131.C28 
+ 

22809 
AAT/NAP 
22809 
4176 



19120. .20147, 20478. .20941, 21005 .. 21378 , 21562 .. 21696, 
21871. .22176, 22444. .22809 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



32459 
67338 
87 



Seq. ID 

Strand 

End 



OJ991118 06.0131.C28 



904 



32585 




Name OJ991118_06 . 0131 . C28 . ol . np Method AAT/NAP 

Start 87 End 904 

GI 5091512 Score 1016 

Exons 87.. 506, 553.. 680, 722.. 904 

GI Descrip. (AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds. (M11926) [Oryza sativa] 



Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


67339 




Strand 






Start 


1814 




End 


1933 




Name 


OJ991118 06.0131.C28 


.o2.gs 


Method 


GENSCAN 




Start 


1814 




End 


1933 




GI 


none 




Score 


. 69 




Exons 


1814. .1933 










Seq. No. 


32459 




Seq. ID 


OJ991118_06. 0131 


.C28 


Gene No. 


67340 




Strand 






Start 


15592 




End 


20845 




Name 


OJ991118 06.0131.C28 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


694 




End 


20845 




GI 


none 




Score 


61 




Exons 


694.. 765, 20362. .20535, 20363 .. 20845, 


20557, .20817 




Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


67340 




Strand 






Start 


15592 




End 


20845 




Name 


OJ991118 06.0131.C28 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14273 




End 


15183 




GI 


none 




Score 


407 




Exons 


14273. . 14656, 14276. 


.14662, 


14284. .14 664, 14 681. .15028, 






14684. . 15175, 14722. 


.15183, 


15077.. 15154 




Seq. No. 


32459 




Seq. ID 


OJ991118J36.0131 


.C28 


Gene No. 


67340 




Strand 






Start 


15592 




End 


20845 




Name 


OJ991118 06.0131.C28 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14654 




End 


15048 




GI 


none 




Score 


210. 




Exons 


14654. .15025, 14728. 


.15048 








Seq. No. 


. 32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


67340 




Strand 






Start 


- 15592 




End' 


20845- 




Name 


OJ991118 06.0131.C28 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14836 




End 


15078 




GI 


none 




Score 


225 




Exons 


14836. .15078, 14837. 


. 15025, 


14940. .150 


68 




Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


67340 




Strand 






Start 


15592 




End 


20845 




Name 


OJ991118 06.0131.C28 


.06. gs 


Method 


GENSCAN 




Start 


15592 




End 


16884 




GI 


none 




*-t V-/ J- V* 


a r\ 




Exons 


15592. .15898, 15960. 


.16141, 


16173. .163 


93, 16434. .16884 




Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131, 


.C28 



32586 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



67340 Strand 

15592 End 
OJ991118_06.0131.C28 .o4 . tm Method 

15593 End 
none Score 



20845 

TBLASTX: Maize 

15895 

83 



15593. . 15634, 15635 .. 157 66, 15636 15755, 15637 . . 15771, 
15647. .15784, 15767. .15835, 15772. .15894, 15773. .15895 



Seq. No. 32459 Seq. ID 

Gene No. 67340 Strand 

Start 15592 End 20845 

Name OJ991 118_06 . 0131 . C28 . o3 . np Method AAT/NAP 

Start 15600 End 19182 

GI 5263319 Score 1273 

Exons 15600. . 16840, 17133 17326, 18100 .. 18162, 19075. 
GI Descrip. (AC007727) ESTs gb|N96028, gb|F14286, gb|T20680, 



OJ991118 06.0131.C28 



gb|AA657300 and gb|N65244 come from this gene, 
thaliana] 



. 19182 
gb| F14443, 
[Arabidopsis 



Seq. No. 32459 Seq. ID 

Gene No. 67340 Strand 

Start 15592 End 

Name ' OJ991118_06 . 0131 . C28 . ol . tc Method 

Start 15727 End 

GI none Score 

Exons 15727 .. 15915, 1592 6 .. 15988 , 16004. 

16100. .16147, 16149. . 16214, 16150. 

16690. . 16755, 16777 168 18 , 17162. 



OJ991118_06.0131.C28 
20845 

TBLASTX: Cress 

17233 

83 



16117, 
16215, 
17233 



16005. 
16579. 



. 16106, 
.16689, 



Seq. No. 32459 Seq. ID 

Gene No. 67340 Strand 

Start 15592 End 

Name OJ991118_06 . 0131 . C28 . o2 . tm Method 

Start 15932 End 

GI none Score 

Exons 15932. .15982, 15933 .. 15983 , 

15984. .16148, 16072 .. 1614 9, 

16246. . 16323, 16248 16325 



OJ991118_06.0131.C28 
20845 

TBLASTX: Maize 
16325 
69 

15982. .16134, 15983. .1614 7, 
1614 9. .16259, 16150. .16284, 



Seq. No. 32459 

.Gene No. . 67340 

Start 15592 

Name OJ9911 18_06 . 0131 . C28 . ol . ts 

Start 15959 

GI none 

Exons 15959. .15982, 15983 .. 16117 , 
16149. .16262, 16150.. 16263 



Seq. ID 

Strand 
End . 
Method 
End 
Score 



OJ991118_06.0131.C28 
20845 

TBLASTX : Soybean 

16263 

154 



15984. .16121, 16121. . 16147, 



Seq. No. 32459 - f 

Gene No. 67340 

Start 15592 

Name OJ991118_06 . 0131 . C28 . 06 . tm 

Start 16359 

GI none 
Exons 




OJ991118_06.0131.C28 
20845 

TBLASTX: Maize 
16615 

1 R£ 



16359. . 16487, 16359. .164 84, 16364. .164 86, 16367 .. 1 64 95, 
164 36. .16555, 164 75. .1657 6, 16484. .16591, 16523. .16615, 
16525. .16614 



32587 




Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


67340 




Strand 






btart 


loo yz 




End 


20845 




Name 


OJ991118 06.0131.C28 


-o2.ts 


Method 


TBLASTX: Soybean 




Start 


ID 39 7 




End 


17293 




GI 


none 




Score 


63 




Exons 


Iboy / . . Ib4 o b, 16401. 


1 H A O T 

.164 87, 


16504. .16551, 16561. .16683, 






lboaO . . 166 /2, 16684. 


1 ^* O A A 

. 16839, 


16700. . 16858, 17159. . 172 93 




Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


67340 




Strand 








looyz 




End 


20845 




Name 


OJ991118 06.0131.C28 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19235 




End 


19624 




GI 


none 




Score 


48 




Exons 


lyzoo . . iyz / b, 192ob. 


. 19384 , 


19303. . 19383, 19351. .19590, 






19367 . . 19624 










Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No . 


b / 34 0 




Strand 






Start 


T c c a a 




End 


20845 




Name 


OJ991118 06.0131.C28 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


192 /4 




End 


19522 




GI 


none 




Score 


188 




Exons 


1 no t d i a c a a 1 mr\n 

192 /4 .. 19522 , 19309. 


. 19521 








Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


6/341 




Strand 






Start 


21012 




End 


21499 




Name 


OJ991118 06.0131.C28 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


21U12 




End 


21475 




bl 


none 




Score 


208 




Exons 


A T A T A A T VI C C A T A "I A 

21012 .. 214 55, 21013. 


. 214 68 , 


21014 . .214 


75, 21014. .21469 




Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 






Strand 






Start 


21012 




End 


21499 




Name 


OJ991118 06.0131.C28 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


O 1 AC T 

21053 




End 


21418 






none 




Score 


108 




Exons 


A 1 A C O A 1 A T "7 A 1 A A ./I 

21053 .. 21277 , 21284. 


.21418 








Seq. No. 


32459 




Seq. ID 


OJ991118JD6.0131 


.C28 


bene no. 


D / 34 1 




Strand ' 






Start 


21012 




End 


21499 




Name 


a to n 1 T i o a /~ a 1 a i /^on 

OJyyillS 06.0131.C28 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


A 1 1 vl A 

21143 




End 


21499 




GI 


none 




Score 


392 




Exons 


21143.. 21499, 21178. 


. 21489, 


21383. .21499 




Seq. No. 


32459 




Seq. ID 


OJ991118_06.0131 


.C28 


Gene No. 


67342 




Strand 








21526 




J-ll 1U 


A A A A O 

^ \J -J J 




Name 


OJ991118 06.0131.C28 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


21526 




End 


21910 




GI 


none 




Score 


358 





32588 



Exons 


21526 . . 218 91 , 21527 . 


.21910 


Seq. No. 


32459 




Gene No. 


67342 




Start 


21526 




Name 


OJ991118 06.0131.C28 


. o2 . tw 


Start 


21583 




GI 


none 




Exons 


ZiDo J . . ziy /o , zloo4. 


0 0 n. m 
. ^^UU3 


Seq. No. 


32459 




Gene No. 


67342 




Start 


21526 




Name 


OJ991118 06.01il.C2o 


. o3 . ts 


Start 


21 662 




GI 


none 




Exons 


21 662 .. 22033, 21679. 


.21822 


Seq. No. 


324 60 






D / J*! J 




Start 


1 




Name 


OJ991118 06.0131.C29 


.ol.np 


Start 


1 




GI . 


6498441 




Exons 


1..1461, 1555. .1836 




GI Descrip. 


(AP000815) EST C7278 


6(E2258 



Seq. ID OJ991118_06.0131.C28 
Strand 

End 22033 

Method TBLASTX : Wheat 

End 22003 

Score 477 



Seq. ID OJ991118_06.0131.C28 
Strand 

End 22033 

Method TBLASTX : Soybean 

End 22033 

Score 267 



Seq. ID OJ991118_06.0131.C29 

Strand + 

End 1839 

Method AAT/NAP 

End 1836 

Score 2793 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 32460 Seq. ID 

Gene No. 67343 Strand 

Start 1 End 

Name OJ991118_06 . 0131 . C2 9 . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67.. 1839 



OJ991118_06.0131.C29 
+ 

1839 
GENSCAN 
1839 
1 



Seq. No. 32460 

Gene No. 67344 

Start 2461 

Name OJ991118_06 . 0131 . C29 . o3 . tw 

Start 37 

GI none' 
Exons 



Seq. ID OJ991118_06.0131.C29 
Strand 

End 8570 

Method . TBLASTX : Wheat 

End 4 32 

Score 14 4 



37. .402, 46. .198, 177. .275, 259. .432 



Seq. No. 32460 Seq. ID 

Gene No. 67344 Strand 

Start 24 61 ' End 

Name 0 J99 1 1 1 8_0 6 . 0 1 31 . C2 9 . ol . tm Method 

Start 706 End 

GI none Score 
Exons 



OJ991118_06.0131.C29 
8570 

TBLASTX: Maize 

1049 

366 



706. .1029, 735. .1016, 900. .1049 



Seq. Mo. 32460 Seq. IC 

Gene No. 67344 Strand 

Start 2461 End 

Name OJ991118 06 . 0131 . C29 . ol . tw Method 



8570 

TBLASTX: Wheat 



32589 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
"Name 
Start 
GI 

Exons 



843 
none 

843. .1193, 844, 



1224 



32460 
67344 
2461 

OJ991118_06.0131.C29.o2.tw 

1225 

none 

1225. .1509, 1230. .1508, 1701. 



End 1224 
Score 373 



Seq. ID OJ991118_06.0131.C29 
Strand 

End 8570 

Method TBLASTX : Wheat 

End 1827 

Score 257 



,1823, 1702. .1827 



Seq. No. 32460 Seq. ID 

Gene No. 67344 Strand 

Start 2461 End 

Name OJ991118_06 . 0131 . C29 . o3 . tm Method 

Start 1696 End 

GI none . Score 

Exons 1696.. 1839, 1701.. 1835 



OJ991118_06.0131.C29 
8570 

TBLASTX: Maize 

1839 

184 



Seq. No. • 32460 - 

.Gene No. 6734 4 

Start 2461" 

Name OJ991118_06 . 0131 . C29 . o2 . gs 

Start 2461 

GI none 
Exons 



8570 
GENSCAN 
5628 
.93 

2461. .3965, 4031. .4317, 4367. .5432, 5499.-5628 



.Seq. ID OJ991118_06.0131.C29 

Strand - . . 
■ End 
Method 
End 
Score 



Seq. No. 


32460 


Seq. ID 


OJ991118 


_06 


0131 


.C29 


Gene No. 


67344 


Strand 










Start 


2461 


End 


8570 








Name 


OJ991118 06.0131.C29.o2 


.np Method 


AAT/NAP 








Start 


2464 


End 


5628 








GI 


6907089 


Score 


4167 








Exons 


2464. .4266, 4367. .5628 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


32460 


Seq. ID 


OJ991118 


_06 


0131 


C2 9 


Gene No. 


67344 


Strand 










Start 


2461 


End 


8570 








Name 


OJ991118 06.0131.C29.o4 


. np . - Method 


AAT/NAP 








Start 


5069 


End 


8570" 








GI 


5263318 


Score 


225 








Exons 


5069. .5099, 7385. .7918, 


8496, .8570 










GI Descrip. 


(AC007727) F8K7.9 [Arabidopsis thaliana] 








Seq. No. 


32460 


Seq. ID 


OJ991118 


__06. 


0131 


C29 


Gene No. 


67344 


Strand 










Start 


2461 


End 


8570 








Name 


OJ991118 06.0131.C29.o3 


. np Method 


AAT/NAP 








Start 


6443 


End 


7390 








GI 


5922623 


Score 


143 








Exons 


6443. .6517, 6676. .6828, 


7305. .7390 










GI Descrip. 




protein [Oryza 


sat i va ] 









gi 1*6016856 I dbj I BAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



32590 



Seq. No. 32460 

Gene No. 67344 

Start 2461 

Name OJ991118_06 . 0131 . C29 . ol . ts 

Start 7378 

GI none 

Exons 7378,. 7596, 7380.. 7607 



Seq. ID OJ991118_06.0131.C29 
Strand 

End 8570 

Method TBLASTX : Soybean 

End 7607 

Score 127 



Seq. No. 32460 

Gene No. 67344 

Start 2461 

Name OJ991118_06 . 0131 . C29 . o2 . tm 

Start 7554 

GI none 
Exons 



Seq. ID OJ991118_06.0131.C29 
Strand 

End 8570 

Method TBLASTX : Maize 

End 7943 

Score 73 



7554. .7628, 7557. .7628, 7673. .7753, 7748. .7813, 7749. .7808, 
7806. .7943, 7829. .7909 



Seq. No. 
Gene No. 
Start 
Name 

Start . 
GI 

Exons 

GI Descrip. 



32461 Seq. ID 

67345 Strand 

96 End 
OJ991118_06.0131.C31.ol.np Method 

96, „ „ End 

2073450 Score 
96..S36, 1047. .1090 

(Y12859) Krm protein [Lotus japonicus] 



OJ991118_06.0131.C31 
+ 

1090 

AAT/NAP - 

1090 

79 



Seq. No. 32462 

Gene No. 67346 

Start 1144 

Name OJ991118_06 . 0131 . C32 . ol . gs 

Start 1144 

GI none 

Exons 1144.. 1244, 1942.. 1984 



Seq. ID OJ991118_06.0131.C32 

Strand + 

End 198 4 

Method GENSCAN 

End 1984 

Score . 91 



Seq. No. 


32463 






Seq. ID 


OJ991118_06.0131.C33 


Gene No. 


67347 






Strand 


+ 


Start 


3911 






End 


10228 


Name 


OJ991118 06 


.0131.C33.ol 


.np 


Method 


AAT/NAP 


Start 


3911 






End 


10228 


GI 


6466937 






Score 


1975 


Exons 


3911. .3960, 


,5602.. ,6105, 


6169. 


.6522, 6555.. 9712, 10144.. 10228 


GI Descrip. 


(AC011621), 


putative retroelement pol polyprotein [Arabidopsis 




. .thaliana] . 










Seq. No. 


32463 






Seq. ID 


OJ991118 06.0131.C33 


Gene No. 


67347 






Strand 


+ 


Start 


' 3911 






End 


10228 


Name 


OJ991118 06 


.0131.C33.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


7037 






End 


7460 


GI 


none 






Score 


153 


Exons 


7037. .7222, 


7087. .7224, 


7254 . 


.7382, 72 


55. .7377, 7380. .7460 



Seq. No. 32463 Seq. ID OJ991118_06 . 0131 . C33 

Gene No. 67347 Strand + 

Start 3911 End 10228 

Name OJ991118_06 . 0131 . C33 . o2 . tm Method TBLASTX : Maize 

Start 7040 End 7514 



32591 




GI 


none 








Score 


214 




Exons 


7040 . . 7225, 


7040 


. .7189, 


7048 . 


.7224, 7249.. 7377, 


7272 . . 7382, 




7380 ; . 7514 














Seq. No. 


32463 








Seq. ID 


OJ991118 


_06.0131.C33 


Gene No. 


67347 








Strand 


+ 




Start 


3911 








End 


10228 




Name 


OJ991118_06 


. 0131 


.C33.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7543 








End 


7917 




GI 


none 








Score 


85 




Exons 


7543 . . 7623, 


7693 


~7 ^ r i 

. .7767 , 


7750 . 


.7917, 7800.. 7913 




Seq. No. 


32463 








Seq. ID 


OJ991118 


_06.0131.C33 


Gene No. 


67347 








Strand 


+ 




Start 


3911 








End 


10228 




Name 


OJ991118_06 


0131 


C33 . o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7962 








End 


8378 




GI 


none 








Score 


334 




Exons 


7962 . . 8075, 


7970 


. 8185, 


7971 . 


.8378, 8145.. 8378 




Seq. No. 


32463 








Seq. ID 


OJ991118 


_06.0131.C33 


Gene No. 


67347 




— 




Strand ... 






Start 


3911 








End 


10228 




Name 


OJ991118JD6 


0131 


C33.ol 


. tw 


Method . 


TBLASTX: 


Wheat 


Start 


8208 








End 


8561 




GI 


none 








Score 


272 




Exons 


8208 . .8561 














Seq. No. 


32463 








Seq. ID 


OJ991118 


_06.0131.C33 


Gene No. 


67347 








Strand 


+ 




Start 


3911 








End 


10228 




Name 


OJ991118 06 


0131 


C33 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


8439 








End 


9037 




GI 


none 








Score 


82 




Exons 


.8439. . 8552, 


8570. 


.8806, 


8607 . 


.8807, 8812. .9036, 


8813. . 9037, 




8834 . . 9037 














Seq. No. 


32463 








Seq. ID 


OJ991118 


06.0131.C33 


Gene No. 


67347 








Strand 


+ 




Start 


3911 








End 


10228 




Name 


OJ991118 06. 


0131 . 


C33.pl 


• ts. . 


Method 


TBLASTX: 


Soybean, . 


Start 


' 8457 








End' 


8807 




GI 


none . * 








Score 


76 




Exons . 


8457 . .8561, 


8570 , 


. 8749, 


8610 . 


.8807 






Seq. No. 


324 63 








Seq. ID 


OJ991118 


_06 . 0131 . C33 


Gene No. 


67347 








Strand 


+ 




Start 


3911 ' 








End 


10228 




Name 


OJ991118 06. 


0131. 


C33.o4 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


8687 








End 


9037 




GI 


none 








Score 


80 




Exons 


8687. .8716, 


8688. 


.8807, 


8820. 


.8939, 8822. .8929, 


8825. .9037 



Seq. No. 32463 Seq. ID CJ9911 18_06 . 0131 . C33 

Gene No. 67347 Strand + 

Start 3911 End 10228 

Name OJ991118JD6 . 0131 . C33 . o4 . tm Method TBLASTX : Maize 



32592 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9134 End 9698 

none Score 189 

9134.. 9385, 9189.. 9398, 9398.* 9472, 9540.. 9698, 9566.. 9694 



32463 
67347 
3911 

OJ991118_06.0131.C33.o3.tw 

9165 

none 



Seq. ID OJ991118_06.0131.C33 

Strand + 

End 10228 

Method TBLASTX : Wheat 

End 9475 

Score 186 



9165. .9383, 9167. .9385, 9192. .9398, 9398. .9475 



32464 
67348 
1 

OJ991118_06.0131.C34.ol.np 
1 

6539558 
1..4059 

(AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



Seq. ID OJ991118_06.0131.C34 

Strand + 

End 4062 

Method AAT/NAP 

End 4059 

Score 6621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



' Seq. • No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32464 
67348 
1 

OJ991118_06.0131.C34.ol.gs 
45 

none 



Seq. ID OJ991118_06.0131.C34 

Strand + 

End ..4062 

Method GENS CAN 

End 4062 

Score .47 



45. .3447, 3484. .3660, 3673. . 4062 



32464 
67349 
1123 

OJ991118_06.0131.C34.ol.gp 
1123 

uC-osflM2020118f01al 
1123. .1558 

1 52 95971/dbj | BAA81872 . 1 | 4.0e-64 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 ...... ^ . - ...... 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 1558 

Method AAT/GAP 

End 1558 

Score 781 



32464- 

67350 

3231 

OJ991118_06 . 0131 .C34 . ol . tm 

198 

none 



Seq.' ID OJ991118_06.013i;C34 
Strand 

End 4035 

Method TBLASTX : Mai ze 

End 915 

Score 269 



198. .473, 199. .474, 216. .473, 376. .423, 456. .488, 494. .628-, 
495. .620, 495. .650, 553. .684, 662. .793, 664. .915, 667. .912 



32464 
67350 
3231 

OJ991118_06.0131.C34.o2.tw 

847 

none 



Seq. ID OJ991118_06.0131.C34 
Strand 



Method 

End 

Score 



TBLASTX: Wheat 

1283 

333 



32593 



Exons 



347 . . 1206, 861. .1145, 1213. .1281, 1218. .1283 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . 06 . tm 

Start 930 

GI none 

Exons 930.. 1169, 931.. 1170 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Mai ze 

End 1170 

Score 301 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . o4 . ts 

Start 1231 

GI none 

Exons 1231. .1506, 1327.. 1407 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Soybean 

End 1506 

Score 200 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name ■„ OJ991118_06 . 0131 . C34 . o3 . tw 

Start . 1366 

GI none 

Exons 1366. .1506, 1564. .1830, 1587, 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX: Wheat 

End 1917 

Score 112 

.1730, 1833. .1904, 1837. .1917 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . o2 . tm 

Start 1569 

GI none 

Exons 1569.. 1994, 1573.. 1995 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Maize 

End 1995 

Score 691 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . o2 . ts 

Start 1600 

GI none 

Exons. ,1600.. 1908, 1605.. 1895, 1933, 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4 035 

Method TBLASTX : Soybean 

End 2077 

Score 342 
.2016, .2030. .2077. 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . o2 . tc 

Start 1615 

GI none 

Exons 1615. .1911, 1665. .1697, 1755, 

Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118 06.Q131.C34.ol.ts 

Start 2509 

GI 5509260 

Exons 2509.. 3006, 2589.. 2768, 2829. 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Cress 

End 2016 

Score 202 
.1901, 1933. .2016., 

Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 
Method 

End 3006 

Score 401 
,2987 



32594 



GI Descrip, 



Seq. No. 32464 

Gene'No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . o5 . tm 

Start 2560 

GI none 

Exons 2560.. 2856, 2586.. 2855 

Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . o3 . tc 

Start 2631 

GI none 

Exons 2631.. 2807, 2632.. 2895 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Maize 

End 2856 

Score 358 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Cress 

End 2895 

Score 213 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 .C34 . ol . tw 

Start 2 67 6 " 

GI none 

Exons 2676.. 2807, 2677.. 3021, 2830. 

Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 . o3 . tm 

Start 3058 

GI none 

Exons 3058.. 3447, 3060.. 3377, 3175. 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX: Wheat 

End 3231 

Score 291 

.2997, 2832. .3017, 3007. .3231 

Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX: Maize 

End 3447 

Score 596 
.3447 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ9911 18_06 . 0131 . C34 . o2 , 

Start 3231 

GI 36280_1.R1084 ' 

Exons 3231.. 3685 

.GI Descrip. ' 5295971/dbj | BAA81872 . 1 | 
-corresponds' to a region 



gp 



1. 
of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_06.0131.C34 
4035 

AAT/GAP ■ 

3685 

826 



Tobacco DNAfor 
[Oryza sativa] f 



0e-81 JAB026295.) EST 
the 'predicted gene . ; 



D24315 (R1718) 
Similar to - 



retroviral-like transposon Tnt 1-94 . (X13777) 



Seq. No. 


32464 






Seq. ID 


OJ991118_06.0131 


.C34 


Gene No. 


67350 






Strand 






Start 


3231 






End 


4035 




Name 


OJ991118 06 


0131 


.C34 .o5.tw 


Method 


TBLASTX: Wheat 




Start 


3232 






End 


3543 




GI 


none 






Score 


64 




Exons 


3232. .3339, 


3364 


. .3543 








Seq. No. 


32464 






Seq. ID 


OJ991118_06.0131 


.C34 


Gene No. 


67350 






Strand 






Start 


3231 






End 


4035 





32595 



Name ■ 
Start 
GI 

Exons 



OJ9911 18_06 . 0131 . C34 . ol . tc Method TBLASTX : Cress 
3364 End 4026 

none Score 248 

3364. .3654, 3426. .3536, 3661. .3729, 3672. .3725, 3808. .4026, 
3828.. 3992 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991118_06 . 0131 . C34 .o3.ts 

Start 3385 

GI none 
Exons 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Soybean 

End 4035 

Score 137 



3385. .3546, 3558. .3719, 3559. .3747, 3802. .4035, 3828. .3902 



Seq. No. 32464 

Gene No. 67350 

Start 3231 

Name OJ991 118_06 . 0131 . C34 . o7 . tm 

Start 3447 

GI none 

Exons 3447.. 3629, 3448.. 3630- 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Mai ze 

End 3630 

Score 182 



Seq. No. 32464 

Gene No. 67350 '■ 

Start 3231 

Name OJ991 118_06 . 0131 . C34 . o4 . tw 

Start 3577 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Wheat 

End 3996 

Score 117 



3577. .3747, 3660. .3734, 3793. .3996, 3802. .3984 



32464 
67350 
3231 

OJ991118_06.0131.C34 .o4 . tm 

3636 

none 



Seq. ID OJ991118_06.0131.C34 
Strand 

End 4035 

Method TBLASTX : Maize 

End 4025 

Score 4 92 



3636. .3743, 3637. .4023, 3639. .4025, 3698. .3874, 3718. .4023, 
3825.. 4025 



Seq. No. 32465 

Gene No. 67351 

Start 1 

Name *" , - OJ991118_0.6 . 0131 . C35 . ol . np 

Start . 1 

GI 2642431 

Exons 1. .89, 1955. .2842 

GI Descrip. (AC002391) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991118_06.0131.C35 

Strand + 

End 2842 

Method' AAT/NAP 

End 2842 

Score .565 



Seq. No. 32465 

Gene No. 67351 

Start 1 

Name OJ991 118_06 . 0131 . C35 . ol . gs 

Start 282 

GI none 
Exons 



Seq. ID OJ991118_06.0131.C35 

Strand + 

End 2842 

Method GENSCAN 

End - 22 34 

Score . 62 



282. .395, 455. .697, 773. .992, 1482. .1694, 1816. .2234 



32596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32465 
67352 
2340 

OJ991118_06.0131.C35.ol.tw 

1396 

none 

1396. .1704, 1406. .1747, 1406. 



Seq. ID OJ991118_06.0131.C35 
Strand 

End, 2759 

Method TBLASTX : Wheat 

End 1763 

Score 367 
.1744, 1653. .1763 



32465 Seq. ID 

67352 Strand 

2340 End 
OJ991118_06.0131.C35.ol. ts Method 

1950 End 

5509260 Score 

1950. .2231, 2238. .2360, 2367. .2438 



OJ991118_06.0131.C35 
2759 

TBLASTX: Soybean 

2438 

186 



32465 
67352 
2340 

OJ991118_06.0131.C35.o2.tm 

1995 

none 

1995. .2231, 2042. .2215 



Seq. ID OJ991118_06.0131.C35 
Strand 

End 2759 

Method TBLASTX : Maize 

End 2231 

Score 183 



32465 
67352 
2340 

OJ991118_06.0131.C35.ol. tc 

2082 
none 

2082.. 2252, 2102.. 2245, 2238. 



Seq. ID OJ991118_06.0131.C35 
Strand 

End 2759 

Method TBLASTX : Cress 

End 2339 

Score 156 
.2339 



32465 
67352 
2340 

OJ991118_06.0131.C35.o2. tw 

2123 

none 

2123.. 2236, 2124.. 2231, 2238. 
2580.. 2642 



Seq. ID OJ991118_06.0131.C35 
Strand 

End 2759 

Method TBLASTX : Wheat 

End 2 64 2 

Score 94 

,2363, 2367. .2459, 2454. .2573, 



32465' 
'67352' 
2340 

OJ991118_06.0131.C35.ol.tm 

2253 

none 

22S3..2348, 2255.. 2389, 2364, 



Seq. ID OJ991118_06.0131.C35.. 

Strand, 

End 2759 

Method TBLASTX: Maize 

End . 2669 

Score 83 

.2573, 2366. .2458, 2571. .2669 



32465 
67352 
2340 

OJ991118_06. 0131. C35.o2. as 

2340 

none 

2340.. 2627, 2721.. 2759 



Seq. ID OJ991118_06. 0131.C35 
Strand 

End 2759 

Method GEMS CAN 

End 2759 

Score .94 



32597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32466 
67353 
208 

OJ991118_06.0131.C36.ol.gp 

208 

LIB34 34-004-P1-K1-C7 
208. .607 

, 2062705/gb|U90552 IHSU90552 
mRNA, complete cds ' 

32467 
67354 
103 

OJ991118_06.0131.C37.ol.gs 

103 

none 

103. .152 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_ 
+ 

607 

AAT/GAP 

607 

692 



06.0131.C36 



5.0e-10 Human butyrophilin (BTF5) 



Seq. ID OJ991118_06.0131.C37 

Strand + 

End 152 

Method GENSCAN 

End 152 

Score .77 



Seq. No. 32468 Seq. ID OJ991208_08 . 0128 . CI 

Gene No. 67355 Strand + 

Start 1 End 906 

Name- OJ991208_08 . 0128 . CI . ol . np Method AAT/NAP 

Start 1 End 903 

GI 6630696 Score 916 

Exons 1 . . 903 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 32468 Seq. ID 

Gene No. 67355 Strand 

Start 1 End 

Name OJ991208_08 . 0128 . CI . ol . gs Method 

Start 391 End 

GI none Score 

Exons 391.. 906 



OJ991208_08.0128.C1 
+ 

906 

GENSCAN 

906 

.46 



Seq. No. 32468 Seq. ID 

Gene No. 67356 Strand 

Start .1612 . . End 

Name OJ991208_08 . 0128 . CI . o2 .'.gs Method 

Start 1612 . ' ' ' ' ■ End 

GI none Score 

Exons 1612. .1819, 1961. .2147, 2180. .2489 



OJ991208_08.0128.C1 
+ 

248.9 .... 
GENSCAN . 
2489 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32468 



Seq. ID OJ991208_08.0128.C1 



67357 Strand + 

6Q17 End 11219 

OJ991208_08 .0128 .Cl.o2.np Method AAT/NAP 

6017 End 10688 

6069646 Score 80 

6017. . 6040, 10464. .10688 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 I dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



32598 



[Oryza sativa] 



Seq. No. 


324 68 




Seq. ID 


OJ991208 


_08 


. 0128 


.CI 


Gene No. 


67357 




Strand 


+ 








Start 


6017 




End 


11219 








Name 


OJ991208_08 . 0128 . 


Cl.o4 .gs 


Method 


GENSCAN 








Start 


6919 




End 


8487 








GI 


none 




Score 


.48 








Exons 


6919.. 6962, 8314. 


.8350, 8461. 


.8487 










Seq. No. 


32468 




, Seq. ID 


OJ991208_ 


_08, 


. 0128 


.CI 


Gene No. 


67357 




"Strand 


+ 








Start 


6017 




End 


11219 








Name 


OJ991208_08 . 0128 . 


CI . o5 . gs 


Method 


GENSCAN 








Start 


9012 




End 


11219 








GI 


none 




Score 


.41 








Exons 


9012.. 9153, 9394. 


.9476, 10377 


. . 10647, 


11161. . 11219 






Seq. No. 


32468 




Seq. ID 


OJ991208_ 


_08. 


. 0128 


.CI 


Gene No . 


67358 




Strand 


+ 








Start 


11898 




End 


12224 








Name 


OJ991208_08 . 0128 . 


CI . 06 . gs 


Method 


GENSCAN 








Start 


11898 




End 


12224 ■■ 








GI 


none 




Score 


.74 








Exons 


11898. . 12224 














Seq. No. 


32468 




Seq. ID 


OJ991208_ 


_08. 


. 0128 


.CI 


Gene No. 


67359 




Strand 


+ 








Start 


13207 




End 


13484 








Name 


OJ991208_08 . 0128 . 


CI .o2 .gp 


Method 


AAT/GAP 








Start 


13207 




End 


13484 








GI 


none 




Score 


363 








Exons 


13207 . . 13484 














Seq. No. 


32468 




Seq. ID 


OJ991208_ 


J)8. 


,0128 


.CI 


Gene No. 


67360 




Strand 


+ 








Start 


24011 




End 


25567 








Name 


OJ991208JD8 . 0128 . 


Cl.o8.gs 


Method 


GENSCAN 








Start 


24011 




End 


25567 








GI 


none 




Score 


.42 








Exons . 


24011 . . 24280, 243 


161.. 24525, 24541. .24675, 24856. 


. .24958, 






25402. .25567 














Seq. No. 


32468 




Seq. ID 


OJ991208_ 


08. 


,0128 


.CI 


Gene No. 


67361 




Strand 










Start 


2644 




End 


6164 








Name 


OJ991208_08 .0128 . 


CI . o3 . gs 


Method 


GENSCAN 








Start 


2644 




End 


6164 








GI .. 


none 




Score 


.52 








Exons 


2644. .2667, 4343. 


.4390, 5190., 


.5537, 5916. .6164 








Seq. No. 


32468 




Seq. ID 


OJ991208_ 


_08. 


0128 


.CI 


Gene No. 


67361 




Strand 










Start 


2644 




End 


6164 








Name 


OJ991208 08.0128. 


CI .ol .gp 


Method 


AAT/GAP 








Start 


5300 




End 


5974 








GI 


2799515 




Score 


445 









32599 



Exons 5300.. 5537, 5916.. 5974 

Seq. No. 32468 

Gene No. 67362 

Start 13479 

Name OJ991208__08 . 0128 . CI . o2 . ts 

Start 361 

GI none 

Exons 361.. 411, 430.. 639, 435.. 560 

Seq. No. 32468 

Gene No. 67362 

Start 13479 

Name OJ991208_08 . 0128 . CI . ol . tw 

Start 381 

GI none 

Exons 381.. 767, 382.. 765 

Seq. No. 32468 

Gene No. 67362 

Start 13479 

Name OJ991208_08 . 0128 . CI . o7 . gs 

Start 13479 

GI none 
Exons 



Seq. ID OJ991208_08.0128.C1 
Strand 
End 

Method 
End 
Score 



23600 

TBLASTX: Soybean 

639 

66 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_08.0128.C1 
23600 

TBLASTX: Wheat 

767 

582 



OJ991208_08.0128.C1 

23600 
GENSCAN 
23600 
.74 



13479. . 14351, 15509 .. 1564 8, 15935 .. 16111 , 16906 .. 17062 , 
17176. . 17349, 174 60 .. 17707 , 20775 .. 20952 , 2 1098 .. 2124 9, 
22789. .23078, 23197. .23600 



Seq. No. 32468 Seq. ID 

Gene No. 67362 Strand 

Start 13479 End 

Name OJ991208_08 . 0128 . CI . ol . tm Method 

Start 14069 End 

GI none Score 

Exons 14069. . 14248, 1407 1 14253, 14072 .. 14245, 14073 

14245. . 14316, 154 66 .. 1564 8 , 15507 .. 15653, 15509 

16904. .17080, 16904. .17062, 16915 .. 17064 , 17181 

17182. .17349, 17217 .. 17354 , 17454 .. 17705, 17490 
17524. .17703 



OJ991208_08.0128.C1 
23600 

TBLASTX: Maize 
17705 
152 

,14354, 
,15649, 
,17339, 
,17696, 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



324.68 
67362 
13479 

OJ991208_08.0128 .Cl.ol .ts 

17281 

none 



^Seq. ID. . OJ991208_08.0128.C1 
Strand 

End 23600 

Method TBLASTX : Soybean 

End 17618 

Score 66 



17281. .17349, 17457 .. 17618, 174 60 .. 17600, 17524. .17613 



32468 
67362 
13479 

OJ991208_08.0128.C1 .o3.gp 

17602 

none 



Seq. ID OJ991208__08.0128.C1 
Strand 

End 23600 

Method AAT/GAP 

End 21209 



17602. . 17707, 20775 .. 21016, 21098. .21209 



Seq. No. 



32468 



Seq. ID OJ991208_08.0128.C1 



32600 




Gene No. 


67362 




Strand 








Start 


13479 




End 


23600 






Name 


n TQQ1 9HR HP fl 1 9 P. PT 


. o3 . tm 


Method 


fPQT A OTV • 


Mai ze 






OJ J 






zzy / u 






P T 


none 




Score 


JO 






Exons 


OO^CL"^ OOTO/I oo^ci 


9 9 H *3 *7 


Z Z O DO , . ZZ / 


z f t zz / y y 


. . zzyoi/ 








. . ZZ y / U 










C <s /r NT /-\ 
064 . IN O . 


jZ fl DO 




oeq. ±u 


Pi TQ Q1 9 HQ 

u u yyizuo 


no m o q 
Uo . UIZo 


p 1 


Gene No. 


67362 




Strand 








Start 


13479 




End 


23600 






Name 


OJ991208 08. 0128. CI 


. o3 . np 


Method 


AAT/NAP 






oiart 


22659 




End 


23549 






PT 


3402705 




Score 


381 






Exons 


22659. .23056, 23163 


. .23549 










ox Ucscnp . 


(AC004261) hypothetical protein [Arabidopsis thaliana] 




oeq. wo . 


32468 




Seq. ID 


OJ991208 


_08,.0128 


. Li 


Gene No. 


67362 




Strand 








Start 


13479 




End 


23600 






Name 


OJ991208 08. 0128. CI, 


. o2 . tm 


Method 


TBLASTX: 


Maize 






23015 




End 


23384 






P T 


none 




•Score- - 


39 






Exons 


23015. .23059, 23030, 


. .23059, 


23157. .232 


19, 23163 


. .23321, 






23164 . .23322, 23268, 


. .23384 










Seq. No. 


32469 




Seq. ID 


OJ991208 


_08 . 0128 , 


,C2 


Gene No. 


67363 




Strand 


+ 








132 




End 


1413 






Name 


OJ991208 08. 0128. C2 . 


. ol . gs 


Method 


GENSCAN 






C +- o v-f- 

OldlL 


132 




End 


1413 






PT 


none 




Score 


.77 






Exons 


132. .328, 408. .488, 


615. .848 


, 961.. 1038, 1111.. 


1413 




Seq. No. 


32469 




Seq. ID 


OJ991208 


_08.0128, 


.C2 


Gene No. 


67364 




Strand 


+ 






Q4- -> 


7990 




End 


9624 






Name 


OJ991208 08. 0128. C2 . 


, o3 . gs 


Method 


GENSCAN 








7990 




End 


9624 






P T 
o J- 


none 




Score 


.55 








7990.. 8078, 9015.. 9624 










Seq. No. 


32469- 




Seq. ID. 


OJ991208_ 


_08.0128. 


,C2 


Gene No. 


67364 




Strand 


+ 






OLdX L 


7990 




End 


9624 






Name 


OJ991208 08. 0128. C2. 


ol.gp 


Method 


AAT/GAP 






Of 3 yf 


8791 




End 


9348 






PT 


none 




Score 


679 






Exons 


8791. .9348 












^ <=» rr KI o 
O fcr t-J • LN U • 


32469 




Seq. ID 


OJ991208 


_08.0128. 


P9 

, LZ 


Gene No. 


67365 




Strand 


+ 






Start 


12266 




End 


14191 






Name 


OJ991208 08. 0128. C2. 


o3 . nn 




AAT/NAP 






Start 


11945 




End 


14128 






GI 


5257262 




Score 


357 






Exons 


11945. .12039, 12280. 


.12485, 


13317. .13846, 14042 


. . 14128 





3260% 




GI Descrip. (AP000364) hypothetical protein [Oryza sativa] 



Seq. No. 


"3 O A C O 

J24 by 


Seq . - I D 


/^TAAIOAO AO A 1 A O 

ojyyizUo o^o. 0128 


. C2 


Gene No . 


D / Jbo 


Strand 


+ 




Start 


IZZbo 


End 


14191 




Name 


OJy91208 08 . 0128 . C2 . o3 . gp 


Method 


AAT/GAP 




btart 




bna 






GI 


a o i an a a 

4 o / y / U4 


Score 


bib 




Exons 


12155. .12485, 13317.. 13352 








Seq. No. 


o24 by 


Seq. ID 


/-\ t A A 1 A A O AO A 1 A A 

OJyyl208 08.0128 


r> A 

. C2 


Gene No. 


fT "7 "3 C C 

b /obo 


Strand 


+ 




Start 


122 bb 


End 


1 A 1 A 1 

14191 




Name 


/"\taaioao no a i o o ^ o A c 

OJyyi^Qo Oo . 0128 . C2 . oo . gs 


Method 


T~> XT f"l /~* TV XT 

GENSCAN 




Start 


122 bb 


T~> — -J 

End 


1 A 1 A 1 

14191 




GI 


none 


Score 


. 96 




Exons 


12266. .12485, 13317.. 14191 








Seq. No. 


324 by 


Seq. ID 


OJ991208 08.0128 


. C2 


Gene No. 


67366 


Strand 






Start 


4283 


End 


5337 




Name 


00991208 Oo . 0128 . C2 . oz . gs 


Method 


GENSCAN 




Start 


4283 


End 


5337 




GI 


none 


Score 


. 95 




Exons 


4283.-4486, 4492. .5337 








Seq. No. 


32469 


Seq. ID 


OJ991208_08.0128 


.C2 


Gene No. 


67366 


Strand 






Start 


4283 


End 


5337 




Name 


OJ991208 08.0128.C2.ol.np 


Method 


AAT/NAP 




Start 


4360 


End 


5175 




GI 


3885338 


Score 


388 




Exons 


4360. .5094, 5127. .5175 








GI Descrip. 


(AC005623) unknown protein [Arabidopsis thaliana] 




Seq. No. 


32469 


Seq. ID 


OJ991208_08.0128 


.C2 


Gene No. 


67367 


Strand. 






Start 


15291 


End' 


22788 




Name 


OJ991208 08.0128.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


145 


End 


833 




b 1 . 


none 


Score 


185 




Exons 


145. .285, 158. .289, 290. .331, 


290. .328, 


407. .490, 408.. 


512 




609. .833, 611. .832, 627. .833 








Seq. No. 


32469 


Seq. ID 


OJ991208_08.0128 


.C2 


Gene No. 


67367 


Strand 






Start 


15291 


End 


22788 




Name • 


OJ991208 08.0128.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


4606 


End 


5178 




GI 


none 


Score 


81 




Exons 


4606. .4782, 4607. .4657, 4712. 


.4765, 5065. .5109, 5158. .5178 


Seq. No. 


32469 


Seq. ID 


OJ991208_08 .0128 


.C2 


Gene No. 


67367 


Strand 






Start 


15291 


End 


22788 




Name 


OJ991208 08.0128.C2.o6.gs 


Method 


GENSCAN 




Start 


15291 


End 


22788 





32602 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



61 



15291. .15764, 158 63. .16114, 18294. .18707, 18743. .18801, 
18826. .20151, 20180. .20291, 21284 .. 2 1322 , 22088 22253, 
22340. .22462, 22520.. 22788 



32469 
67367 
15291 

OJ991208_08 .0128.C2.o3.tm 

19301 

none 



Seq. ID OJ991208_08.0128.C2 



Strand 
End 

Method 

End 

Score 



22788 

TBLASTX: Maize 

19534 

136 



19301. .19534, 19368. .19496, 19384 .. 1 9500, 19388. .19519 



32470 Seq. ID 

67368 Strand 

4230 End 

OJ991208_08 .0128 .C3.ol.gp Method 

4230 End 

5039025 Score 
4230. .4665 



OJ991208_08.0128.C3 
+ 

10678 
AAT/GAP 
4665 
665 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32470 .... Seq. ID OJ991208JD8 . 0128 . C3 

67368 Strand + 

4230 End 10678 

OJ991208_08 .0128 .C3.ol.np Method AAT/NAP 

4404 End 10678 

6721506 Score 140 

4404. .4732, 10520. .10678 

(AP001072) EST AU069682 (C1560 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



OJ991208_08.0128.C3 
+ 

10678 
GENSCAN 
7483 
.88 



32470 Seq. ID 

67368 Strand 
4230 End 
OJ991208_08.0128 .C3.o2.gs Method 
6796 End 
none Score 
6796. .6852, 7004. .7483 

32470 Seq. ID 

67369 . . . . Strand 
14209 . . ■ End 
OJ991208J38-.0128..C3.o2.np " " Method ' 
12617 „ End 
6721547 Score 
.12617. .12709, 1637 4 . .164 21 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ991208_ 
+ 

17368 
AAT/NAP 
16421- 
80 



08. 0128. C3 



32470 
67369 
14209 

OJ991208_08.0128.C3.o4 .gs 

14209 

none 

14209. .14784, 147 96. .15341, 
17212. . 17368 



Seq. ID OJ991208_08.0128.C3 

Strand + 

End 17368 

Method GENSCAN 

End 17368 

Score . 5 
16221. .16284, 17121 17156, 



32603 



Seq. No. 32470 

Gene No. 67370 

Start 304 

Name OJ991208_08 . 0128 . C3 . ol . gs 

Start 304 

GI none 
Exons 



Seq. ID OJ991208_08.0128.C3 
Strand 

End 4437 

Method GENSCAN 

End 4 4 37 

Score .71 



304. .372, 1871. .1920, 2587. .2706, 2960. .3017, 3383. .3514, 
4288. .4437 



Seq. No. 32470 

Gene No. 67371 

Start 8746 

Name OJ991208_08 . 0128 . C3 . o3 . gs 

Start 8746 

GI none 
Exons 



Seq. ID OJ991208_08.0128.C3 
Strand 

End 10807 

Method GENSCAN 

End 10807 

Score .51 



8746, .8826, 9150. .9242, 9368. .9440, 9536. .9630, 10300 .. 10387 , 
10518.. 10807 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32471 
67372 
1 

OJ991208_08. 0128.C4 ..ol.np 
1 

3582328 
1..1430 

(AC005496) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991208_08.0128.C4 

Strand + 

End - 1433 

Method AAT/NAP 

End 1430 

Score 909 



32471 
67372 
1 

OJ991208_08 . 0128.C4 .ol.gs 

134 

none 

134. .1433 



Seq. ID OJ991208JD8.0128.C4 

Strand + 

End 1433 

Method GENSCAN 

End 1433 

Score .65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32471 
67373 
1 

OJ991208_08. 0128.C4 .o2.np 
1 

1109849 
1..124, 2283.-2553 

(U41538) proline rich [Caenorhabditis elegans] 



Seq. ID OJ991208_08.0128.C4 
Strand 

End ,2553 

Method AAT/NAP 

End 2553 

Score 148 



32471 
67373 
1 

OJ991208_08.0128.C4.o2.tc 
84 

none 



Seq. ID OJ991208_08.0128.C4 
Strand 

End 2553 

Method TBLASTX : Cress 

End 713 

Score 80 



84. .194, 105. .191, 258. .590, 272. .490, 297. .374, 563. .712, 
597. .713 



Seq. No. 32471 

Gene No. 67373 

Start 1 

Name OJ991208 08 . 0128 . C4 . ol . tm 



Seq. ID OJ991208 08. 0128. C 4 
Strand 

End 2553 

Method TBLASTX : Mai ze 



32604 



Start 
GI 

Exons 



87 End 1142 

none Score 59 

87. .182, 102. .194, 102. .194, 251. .880, 297. .623, 300. .1142, 
315. .590, 914. .1108 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32471 
67373 
1 

OJ991208_08.0128.C4 .ol . tw 
90 

none 



Seq. ID OJ991208__08.0128.C4 
Strand 

End 2553 

Method TBLASTX : Wheat 

End 1001 

Score 52 



90. .161, 267. .737, 428. .736, 480. .737, 813. .881, 945. .1001 



32471 
67373 
1 

OJ991208_08 .0128 .C4 .ol. ts 
597 
none 

597. .1130, 599. .916, 950. .1108 

32471 
67373 
1 

OJ991208_08.0128.C4.ol.tc 
876 
none 

876. .1433, 968. .1432 

32471 
67373 
1 

OJ991208_08.0128.C4.o2.tm 
1146 
none 

1146. .1433, 1271. .1432 



Seq. ID OJ991208_08.0128.C4 
Strand 

End 2553 

Method TBLASTX : Soybean 

End 1130 

Score 376 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



32471 Seq. ID 
67373 Strand 
1 End 
OJ991208_08..0128.C4.o2.ts Method 
114 6 ( End 
none * Score 
1146.. 1433, 1185.. 1430, 1238.. 1432 

32472 Seq. ID 
.67374 Strand 

8378 ■ End 

OJ991208_08.0128 .C5.o2.gs Method 

8378 End 

none Score 



OJ991208_08.0128.C4 
2553 

TBLASTX: Cress 

1433 

450 



OJ991208_08.0128.C4 
2553 

TBLASTX: Maize 

1433 

298 



OJ991208_08.0128.C4 
2553 

TBLASTX: Soybean 

1433 

315 



OJ991208_08.0128.C5 
+ 

12864 
GENS CAN 
12667 
.83 



8378. .8383, 9494. .9598, 9659. .9776, 1018 9 .. 104 12 , 10568 10 622 , 
114 00. .11596, 1184 5. .11966, 12052. .12199, 12281. .12 667 



Seq. No. 
Gene No. 
Start 



32472 
67374 
8378 



Seq. ID OJ991208_08.0128.C5 
Strand + 
End 12864 



32605 



Name OJ991208_08 . 0128 . C5 . o3 . gp Method AAT/GAP 

Start 9689 End 11514 

GI uC-osflm202106f09bl Score 896 

Exons 9689. .9776, 10189 10412, 10568 .. 10622 , 11400. .11514 

GI Descrip. ' 4809270/gb | AF14 94 13 . 1 | T1N24 2.0e-09 Arabidopsis thaliana BAC 
T1N24' 



Seq. No. 32472 Seq. ID 

Gene No. 67374 Strand 

Start 8378 End 

Name OJ991208_08 . 0128 . C5 . o3 . np Method 

Start 10210 End 

GI 6630556 Score 

Exons 10210. . 10412, 10568 10622 , 11400 

12036. .12199, 12348. .12417, 12522 

GI Descrip. 



OJ991208_08.0128.C5 
+ 

12864 
AAT/NAP 
12864 
904 

11596, 11845. .11956, 
12667, 12783. .12864 



(AC011708) 
thaliana] 



putative alpha-L-arabinof uranosidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32472 
67374 
8378 

OJ991208_08.0128.C5,o4.gp 

11395' 

31091 '1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
11395. . 11596, 11845. .11966, 12052. .12258 

, 5107819/gb|AAD40132.1|AF149413_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



OJ991208_08.0128.C5 
+ 

12864 
AAT/GAP 
12258 
812 



32472 
67374 
8378 

OJ991208_08.0128.C5.o5.gp 
11486 

31091 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
11486. . 11596, 11845. .11966, 12052 .. 12199, 12348. .12444 
'5107819/gb|AAD40132.1iAF149413_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



OJ991208_08.0128.C5 
+ 

12864 
AAT/GAP 
12444 
773 



Seq. No. 32472 

Gene No. 67375 

Start 1319 ...... 

Name OJ991208_08 . 0128 . C5 . ol . gs 

Start' 1319 

GI none 

Exons 1319.. 1326, 1736.. 3503, 3505. 
6741. . 6788 



Seq. ID 

Strand 

End 

Method 
End 

Score 



OJ991208__08.0128.C5 

6871 
GENSCAN 
6788 
.71 



3725, 4431. .4497, 5107. .5277, 



OJ991208 08. 0128. C5 



Seq. .No. 32472 V' Seq. ID _ 

Gene No. 67375 -Strand 

Start 1319 End 6871 

Name OJ991208_08 . 0128 . C5 . ol . np Method AAT/NAP 

Start 1725 End 4723 

GI 5903099 Score 1215 

Exons 1725.. 3667, 4665.. 4723 

GI Descrip. (AU00yui7) Unknown protein [Arabidopsis thaliana] 



Seq. No. 



32472 



Seq. ID OJ991208 08. 0128. C5 



32606 




Gene No. 


67375 








Strand 




Start 


1319 








End 


6871 


Name 


OJ991208 08 


. 0128 


C5 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1728 ~ 








End 


2628 


O J. 


none 








Score 


109 


l_l A IJlllJ 


1728 1775, 


1824 . 


.2093, 


1827 . 


.1997, 1849.. 2094, 2136.. 2303, 




2136 2627. 


2164 . 


.2628 








Seq. No. 


32472 








Seq. ID 


OJ991208 08 . 0128 .C5 


Gene No. 


67375 








Strand 




Start 


1319 








End 


6871 


Name 


OJ991208 08 


. 0128 . 


C5 . o5 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1734 *~ 








End 


1994 


GI 


none 








Score 


64 


Exons 

1—1 A 11U 


1734 1775, 


1827 . 


. 1973, 


1827 . 


.1994 




Seq. No. 


32472 








Seq. ID 


OJ991208_08.0128.C5 


Gene No. 


67375 








Strand 




Start 


1319 








End 


6871 


Name 


OJ991208 08 


0128 . 


C5 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


2205 ~ 








End 


2673 


GI 


none 








Score 


75 


F,ynn9 
i_j \j iii^ 


2205 2333 


2205 . 


. 2669, 


2209 . 


.2388, 2473. .2673 


O C ^ . LN \J . 


324 72 








Seq. ID- 


■ OJ991208__08.0128.C5 


Gene No . 


67375 








Strand 




Start 


1319 








End 


6871 


Name 


OJ991208 08 


0128 . 


C5 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


2629 ~~ 








End 


3056 


GI 


none 








Score 


75 




2629 2712 


2629 . 


.2769, 


2631 . 


.2819, 2631.. 2879, 2877.. 2996, 




2967 3056 












Seq. No. 


32472 








Seq. ID 


OJ991208_08.0128.C5 


Gene No. 


67375 








Strand 




Start 


1319 








End 


6871 


Name 


OJ991208 08 


0128 . 


C5 . o3 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2727 ~~ 








End * 


3116 


GI 


none 








Score 


48 


Exons 


2727 2894. 


2895 . 


.3011, 


2925 . 


.3116, 2956. .2991, 3013. .3108 


Seq. No. 


32472* 








Seq. ID 


OJ991208_08.0128.C5 


Gene No. 


67375 








Strand 




Start 


1319 








End 


6871 


Name 


OJ991208 08 


0128 . 


C5 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3057 _ 








End 


3663 


GI 


none 








Score 


145 


1—1 *\ 1 1 o 


3057 3281 


3060 . 


32 57 


3574 . 


.3663 




Seq. No. 


32472 




"t 




Seq. ID 


OJ991208_08.0128.C5 


Gene No. 


67375 








Strand 




Start 


1319 








End 


6871 


Name 


OJ991208 08. 


0128. 


C5.ol. 


gp 


Method 


AAT / GAP 


Start 


5078 








End 


6871 


GI 


LIB3433-034- 


Pl-Kl 


-B9 




Score 


607 


Exons 


5078. .5277, 


6741. 


.6871 









GI Descrip. 1 5107 157/gb | AAD39991 . 1 | AF150084_1 2.0e-20 (AF150084) small zinc 



32607 



finger-like protein [Malus domestica] ' 

Seq. No. 32472 Seq. ID 

Gene No. 67375 Strand 

Start 1319 End 

Name OJ991208_08 . 0128 . C5 . o4 . ts Method 

Start 5086 End 

GI none Score 

Exons 5086.. 5277 



OJ991208_08.0128.C5 
6871 

TBLASTX: Soybean 

5277 

214 



Seq. No. 32472 Seq. ID 

Gene No. 67375 Strand 

Start 1319 End 

Name OJ991208_08 . 0128 . C5 . o2 . tc Method 

Start 5098 End 

GI none Score 

Exons 5098.. 5283, 5107.. 5241 



OJ991208_08.0128.C5 
6871 

TBLASTX: Cress 

5283 

73 



Seq. No. 32472 Seq. ID 

Gene No. 67375 Strand 

Start 1319 End 

Name. OJ991208_08 . 0128 . C5 . ol . tw Method ■ 

Start 5107 End 

GI none Score 

Exons 5107.. 5283 



OJ991208_08.0128.C5 
6871 

TBLASTX: Wheat 

5283 

179 



Seq. No. 32472. Seq. ID 

Gene No. 67375 Strand 

Start 1319 End 

Name OJ991208_08 . 0128 . C5 . o5 . tm Method 

Start 5107 End 

GI none Score 

Exons 5107.. 5283, 5119.. 5223 



OJ991208_08.0128.C5 
6871 

TBLASTX: Maize 

5283 

69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32472 Seq. ID 

67375 Strand 

1319 End 

OJ991208_08 . 0128 . C5 . o2 . np Method 

5113 End 

5107157 Score 
5113. .5333 . 

(AF150084) small zinc finger-like protein [Malus domestica] 



OJ991208_08.0128.C5 

6871 
AAT/NAP 
5333 
189 



32472 
67376 
10299 
OJ991208 
10299 
none 
10299 
10568 
11399 
11845 
12055 
12520 
12780 



08.0128.C5.o2.tm 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991208_08.0128.C5 
12835 

TBLASTX: Maize 

12835 

114 



10412, 
10624, 
11596, 
11964, 
12210, 
12663^ 
12830, 



10328, 
11395, 
11843, 
12049. 
12345 . 
12521. 
12782. 



10414, 

11595, 

11956, 

12204, 

12431 

12706^ 

12835 



10331. . 10414, 10532. . 10624, 

11397. . 11594, 11399. .11596, 

1184 4. .11963, 11844 .. 11963, 

12053. .12205, 12053 .. 12205, 

1234 7. .12418, 12513. .12 659, 

12521. .12667, 12780. .12830, 



32608 



Seq. No. 32472 

Gene No. 67376 

Start 10299 

Name OJ991208_08 . 0128 . C5 . ol . tc 

Start 10344 

GI none 

Exons 10344. .10412, 10567 .. 10623 , 
11399. .11545, 11402. .11545 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_08.0128.C5 
12835 

TBLASTX: Cress 

11545 

75 



10568. . 10624, 11395 .. 11544 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32472 
67376 
10299 

OJ991208_08.0128.C5.o2.ts 

11399 

none 

11399. . 11548, 11399. .11545, 
11545. .11595, 11548. .11595, 
11845. .11964, 12064. .12204, 
12068. . 12205, 1234 5 .. 12431 , 
12521. .12724, 1277 9 .. 12835 , 



Seq. ID OJ991208_08.0128.C5 
Strand 

End 12835 

Method TBLASTX : Soybean 

End 12835 

Score 215 
11404 .. 11547, 11544. .11594, 
11549. . 11596, 11844. .11954, 
12065. .12205, 12067 .. 122 10, 
12347. .12418, 12520 .. 12 675 , 
12780. .12830 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32473 
67377 
1 

OJ991208_08.0128.C6.ol.np 
1 

6630556 



OJ991208_08.0128.C6 
+ 



Seq. ID 
Strand 

End 7854 
Method AAT/NAP 
End 3006 
Score 794 
1..44, 375. .578, 1282. .1400, 1507. .1578, 1933.. 
2319. .2514, 2598. .2738, 2851. .3006 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



2036, 2176. .2232, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start* 

Name 

Start 

GI 

Exons 



32473 
67377 
1 

OJ991208_08.0128.C6.o2.tc 

389 

none 



Seq. ID OJ991208_08.0128.C6 
Strand 
End 

Method 
End 
Score 



+ 

7854 

TBLASTX: Cress 

1578 

214 



389. .592, 433. .579, 1260. .1424, 1274. .1384, 1507. .1578 



32473 . Seq. ID 

67377 Strand 

1 End 

OJ991208__08 .0128.C6.o2. ts Method 

428 End 

none Score 



OJ991208_08. .0128. C6 
+ 

7854 

TBLASTX : Soybean 

7853 

215 



428. .589, 430. .588, 1260. .1403, 1280. .1393, 1503. .1574, 
1507. .1578, 26*94. .2741, 2842. .2958, 6345. .6461, 6345. .6461, 
6464. .6511, 6465. .6512, 6895. .7005, 6896. .7015, 7124. .7270, 
7210. .7278, 7638. .7712, 7640. .7723, 7773. .7853, 7784. .7852 



Seq. No. 32473 

Gene No. 67377 

Start 1 

Name OJ991208JD8 . 0128 . C6 . ol . tm 

Start 428 

GI none 



Seq. ID OJ991208_08.0128.C6 

Strand + 

End 7854 

Method TBLASTX : Maize 

End 7854 

Score 257 



32609 



Exons 



428. .589, 431. .589, 432. .596, 433. .591, 1260. .1403, 1275. .1400, 

1280. .1402, 1465. .1566, 1506. .1577, 1507. .1578, 1508. .1579, 

1913. .2032, 1931. .2032, 1932. .2033, 1932. .2039, 2174. .2233, 

2174. .2233, 2316. .2522, 2319. .2480, 2320. .2523, 2320. .2544, 

2545. .2739, 2588. .2740, 2589. .2744, 2793. .2972, 2808. .2972, 

2842. .2973, 4543. .4641, 4722. .4799, 4741. .4800, 6343. .6510, 

6344. .6511, 6345. .6512, 6895. .7005, 6896. .7015, 7104. .7265, 

7129. .7278, 7130. .7270, 7616. .7741, 7638. .7712, 7640. .7723, 

7773. .7853, 7784. .7852, 7789. .7854 



Seq. No. 32473 

Gene No. 67377 

Start 1 

Name OJ991208_08 . 0128 . C6 . o2 . tw 

Start 428 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

428. .589, 431. .589, 432. .596, 433. .606, 433, .591, 1260. -.1403, 
1280. .1402, 1282. .1407 



OJ991208_08.0128.C6 
+ 

7854 

TBLASTX: Wheat 

1407 

257 



Seq. No. 32473 Seq. ID 

Gene No. 67377 Strand 

Start .1 End 

Name OJ991208_08. 0128 . C6 . ol . gp Method 

Start 4 34 End 

GI 14187_1.R1084 Score 

Exons 434. .578, 1282. .1400, 1507. .1578, 1933. .2036, 2176. 

2319. .2511, 2595..2738, 2851. .3393 
GI Descrip. » 5107819/gb | AAD40132 . 1 | AF149413_13 1.0e-107 (AF149413) contains 

similarity to arabinosidase [Arabidopsis thaliana] 1 



OJ991208_08.0128.C6 

+ 

7854. 
AAT/GAP 
3393 
2427 

.2232, 



Seq. No. 32473 Seq. ID 

Gene No. 67377 Strand 

Start 1 End 

Name OJ991208_08 . 0128 . C6 . ol . gs Method 

Start 503 End 

GI none Score 
Exons 



OJ991208_08.0128.C6 
+ 

7854 
GENSCAN 
6518 
. 64 



503. .578, 1282. .1463, 1507. .1578, 1933. .2036, 2176. .2232, 
2319. .2505, 2595.-2738, 2868. .2987, 3570. .3599, 4107. .4298, 
4398. .4641, 5913.:6065, 6322. .6518 



Seq. No. 32473 

Gene No. 67377. 

Start ' 1 

Name OJ991208_08 . 0128 . C6 . ol , ts 

Start 1913 

GI none 

Exons 1913.. 1972, 1962.. 2039, 2174. 

2317. .2493, 2589. .2693, 2600. 



Seq. ID OJ991208_08.0128.C6 

Strand + ., 

End • 7854 

Method TBLASTX : Soybean 

End 2693 

Score 73 

.2230, 2174.. 2239, 2313.. 2495, 
.2692 



Seq. No. 32473 Seq. ID 

Gene No. 67377 Strand 

Start 1 End 

Name OJ991208_08 . 0128 . C6 . ol . tc Method 

Start 1959 - End 

GI none Score 8 

Exons 1959.. 2039, 2174.. 2230, 2174.. 2227, 2317 

2446. .2532, 2589. .2699, 2660. .2731, 2670 



OJ991208_08.0128.C6 
+ 

7854 

TBLASTX: Cress 
2955 
83 

2466, 2319. .2414, 
2738, 2823.-2936, 



32610 



2842. .2955 



Seq. No. 32473 

Gene No. 67377 

Start 1 

Name OJ991208_08 . 0128 . C6 . ol . tw 

Start 2171 

GI none 

Exons 2171.. 2233, 2172.. 2234, 2174, 
2320. .2523 



Seq. ID OJ991208_08.0128.C6 

Strand + 

End 7854 

Method TBLASTX : Wheat 

End 2523 

Score 96 

.2233, 2304. .2480, 2316. .2522, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32473 
67377 
1 

OJ991208 
3546 
6630556 
3546. .3643, 
7111. .7264, 



08.0128.C6.o2.np 



Seq. ID OJ991208_08.0128.C6 
Strand + 
End 7854 
Method AAT/NAP 
End 7854 
Score 612 
4545. .4641, 4744. .4798, 6322. .6512, 6896. .7017, 
7641. .7710, 7786. .7854 
(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32474 
67378 
1 . 

OJ991208__08.0128.C7.ol.np 
1 

6630556 



Seq. ID OJ991208_08.0128.C7 
Strand + 

3760 
AAT/NAP 
3760 
724 



End 

Method 
End 
Score 

1..96, 262. .426, 892. .996, 1132. .1203, 2196. .2299, 2593. .2649, 
2742. .2934, 3150. .3293, 3616. .3760 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 32474 

Gene No. 67378 

Start 1 

Name OJ991208_08 . 0128 . C7 . o2 . tw 

Start 237 

GI none 

Exons 237. .386, 237. .386, 241. .387, 
888. .1013 



Seq. ID OJ991208_08.0128.C7 

Strand + 

End 3760 

Method TBLASTX: Wheat ■ 

End 1013 

Score 117 

867. .998, 878. .1003, 880. .999, 



Seq. No. ' 32474" - *"Seq.- ID 

Gene No. 67378 ' . Strand . 

Start 1 """ End 

Name OJ991208_08 . 0128 . C7 . ol . tm Method 

Start 241 End 

GI none Score 
Exons 



OJ991208_08.0128.C7 
+ 

3760 

TBLASTX: Maize 

3717 

180 



241. .387, 251. .385, 252. .386, 260. .400, 878. .997, 880. .1041, 
888. .1013, 1132. .1203, 2193. .2297, 2201. .2299, 2591. .2647, 
2591. .2644, 2738. .2935, 2739. .2936, 2740. .2937, 2742. .2939, 
3147. .3305, 3152. .3301, 3613. .3717, 3615. .3716 



Seq. No. 32474 Seq. ID 

Gene No. 67378 Strand 

Start 1 End 

Name OJ991208 08 . 0128 . C7 . ol . ts Method 



OJ991 2O8_08 , 0128 . C7 
+ 

3760 

TBLASTX: Soybean 



32611 



Start 
GI 

Exons 



241 End 3305 

none Score 179 

241. .387, 252. .386, 259. .393, 870. .998, 879. .980, 880. .999, 
1132. .1203, 2186. .2284, 2193. .2297, 2193. .2285, 2201. .2299, 
2590. .2625, 2590. .2643, 2591. .2647, 2736. .2834, 2739. .2906, 
2743. .2910, 3147. .3206, 3228. .3305 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



32474 
67378 . 
1 

OJ991208_08.0128.C7.ol.tc 

252 

none 



Seq. ID OJ991208_08.0128.C7 

Strand + 

End 3760 

Method TBLASTX : Cress 

End 2248 

Score 167 



252. .386, 256.-387, 259. .399, 879. .1013, 880. .1008, 1132. .1203, 
2193. .2243, 2201. .2248, 2201. .2248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32474 
67378 
1 

OJ991208_08.0128.C7.ol.gs 

331 

none 



Seq. ID OJ991208_08.0128.C7 

Strand + 

End 37 60 

Method GENSCAN 

End 3714 

Score .89 



331. .412, 878. .996, 1132 ., 1203, ' 2196 .. 22 99, 2593. .2649, 
2742.. 2934, 3150.. 3293, 3616.;3714 



Seq. No. 32474 

Gene No. 67378 

Start 1 

Name OJ991208_08 . 0128 . C7 . o2 . tc 

Start 2249 

GI none 
Exons 



Seq. ID OJ991208_08.0128.C7 

Strand + 

End 3760 

Method TBLASTX : Cress 

End 3293 

Score 81 

2249. .2299, 2382. .2456, 2591. .2647, 2591. .2647, 2743. .2841, 
2745. .2834, 3228.-3293 



Seq. No. 32474 

Gene No. 67378 

Start 1 

Name OJ991208_08 . 0128 . C7 . ol . tw 

Start 2588 

GI none 
Exons 



Seq. ID OJ991208_08.0128.C7 

Strand + 

. End 3760 

Method TBLASTX : Wheat 

End 2937 

Score 62 

2588. .2644, 2589. .2645, 2589. .2651, 2591. .2647, 2736. .2933, 
2738. .2929, 2739. .2933, 2740. .2937 " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32475 
67379 
1066 

OJ991208_08.0128.C8.ol.gs 

1066 

none 



Seq. ID OJ991208_08 .0128 . C8 

Strand + 

End 2347 

Method GENSCAN 

End 2347 

Score .43 



1066. .1112, 1576. .1649, 1846. .2086, 2164. .2347 



32476 
67380 
5314 

OJ991208_08.0128.C9.ol.gp 
5314 

LIB34 33-026-P1-K1-C1 



Seq. ID OJ991208_08.0128.C9 

Strand + 

F.nci 54 8 6 

Method AAT/GAP 

End 5486 

Score 254 



32612 




Exons 5314.. 5486 

GI Descrip. • 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. No. 


32476 






Seq. ID 


OJ991208 


08 . 


0128 


.C9 


Gene No. 


67381 






Strand 


+ 








Start 


o n c o 






End 


O 4 DO 








Name 


OJ991208 08. 


012o . C9 . Ol . 


gp 


Method 


AAT/GAP 








Start 


8058 






End 


8465 








GI 


none 






Score 


751 








Exons 


8058. .8465 
















Seq. No. 


32476 






Seq. ID 


OJ991208_ 


08. 


0128 


.C9 


Gene No. 


67382 






Strand 










Start 


2009 






End 


8544 








Name 


OJ991208 08. 


0128 . C9 . ol . 


gs 


Method 


GENSCAN 








Start 


2009 






End 


8544 








GI 


none 






Score 


.58 








Exons 


2009. .2348, 


2365. .2474, 


2527. 


.2630, 3017.. 3224, 


3231. .3282, 




3313. .3496, 


3629. .3874, 


4658. 


.4692, 7733.. 7868, 


8496. .8544 


Seq. No. 


.32476 






Seq. ID 


OJ991208_ 


08. 


0128 


.C9 


Gene No. 


67382 






Strand 










Start 


2009 






End 


8544 








Name 


OJ991208 08. 


0128.C9.ol. 


np 


Method 


AAT/NAP 








Start 


2012 






End 


6117 








GI 


6815053 






Score 


765 








Exons 


2012. .2249, 


2299. .2474, 


5971. 


.6117 










GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


32477 






Seq. ID 


OJ991208_ 


08. 


0128 


.C10 


Gene No. 


67383 






Strand 


+ 








Start 


- 1722 






End 


3189 








Name 


OJ991208 08. 


0128. C10. ol 


.gs 


Method 


GENSCAN 








Start 


1722 






End 


3189 








GI 


none 






Score 


.51 








Exons 


1722. .1808, 


2387. .2584, 


3081. 


.318 9 










Seq. No. 


32477 






Seq. ID 


OJ9'91208_ 


08. 


0128 


.C10 


Gene No. 


67384 






Strand 


+ 








Start 


.4020 






End 


4179 








Name 


OJ991208 08. 


0.128.C10.O2 


.gp 


Method 


AAT/GAP 








Start 


4020 






End 


4179 








GI 


LIB3434-035- 


P1-K1-A7 




Score 


285 








Exons 


4020. .4179 
















GI Descrip. 


'5441876/dbj 


IAP000367. 1 | AP000367 1 . Oe- 


114 Oryza 


sativa 


genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 








Seq. No. 


32477 






Seq. ID ' 


OJ991208_ 


08. 


0128 


.C10 


Gene No. 


67385 






Strand 










Start 


1 






End 


2602 








Name 


OJ991208 08. 


0128. C10. ol 


.gp 


Method 


AAT/GAP 








Start 


1 






End 


2602 








GI 


none 








792 








Exons 


1..196, 2374 


. .2602 














Seq. No. 


32478 






Seq. ID 


OJ991208_ 


08. 


0128 


.Cll 



32613 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



67386 Strand + 

5105 End 11760 

OJ991208_08 . 0128 . Cll . o3 . np Method AAT/NAP 
5105 End 11760 

6630556 Score 1610 

5105. .5297, 5769. .5823, 6406. .6602, 6987. .7108, 7192. .7345, 
7652. .7720, 8137. .8283, 8376. .8421, 8521. .8573, 8734. .8878, 
9364. .9482, 9584. .9655, 1008 1 .. 10187 , 104 93 .. 1054 9, 
10641. .10833, 11015. .11158, 11604. .11760 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 32478 Seq. ID 

Gene No. 67386 Strand 

Start 5105 End 

Name OJ991208_08 . 0128 . Cll . o3 . gs Method 

Start 7656 End 

GI none Score 
Exons 



OJ991208_08. 0128. Cll 
+ 

11760 
GENSCAN 
11212 
. 67 



7656. .7664, 8734. .8878, 9364. .9469, 10026 .. 10187 , 104 93 .. 10603 , 
10641. .10833, 11015. .11212 



-Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 



32478 
67387 
134 

OJ991208_08.0128.Cll.ol.gs 

134 

none 



Seq. ID OJ991208_08. 0.128. Cll 

Strand > ' 

End 7067 

Method GENSCAN 

End 3647 

Score .64 



134. .786, 1656. .1929, 3008. .3208, 3384. .3496, 3584. .3647 



32478 



Seq. ID OJ991208_08. 0128. Cll 



67387 Strand 
134 End 7067 

OJ991208 JD8 . 0128 . Cll . ol . np Method AAT/NAP 
2383 End 7067 

6069646 Score 409 

2383. .3382, 7046. .7067 

(AP000616) . similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907 112 | dbj | : BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 32478 

Gene No. 67387 . 

Start 134 

Name OJ991208_08 . 0128 . CI 1 . o2 . gs 

Start 4325 

GI none 

Exons 4325.. 4405, 4494.. 4670 

Seq. No. 32478 

Gene No. 67388 

Start 12696 

N^ttifi OJ991208 08.0128.Cll.c2.tm 

Start 2401 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_08.0128.C11 

7067 
GENSCAN 
4670 
.7 



Seq. ID OJ991208_08. 0128. Cll 
Strand 

End 13538 

Method 

End 2963 

Score 113 



2401. .2628, 2656. .2745, 2754. .2963, 2755. .2913 



32614 




Seq. No. 


32478 










Seq. ID 


OJ991208 


_08.0128.C11 




67388 










C f- v> -j nrl 
O L Xailtl 








12696 










ijiia 


1 OCOQ 




Name 


OJ991208 08 


ni op 
U 1 z o 


P 1 1 r\A 


. L.W 




fPDT A OTV . 

1 bliAo l a : 


Wheat 




2808 












Jl04 




PT 


none 










Score 


luD 




Lxons 


2808. 


.2969, 


JU *i 1 












Seq. No. 


32478 










Seq. ID 


OJ991208 


_08.0128.C11 


bene ln(j . 


67388 










Of yanH 

otrdnu 








12696 












1 Q C n Q 




Name 


OJ991208 08 


U 1 £ 0 


Pi 1 "3 


. LIU 




TDT 7\ OTV . 


Mai ze 


o uar c 


3273 












o do y 




P,T 


none 










Score 


191 

i^i 




Tj 1 V T"> CT 1 


3273. 


.3659, 




. . jDj / 










Seq. No. 


32478 










Seq. ID 


OJ991208 


_08.0128.C11 


Pofio NT r\ 


67388 










Strand 






C -f- v- +- 


12696 










End 


13538 




Name 


OJ991208 08. 


UIZo 


PI 1 r\ 1 




Method 


TBLASTX : 


vvneat 


o ram 


3348 










End 


3669 




P T 


none • 










Score 


4 6 




Exons 


3348. 


3503, 




"5/1/11 
. j 4 4 1 , 


"3 A Q9 


..3659, 3493. .3669 




o e q . in o . 


32478 










Seq. ID 


OJ991208 


AO nioo r^ii 
Uo . Uizo . Ci 1 


bene lno . 


67388 










Strand 






OLaiT. 


12696 










End 


13538 




Name 


OJ991208 08. 


UIZo 


P 1 1 

til . Ol 


. cm 


Method 


TBLASTX: 


Mai ze 


Of a r+~ 


5150 










End 


11696 




PT 


none 










Score 


96 






5150. 


5302, 


5217. 


.5297, 


5766 


..5825, 5767. .5829, 


o / oy . . oo 4 y , 




6404 . 


6601, 


6405. 


. 6602, 


6986 


..7105, 6987. .7106, 


7203. .7346, 




7210. 


7344, 


7211. 


.7351, 


7249 


..7362, 7271. .7351, 


7649. .7735, 




7651. 


7722, 


8136. 


.8279, 


8137 


..8295, 8373. .8423, 


QT7C Q a r\n 




8501. 


8575, 


8514 . 


.8573, 


8690 


..8881, 8730. .8882, 


QIT) QQQ1 

O / OZ . . OOO 1 , 




8752. . 


8889, 


9348. 


. 9509, 


9362 


..9484, 9574. .9666, 


yo /o . . y do / , 




10078. 


. 10104 


, 10112. . 10180, 


10113. .1016 


17, 10125 


i n i q /i 
. . 1 U 1 O 4 , 




10489. 


.10542, 10491. .10571, 


10491. .105^ 


4, 10638 


. . lUo jj, 




10639. 


.10836, 11009. .11158, 


11017. .11157, 11601 


. . iioyo 


Seq. No.. 


' 32478 










Seq. ID 


OJ991208 


_08* .0128-Cil 


P at~i d NT 
bcilc LNU . 


67388 










•Strand 






C+- a v-4- 
O Ldll 


12696 










End . 


13538 




Name 


OJ991208 08. 


0128. 


Cll.o2 


. tc 


Method 


TBLASTX : 


Cress 


Of 3 y-4- 


5229 










End 


6551 




PT 


none 










Score 


69 






5229. . 


5297, 


5768. 


.5803, 


5769 


. .5822, 6404 . . 6550, 


o4 (Jo . . boo 1 




32478 










Seq. ID 


OJ991208 


no 01 9P P1 1 


Gene No. 


67388 










Strand 






Start 


12696 










End 


13538 




Name 


OJ991208 08. 


0128. 


Cll.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6405 










F.nH 


11690 




GI 


none 










Score 


206 




Exons 


6405. . 


6554, 


6407. 


. 6550, 


6554 


. . 6601, 6555. . 6602, 


6987. .7097, 




7202. . 


7351, 


7204 . 


.7383, 


7649 


..7735, 8129. .8281, 


8130. .8282, 



32615 





olob..o2y4, olo/..o2yo, oJ/2 


..8404, 8373. .8423, 8514. .8573, 




o/jj. .oo/y, o7o2..oooy, yioy 


..9482, 9362. .9484, 9362. .9484, 




9ioo..y4oo / yo78..ybo/, 9ooU 


. .9666,- 10116. .10187, 104 90. .10525, 




i n yi on i ntcyi i nyi qi i acti 

1U4 yu . . iuod4 , iu4 y i . . luo / 1 , 


10635. .10730, 10638. .10730, 




iuo^z . . lUoij/ l iuuy . . 1 1U / 1 , 


11093. .11158, 11601. .11690 


Seq. No. 


J24 /o 


Seq. ID 


OJ991208_08.0128.C11 


Gene No. 


67388. 


.Strand 




Start 


12696 


End 


13538 


Name 


HTQQ1 OnQ HQ HIOQ pi 1 4- W i 

ujyyizUo uo.uizo.L-ii.o^.uw 


Method 


TBLASTX: Wheat 


Start 


odUj 


End 


9485 


GI 


none 


Score 


157 


Exons 


QCni Q^O*3 QlOfl QQQO QTQO 


..8881, 8752. .8889, 9339. .9482, 




y 03 o . . y 4 oo , yjo-i , . y 4 o 4 






Seq. No. 


J24 /o 


Seq. ID 


OJ991208_08.0128.C11 


Gene No. 


67388 


Strand 




Start 


12696 


End 


13538 


Name 


PiTQQI OfID HQ niOQ PI 1 «1 -I- ^ 


Method 


TBLASTX: Cress 


Start 


O /2 b 


End 


9667 


GI 


none 


Score 


71 


Exons 


O "7 O O O "7 O Q "7 "3 "3 Q Q <Z A Q"J CO 
o/2o..OO/o, 0/JJ..0004, O / 0 2 


..8892, 9348.. 9509, 9359.. 9466, 




a c ~7 o - d£i dn 

yo/o..yob/ 






Seq. No. 


O O vl "7 O 

i2478 


Seq. ID 


OJ991208_08.0128.C11 " 


Gene No. 


67388 


Strand 




Start 


12696 


End 


13538 


Name 


/^TAAIOAO AO A 1 O O Oil _ 1 4-,. 

OJyyizUo 0o.oi2o.cii.oi.tw 


Method 


TBLASTX: Wheat 


Start 


1 a A H a 

104 / y 


End 


10840 


GI 


none 


Score 


105 


Exons 


i r\ a n n i a c ^7 1 i a / o c i a c c a 
1U4 / y . . lUO / 1 , 104 OO . . lOOOO , 


10638. .108 


32, 10639. .10836, 




1Udd4 . . 1Uo4U 






Seq. No. 


O O A "7 O 

J24 7o 


Seq. ID 


OJ991208_08.0128.C11 


Gene No. 


67388 


Strand 




Start 


12696 


End 


13538 


Name 


ATQQ1 OHQ ClQ fl1 OQ P11 ^"3 -(- ^ 

uoyyizuo uo.uizo.Lii.oj.tc 


Method 


TBLASTX: Cress 


Start 


1 o c: c c 

lzooo 


End 


12790 


GI 


none 


Score 


60 


Exons 


loccc 1 oon i ocii i oci o 
lzooo . . Iz b2U , 120 / 1 . . 12blo , 


12694. .12789, 12 695 .. 12787 , 




. by o . . 14 / yu 






Seq. No. 


o24 /o 


Seq. ID . 


OJ9912'08_08.0128.C11 


Gene No. 


67388 


Strand 




Start 


12696 


End 


13538 


Name 


PTQQIOAQ AO A 1 O Q P11 ^ A +- ™ 

ujyyizuo uo.uizo.Lii.o4.tm 


Method 


TBLASTX: Maize 


Start 


i o c c a 

12oob 


End 


12774 


GI 


none 


Score 


75 


Exons 


12ooo 12615 , 12ooo . . 12 62 6, 


12562. .12 615, 12 697. .12771, 




12697 12774 , 12698. .12772 






Seq. No. 


32478 


Seq. ID 


OJ991208_08.0128.C11 


Gene No. 


67388 


Strand 




Start 


12696 


End 


13538 


Name 


OJ991208 08. 0128,011. ol.gp 


Method 


AAT/GAP 


Start 


12696 


End 


13068 


GI 


9263 1.R1084 


Score 


378 



32616 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



12696. .12784, 12886. .13068 

f 5817065/emb|CAB53665.1| 6.0e-ll (AL110160) hypothetical protein 
[Homo sapiens] ' 



32478 
67388 
12696 

OJ991208_08.0128.Cll.o2.gp 
12745 

9263 1.R1084 



OJ991208 08.0128.C11 



Seq. ID 
Strand 

End 13538 
Method AAT/GAP 
End 13538 
_ Score 379 

12745. .12784, 12886 .. 13023, 13466.. 13538 

, 5817065/emb|CAB53665.1| 6.0e-ll (AL110160) hypothetical protein 
[Homo sapiens] 1 



32479 Seq. ID 

67389 Strand 

199 End 
OJ991208_08 . 0128 .C12.ol.gs Method 

199 End 

none Score 
199. .274 



OJ991208_08.0128.C12 
+ 

274 

GENSCAN 
274 
. 44 



Seq. No. . 32480 

Gene No. ■ 67390 

Start 1 

Name OJ991208_08 . 0128 . C13 . ol . np 

Start 1 

GI 5107819 

Exons 1..42, 182.. 336 

GI Descrip. (AF149413) contains similarity to arabinosidase [Arabidopsis 
thaliana] 



Seq. ID OJ991208_08.0128.C13 
Strand 

End 552 

Method AAT/NAP 

End 336 

Score 128 



Seq. No. 32480 

Gene No. 67390 

Start 1 

Name OJ991208_08 . 0128 . C13 . ol . tm 

Start 182 

GI none 
Exons 



Seq. ID OJ991208_08.0128.C13 
Strand 

End 552 

Method TBLASTX: Maize 

End 552 

Score 156 



182. .301, 189. .311, 190. .315, 195. .311, 246. .347, 285. .338, 
505. .552 



Seq. No. 32480 . .Seq. ID 

Gene No. 67390 Strand 

Start 1 End 

Name OJ991208_08 . 0128 . C13 . ol . tw Method 

Start 182 End 

GI none Score 
Exons 



OJ991208_08.0128.C13 
552. 

TBLASTX: Wheat 

4 68 

165 



182. .301, 189. .311, 190. .315, 192. .311, 295. .336, 314. .340, 
448. .468 



Seq. No. 32480 

Gene No. 67390 

Start 1 

Name OJ991208_08 . 0128 . C13 . ol . gs 

Start 193 

GI none 

Exons 193. .268 



Seq. ID OJ991208_08.0128.C13. 
Strand 

End 552 

Method GENSCAN 

End 2 68 

Score .94 



32617 




Seq. No. 


32481 


Seq. ID 


OJ991208_04.0128 


.CI 


Gene No . 


0 / jy 1 


Strand 






Start 


1 


End 


299 




Name 


/-\ TOOT O A O O Vl O 1 O O /—1 1 _ -1 

OJ 991208_04 .0128. CI. ol. gp 


Method 


AAT/GAP 




Start 


1 


End 


299 




GI 


none 


Score 


535 




Exons 


"i 0 0 n 








Seq. No. 


32482 


Seq. ID 


OJ991208_04 .0128 


.C2 


Gene No . 


d / jyz 


Strand 


+ 




Start 


a a a 

454 


End 


570 




Name 


/™\ TOOT OOO A A /-"" O _ 1 

OJ991208 04 . 0128 . C2 . ol . gs 


Method 


GENSCAN 




Start 


a n a 
4 54 


End 


570 




GI 


none 


Score 


. 92 




Exons 


4 54. . 0 /U 








beq. no. 


32483 


Seq. ID 


OJ991208JD4.0128 


.C3 


Gene No. 


67393 


Strand 


+ 




Start 


1 


End 


478 




■ Name 


OJ991208 04.0128.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


187 




GI '■ 


uC-osflcyp023f06bl 


Score 


265 




Exons 


1..187 








GI Descrip. 


1 1931654 1.0e-10 (U95973) BRCAl-associated RING domain 


prol 




isolog [Arabidopsis thaliana] 


i 




beq. no. 


32483 


Seq. ID 


OJ991208_04.0128 


. C3 


Gene No. 


67393 


Strand 


+ 




Start 


1 


End 


478 




Name 


OJ991208 04.0128.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


478 




GI 


6465806 


Score 


149 




Exons 


1. .478 








GI Descrip. 


(AJ130878) GCN4 -complementing protein 


(GCP1) [Arabidops 


is 




thaliana] 






Seq. No. 


32483 


Seq. ID 


OJ991208_04 .0128 


.C3 


Gene No . 


67393 


Strand 


+ 




Start 


1 


End 


478 




Name 


OJ991208 04.0128.C3.ol.tm 


Method 


TBLASTX: Maize 




btart 


29 . 


End 


320 




bl 


none 


Score 


355 ■ 




Exons 


29. .319, 45. .320 








Seq. No. 


32483 


Seq. ID 


OJ991208_04.0128 


.C3 


Gene No. 


67393 


Strand 


+ 




Start 


1 


End 


478 




Name 


OJ991208 04,.0128.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


162 


End 


409 




GI 


none 


Score 


190 




Exons 


162. .383, 191. .409, 210. .383 








Seq. No. 


3248? 


~ ~ -1 • - w 


n.TQonno n/i moo 

v->^ s s e~ \j s. . \j j.e-\j 




Gene No. 


67393 


Strand 


+ _ ' 




Start 


1 


End 


478 




Name 


OJ991208 04.0128.C3.ol.ts 


Method 


TBLASTX: Soybean 





32618 



Start 168 

GI none 

Exons 168.. 383, 182.. 343 

Seq. No. 32483 

Gene No. 67393 

Start 1 

Name OJ991208_04 . 0128 . C3 . ol . gs 

Start 170 

GI none 

Exons 170.. 376 



End 
Score 



383 
183 



Seq. ID OJ991208_04.0128.C3 

Strand + 

End 478 

Method GENSCAN 

End 37 6 

Score .45 



Seq. No. 32484 

Gene No. 67394 

Start 1 

Name OJ991208_04 . 0128 . C5 . ol . np 

Start 1 

GI 6465806 

Exons 1..63, 233.. 476 

GI Descrip. (AJ130878) GCN4-complementing protein (GCP1) [Arabidopsis 
thaliana] 



Seq. ID OJ991208_04.0128.C5 

Strand + 

End 476 

Method AAT/NAP 

End 47 6 

Score 185 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•32484 - - 

67394 
1 

OJ991208_04 . 0128 .C5.ol.tm 
1 

none 



-Seq. ID OJ991208_04.0128.C5 

Strand +■ 

End 47 6 

Method TBLASTX : Maize 

End 392 

Score 79 



1..51, 2. .55, 3. .53, 126. .269, 267. .392, 279. .392 



32484 
67394 
1 

OJ991208_04 .0128 .C5.ol.gs 

129 

none 

129. .470 



Seq. ID OJ991208_04.0128.C5 

Strand + 

End 476 

Method GENSCAN 

End 470 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32484 
67394 
1 

OJ991208_04 . 0128 .C5.ol.ts 

201 " ■ *' 

none 



Seq. ID OJ991208_04.0128.C5 

Strand + 

End . 476 

Method TBLASTX : Soybean 

End 475 ■ 

Score 319 



201. .473, 207. .464, 260. .475, 305. .475 



32485 
67395 
... 232 

OJ991208_04.0128.C6.ol.gs 

232 

none 

232. .306 



Seq. ID OJ991208_04.0128.C6 
Strand 

End 30 6 

Method GENSCAN 

End 306 

Score . 68 



Seq. No. 
Gene No. 
Start 



32485 
67396 
1422 



Seq. ID OJ991208_04.0128.C6 
Strand 

End 1517 



32619 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



OJ991208_04 .0128.C6.ol.gp Method AAT/GAP 

1422 End 1517 

5867JL.R1084 Score 141 

1422. .1517 

1 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 

32486 Seq. ID OJ991208_04 . 0128 . C7 

67397 Strand 

1 End 2151 

OJ991208_04 . 0128 . C7 . ol . np Method AAT/NAP 

1 End 2151 

4582447 Score 1298 

1. .2151 

(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

..Start. . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



32486 
67397 
1 

OJ991208_04 . 0128 .C7.o3.tw 

425 

none 

425.-544, 433. .606, 454. .603 



Seq. ID OJ991208_04.0128.C7 



Strand 
End 

Method 

End 

Score 



2151 

TBLASTX: Wheat 

606 

101 



Seq. ID OJ991208_04 . 0128 .C7 
Strand 
End 

Method 
End 
Score 



2151 

TBLASTX: Maize 

835 

89 



32486 
67397 
1 

OJ991208_04 . 0128.C7 .ol.tm 
472 
none 

472. .825, 475.-795, 617. .835 

32486 
67397 
1 

OJ991208_04.0128.C7.ol.ts 
481 
none 

481. .696, 700. .900 

32486 
67397 
1 

OJ991208_04 .0128.C7.o2.tw 
622 
none 

622. .666, 623. .1012, 637. .1020, 649. .1014 

OJ991208_04 .0128.C7 
2151 



32486 
67397 
1 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ991208_04.0128.C7 
2151 

TBLASTX: Soybean 

900 

108 



OJ991208_04.0128.C7 
2151 

TBLASTX: Wheat 

1020 ■ 

197 
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Name 

Start 

GI 

Exons 



OJ991208_04 . 0128 . C7 . ol . gs Method GENSCAN 

787 End 1890 

none ' Score . 7 6 
787. .1890 



Seq. No. 32486 

Gene No. 67397 

Start 1 

Name OJ991208_04 . 0128 . C7-". o2 . ts 

Start 1141 

GI none 

Exons 1141.. 1428 



Seq. ID OJ991208_04 .0128.C7 
Strand 

End 2151 

Method TBLASTX : Soybean 

End 1428 

Score 184 



Seq. No. 32486 

Gene No. 67397 

Start 1 

Name OJ991208_04 . 0128 . C7 . ol . tw 

Start 1180 

GI none 
Exons 



Seq. ID OJ991208_04.0128.C7 
Strand 

End 2151 

Method TBLASTX : Wheat 

End 1573 

Score 66 



1180. .1359, 1197. .1307, 1198. .1359, 1205. .1366, 1354. .1572, 
1358. .1573 



Seq. No. 32486 
Gene No. ' 67397 

Start 1 

Name OJ991208_04 . 0128 . C7 . o2 . tm 

Start 1312 

GI none 
Exons 



.Seq. .ID OJ991208_04.0128.-C7 
Strand 

End 2151 

Method TBLASTX : Mai ze 

End 1809 

Score 60 



1312. .1428, 1456. .1698, 1723. .1809 



Seq. No. 32486 

Gene No. 67397 

Start 1 

Name OJ991208_04 . 0128 . C7 . o3 . ts 

Start 1492 

GI none 

Exons 1492.. 1731, 1574.. 1732 



Seq. ID OJ991208_04 .0128.C7 
Strand 

End 2151 

Method TBLASTX : Soybean 

End 1732 

Score 70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



32487 
67398 
1 

OJ991208_04 .0128. C9.dll np 

1 • * 
6465806 



Seq. ID OJ991208_04 .0128.C9 
Strand 

4 95 6 
AAT/NAP 
3655 ■ 
359 



End 

Method 
' End 
Score 

1..29, 242. .353, 72 6 . . 767 , ■ 853 . . 94 8 , 1033. .1080, 1168. .1233, 
1529... 1573, 1655. .1717, 2026. .2096, 2351.. 2451, 2648.. 2724, 
3608. .3655 

(AJ130878). GCN4 -complementing protein (GCP1) [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32487 
67398 
1 

OJ991208_04 . 01 2R. e C9 s ol s gs 

129 

none 



Seq. ID OJ991208_04 .0128.C9 
Strand 

End 4 956 

Method GENSCAN 

End 4 956 

Score .54 



129. .284, 853. .948, 1033. .1233, 1529. .1573, 1655. .1717, 
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2026. .2096, 2351. .2482, 



Seq. No. 32487 

Gene No. 67398 

Start 1 

Name OJ991208_04 . 0128 . C9 . ol . 

Start 723 

GI none 

Exons 723.-788, 726.. 776, 852 
1019*. .1081, 1021.. 1083, 




4878. .4956 

Seq. ID OJ991208_04 .0128.C9 
Strand 

End 4956 
ts Method TBLASTX : Soybean 

End 1573 

Score 47 
.935, 853. .948, 854. .949, 854. .952, 
1166. .1231, 1168. .1236, 1529. .1573 



Seq. No. 32488 Seq. ID 

Gene No. 67399 Strand 

Start 314 End 

Name OJ991208JD4 .0128 . Cll . ol . np Method 

Start 314 End 

GI 6815099 Score 

Exons 314.. 370, 1490.. 1619 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ991208_04 .0128. Cll 
+ 

1619 
AAT/NAP 
1619 
75 



Seq. No. 32488 Seq. ID 

Gene No. 67400 Strand. 

Start 2774 * End. 

Name OJ991208JD4 . 0128 . Cll . ol . gs Method 

Start 2774 End 

GI none Score 

Exons 2774. .2871, 3740. .3886, 4544. .4616 



OJ991208_04 .0128. Cll 
+ 

4616- 
GENSCAN 
4616 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32488 Seq. ID 

67401 Strand 

24494 End 

OJ991208_04 .0128.Cll.o4 .gs Method 

24494 End 

none Score 



OJ991208_04. 0128. Cll 
+ 

28736 
GENSCAN 
28496 
.72 



24494. .25163, 25877 .. 25910 , 2 6203 .. 262 61, 26490. 





26771. .26860, 




28310. .28496 


Seq. No. 


32488 


Gene No. 


67401 


Start 


24494 


Name 


OJ991208 04.0 


Start ' 


. 26527 • 


GI 


1931642 


Exons 


26527. .26641, 




27288. .27439, 


GI Descrip. 


(U95973) Ser/ 



.np 



26759. .26867, 
27942. .28049, 



Seq. ID 
Strand 
End 

Method 
■ End 

Score 
27062. .27104, 
28368. .28466, 



OJ991208 
+ 

28736. 
AAT/NAP 
28736 . 
230 

27140. 
28670. 



.26641, 
.28039, 



04 .0128. Cll 



,27207, 
,28736 



(U95973) Ser/Thr protein kinase isolog [Arabidopsis thaliana] 



Seq. No. 


32488 


Seq. ID 


OJ991208_04 .0128 


Gene No. 


67401 


Strand 


+ 


Start 


24494 


End 


28736 


Name 


OJ991208 04.0128.Cll.ol.gp 


Method 


AAT/GAP 


Start 


26787 


End 


27197 


GI 


LIB3433-061-P1 -K1 -All 


Score 


28 6 


Exons 


26787. .26860, 27105. .27197 






GI Descrip. 


•2505874/emb|CAA73303! 2 . 0e- 


09 (Y12776) 


putative kinase 



[Arabidopsis thaliana] 1 



32622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons* ' 

GI Descrip. 



32488 Seq. ID 

67401 Strand 

24494 End 

OJ991208_04 .0128.Cll.o2.gp Method 

28372 End 

3561JL.R1084 Score 
28372. .28496 

■5441881/dbj I BAA82379 .il 3.0e-12 (AP000367) Similar to putative 

receptor kinase. (AC002332) [Oryza sativa] 1 



OJ991208_04 .0128.C11 
+ 

28736 
AAT/GAP 
28496 
168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32488 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 04.0128.C11 



7484 
AAT/NAP 
7484 
1015 



67402 
5413 

OJ991208_04 .0128.Cll.o2.np 
5413 
6069646 
5413. .6399, 6682. .7484 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa].. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32488 Seq. ID . OJ991208_04 . 0128 . Cll 

67403 Strand 
17563 End. 19063 

OJ991208_04 . 0128 .Cll .o3 .np Method AAT/NAP 
17563 End 19063 

5803254 Score 897 

17563. . 17934, 18022 .. 18166, 18261. .19063 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106 ) , 
AU078031(E31854),D15683(C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


32488 








Seq. ID 


OJ991208_04 .0128 


.Cll 


Gene No. 


67404 








Strand 






Start 


20033 








End 


28073 




Name 


OJ991208 04 


.0128 


.Cll.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


5426 








End 


5994 




GI 


none 








Score 


78 




Exons 


5426.. 5644, 


5428 


. .5640, 


5659'. 


.5994, 5786. .5926 "" ". " 




Seq. No. 


32488 








Seq.' ID 


OJ991208_04 . 0128 


.Cll 


Gene No. 


'67404 








Strand 






Start 


20033 








End 


28073 . 




Name 


OJ991208 .04 


.0128 


CII.06 


tw 


Method 


TBLASTX: Wheat 




Start 


5437 








End 


27759 




GI 


none 








Score 


56 




Exons 


5437. .5667, 


5683 


.5832, 


9365. 


.9430, 9422. .9454, 27688. . 


27759 


Seq. No. 


32488 








Seq. ID 


OJ991208__04.0128 


.Cll 


Gene No. 


67404 








Strand 






Start 


20033 








End 


28073 




Name 


OJ991208 04 


.0128 


Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5839 








End 


6219 




GI 


none 








Score 


109 





32623 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5839.. 6000, 6085.. 6219 



32488 
67404 
20033 

OJ991208_04, 

6112 

none 

6112. .6219, 

32488 
67404 
20033 

OJ991208_04, 

6382 

none 

6382. .6522, 



0128.Cll.o8.tm 
6226.. 6396, 6227. 

0128.Cll.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 6397 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_04.0128.C11 
28073 

TBLASTX: Maize 

6397 

131 



OJ991208_04.0128.C11 
28073 

TBLASTX: Wheat 

6822 

66 



6382. .6525, 6526. .6822, 6749. .6820 



32488 Seq. ID 

67404 Strand 

20033 End 
OJ991208_04 .0128.Cll.ol. tm Method 

6457 . End 

none Score 

6457. .7149, 6461. .6667, 6694. .6915, 6994. .7137 



OJ991208_04 .0128.C11 
28073 

TBLASTX: Maize 
7149 
94 



32488 
67404 
20033 

OJ991208_04. 

6940 

none 

6940. .7221 

32488 
67404 
20033 

OJ991208_04 . 

7150 

none 

7150. .7251, 

32488 ■ 

67404 

20033 

OJ991208_04. 

7249 

none 

7249. .7455, 

32488 
67404 
20033 

OJ991208_04 . 

7660 

none 

7660. .8094, 



0128.Cll.d3. tw 



0128.Cll.o5.tm 



7237. .7485, 7510. 



0128.Cll.o4.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7647 



OJ991208_04.0128.C11 
28073 

TBLASTX: Wheat 

7221 

192 



OJ991208_04.0128.C11 
28073 

TBLASTX a-Maize 

7647 

98 



Seq. ID OJ991208_04.0128.cn 
Strand 

End "28073 
Method TBLASTX : Wheat 
End . 7584 

Score 82 



7253. .7462, 7450. .7578, 7450. .7584 



0128.Cll.o6.tm 



7763. .8092 



Seq. ID OJ991208_04.0128.C11 
Strand 

End 28073 

Method TBLASTX : Ma i. v.* 

End 8094 

Score 133 
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Seq. No. 


32488 




Seq. ID 


OJ991208_04 .0128 


.Cll 


Gene No. 


67404 




otrana 






Start 


20033 




T—1 _ _J 

End 


o o a n o 

2807 3 




Name 


OJ991208 04.0128.C11 


. o5 . tw 


Metnoa 


TBLAo I a : Wneat 




Start 


8086 




hna 


o4 DO 




bl 


none 




Score 


/ o 




Exons 


8086. .8466, 8171. .8416 








Seq. No. 


32488 




Seq. ID 


OJ991208_04.0128 


.Cll 


Gene No . 


en a n a 

O / 4 U 4 




Strand 






Start 


20033 




End 


28073 




Name 


OJ991208 04.0128.C11 


.o9. tm 


Method 


TBLASTX: Maize 




otart 


17570 




End 


17883 




C T 

bi 


none 




Score 


122 




Exons 


17570. . 17686, 17572. 


.17685, 


17 690. . 17881, 1777 9. .17883 




Seq. No. 


32488 




Seq. ID 


OJ991208_04.0128 


.Cll 


Gene No. 


£.1 A n A 
D / 4 U 4 




Strand 






otart 


20033 




End 


28073 




Name 


OJ991208 04.0128.C11 


. o3 . gs 


Method 


GENSCAN 




Start 


20033 




. End 


24116 




GI • 


none ' 




Score 


• .76 




Exons 


20033. .20154, 20929. 


.21107, 


21282. .21583, 217 97 .. 2 1858 , 






22395. .22564, 22624. 


.22839, 


24028. .241 


16 




Seq. No. 


32488 




Seq. ID 


OJ991208_04.0128 


.Cll 


Gene No . 


CH A n A 

O / 4 U 4 




Strand 






Start 


20033 




End 


28073 




Name 


OJ991208 04.0128.C11 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


24512 




End 


24811 




r* t 
bl 


none 




Score 


107 




Exons 


24512. .24628, 24668. 


.24811, 


24676. .248 


10 




Seq. No. 


32488 




Seq. ID 


OJ991208_04.0128 


.Cll 


Gene No. 


67404 




Strand 






otart 






End 


28073 




Name 


OJ991208 04.0128.C11 


.bl.tc 


Method 


TBLASTX: Cress 




ot art 


24569 




End 


25156 




bl 


none 




Score 


62 




Exons 


24569. .24628, 24668. 


.24760, 


24863.. .24934, 24 94 6 .. 25074 , 






24950. .25078, 25072. 


.25155, 


25073.. 25156 




Seq. No. 


32488' 




Seq. ID 


OJ99'1208_04.0128 


.Cll 


Gene No. 


67404 




Strand 






ot art 


20033 




End 


28073 




Name 


OJ991208 04.0128.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


24818 




End 


26244 




GI 


none 




Score 


114 




Exons 


24818. .24934, 24891. 


.24917, 


24940. .25122, 24 947 .. 25123, 






25115. .25162, 25115. 


.25165, 


26111. .26203, 26116. .26244 




Seq. No. 


32488 




Seq. ID 


OJ991208_04.0128 


.Cll 


Gene No. 


67404 




strand 






Start 


20033 




End 


28073 




Name 


OJ991208 04.0128.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


26491 




End 


28073 
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GI 


none 




Score 


180 




Exons 


264 91 .. 2664 0, 26492. 


. 2664 1 , 


26502. .26642, 26768.-26863, 






267 68 .. 26863, 26770. 


. 26874 , 


27104. .27235, 27105 .. 27200 , 






27 106 .. 27204 , 27283. 


.27441, 


27287. .27442, 27288 .. 2744 9, 






2 / 923 . . 2 / 99 / , 2/9J9. 


o i n n o 

. 2 / 998 , 


27 940. .28005, 27 94 4 . .28009, 






oifino oomo OTnori 
2 / 99o . . z o 0 /2 , 2 /999. 


i o r\ ~i o 

.28 0 / 3 








Seq. No. 


324 88 




oeq . X U 


ri TQQ1 OHQ C\ A (11 OQ 


. Cll 


Gene No . 


6/4 04 




Q 4- -v -a « /A 

ol r ana 






Start 


20033 






z o U / 3 




Name 


OJ991208_04.0128.C11 


.ol.ts 


TwT^ +- \-\ /*> rA 


i dLiAo l a ; ooyoean 




Start 


2 obl2 




Lna 


1 H A A c; 
Z 1 4 4 D 




GI 


none 




Score 


164 




Exons 


2 bo 12 . . 2 664 0 , 26513. 


O f f~ A 1 

. 2 664 1 , 


26768. .268 


63, 26768. .26863, 






O ~7 "1 CI C O "7 O A "D OT1AC 

2 / luo . . 2 /203 , 2/lOb. 


. 2 /188 , 


27266. .274 


42, 27292. .27441, 






OTO OH A A c 

Z /z 9 b . . z /4 4 o 










Seq. No. 


32 4 8 8 




Seq. ID 


OJ991208_04.0128 


. Cll 


Gene No. 


67404 




Strand 






Start 


20033 




End 


28073 




Name 


OJ991208 04.0128.C11 


,.o2 . tc 


Method • 


TBLASTX: Cress 




Start 


27286 




End ■ 


28040 




GI" 


none • ■ 




Score 


212 




Exons 


27286.. 27441, 27287. 


.27442, 


27930. .27980, 27 939 .. 27 983 , 






27966 .. 28040, 28014. 


.2804 0 








Seq. No. 


32488 




Seq. ID 


OJ991208_04 .0128 


.Cll 


Gene No. 


67405 




Strand 






Start 


28361 




End 


28510 




Name 


OJ991208 04.0128.C11 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


28361 




End 


28510 




GI 


none 




Score 


189 




Exons 


28361 .. 28510, 28362. 


.284 96 








Seq. No. 


32489 




Seq. ID 


OJ991208_04 .0128 


.C13 


Gene No. 


67406 




Strand 






Start 


1 




End 


2299 




Name 


OJ991208 04.0128.C13 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2299 




GI 


6513928 




Score 


392 




Exons_ 


1. .397, 679. .787, 952. .1086, 


1476.. 1602, 1705.. 1888, 2107,... 


bi uescrip. 


(AC011664) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


'32489 




Seq. ID 


OJ991208_04 .0128 


.C13 


Gene No . 


67406 




Strand 






Start 


1 




End 


2299 




Name 


OJ991208 04.0128.C13 


. ol . gs 


Method 


GENSCAN 




Start 


267 




End 


1873 




GI 


none 




Score ■; 


. 91 




Exons 


267. .397, 679. .787, 


952. .1073, 1164. .1270, 1498. .1602, 






1705. . 1873 










Seq. No. 


32489 




Seq. ID 


OJ991208_04 .0128 


.C13 


Gene No. 


67406 




Strand 






Start 


1 




End 


2299 




Name 


OJ991208 04.0128.C13 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1017 




End 


1861 
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GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
1017. .1085, 1671. .1808, 1706. .1861 



111 



OJ991208 04.0128.C14 



32490 Seq. ID 

67407 Strand 
776 End 4561 

OJ991208_04 . 0128 . C14 . ol . np Method AAT/NAP 
776 End 999 

3776557 Score 46 

776. . 999 

(AC005388) Contains similarity to gi 12924495 hypothetical 
protein Rvl920 from Mycobacterium tuberculosis genome 
gb|AL022020. [Arabidopsis thaliana] 



beq. jno. 


4 y u 


Seq. ID 


OJ991208_04.0128.C14 


Gene No . 


CH A C\ 1 

D/4U / 


Strand 




o tar l 


/ / O 


End 


4561 


Name 


atqqi ono c\ a moo pi / _ 1 — 

ujyyizuo U4 . u izo . Li4 . oi . gs 


Method 


GENSCAN 


Start 


857 


End 


4561 


GI 


none 


Score 


. 68 


Exons 


03/..1<00, . . ^D/O, ZIIL. 


.3025, 3531.. 3718, 4520. .456.1 


Seq,. No. 


J^: 4 y U 


Seq. ID 


OJ991208_04.0128.C14 


Gene No . 


o / 4 U o 


Strand 




C -1 , v- 4- 

btart 


/I c; Q A 

4 D y 4 


End 


4674 


X T _ _ 

Name 


ojyyizUo U4 . viz o . Ci4 . oz . np 


Method 


AAT/NAP 


Start 


4594 


End 


4674 


GI 


3738301 


Score 


102 


Exons 


4594. .4674 






GI Descrip. 


(AC005309) putative CONSTANS 


-like B-box zinc finger protein 




[Arabidopsis thaliana] 






beq. no. 


32491 


Seq. ID 


OJ991208_04.0128.C15 


Gene No . 


67409 


Strand. 




Start 


67 


End 


2123 


Name 


OJ991208 04.0128.C15.ol.tm 


Method 


TBLASTX: Maize 




27 


End 


1123 


GI 


none 


Score 


87 


Exons 


27. .122, 40. .114, 237. .329, 


890. .1123, 


890. .1123 


Seq. No. . 


32491 


. Seq. ID 


OJ991208_04.0128.C15 


Gene No. 


67409 


Strand 




Start • 


67 * 


End 


2123 


Name 


OJ991208 04 .0128.C15.ol.gs ' 


Method ' 


GENSCAN 


Start 


67 


End 


2123 


GI 


none 


Score 


.58 


Exons 


67. .314, 893. .1120, 1743. .2123 




Seq. No. 


32492 


Seq. ID 


OJ991208_04 . 012 8. CI 6 


Gene No. 


67410 


Strand 


+ 


Start 


1075 


End 


1508 


Name 


OJ991208 04 .0128.C16.ol.gp 


Method 


AAT/GAP 


Start 


1075 


End 


1508 


GI 


none 


Scorfi 


R1 8 


Exons 


1075. . 1508 






Seq. No. 


32493 


Seq. ID 


OJ991208_04.0128.C17 



32627 




Gene No. 


67411 




Strand 


+ 




Start 


4410 




End 


6858 




Name 


OJ991208 04 . 0128 . C17 . ol . 


gp 


Method 


AAT/GAP 




Start 


4 410 




End 


6858 




GI 


34257 1.R1084 




Score 


1028 




Exons 


/t/iir\ a c a a yiooo c a o a 

4410. .4544, 4822. .5080, 


6707. 


.6858 






GI Descrip. 


1 o 5 5 o 3 / / ertiD | CAA9 0 o o 9 | 2 


.Oe-16 (Z54179) orf [Mus musculus] ' 


Seq. No. 


O O A A "1 

324 93 




Seq. ID 


OJ991208_04 .0128 


C17 


Gene No. 


67412 




Strand 


+ 




Start 


7591 




End 


7729 




Name 


OJy9120o 04 . U 12o . CI / . o2 . 


gp 


Method 


AAT/GAP 




Start 


7591 




End 


7729 




GI 


3061139 




Score 


229 




Exons 


/591. . / /2 9 










GI Descrip. 


1 655637/emb | CAA9088 9 | 2. 


Oe-16 


(Z54179) 


orf [Mus musculus] 


Seq. No. 


32 4 94 




Seq. ID 


OJ991208_04.0128 


C18 


Gene No. 


67413 




Strand 


+ 




Start 


401 




End 


1831 




Name 


OJ991208 04 . 0128 . C18 . ol . 


np 


Method 


AAT/NAP 




Start. 


4 01 




■ End 


1649 




GI 


-ciaaaaa 

5138930 ■ 




Score 


649 




Exons 


401.,. 714, 1398. .1649 










GI Descrip. 


(AF093680) transcription 


factor I IB [Homo sapiens] 




Seq. No. 


324 94 




Seq. ID 


OJ991208_04.0128. 


C18 


Gene No. 


67413 




Strand 


+ 




Start 


401 




End 


1831 




Name 


A TO A 1 AAA A VI AT A A /"^ 1 A _ -1 

OJ991208 04 . 0128 . C18 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4 63 




End 


1565 




GI 


none 




Score 


85 




Exons 


463. .714, 464. .547, 468. 


.731, 


478. .714 


, 659.. 742, 1364.. 


1549, 




i o a. i 1 / i a a a ic/rc 

13yi..l5o4, 1392. .1565 










Seq. No. 


32494 




Seq. ID 


OJ991208_04.0128. 


C18 


Gene No. 


67413 




Strand 


+ 




Start • 


4 01 




End 


1831 




Name 


/-"\ T A A 1 AAA A /I AT A A /"* 1 A _ T 

OJ991208 04 . 0128 . C18 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


4 oo 




End 


1637 




GI . 


none 




Score. 


397 




Exons 


/I /T O Tin /no T A A 1 A A A 

4oo../19, 4/8.. (20, 1398 


..1637, 1401.. 


1637 




Seq. No. * 


'32494 




Seq. ID 


*OJ99T208_04 .0128. 


C18 * 


Gene No. 


67413 




Strand 


+ 




Start 


4 01 




End 


1831 




Name 


/"NTAA1AAA A /I A "1 A A /™t 1 A _*1 

OJ991208 04 . 0128 . C18 . ol . 


gs 


Method 


GENSCAN 




Start 


473 




End 


1634 




GI 


none 




Score 


.9 




Exons 


473. .714, 1398. .1634 










Seq. No. 


32494 




Seq. ID 


OJ991208_04.0128. 


C18 


Gene No. 


67413 




Strand 


+ 




Start 


401 




End 


1831 




Name 


OJ991208 04.0128.C18.o2. 


gp 


Method 


AAT/GAP 




Start 


1371 




End 


1831 




GI 


LIB34 32-020-P1-K1-H7 




Score 


657 





32628 




Exons 


1371. .1634, 1728. .1831 












GI Descrip. 


1 65563/ /emb | CAA9088 9 | 


5 . Oe- 


37 (Z54179) 


orf [Mus musculus] 1 


Seq. No. 


32495 






Seq. ID 


OJ991208_04 .012£ 


S.C19 


Gene No. 


67414 






Strand 


+ 




Start 


O / DO 






End 


8964 




Name 


OJ991208 04 . 0128 . C19 . o4 


.gs 




Method 


GENSCAN 




Start 


87 63 






End 


8964 




GI 


none 






Score 


.97 




Exons 


o/63..ool9, ooo4..8964 












Seq. No. 


32495 






Seq. ID 


OJ991208_04.012S 


.C19 


Gene No. 


67415 






Strand 


- 




Start 


3069 






End 


4857 




Name 


OJ991208 04 . 0128 . C19 . o2 


.gs 




Method 


GENSCAN 




Start 


3069 






End 


4857 




GI 


none 






Score 


.43 




Exons 


3069. .326/, 4682. .4857 












Seq. No. 


324 96 






Seq. ID 


OJ991208_04.0128 


.C20 


Gene No. 


67416 






Strand 






Start 


1 






End 


1461 




Name 


OJ991208 04 .0128.C20.ol 


.np 




Method 


AAT/NAP . 




Start 


1 






End 


1461 




GI 


5923912 






Score 


306 




Exons 


1..124, 216. .284, 406.. 


471, 


577. .709, 831. .1002, 1314.. 


1461 


GI Descrip. 


(AF185269) bHLH transcription 


factor GBOF-1 [Tulipa gesneriana 


Seq. No. 


32496 






Seq. ID 


OJ991208_04 .0128 


.C20 


Gene No. 


67416 






Strand 






Start 


1 






End 


1461 




Name 


OJ991208 04 .0128.C20.ol 


.gs 




Method 


GENSCAN 




Start 


41 






End 


1069 




GI 


none 






Score 


.58 




Exons 


41. .124, 216. .284, 406. 


.471, 


i 


366. .1069 






Seq. No. 


32496 






Seq. ID 


OJ991208_04 .0128 


.C20 


Gene No . 


67416 






Strand 






Start 


1 






End 


1461 




Name 


OJ991208 04 .0128.C20.ol 


. tm 




Method 


TBLASTX: Maize 




Start , 


61 . 






End 


1098 




GI 


none 






Score 


100 




Exons. 


■61. .126, 63. .125, 65. .127, 199. .285, 204. .287, 204.\284 






400. . 471, 403. .474, 573 


. .722 


t 


574. .672, 


577. .723, 858. . 


917,' " 




865. .915, 922. .969, 926 


. . 985 




1016. .1036, 1053. .1070, 1075. .10 


Seq. No. 


32496 






Seq. ID 


OJ991208_04 .0128 


.C20 


Gene No . 


67416 






Strand 






Start 


1 ■; 






End 


1461 




Name 


OJ991208 04.0128.C20.ol 


. tc 




Method 


TBLASTX: Cress 




Start 


204 






End 


723 




GI 


none 






Score 


90 




Exons 


204. .284, 217. .285, 400 


. .471 




403. .474, 


575. .640, 577.. 


723 


Seq. No. 


32496 






Seq. ID 


OJ991208_04 .0128 


.C20 


Gene No. 


67416 






Strand 






Start 


1 






End 


1461 





32629 




Name 


OJ991208_04 .0128.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


204 


End 


642 




GI 


none 


Score 


53 




Exons 


204. .284, 204. .284, 217. .285, 


217. .300, 400. .471, 403.. 


474 




CTC ^OC m /TyiO 

o /o . . 625, 577 . .642 








Seq. No. 


*D O A A <C 

324 96 


Seq. ID 


OJ991208_04 . 0128 


.C2 


Gene No. 


67416 


Strand 






Start 


1 


End 


1461 




Name 


Ojyyi2Uo 04 . 0128 . C20 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


2 1 J 


End 


726 




GI 


none 


Score 


78 




Exons 


213. .284, 214. .285, 214. .285, 


216. .287 


, 400. .471, 403.. 


474 




575 . . 64 6, 577 . . 726 








Seq. No. 


324 97 


Seq. ID 


OJ990808_58.0103 


.C2 


v^ene wo . 


0/41/ 


Strand 


+ 




Start 


1 


End 


2022 




Name 


OJ990808_58.0103.C2.ol.np 


Method 


AAT/NAP 




bt art 


1 ! . 


End 


654 




GI 


O ZL C A C A A 

3550549 


Score 


269 




Exons 


1..237, 387. .478, 615. .654 








GI Descrip. 


(AJ004965) cytosolic pyruvate 


orthophosphate dikinase [Ory 




sativa subsp. indica] 








Seq. No. 


324 97 


Seq. ID 


OJ990808 58.0103 


.C2 


Gene No . 


67417 


Strand 


+ 




Start 


1 


End 


2022 




Name 


OJ990808 58.0103.C2.ol.gp 


Method 


AAT/GAP 




btart 


160 


End 


968 




GI 


198 2.R1084 


Score 


938 




Exons 


160. .237, 387. .478, 615. .968 








GI Descrip. 


? 3550549/emb ICAA06247.il 0.0e+00 (AJ004965) cytosolic pyrir 




orthophosphate dikinase [Oryza sativa 


subsp. indica] 1 




Seq. No. 


32497 


Seq. ID 


OJ990808_58.0103 


.C2 


Gene No. 


67417 


Strand 


+ , 




bt art 


1 


End 


2022 




Name 


OJ990808 58.0103.C2.ol.gs 


Method 


GENSCAN 




Start 


406 


End 


671 






.none 


Score 


.91 




Exons 


406. .411, 615. . 671 








Seq. No. 


"32497 


Seq. ID 


OJ990808_58. 0103 


.C2 


Gene No. 


67417 


Strand 


+ 




Start 


1 


End 


2022 




Name 


OJ990808 58.0103.C2.o2.np 


Method 


AAT/NAP 




Start 


597 


End 


2022 




GI 


5852084 


Score 


90 




Exons 


597. .686, 1901. .2022 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 






Seq. No. 


32498 


Seq. ID 


OJ990808_58.0103 


.C3 


Gene No. 


67418 


Strand 


_i_ 




Start 


489 


End 


653 




Name 


OJ990808 58.0103.C3.ol.np 


Method 


AAT/NAP 




Start 


489 


End 


653 





32630 




GI 


4584355 Score 


94 


Exons 


489. .653 




GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 


beq. No. 


32498 Seq. ID 


OJ990808_58.0103.C3 


Gene No. 


67419 Strand 


+ 


Start 


3599 End 


7719 


Name 


OJ990808 58.0103.C3.o2.np Method 


AAT/NAP 


Start 


3599 End 


7719. 


GI 


4958867 Score 


185 


Exons 


3oyy..3o4/, ooj^../u/y, /oyb..//i9 




GI Descrip. 


(AB027572) RNA polymerase subunit beta 


[Triticum aestivum] 


Seq. No. 


32498 Seq. ID 


OJ990808_58.0103.C3 


Gene No. 


67420 Strand 


- 


Start 


1501 End 


3884 


Name 


OJ990808 58 . 0103 .C3 . o2 . gs Method 


GENSCAN 


Start 


1501 End 


3884 


GI 


none Score 


.73 


Exons 


1501. .1697, 2839. .2912, 3146. .3632, 37 


67. .3884 


Seq. No. 


32498 Seq. ID 


OJ990808_58. 0.103. C3 


Gene No. 


67421 - .Strand 




Start 


54 30 ' :•- End 


7213 


Name 


OJ990808 58.0103.C3.o3.np Method 


AAT/NAP 


Start 


5430 End 


7213 


GI 


1076814 Score 


141 


Exons 


5430. .5521, 7086. .7213 




GI Descrip. 


maturase-related protein - maize (fragment) gi 1840925 (U09987) 




maturase-related protein [Zea mays] 




Seq. No. 


32499 Seq. ID 


OJ990808_58.0103.C4 


Gene No. 


67422 Strand 


+ 


Start 


589 End 


701 


Name 


OJ990808 58.0103.C4.ol.gs Method 


GENSCAN 


Start 


589 End 


701 


r> -r 

GI 


none Score 


. 91 


Exons , . 


589. .701 




Seq. No. 


32499 Seq. ID 


OJ990808_58.0103.C4 


Gene No . 


674 23 . . Strand , 


+ 


Start' 


805 End 


913 • 


Name ' 


• OJ990808 58.0103.C4.ol.gp Method 


AAT/GAP 


otart 


805 End 


913 


GI 


uC-osflcypl53dllbl Score 


175 


Exons 


805. .913 




GI Descrip. 


'3810592 5.0e-36 (AC005398) unknown protein [Arabidopsis 




thaliana] 1 




beq . no . 


32499 Seq. ID- 


OJ990808_58 .0103.C4 


Gene No. 


67424 Strand 




Start 


1249 End 


2158 


Name 


OJ990808 58.0103.C4.o2.gp Method 


AAT/GAP 


Starf 


1082 End 


1 £ a o 

A- KJ £~ 


GI 


2798597 Score 


667 


Exons 


1082. .1153, 1249. .1562 





32631 



Seq. No. 32499 Seq. ID 

Gene No. 67424 Strand 

Start 1249 End 

Name OJ990808_58 . 0103 . C4 . ol . tm Method 

Start 1216 End 

GI none Score 
Exons 



OJ990808_58.0103.C4 
2158 

TBLASTX: Maize 

2012 

85 



1216. .1359, 1261. .1341, 1269. .1361, 1274. .1357, 1381. .1548, 
1391. .1540, 1406. .1552, 1420. .1563, 1952. .1975, 1977. .2012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32499 
67424 
1249 

OJ990808_58.0103.C4.o2.gs 

1249 

none 

1249. .1511, 1954. .2046 

32499 
67424 
1249 

OJ990808_58 .0103.C4 .ol.np 
1264 
3810592 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_58.0103.C4 

2158 
GENSCAN 
2046 
.49 



2158 
AAT/NAP 
2158 
106 

1264. .1362, 1390. .1498, 1906. .2048, 2116. .2158 
(AC005398) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990808_58.0103.C4 
Strand 
End 

Method 
End 

Score '* 



32500 Seq. ID 

67425 Strand 
1 End 
OJ990808_58 .0103. C5. ol.np Method 
1 End 
6630696 Score 
1. .1016 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 ( E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990808_58.0103.C5 
+ 

1213 
AAT/NAP 
1016 
1632 



Seq. No. 32500 ' 

Gene No. 67425 

Start 1 

Name OJ9908 08_58 . 0103 . C5 . o2 . ts 

Start 52 

GI none 

Exons 52.. 93, 99.. 209, 210 .. 389, 227 .. 382 



Seq. ID OJ990808_58.0103.C5 



Strand 
End 

Method 
End 
Score 



+ 

1213 

TBLASTX: Soybean 

389 

67 



Seq. No. 32500 Seq. ID 

Gene No. 67425 Strand 

Start 1 End 

Name OJ990808_58 . 0103 .C5 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147.. 1019 



OJ990808_58.0103.C5 
+ 

1213 
GENSCAN 
1019 
. 94 



Sftq. No, 32500 Seq. IE 

Gene No. 67425 Strand 

Start 1 • End 

Name OJ990808 58 . 0103 . C5 . ol . tm Method 



+ 

1213 

TBLASTX: Maize 



32632 



Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



201 
none 



End 
Score 



549 
346 



201. .548, 207. .539, 224. .547, 301. .549 



32500 
67425 
1 

OJ990808_58.0103.C5.ol ,ts 

393 

none 



Seq. ID OJ990808_58.0103.C5 

Strand + 

End 1213 

Method TBLASTX : Soybean 

End 7 67 

Score 117 



393. .524, 399. .524, 542. .676, 543. .767 



32500 
67425 
1 

OJ990808_58.0103.C5.ol.tw 

405 

none 



Seq. ID OJ990808_58 .0103.C5 

Strand + 

End 1213 

Method TBLASTX : Wheat 

End 880 

Score 105 



405. .479, 406. .465, 410. .478, 494. .880, 495. .878 



32500 
67425 

1 " ; - 

OJ990808_58 . 0103 . C5 . o2 . tm 
891 
none 

891. .980, 892. .981, 893. .979, 1019. .1183, 1025. .1114, 
1029. .1121, 1030. .1122, 1169. .1213, 1176. .1211 



Seq. ID OJ990808_58 .0103.C5 

Strand + 

End . 1213 . 

Method TBLASTX : Mai ze 

End 1213 

Score 110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32500 
67426 
1189 

OJ990808_58.0103.C5.o2.tw 

1189 

none 



Seq. ID OJ990808_58.0103.C5 
Strand 

End 1487 

Method TBLASTX : Wheat 

End 1487 

Score 86 



1189. .1296, 1202. .1453, 1300. .1368, 1301. .1375, 1345. .1428, 
1362. .1475, 1374. .1487 



Seq. No. 
Gene No. 
Start 
Name 
Start ■* 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



32501 
67427 
297 

OJ990808_58 .0103.C6.ol .gs 
297 \ 
none . 

297. .427, 633. .669 



Seq. ID OJ990808_58.0103.C6 

Strand + 

End 669 

Method GEN SCAN 

End " 669 * " 

Score .78 ' ' 



32501 
67428 
1263 

OJ990808_58 . 0103 . C6 . ol . np 
1263 
3413481 
1263. .1330, 1975. .4165- 

(AtT0067P6) serine protease [Lycopersiccr 



Seq. ID OJ990808_58 .0103.C6 

Strand + 

End 4186 

Method AAT/NAP 

End 4165 

Score 1260 



32501 
67428 



Seq. ID OJ990808_58.0103.C6 
Strand + 



32633 



Start 


1263 


End 


4186 




Name 


OJ990808_58 . 0103 . C6 . o2 . gs 


Method 


GENSCAN 




Start 


1841 


End 


4186 




GI 


none 


Score 


. 91 




Exons 


1841 . .4186 








Seq. No. 


i o c n 1 

32501 


Seq. ID 


OJ990808_58.0103 


.C6 


belle LnvJ . 




Strand 


+ 




Start 


6641 


End 


8948 




Name 


OJ990808 58.0103.C6.o2.np 


Method 


AAT/NAP 




Start 


6641 


End 


8948 




GI 


5257266 


Score 


250 




Exons 


6641. .6727, 7698. .8347, 8426. 


.8496, 8689. .8948 




GI Descrip. 


(AP000364) EST C99024 (E4337) 


corresponds to a region of 


the 



predicted gene.; Similar to Silk moth; silkworm final instar 
larvae posterior. (D83241) [Oryza sativa] 



Seq. No. 32501 Seq. ID 

Gene No. 67430 Strand 

Start 9160 End 

Name OJ990808_58 . 0103 . C6. ol . gp Method 

Start 9160 - ■. End 

GI 15591_1.R1084 - * _ ■ Score 

Exons 9160.. 9450 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



OJ990808_58.0103.C6 
+ 

9450 
AAT/GAP 
9450 
417 



Seq. No. 


32501 


Seq. ID 


OJ990808 


_58.0103 


.C6 


Gene No. 


67431 


Strand 


+ 






Start 


16136 


End 


19052 






Name 


OJ990808 58.0103.C6.o3.np 


• Method 


AAT/NAP 






Start 


16136 


End 


19049 






GI 


6691716 


Score 


2639 






Exons 


16136. .17024, 17221. .17395, 


17478. . 175 


80, 17657 


. . 17836, 






17914. .18101, 18176. .18278, 


18429. .18542, 18601 


. . 19049 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6691717 | db j | BAA8 9397.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


32501 


Seq. ID 


OJ990808 


_58.0103 


.C6 


Gene No. 


67431 


Strand 


+ 






Start 


16136 


End 


19052 






Name 


.OJ990808 58.0103.C6.o5.gs ' 


" Method 


GENSCAN 






Start 


16136 •••••• " 


"End ' 


16900 






GI 


none 


Score 


.87 






Exons 


16136. .16900 










Seq. No. 


32501 


Seq. ID 


OJ990808 


_58.0103 


.C6 


Gene No. 


67431 


Strand 


+ 






Start 


16136 


End 


19052 






Name 


OJ990808 58.0103.C6.o6.gs 


Method 


GENSCAN 






Start 


17055 


End 


19052 






GI 


none 


Score 


.65 






Exons 


17 055. .17395, 1747R . . 1 7836, 


17986 18101 , 18621 


.19052 




Seq. No. 


32501 


Seq. ID 


OJ990808_ 


_58.0103 


.C6 


Gene No. 


67432 


Strand 


+ 







32634 



Start 29075 End 33104 

Name OJ990808_58 . 0103 . C6. o5 . np Method AAT/NAP 

Start 29075 End 33104 

GI? : - - 5441880 Score 649 

Exons 29075. .30153, 33040.. 33104 

GI Descrip. (AP000367) EST C28952 ( C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



32501 Seq. ID 

67433 Strand 

5318 End 

OJ990808_58 . 0103 . C6 . o3 . gs Method 

5318 End 

none Score 

5318. .5335, 7690. .7870, 7881. .8590 



32501 
67434 
10431 

OJ.990808_58 .0103.C6.o4 .gs 

10431 

none 

10431. .10623, 10785. .10888, 
15049.. 15079 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_58.0103.C6 

8590 
GENSCAN 
8590 
.84 



OJ990808_58.0103.C6 

15079 
GENSCAN 
15079 
-.63 



12053. .12139, 13889. .14088, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_58.0103.C6 

27165 
AAT/NAP 
24730 
5541 



23020. .23586, 23632 .. 2384 4 , 



32501 
67435 
19682 

OJ990808_58 . 0103 . C6 . o4 . np 
19409 
5922631 

19409. .22699, 22826 .. 22977 , 
24103. .24347, 24606. .24730 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110). [Oryza sativ 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



32501 
67435 ' 
19682 

OJ990808_58.0103.C6.o7.gs 

19682 

none 

19682. .20368, 20626. 
23139. .23320, 23383. 
26065. .26225, 27119. 



.22374, 
.24803, 
.27165 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22386 

25538 



OJ990808 58. 0103. C6 



27165 
GENSCAN 
27165 
.58 

22679, 22935. 
25716, 25828. 



.23084 7 . 
.26024, 



Seq. No. 32501 Seq. ID 

Gene No. 674 36 Strand 

Start 29040 End 

Name OJ990808_58 . 0103 . C6 . ol . tm Method 

Start 2303 End 



OJ990808_58.0103.C6 
33574 

TBLASTX: Maize 
3553 



32635 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2303. .2416, 2359. .2415, 2512. 

2612. .2974, 2752. .2910, 3118. 

3245. .3451, 3478. .3549, 3479. 

32501 
67436 
29040 

OJ990808_58.0103.C6.ol. ts 

2309 

none 

2309. .2446, 2513. .2563, 2615. 
3278. .3433, 3325. .3432, 3475. 



Score 159 

.2547, 2513. .2548, 2611. .2718, 

.3249, 3119.. 3322, 3205.. 3450, 
.3553 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 58. 0103. C6 



33574 

TBLASTX : Soybean 
3763 
111 

2725, 2753.. 3001, 3050.. 3259, 
3597, 3479.. 3637, 3653.. 3763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32501 Seq. ID 

67436 Strand 

29040 End 
OJ990808_58.0103.C6.ol0.tw Method 

2339 End 

none Score 

2.339.. 2452, 2350.. 2412, 2512. .2547, 2513.. 2554, 2525.. 2713, 
2611.. 2712 



OJ990808_58.0103.C6 
33574. 

TBLASTX: Wheat 

2713 

160 



Seq. No. 32501 

Gene No. 67436 

Start 29040 

Name OJ990808_58 . 0103 . C6 . o2 . tc 

Start 2657 

GI none 

Exons 2657.. 2953, 2692.. 2880 

Seq. No. 32501 

Gene No. 67436 

Start 29040 

Name OJ990808_58 . 0103 . C6 . ol3 . tw 

Start 2735 

GI none 

Exons 2735. .2992 



Seq. ID OJ990808_58.0103.C6 
Strand 

End 33574 

Method TBLASTX : Cress 

End 2953 

Score 264 



Seq. ID OJ990808_58.0103.C6 
Strand 

End 33574 

Method TBLASTX: Wheat 

End 2992 

Score 186 



Seq. No. 32501 

Gene. No. . 67436 

Start .29040 

Name OJ990808_58 . 0103 . C6". ol . tc 

Start '3274 

GI none 

Exons 3274.. 3435, 3281.. 3445, 3475. 
3671. .3757 



Seq. ID OJ990808_58.0103.C6 
Strand ..- 
End 33574 
'Method TBLASTX: Cress 
End ' 3757' ' ' 

Score 175 
.3639, 3479. .3640, 3670. .3717, 



Seq. No. 32501 

Gene No. 674 36 

Start 29040 

Name OJ990808_58 . 0103 . C6 . ol2 . tw 

Start 3382 

GI none 

Exons 3382.. 3438, 3383.. 3442, 3479. 



Seq. ID OJ990808_58.0103.C6 
Strand 

End 33574 

Method TBLASTX : Wheat 

End 3628 

c — — c n 

i-J v_ w J_ ^ \J y 

3628, 3487. .3597 



Seq. No. 



32501 



Seq. ID OJ990808 58. 0103. C6 



32636 



Gene No. 


67436 




Strand 






Start 


29040 




End 


33574 




Name 


OJ990808_58 . 


0103.C6.o8.tm 


Method 


TBLASTX: Maize 




Start 


3553 




End 


4163 




GI 


none 




Score 


174 




Exons 


3553 . . 3120 , 


3554. .3763, 3830. .3880, 39 


17. .4042, 4113. .4163 


Seq. No. 


32501 




Seq. ID 


OJ990808_58.0103 


.C6 


Gene No. 


67436 




Strand 






Start 


29040 




End 


33574 




Name 


OJyyOoUo bo. 


0103. C6. o7 . tm 


Method 


TBLASTX: Maize 




Start 


8582 




End 


8932 




GI 


none 




Score 


38 




Exons 


n r o 1 O T ~1 A 

8582 . .877 9, 


8601. .8636, 8615. .8695, 8652. .8795, 8785. .Si 


344, 




O "7 A A n n j1 ^ 

87 99. . 884 o, 


r\ s\ r\ a ri i 1 o r» f» 

8800 . . 8931, 888 


5 . . 8932 






Seq. No. 


32501 




Seq. ID 


OJ990808 58.0103 


.C6 


Gene No. 


67436 




Strand 






Start 


o a a A A 

Z9U4U 




End 


33574 




Name 


OJ990808_58 . 


0103.C6.olO.tm 


Method 


TBLASTX: Maize 




Start 


9934 . . 




. End 


10203 




GI 


none 




Score 


.73 




Exons 


9934 . . 10203, 


■ 10055 . . 10201 








Seq. No. 


32501 




Seq. ID 


OJ990808_58 . 0103 


.C6 


Gene No. 


67436 




Strand 






Start 


29040 




End 


33574 




Name 


OJ990808 58 . 


0103.C6.o9.tw 


Method 


TBLASTX: Wheat 




Start 


10281 




End 


25446 




GI 


none 




Score 


70 




Exons 


1 A A O 1 T A "5 C O 

10281 . . 10358 


, 10316 . . 10426, 


10339 . . 104 


43, 10345 . . 10440, 






104 61 . .10643 


, 25294 . . 25446 








Seq. No. 


32501 




Seq. ID 


/"^TAAAAAO CO A "1 A O 

OJ990808 58.0103 


C6 


Gene No. 


67436 




Strand 






Start 


o a a /i a 
^904 0 




End 


33574 




Name 


OJ990808_58 . 


0103.C6.o6. tm 


Method 


TBLASTX: Maize 




Start 


T A O "7 C 

10375 




End 


10760 




GI 


none 




Score 


44 




Exons 


10375 . .104 4 3 


, 10403. .10456, 


10473. . 107 


60, 10486.. 10755 




Seq. No. 


'32501 




Seq. ID 


OJ990808_58.0103 


C6 


Gene' No. 


' 67436 




Strand 






Start 


A A A / A 

29040 




End 


33574 




Name 


OJ990808 58. 


0103. C6. oil. tw 


Method 


TBLASTX: Wheat 




Start 


16259 




End 


16546 




GI 


none 




Score 


206 




Exons 


16259 . . 1654 6 










beq. no. 


32501 




Seq. ID 


OJ990808_58.0103. 


C6 


Gene No. 


67436 




Strand 






Start 


29040 




End 


33574 




Name 


OJ990808 58. 


0103.C6.o2.tw 


Method 


TBLASTX: Wheat 




St^rt 


19385 




End 


1 A A A A 
a. s -/ 




GI 


none 




Score 


86 




Exons 


19385. .19516, 1 9508 .. 1 9999, 


19707. . 19844, 19911. . 1997 9 





32637 




Seq. No. 


32501 






Seq. ID 


OJ990808_58.0103 


.C6 


Gene No. 


67436 






Strand 






Start 


29040 






End 


33574 




Name 


OJ990808 58. 0103. C6 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


19421 






End 


19678 




GI 


none 






Score 


71 




Exons 


10/101 

i y 4 z i . 


. i y ozo , i y 4 o4 


i n c o a 

. i yoz D, 


19505. .19678, 19506. . 19580 




Seq. No. 


o c r\ 1 






Seq. ID 


OJ99080'8_58.0103 


.C6 


Gene No. 


67436 






oZ rand 






Start 


29040 






End 


33574 




Name 


OJ9908 


08_58.0103.C6 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20006 






End 


20368 




GI 


none 






Score 


169 




Exons 


20006. 


.20368, 20022 










Seq. No. 


32501 






Seq. ID 


OJ990808_58.0103 


.C6 


Gene . No . 


67436 






Strand 






Start 


29040 






End 


33574 




Name 


OJ990808 58. 0103. C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start . . . 


20177 






End 


20504 




GI 


none 






Score 


244 




Exons 


ZUl I f . 


.zU4oo 7 zOl/ts. 


. z 0 4 5 6 , 


20454 . .205 


04 




Seq. No. 


32501 






Seq. ID 


OJ990808_58.0103 


.C6 


Gene No . 


674 36 






Strand 






Start 


2904 0 






End 


33574 




Name 


OJ9908 


08 58 . 0103 . C6 . 


ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


20463 






End 


20799 




GI 


none 






Score 


73 




Exons 


204 63 . 


20516 20518 


. 20598 , 


20626. .207 


66, 20665.. 20799 




Seq. No. 


32501 






Seq. ID 


OJ990808_58.0103 


.C6 


Gene No. 


67436 






Strand 






Start 


29040 






End 


33574 




Name 


OJ9908 


08_58.0103.C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20815 






End 


21237 




GI 


none 






Score " 


257 




Exons 


20815. 


.21237, 20891. 


. 21232 








Seq. No... 


32501 






Seq. ID 


OJ990808_58.0103. 


C6. 


Gene No. 


67436 






Strand 






Start 


29040. 






End 


33574 




Name 


OJ9908 


08^58. 0103. C6. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


20858 






End 


21246' 




GI 


none 






Score 


153 




Exons 


20858. 


.21238, 20860. 


.21102, ' 


21142. .21246 




Seq. No. 


32501 






Seq. ID 


OJ990808_58.0103. 


C6 


Gene No. 


67436 






Strand 






Start 


29040 






End 


33574 




Name 


OJ9908 


08_58.0103.C6. 


oil. tm 


Method 


TBLASTX: Maize 




Start 


20911 






End 


21184 




GI 


none 








50 




Exons 


20911. 


.21009, 20912. 


.20977, 


21013. .211 


83, 21014. .21184 




Seq. No. 


32501 






Seq. ID 


OJ990808_58.0103. 


C6 



32638 



Gene No. 67436 Strand 

Start 29040 End 

Name OJ990808_58 . 0103 . C6 . o3 . tw Method 

Start 21277 End 

GI none Score 

Exons 21277. .21702 



33574 . 

TBLASTX: Wheat 

21702 

406 



Seq. No. 32501 

Gene No. 67436 

Start 29040 

Name OJ990808_58 . 0103 . C6 . o2 . ts 

Start 21499 

GI none 

Exons 21499. .21903, 21506.. 21856 



Seq. ID OJ990808_58.0I03.C6 
Strand 

End 33574 

Method TBLASTX : Soybean 

End 21903 

Score 148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



32501 
67436 
29040 

OJ990808_58 . 0103 . C6 . o3 . tm 
21625 

none ... 

21625. .22008, 21626 2 1970, 



Seq. ID OJ990808_58.0103.C6 
Strand 

End 33574 

Method TBLASTX : Mai ze 

End 22008 

Score 164 
21709. .21999 - ■ 



Seq. No. 32501 

Gene No. 67436 

Start 29040 

Name OJ990808_58 . 0103 .C6 . ol . tw 

Start 21748 

GI none 

Exons 21748, 



,22167, 21749. .22120, 



Seq. ID OJ990808_58.0103.C6 
Strand 

End 33574 

Method TBLASTX : Wheat 

End 22167 

Score 210 
21751. .22167 



Seq. No. 32501 

Gene No. 67436 

Start 29040 

Name OJ990808_58 . 0103 . C6 . o4 . tm 

Start 22036 

GI none 

Exons 22036. 



.22392, 22046. .22117, 



Seq. ID OJ990808_58.0103.C6 
Strand 

End 33574 

Method TBLASTX: Maize 

End 22392 

Score 44 
22172.. 22351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32501 
67436 
29040 

<2>J990808_58 . 0103 . C6 . 08 . tw' 
22167 
none 
22167. 



Seq. ID OJ990808_58.0103.C6 

Strand - . . 

End 33574 

Method- TBLASTX: Wheat 

End . '22414 

Score 130 



.22331, 22168. .22404, 22171 .. 22413, 22172.. 22414 



32501 
67436 - ; 
29040 

OJ990808_58.0103.C6.o7.tw 

23013 

none 

23013. .23414 



Seq. ID OJ990808_58.0103.C6 
Strand 

End 33574 

Method TBLASTX : Wheat 

End 23414 

Score 279 



Seq. No. 
Gene No. 



32501 
67436 



Seq: ID OJ990808_58.0103.C6 
Strand 



32639 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



29040 End 33574 

OJ990808_58.0103.C6.o6.np Method AAT/NAP 

29040 End 33574 

6815062 Score 215 

29040. .29105, 308 67 .. 31165, 31253 31653, 31735 .. 32036, 

33519. .33574 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 32501 

Gene No. 67436 

Start 29040 

Name OJ990808_58 . 0103 . C6 . o5 . tm 

Start 29666 

GI none 

Exons 29666. .29788, 29671 .. 29784 , 
29926. .30099, 30197. .30286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_58.0103.C6 
33574 

TBLASTX: Maize 

30286 

100 



29829. .29849, 29876 .. 30166, 



Seq. No. 32501 Seq. ID 

Gene No. 67436 . Strand 

Start. 29040 • End 

Name OJ990808_58 . 0103 . C6 . 06 . tw Method 

Start 30005 End 

GI none Score 
Exons 



OJ990808_58.0103.C6 
33574 

TBLASTX: Wheat 

30394 

168 



30005. .30172, 30013 30144 , 30035 .. 30154 , 30196 .. 30378 , 
30197.. 30394 



Seq. No. 32501 

Gene No. 67436 

Start 29040 

Name OJ990808_58 . 0103 . C6 . o9 . gs 

Start 30863 

GI none 

Exons 30863. .31165, 31732 .. 31859, 32285.. 32435 



Seq. ID OJ990808_58.0103.C6 



Strand 
End 

Method 

End 

Score 



33574 
GENSCAN 
32435 
.57 



Seq. No. 


32502 




Seq. ID 


OJ990808_58.0103- 


C7 


Gene No. 


67437 




Strand 


+ 




Start 


225 




End 


2307 




Name 


OJ990808 58.0103.C7.ol.gs 




Method 


GENSCAN 




Start 


225 




.. End 


2117 




GI 


none 




Score 


.57 




Exons 


~ 225~. .355, 682. .834, 928. -. 115? 


3, 1197.. 1287, 1995.. 2117. 




Seq." No. 


32502 




Seq." ID 


OJ990808_58.0103. 


C7 


Gene No. 


67437 




Strand 


+ 




Start 


225 




End 


2307 




Name 


OJ990808 58.0103.C7.ol.gp 




Method 


AAT/GAP 




Start 


777 




End 


2307 




GI 


4992 1.R1084 




Score 


1134 




Exons 


777. .870, 957. .1158, 1995. 


.2307 






GI Descrip. 


1 1808 687/embl Y107 84 ISSY107* 


34 


2.0e-25 S 


. stapfianus pSD.13 


mRNA ' 


Seq. No. 


32502 




Ron T H 


n,TQQn«nQ mm 




Gene No. 


67438 




Strand 


+ ~ 




Start 


15004 




End 


16134 




Name 


OJ990808 58.0103.C7.o3.np 




Method 


AAT/NAP 





•32640 



Start 15004 End 16134 

GI 6907106 Score 476 

Exons 15004. .15360, 15560 . . 15874 , 15947 16134 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 








Seq. ID 


OJ99080o 


CO A 1 A O AH 

5o . 0103 . C7 


Gene No . 


a "i a o o 

. 6 / 4 jy 






Strand 






Start " 


1 






End 


r r\ r 

606 




Name 


ojyyuoUo do 


.0103. 


C7.ol. 


np Method 


AAT/NAP 




o tar u 


1 






End 


606 




GI 


5091500 






Score 


126 




Exons 


1..29, 192. 


.275, 


304. .606 






GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


32502 






Seq. ID 


OJ990808 


_58.0103.C7 


Gene No. 


67440 






Strand 






Start 


2671 






End 


10265 




Name 


OJ990808 58 


.0103. 


C7.o2. 


gp Method 


AAT/GAP 




Start 


2553 






End 


4113 




GI 


3767217 






Score 


1080 




Exons 


. 2553. .2827, 


3102. 


.3174, 


3738.-. 3896, 4008. .4113 




GI Descrip. 


.3445208/gb|AAC32438.1| 


4.0e-39 (AC004786) putative amino-acid 




acetyltransf erase 


[Arabidopsis thaliana] 




Seq. No. 


32502 






Seq. ID 


OJ990808 


_58.0103.C7 


Gene No. 


67440 






Strand 






Start 


2671 






End 


10265 




Name 


OJ990808 58 


.0103. 


C7.o2. 


gs Method 


GENS CAN 




Start 


2671 






End 


10265 




C T 


none 






Score 


.47 




Exons 


2671. .2775, 


3759. 


.3896, 


4008. .4119, 4525.-4622, 


5073. .5101, 




5165. .5493, 


5682. 


.5833, 


6198. .6406, 7284. .7371, 


8732. .8827, 




8952. .9166, 


9557. 


.9739, 


10235. .10265 






Seq. No. 


32502 






Seq. ID 


OJ990808_ 


_58.0103.C7 


Gene No. 


67440 






Strand 






Start 


2671 






End 


10265 




Name 


OJ990808 58 


.0103. 


C7.o2. 


np Method 


AAT/NAP 




Start 


2671 






End 


8849 




GI 


3445208 






Score 


1361 




Exons 


2671. .2827, 


3102. 


.3175, 


3739. .3896, 4008. .4119, 


4525.. 4622, 




5073.*. 5*493, 


5682. 


.5833, 


6198. .6406, 7284. .7387, 


8736. .8849 



GI Descrip. (AC004786) putative amino acid acetyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 32502 

Gene No. 67441 

Start 14853 

Name OJ990808_58 . 0103 . C7 . ol . ts 

Start 2675 

GI none 

Exons 2675.. 2827, 2722.. 2826, 3095. 

3739. .3834, 3825. .3896, 3837, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 58. 0103. C7 



28164 

TBLASTX : Soybean 
4079 
92 

3175, 3095. .3178, 3737. .3835, 
38 99. 4005. .4079 4006. .4077 



Seq. No. 
Gene No. 



32502 
67441 



Seq. ID 
Strand 



OJ990808 58. 0103. C7 



32641 






14853 










End 


28164 






Name 


OJ990808 58 


m n^ 


CI nd 


Lin 


Method TBLASTX: 


Mai ze 




Start 


2689 










End 


5130 






GI 


none 










Score 


134 






Exons 


2689. 


2826, 


2690. 


.2827, 


2705. 


.2851, 


3095. .3184, 


3096. 


.3179, 




3096. 


3191, 


3100. 


.3192, 


3740. 


.3796, 


3742. .3834, 


3743. 


.3835, 




3748. 


3837, 


3819. 


.3896, 


3832. 


..3897, 


3836. .3898, 


3836. 


.3898, 




4001. 


4111, 


4005. 


.4121, 


4008. 


.4118, 


4015. .4122, 


4519. 


.4629, 




4524 . 


4628, 


5073. 


.5129, 


5077. 


.5130 







Seq. No. 32502 Seq. ID 

Gene No. 67441 Strand 

Start 14853 End 

Name ' OJ990808_58 . 0103 . C7 . o2 . tm Method 

Start 5132 End 

GI none Score 
Exons 



OJ990808_58.0103.C7 
28164 

TBLASTX: Maize 

5420 

315 



5132. .5419, 5136. .5420, 5137. .5418, 5139. .5420 



Seq. No. 32502 
Gene No. 67441 

Start .14853 

Name OJ990808_58 . 0103 . C7 . ol . 

Start 5137 • 

GI none 

Exons 5137.. 5499, 5139.. 5495 

Seq. No. 32502 

Gene No. 67441 

Start 14853 

Name OJ990808_58 . 0103 . C7 . ol . 

Start 5772 

GI none 

Exons 5772.. 5834, 5772.. 5834, 
6198.. 6407, 6199.. 6420, 
8735. .8821, 8736. .8822 



Seq. ID O'J990808_58.0103.C7 
Strand 

End 28164 

tw Method TBLASTX : Wheat 

End 54 99 

Score 428 



Seq. ID OJ990808_58.0103.C7 
Strand 

End 28164 
tm Method TBLASTX : Maize 

End 8822 
Score 106 
5773. .5835, 5774. .5836, 6198. .6407, 
7278. .7340, 727 9. .7341, 7282. .7347, 



Seq. No. 


32502 






Seq. ID 


OJ990808_58.0103 


.C7 


Gene No. 


67441 






Strand 






Start 


14853 






End 


28164 




Name - 


OJ990808 58. 0103. C7. 


o4.np 


Method 


AAT/NAP 




Start 


. 14 853 






End . 


28164 




GI 


1185397 




Score 


239 




Exons 


14853. 


.15356, 1564?. 


.16008, 


21205. .21531, 27387; .27551, 






28135. 


.28164 










GI Descrip. 


(U2528 


1) SH3 domain 


binding protein [Rattus norvegicus] 






gi 1 158 


7070 Iprf | | 2205340A CR16 gene [Rattus norvegicus] 




Seq. No. 


32502 






Seq. ID 


OJ990808_58.0103 


C7 


Gene No. 


67441 






Strand 






Start 


14853 






End 


28164 




Name 


OJ9908 


08_58.0103.C7. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15689 






End 


16034 




GI 


none 






Score 


133 




Exons 


15689. 


.15787, 15696. 


. 15809. 


15696. . 15809. 1 5697 s ,15810, 






15700. 


.15840, 15790. 


. 15861, 


15832. .15969^ 15851. .16033^ 






15860. 


.15889, 15891. 


. 15923, 


15891. .15917, 15988. .16029, 






15990. 


.16034 











32642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32502 
67441 
14853 

OJ990808_58 .0103.C7 .o4 ,gp 

26496 

none 



Seq. ID OJ990808__58.0103.C7 
Strand 

End 28164 

Method AAT/GAP 

End 27654 

Score 916 



26496. .26601, 26816 .. 26865, 27303.. 27654 



32503 
67442 
1 

OJ990808_58 
1 

3176687 
1..24, 1696 



0103.C8.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2479, 8633..8673, 12550. 
(AC003671) Strong similarity to trehalose-6-phosphate synthase 
homolog from A. thaliana chromosome 4 contig gb|Z9734 4. ESTs 
gb|H37594, gb|R65023, gb|H37578 and gb|R64855 come from this 
gene. [Arabidopsis thaliana] 



OJ990808_58.0103.C8 
+ 

12609 
AAT/NAP 
12609 
201 
12609 



32503 Seq. ID 
67442. . Strand . 

1 End" 

OJ990808_58. 0103. C8 . o2 . gp Method 

5233 End 

3759000 Score 
5233. .5542 



OJ990808_58.0103.C8 
+' 

12609 
AAT/GAP 
5542 
516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene., No . 

Start 

Name' 

Start 

GI "' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32503 Seq. ID 

67442 Strand 
1 End 
OJ990808_58 . 0103 . C8 . o3 . gp Method 
5235 End 
20494_1.R1084 Score 
5235. .5984 

' 5230728 /gb|AAD4097 9. 1|AF08 9851_1 9.0e-27 (AF08 9851 
copper-containing amine oxidase [Glycine max] ' 



OJ990808_58.0103.C8 
+ 

12609 
AAT/GAP 
5984 
1280 



peroxisomal 



32503 Seq. ID 

67442 . . Strand 

1 End 
OJ990808_58.0103.C8.o4.gp ■ Method 
6263 ' End' 

20494_3.R1084 * Score 
6263. . 6896 

' 1402876/emb|CAA66826| 2.0e-44 (X98130) putative phosphate 
permease [Arabidopsis thaliana] >gi_14 95255_emb_CAA6611 6_ 
(X97484) orfOl [Arabidopsis thaliana]' 



OJ990808_58.0103.C8 
+ 

12609 
AAT/GAP 
6896 
1159 



32503 Seq. ID 

67442 Strand 

1 End 

OJ990808_58 . 0103 . C8 . o2 . gs Method 

8766 " End 

none Score 



OJ990808_58.0103.C8 
+ 

12609 
GEN SCAN 
10943 
.59 



8766. .8819, 9324. .9447, 9810. .10064, 10151 .. 104 35 , 10513. .10943 



32643 



Seq. No. 32503 . Seq. ID 

Gene No. 674 4 3 ' ; Strand 

Start 862 End 

Name OJ990808_58 . 0103 .C8 . ol . gs Method 

Start 862 End 

GI none Score 

Exons 862.-983, 3092.. 3242, 4234.. 4408, 4426, 
7233. .7403, 7585.-7644 



OJ990808_58.0103.C8 

7644 
GENSCAN 
7644 
.55 

.4566, 4991. .5081, 



Seq. No. 32503 

Gene No. 67444 

Start 11424 

Name OJ990808_58 . 0103 . C8 . ol . tm 

Start 2101 

GI none 

Exons 2101.. 2139, 2140.. 2298, 2141. 

2321. .2401, 2322. .2411, 2323. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 58. 0103. C8 



11792 

TBLASTX: Maize 
2478 
45 

,2314, 2141. .2314, 2155. .2319, 
,2409, 2437. .2478, 2439. .2471 



Seq. No. 
Gene No. 



32503 
67444 



Seq. ID 
Strand 



OJ990808 58. 0103. C8 



Start 


11424 






End 


11792 




Name 


QJ990808 .58. 0103. C8. 


.o2 . tm 


Method 


TBLASTX: Maize 


Start 


11104 ■ 






End 


11792 




GI 


none* 






Score 


60 




Exons 


11104. . 


11193, 11117 


. . 11194, 


11121. .11195, 11131. 


. 11193, 




11162. . 


11242, 11214 


. .11408, 


11250. .11354, 11250. 


. 11351, 




11265. . 


11372, 11352 


. .11531, 


11355. .11537, 11364. 


. 11522 , 




11374 . . 


11499, 11375 


. . 11503, 


11375. .11500, 11382. 


. 11534, 




11382. . 


11537, 11383 


. . 11535, 


11396. .11548, 11397. 


. 11546, 




11477. . 


11572, 11567 


. .11758, 


11570. .11686, 11576. 


. 11713, 




11582. . 


11737, 11607 


. . 11720, 


11613. .11792, 11630. 


.11791, 




11658. . 


11684 










Seq. No. 


32503 






Seq. ID 


OJ990808_ 


58.0103 


Gene No. 


67444 






Strand 






Start 


11424 






End 


11792 • 




Name 


OJ990808 58. 0103. C8 


. o3 . gs 


Method 


GENSCAN 




Start 


11424 






End 


11561 




GI 


none 






Score 


.79 




Exons 


. 11424. . 


11561 










Seq. No. 


■ 32504 






'Seq. ID 


OJ990808_ 


58.0103 


Gene No . 


67445 






Strand 


+ 




Start 


' 234 






End 


4046 




Name 


OJ990808 58. 0103. C9 


ol . gs 


Method 


GENSCAN 




Start 


234 






End 


4046 




GI 


none 






Score 


. 65 




Exons 


234. .300, 1765. .1827, 2531.. 


2593, 3209 


..3805, 38 


32. .404 


Seq. No. 


32504 






Seq. ID 


OJ990808_ 


58.0103 


Gene No. 


67446 






Strand 


+ 




Start 


5417 






End 


8057 




Name 


OJ99080 


8_58.0103.C9 


ol . np 


Method 


AAT/MAP 




Start 


5417 






End 


8057 




GI 


3810592 






Score 


258 




Exons 


5417. .5513, 5601. .5709, 5807 


. .5845, 6367. .6450, 


6568. . 6 



32644 





7373. 


.7479, 


8027. .8057 








GI Descrip. 


(AC005398) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


32504 






Seq. ID 


OJ990808_58.0103 


.C9 


Gene No. 


67446 






Strand 


+ 




Start 


5417 






End 


8057 




Name 


OJ990808 58 


.0103.C9.ol.gp 


Method 


AAT/GAP 




Start 


5625 






End 


7546 




GI 


24284 


50 




Score 


651 




Exons 


5625. 


.5709, 


5807. .5845, 6367. 


.6450, 6568. .6629, 7373. .7546 


GI Descrip. 


3810592 5.0e-36 (AC005398) unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


32504 






Seq. ID 


OJ990808_58.0103 


.C9 


Gene No. 


67447 






Strand 






Start 


5429 






End 


6628 




Name 


OJ990808 58 


. 0103 . C9 . ol . tm 


Method 


TBLASTX: Maize 




Start 


Zoou 






End 


6628 




GI 


none 






Score 


63 




Exons 


2530 . 


.2592, 


54 15 . . 54 68 , 5416. 


.5469, 5460. .5513, 5461. .5514, 




5463. 


.5.513, 


5598.. 5708, 5598. 


.5708, 5599. .5709, 5804. .5 


8.4 5, 




5812. 


.5844, 


.6358.. 6450, 6366. 


.6446, 65* 


56. .6628, 6567. .6626 


Seq. No. 


32504 






Seq. ID 


OJ990808_58.0103 


.C9 


Gene No. 


67447 






Strand 






Start 


5429 






End 


6628 




Name 


OJ990 


808_58 


.0103.C9.o2.gs 


Method 


GENSCAN 




Start 


5429 






End 


6323 




GI 


none 






Score 


. 77 




Exons 


5429. 


.5545, 


6177. .6323 








Seq. No. 


32505 






Seq. ID 


OJ990808_58.0103 


.C10 


Gene No. 


67448 






Strand 


+ 




Start 


566 






End 


1067 ■ 




Name 


OJ990 


808_58 


.0103. C10. ol.tm 


Method 


TBLASTX: Maize 




Start 


520 






End 


946 




GI 


none 






Score 


74 




Exons 


520. . 


597, 521.. 598, 676. .750, 


677. .733, 


678. .737,- 786. . 


944, 




800. . 


946 










Seq. No. 


32505 






Seq. ID 


OJ9?0808_58.0103 


.C10 


Gene No . 


67448 






Strand 


+ 




Start 


566 






End 


1067 




Name 


' OJ990808 58 


.0103. C10. ol.gp 


Method" 


AAT/GAP 




Start 


566 * 






End 


1067 




GI 


426499 




Score 


646 




Exons 


566. . 


598, 677. .733, 803. .1067 








GI Descrip. 


3810592 7.0e-12 (AC005398) unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


32506 






Seq. ID 


OJ990808_58.0103 


.Cll 


Gene No. 


67449 






Strand 


+ 




Start 


1 






End 


817 




Name 


OJ990 


808^58 


.0103.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


817* 




GI 


3550549 




Score 


470 




Exons 


1..424, 569 


..658, 742. .817 









32645 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AJ004 965) cytosolic pyruvate orthophosphate dikinase [Oryza 
sativa subsp. indica] 



32506 Seq. ID 

67449 Strand 

1 End 

OJ9908 08_58 .0103. Cll .ol.tm Method 

260 End 

none Score 



OJ990808_58.0103.C11 
+ 

817 

TBLASTX: Maize 

813 

230 



260. .427, 260. .424, 262. .426, 566. .658, 567. .656, 613. .672, 
741. .812, 742. .813, 742. .813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32506 
67449 
1 

OJ990808_58.0103.Cll.ol.ts 
260 



none 

260. .427, 
742 . .810 



Seq. ID OJ990808_58.0103.C11 

Strand + 

End 817 

Method TBLASTX : Soybean 

End 810 

Score 189 

260. .346, 262. .426, 527. .658, 619. .672, 741. .809, 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32506 Seq. ID 

67449 Strand 
1 - End 

OJ990808_58. 0103 . Cll . ol . gp Method 
.2 61 End 
198_2.R1084 Score 
261. .424, 569. .658, 742. .817 

'3550549/emb|CAA06247.1| 0.0e+00 (AJ004965) cytosolic pyruvate 
orthophosphate dikinase [Oryza sativa subsp. indica] 1 



OJ990808_58. 0103. Cll 
+ 

817 

AAT/GAP 

817 

594 



32506 Seq. ID 

67449 Strand 

1 End 
OJ990808_58 . 0103 . CI 1 . ol . gs Method 

263 End 

none Score 

263. .424, 569. .620 



OJ990808_58. 0103. Cll 
+ 

817 

GENSCAN 
620 
. 9 • 



Seq. No. 32507 Seq. ID 

Gene No. 674 50 _ Strand 

Start 180 End 

Name OJ990808_58 . 0103 . C12 . ol . gs . Method 

Start 180 ' " 'End 

GI none Score 

Exons 180. .302 



OJ990808_58.0103.C12 

+ . 
302 

GENSCAN 

302 

.97 



Seq. No. 32507 Seq. ID OJ990808_58 . 0103 . C12 

Gene No. 67451 Strand 

Start 1 End 854 

Name OJ9908 08_58 . 0103 . C12 . ol . np Method AAT/NAP 

Start 1 End 854 

GI 6630696 Score 1386 

Exons 1 . . 854 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) ,- AU07.6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



32646 



Seq. No. 32507 

Gene'No. 67451 

Start 1 

Name OJ990808_58 . 0103 . C12 . ol . tw 

Start 1 

GI none 

Exons 1..66, 3.. 122, 100.. 297 



Seq. ID OJ990808_58.0103.C12 
Strand 

End * 854 

Method TBLASTX : Wheat 

End 297 

Score 59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32507 
67451 
1 

OJ990808_58.0103.C12.ol. tm 

370 

none 



Seq. ID OJ990808_58.0103.C12 
Strand 
End 

Method 
End 
Score 



854 

TBLASTX: Maize 

714 

361 



370. .411, 440. .712, 440. .712, 441. .713, 442. .714 



Seq. No. 


32507 


Seq. ID 


OJ990808_58.0103.C12 


Gene No. 


67451 


Strand 




Start 


1 


End 


854 


Name 


OJ990808 58.0103.C12.o2.gs 


Method 


GENSCAN 


Start 


581 


End 


729 


GI 


none 


Score 


.88 


Exons 


581. .729 






Seq. No. 


32507 


Seq. ID 


OJ990808_58.0103.C12 


Gene No. 


67451 


Strand 




Start 


1 


End 


854 


Name 


OJ990808 58.0103.C12.ol.gp 


Method 


AAT/GAP 


Start 


647 


End 


729 


GI 


101595 1.R1084 


Score 


100 


Exons 


647. .729 






GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains 


similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32508 Seq. ID 

67452 Strand 

1 • ■' End 34 42 

OJ990808_58. 0103 . C13 . ol . np Method AAT/NAP 

1 End 713 

2781345 . , Score 148 
1..156, 270. .373, 608. .713 
(AC003113)' F2401.-2 [Arabidopsis thaliana]" 



OJ990808 58.0103.C13 



32508 
67452 
1 

OJ990808_58. 0103 . C13 . ol . gs 
28 

none 

28. .160, 832..9S7, 3380. .3442 



Seq. ID OJ990808_58.0103.C13 
Strand 

End 3442 

Method GENSCAN 

End 3442 

Score .95 



Seq. No. 32508 Seq. ID OJ990808_58 . 0103 . C13 

Gene No." 67452 Strand 

Start 1 End 3442 

Name OJ990808_58 . 0103 . C13 . ol . tm Method TBLASTX : Maize 

Start 316 End 733 



32647 



GI 

Exons 



none Score 74 

316. .381, 316. .372, 318. .374, 585. .713, 589. .732, 593. .730, 
605. .733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32508 Seq. ID 

67452 Strand 

1 End 

OJ990808_58 . 0103 . C13 . o2 . np Method 

54 3 End 

2244802 Score 



OJ990808_58.0103.C13 

3442 
AAT/NAP 
2268 
59 



543. .610, 1745. .1899, 2006. .2268 

(Z97336) retrovirus-related like polyprotein [Arabidopsis 
thaliana] 



Seq. No. 32509 Seq. ID OJ990808_58 . 0103 . C15 

Gene No. 67453 Strand 

Start 1 End 581 

Name OJ990808_58 . 0103 . C15 . ol . gp Method AAT/GAP 

Start 1 End 539 

GI 101595_1.R1084 Score 1002 

Exons 1 . . 539 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 

Seq. No. 32509 Seq. ID OJ990808_58 . 0103 . C15 

Gene No. 67453 Strand 

Start 1 End 581 

Name OJ990808_58 . 0103 . C15 . ol . np Method AAT/NAP 

Start 1 End 581 

GI 6630696 Score 955 

Exons 1 . . 581 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


32509 






Seq. ID 


OJ990808_58.0103 


.C15 


Gene No.. 


67454 






Strand 






Start 


2170 






End 


3276 t 




Name 


OJ990808 


_58.0103'.C15.ol 


.tm 


Method . 


TBLASTX: Maize 




Start 


231 






End 


539 




GI 


none 






Score 


139 




Exons 


231. .539, 


234'. .425, 296 


.439, 


310. .492 






Seq. No. 


32509 






Seq. ID 


OJ990808_58.0103, 


.C15 


Gene No. 


67454 






Strand 






Start 


2170 






End 


3276 




Name 


OJ990808 


58.0103.C15.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


290 






End 


662 




GI 


none 






Score 


161 




Exons 


290. . 451, 


291. .575, 310 


.501, 


552. . 653, 


573. . 662 




Seq. No. 


32509 






Seq. ID 


OJ990808_58 .0103. 


■ C15 


Gene No. 


67454 






Strand 






Start 


2170 






End 


327 6 




Name 


OJ990808 


58.0103.C15.o2 


.gs 


Method 


GENSCAN 




Start 


2170 






End 


3276 




GI 


none 






Score 


.59 





32648 



Exons 



2170. .2254, 3224. .3276 



Seq. No. 32510 

Gene No. 67455 

Start 988 

Name OJ990808_58 . 0103 . C16 . ol . gs 

Start 988 

GI none 

Exons 988.. 1138, 1233.. 1297, 1396. 
2883. .3003 



Seq. ID OJ990808_58.0103.C16 
Strand 

End 3134 

Method GENSCAN 

End 3003 

Score .78 
1515, 2033. .2379, 2478. .2685, 



Seq. No. 32510 Seq. ID OJ990808_58 . 0103 . C16 

Gene No. 67455 Strand 

Start 988 End 3134 

Name OJ990808_58 . 0103 . C16 . ol . np Method AAT/NAP 

Start 1378 End 3134 

GI 2781345 Score 790 

Exons 1378.. 1515, 1684.. 1769, 1872.. 1999, 2028.. 2172, 2520.. 2685, 
2883. .3134 

GI Descrip. (AC003113) F2401.2 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32510 
67455 - 
988 

OJ990808_58.0103.C16.ol.ts 
1390 



End 

Method 
End 

none Score 
1390. .1521, 1404. .1517, 1646. .1771, 1684. .1773, 1848. .1946, 
1849. .1947, 1849. .1947, 2030. .2161, 2031. .2147, 2033. .2149, 
2584. .2691, 2880. .3017, 2880. .3032, 2881. .3033 



Seq. ID OJ990808_58.0103.C16 
Strand - ' , 

3134 

TBLASTX: Soybean 
3033 
76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32510 
67455 
988 

OJ990808_58.0103.C16.ol.gp 
1434 

LIB34 33-031-P1-K1-B2 

1434. .1515, 1684. .1769, 1872 



OJ990808 58.0103.C16 



Seq. ID _ 
Strand 

End 3134 
Method AAT/GAP 
End 2247 
Score 827 
1944, 2033.. 2247 
1 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana]. >gi_604 9882_gb_AAF02797 . 1_AF195115_17 JAF195115) . 
contains regions of similarity to Haemophilus influenzae 
permease ("SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 32510 Seq. ID 

Gene No. 67455 Strand 

Start 988 End 

Name OJ990808_58 . 0103 . CI 6 . ol . tm Method 

Start 1474 End 

GI none Score 

Exons 1474.. 1521, 1475.. 1516, 1646.. 1771, 1648 

1849. .1947, 1875. .1949, 2030. .2152, 2031 



OJ990808 58.0103.C16 



3134 

TBLASTX: Maize 
2155 
59 

,1770, 1849. 
,2144, 2033. 



, 1947, 

,2155 



Seq. No. 32510 

Gene No. 67455 

Start 988 

Name OJ990808 58 . 0103 . C16 . o2 . tm 



Strand 
End 

Method 



3134 

TBLASTX: Maize 



32649 



Start 
GI 

Exons 



2231 End 3068 

none Score 60 

2231. .2323, 2233. .2310, 2261. .2377, 2338. .2379, 2563. .2694, 



2566. .2691, 2879. .3031, 2880. 
3033. .3068 



,3032, 2881.. 3033, 3032.. 3067, 



Seq. No. 32510 

Gene No. 67455 

Start 988 

Name OJ990808_58 . 0103 . C16 . ol . tc 

Start 2880 

GI none 
Exons 



Seq. ID OJ990808_58.0103.C16 
Strand 

End 3134 

Method TBLASTX : Cress 

End 3133 

Score 38 



2880. .2909, 2881. .2910, 2910. .3032, 2911. .3027, 3032. .3133, 
3033. .3131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI - Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32511 Seq. ID 

67456 Strand 
1 End 
OJ990808_58.0103.C18.ol.gp Method 
1 End 
198_2.R1084 Score 
1..220, 332. .396 

'3550549/emb|CAA06247.1|. 0.0e+00 (AJ004965) cytosolic pyruvate 
orthophosphate dikinase [Oryza sativa subsp. indica] 1 



OJ990808_58.0103.C18 
+ 

396 

AAT/GAP 

396 

452 



32511 
67456 
1 

OJ990808_58 .0103.C18 .ol.np 

1 

3550549 
1..220, 332. .396 

(AJ004 965) cytosolic pyruvate orthophosphate dikinase [Oryza 
sativa subsp. indica] 



Seq. ID OJ990808_58.0103.C18 

Strand + 

End 396 

Method AAT/NAP 

End 396 

Score 360 



32511 Seq. ID 

67456 Strand 

1 End 

OJ990808_58 . 0103 . C18 . ol . tw Method 

18 End 

none Score 



OJ990808_58.0103.C18 
+ 

396 • 

TBLASTX: Wheat 

395 

238 



18. .122, 23. .220, 24. .221, 52. .231, 67. .231, 318. .392, 326. .394, 
■330. .395 



Seq. No. 32511 

Gene No. 67456 

Start 1 

Name OJ990808_58 . 0103 . C18 . ol . tm • 

Start 21 

GI none 

Exons 21.. 122, 23.. 220, 24.. 221, 64. 

Seq. No. 32511 

Gene No. 67456 

Start 1 

Name OJ990808_58 . 0103 . C18 . ol . tc 

Start 36 



Seq. ID OJ990808_58.0103.C18 ' 

Strand + 

End 396 

Method TBLASTX: Maize 

End 395 

Score 240 

.231, 328. .393, 329. .394, 330. .395 

Seq. ID OJ990808_58.0103.C18 

Strand -f 

End 396 

Method TBLASTX : Cress 

End 392 



32650 



GI 


none 


Score 


226 - 






Exons 


36 . . 221, 41 


..220, 151. .222, 170. .232, 


326. .391, 330.. 392 


Seq. No. ' 


325lf : " 


Seq. ID 


OJ990808_58 


0103. 


C18 


Gene No. 


67456 


Strand 


+ 






Start 


i 
l 


End 


396 






Name 


OJ990808 58 


. 0103.C18.ol. ts Method 


TBLASTX: Soybean 




Start 


56 


End 


395 






GI 


none 


Score 


203 






Exons 


r s~ AAA en 

56 . . 220 , 57 


..221, 57. .221, 73. .231, 326. .391, 330.. 


395 




Seq. No. 


32511 


Seq. ID 


OJ990808_58. 


0103 . 


C18 


Gene No. 


67456 


Strand 


+ 






Start 


1 


End 


396 






Name 


OJ990808 58 


. 0103.C18.ol.gs Method 


GENSCAN 






Start 


97 


End 


220 






GI 


none 


Score 


.77 






Exons 


r\ —i AAA 

97 . . 220 










Seq. No. 


O A C T A 

32512 


Seq. ID 


OJ990808 57. 


0118 . 


CI 


Gene No. 


67457 . 


Strand 


+ 






Start 


1 


End 


6438 






Nam# 


OJ990808 57- 


.0118.Cl.ol.np . '-.Method 


. AAT/NAP 






Start 


1 


End 


6438 






GI 


5917666 


Score 


260 






Exons 


1..39, 4845 


..5761, 5878.. 6438 








GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays] 






Seq. No. 


32512 


Seq. ID 


OJ990808_57. 


0118 . 


CI 


Gene No. 


67457 


Strand 


+ 






Start 


1 


End 


6438 






Name 


OJ990808 57 


. 0118.Cl.ol.gs Method 


GENSCAN 






Start 


341 


End 


6372 






GI 


none 


Score 


.5 






Exons 


341. .456, 961. .1101, 1136. .1576, 1696. 


.2358, 3818.. 


3929, 






4993. .5490, 


5717. .5859, 5954. .6372 








Seq. No. 


32512 


Seq. ID 


OJ990808_57. 


0118. 


CI 


Gene No. 


67458 


Strand 


+ 






Start 


7175 


End 


7281 






Name. 


OJ990808 57 


.0118.Cl._o3.np . Method 


AAT/NAP . 






Start 


7175 


End . 


7281 






GI' 


6721561" 


Score 


70 '■' ' 






Exons 


7175. .7281 











GI Descrip. (AP00i073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 32512 Seq. ID 

Gene No. 67459 Strand 

Start 7053 . End 

Name OJ990808_57 . 0118 . CI . c>2 ; nn Method 

Start 7053 " End 

GI 4680183 Score 

Exons 7053.. 7142, 7355.. 7505 



OJ990808_57.0118.C1 

7505 
AAT 'NAP 
7505 
100 



32651 



GI Descrip. . (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 


TO C 1 O 

oZ d1 3 




Seq. ID 


OJ990808 57.0ll8.C2 


Gene No. 


O / 4 60 




Strand 




Start 


b4 64 




End 


5919 


Name 


ujyyuoUo o / . uiio . C2 . oz 


gs 


Method 


GEN SCAN 


Start 


c a a A 

b4 64 




End 


5919 


GI 


none 




Score 


. 68 


Exons 


b464..bbb/, bo/6. .5919 








Seq. No. 


32514 




Seq. ID 


OJ990808_57.0ll8.C3 


Gene No . 


67461 




Strand 


+ 


Start 


1 




End 


635 


Name 


OJ990808 57.0118.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


635 


r> t 

bl 


4680203 




Score 


8 4 9 


Exons 


1. .635 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


32514 




Seq. ID 


OJ990808_57.0118.C3 


Gene No. 


67461 




Strand 


+ 


Start 


1 




End 


635 


Name ■• 


OJ990808 57.0118.C3.ol. 


tw 


Method 


TBLASTX :.Wheat . 


Start 


1 




End 


633 


GI 


none 




Score 


192 


Exons 


1..309, 174. .305, 295.. 


366, 


318 . . 365, 


387 . .440, 391 . .510, 




r~ r\ Ci f *5 *5 

508 . . 633 








Seq. No. 


32514 




Seq. ID 


OJ990808_57 . Oil 8 . C3 


Gene No. 


67461 




Strand 


+ 


Start 


1 




End 


635 


Name 


OJ990808 57.0118.C3.ol. 


gs 


Method 


GENSCAN 


Start 


25 




End 


613 


GI 


none 




Score 


. 48 


Exons 


25. .613 








beq. wo. 


32514 




Seq. ID 


OJ990808_57.0ll8.C3 


Gene No . 


67461 




Strand 


+ 


btart 


1 




End 


635 


Name 


OJ990808 57.0118.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


btart: 


.222 . 




End 


633 


GI 


none 




Score 


102 


Exons ' 


222. .305, '223. .297, 298 


:.360 


, 355.. 633, 387.. 632,- 487.. 633 


Seq. No. 


32514 




Seq. ID 


OJ990808_57 .0H8.C3 


Gene No. 


67461 




Strand 


+ 


Start 


1 




End 


635 


Name 


OJ990808 57.0118.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


384 




End 


635 


GI 


none 




Score 


218 


Exons 


384. .536, 391. .633, 576 


. . 635 






Seq. No. 


32515 




Seq. ID 


OJ990808_57.0ll8.C4 


Gene No. 


67462 




Strand 




Start 


1 




End 


629 


Name 


OJ990808 57.0118.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


629 



32652 



GI 


24 98930 


Score 


721 






Exons 


1 . . 402, 570 . . 629 










GI Descrip. 


DORSAL- VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GAS T RU L AT I ON 




PROTEIN) gi 11203794 (U1877 


4) Sog [Drosophila melanogaster ] 


Seq. No. 


32515 


Seq. ID 


OJ990808_57 


.0118 


.C4 


Gene No. 


67462 


Strand 


- 






Start 


1 


End 


629 






Name 


✓"\Tnor*OAO c ~7 Alio /"■• a _ -i 

OJ990808_57 . 0118 . C4 . ol . gs 


Method 


GENSCAN 






Start 


8 


End 


629 






GI 


none 


Score 


1 






Exons 


8 . .402, 570 . . 629 










Seq. No. 


32516 


Seq. ID 


OJ990808_57 


.0118 


.C6 


Gene No. 


67463 


Strand 


+ 






Start 


1 


End 


326 






Name 


OJ990808 57.0118.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


326 






GI 


4454011 


Score 


118 






Exons 


1..114, 300. .326 










GI Descrip. 


(AL0.35396) putative, protein [Arabiciopsis thaliana] 






Seq.. No. 


32517. .; ■ .. . . 


Seq, ID 


OJ990808_5.7 


.0118 


.C7 


Gene No. 


67464 . 


Strand 


+ 






Start 


4232 


End 


4728 






Name 


OJ990808 57.0118.C7.o2.gp 


Method 


AAT/GAP 






Start 


4232 


End 


4728 






GI 


none 


Score 


956 






Exons 


4232. .4728 










Seq. No. 


32517 


Seq. ID 


OJ990808_57 


.0118 


.C7 


Gene No. 


67465 


Strand 


+ 






Start 


5013 


End 


7164 






Name 


OJ990808 57.0118.C7.o2.np 


Method 


AAT/NAP 






Start 


5013 


End 


7164 






GI 


226691 


Score 


467 






Exons 


5013. ,5366, 7098.. 7164 










GI Descrip. 


RNA polymerase beta 1 -2 [Oryza sativa]' 








Seq. No. 


32517 


Seq. ID 


OJ990808_57 


.0118 


.C7 


Gene No. 


67466 . 


Strand 








Start 


1 


End 


10412 






Name 


OJ990808 57.0118.C7.o3.np 


Method 


AAT/NAP 




- 


Start 


1 


End 


10412 






GI 


6714302 " 


Score 


104 






Exons 


1..257, 5389. .5461, 5937.. 


6024, 10387. 


.10412 






GI Descrip. 


(AC013354) F15H18.8 [Arabiciopsis thaliana] 






Seq. No. 


32517 


Seq. ID 


OJ990808_57 


.0118 


.C7 


bene no. 


67466 


Strand 








Start 


1 


End 


10412 






Name 


OJ990808 57.0118.C7.ol.np 


Method 


AAT/NAP 






Start 


892 


End 


4214 






GI 


6721512 


Score 


115 






Exons 


892. .922, 2379. .2480, 2508 


..2615, 4168 


. .4214 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 







32653 



Seq. No. 32517 Seq. ID OJ990808_57 . 0118 . C7 

Gene No. 67466 Strand 

Start 1 End 10412 

Name OJ990808_57 . 0118 . C7 . ol . gp Method AAT/GAP 

Start 1485 End 1556 

GI LIB3477-003-P1-K1-E9 Score 96 

Exons 1485.. 1556 

GI Descrip. - ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 32517 

Gene No. 67466 

Start 1 

Name OJ990808_57 . 0118 . C7 . ol . gs 

Start 2166 

GI none 

Exons 2166.. 2282, 2358.. 2507, 2520, 
6471. .6600, 6691. .6953, 7000. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 57. 0118. C7 



10412 
GENSCAN 
10204 
.49 

2634, 5951. .6024, 6071. .6086, 
7246, 8448. .8547, 10175. .10204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32517 
67466 

1. .. 

OJ990808 

4399 

5823335 



57.0118.C7.o4.np . 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ990808_57.0118..C7 

10412 
AAT/NAP 
6822 
360 



4399. .4417, 5217. .5294, 6471. .6593, 6687. .6822 

(AF176001) putative transcription factor [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808 57. 0118. C7 



10412 
AAT/GAP 
5785 
844 



32517 
67466 
1 

OJ990808_57.0118.C7.o3.gp 
5034 

LIB3432-013-P1-K1-E3 
5034. .5114, 5393. .5785 

1 1334 4 6/sp| P12093|RPOD_ORYSA 3.0e-09 DNA- DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 1 '-2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta 1 1 subunit-2 
[Oryza sativa] V 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32517 
67466 
1 

OJ990808_57.0118.C7.o2.tc 

5051 

none 



Seq. ID OJ990808_57.0118.C7 
Strand 

End 10412 

Method TBLASTX : Cress 

End 5307 

Score 234 



5051. .5305, 5092. .5307, 5116. .5298 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



32517 
67466 
1 

OJ990808_57 .0118 .C7.ol.tw 

5769 

none 



Seq. ID OJ990808_57.0118.C7 
Strand 
End 

Method 
End 
Score 

5769. .5804, 5869. .5925, 6468. .6605, 6470. .6604, 6474. .6617, 



10412 

TBLASTX : Whs at 

6823 

119 



32654 



6677.. 6820, 6690.. 6782, 6779.. 6823 



Seq. No. 32517 

Gene No. 67466 

Start 1 

Name OJ990808_57 . 0118 . C7 . ol . tc 

Start 6468 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C7 
Strand 

End 10412 

Method TBLASTX : Cress 

End 6829 

Score 142 



6468.. 6602, 6470.. 6601, 6677.. 6799, 6687.. 6797, 6779.-6829, 
6796. .6822 



Seq. No. 32517 

Gene No. 67466 

Start 1 

Name OJ990808_57 . 0118 . C7 . ol . ts 

Start 6468 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C7 
Strand 

End 10412 

Method TBLASTX : Soybean 

End 6872 

Score 135 



6468. .6590, 6470. .6601, 6477. .6602, 6677. .6790, 6690. .6872, 
6796. . 6822 



Seq. No. 32517 

Gene No. 67466 
Start - 1 * 

Name OJ990808_57 . 0118 . C7 . ol . tm 

Start 64 68 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C7 
Strand 

End ..10412 
Method TBLASTX : Maize 
End 6844 
Score 202 



6468. .6602, 6470. .6601, 6677. .6790, 6678. .6791, 6692.-6799, 
6779. .6844, 6793. .6843 



Seq. No. 32517 

Gene No. 67466 

Start 1 

Name OJ990808_57 . 0118 . C7 . o4 . gp 

Start 6685 

GI 3761372 

Exons 6685.. 7120 

GI Descrip. 1945282/emb | Y11351 | OSMYB14 02 2.0e-15 O.sativa mRNA for myb 
factor, 1402 bp 



Seq. No. 

Gene No^. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990808_57.0118.C7 
Strand 

End 10412 

Method AAT/GAP 

End 7120 

Score 814 



Seq. ID OJ990808_57.0118.C9 

Strand + 

End * 986 

Method " AAT/NAP 

End 986' 

Score 1532 



32518 
67467 
1 

OJ990808_57.0118.C9'.ol.np 
1 

6630696 
1. .986 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



32518 
67467 
1 

OJ990808_57.0118.C9.o2.tw 
5 

none 



Seq. ID OJ990808_57.0118.C9 

Strand + 

End 98 6 

Method TBLASTX : Wheat 

End 592 

Score 104 



5. .82, 94. .123, 179. .385, 253. .375, 539. .592 



32655 




Seq. No. 32518 

Gene No. 674 67 

Start 1 

Name OJ990808_57 . 0118 . C9 . ol . 

Start 238 

GI .none 

Exons 238.. 402, 239.. 397, 397 

Seq. No. 32518 

Gene No. 674 67 

Start 1 

Name OJ990808_57 . 0118 . C9 . ol . 

Start 388 

GI none 

Exons 388.. 735, 395.. 736 

Seq. No. 32518 

Gene No. 674 67 

Start 1 

Name OJ990808_57 . 0118 . C9 . ol . 

Start 593 

GI* none ' 

Exons 593.. 667, 594.. 662, 598 
683..98S,- 683. .985 

Seq. No. 32518 

Gene No. 67467 

Start 1 

Name OJ990808_57 . 0118 . C9 . o2 . 

Start 599 

GI none 

Exons 599. .718, 731. .940, 736 

Seq. No. 32519 

Gene No. 67468 

Start 957 

Name OJ990808_57 . 0118 . C10 .'ol 

Start 76 

GI none 

Exons 76. .147, .77. .148, 126.. 

231.. 296, 232.. 297, 323 

Seq. .No. . 32519 

Gene No. 67468 

Start 957 

Name OJ990808_57 . 0118 . C10 . ol 

Start 957 

GI none 

Exons 957.. 1120, 1125.. 1282 

Seq. No. 32520 

Gene No. 67469 

Start 431 

Name OJ990808_57 . 0118.Cll.ol 

Start 431 

GI 21474 1.R1084 






Seq. ID 


OJ990808_57.0118.C9 




Strand 


+ 




End 


986 


ts 


Method 


TBLASTX : Soybean 




End 


586 




Score 


139 


. .585, 


398. .586 






Seq. ID 


OJ990808_57.0118.C9 




Strand 


+ 




End 


98 6 


tm 


Method 


TBLASTX : Mai ze 




End 


736 




Score 


D *i r\ 

330 




Seq. ID 


OJ99Uo0o 57. 0118. C9 




Strand 


+ 




End 


986 


tw . 


Method 


TBLASTX : Wheat 




End 


985 




Score 


107.. 


. . 681 , 


598 . . 666 


, 676 . . 984 , 682 . . 984 , 




Seq. ID 


OJ990808_57.0118.C9 




Strand 


+ 




End 


986 


ts 


Method 


TBLASTX : Soybean 




End 


940 




Score 


88 


. . 861 








Seq. ID 


OJ990808_57. 0118. C10 




Strand 


+ 




End 


1282 


. tw 


Method 


TBLASTX: Wheat \ 




End- 


427 




Score 


64 


218, 149. .247, 


157.. 219, 2 31.. 293, ; 


. .427, 


326. .397 






Seq. ID 


OJ990808_57. 0118. C10 




Strand 


+ 




End 


1282 


.gs 


Method 


GENSCAN 




End 


1282 




Score 


. 51 




Seq. ID 


OJ990808_57.0118.C11 




Strand 


+ 




End 


577 


-gp 


Method 


AAT/GAP 




End 


577 




Score 


241 



32656 



Exons 431.. 577 

GI Descrip. 1 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


32520 




Seq. ID 


OJ990808__57. 0118. Cll 


Gene No. 


67470 




Strand 




Start 


113 




End 


4205 


Name 


OJ990808 57.0118.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


113 




End 


3936 


GI 


none 




Score 


.66 


Exons 


113. .317, 967. .1102, 1178. .1280, 1375. 


.1447, 1532. .1642, 




1739.. 1912, 2022.. 2707, 


2709. 


.2854, 2980. .3121, 3196. .3936 


Seq. No. 


32520 




Seq. ID 


OJ990808_57. 0118. Cll 


Gene No. 


67470 




Strand 




Start 


113 




End 


4205 


Name 


OJ990808 57.0118.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


262 




End 


4205 


GI 


4680204 




Score 


925 


Exons 


262. .303, 978. .1153, 1512. .1642, 1739. 


.1912, 2022. .3121, 




3196 . . 4205 








GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


32520 




Seq. ID 


OJ990808_57. 0118 .Cll 


Gene No. 


67470 




Strand 




Start 


113 




End 


4205 


Name 


OJ990808 57 . 0118 . Cll . ol 


.np 


Method 


AAT/NAP 


Start 


936 




End 


4205 


GI 


4680204 




Score 


923 


Exons 


936. . 1153, 1512 . . 1642, 


1739. . 


1912, 2022.. 3121, 3196.. 4205 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorgh 


urn bicolor] 


Seq. No. 


32520 




Seq. ID 


OJ990808_57. 0118. Cll 


Gene No . 


67470 




Strand 




Start 


113 




End 


4205 


Name 


OJ990808 57. 0118. Cll. o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1573 




End 


2095 


GI 


none 




Score 


68 


Exons 


1573. . 1644, 1744 . .1926, 


1751. 


.1876, 2015. .2095 


Seq. No.. 


.,32520 




Seq. ID 


OJ990808_57. 0118. Cll 


Gene No. 


67470 




Strand 




Start 


113 




End 


4205 


Name 


OJ990808 57. 0118. Cll. ol 


/tw 


Method 


TBLASTX: Wheat* 


Start 


3586 




End 


3989 


GI 


none 




Score 


84 


Exons 


3586. .3756, 3719. .3886, 


3751. 


.3987, 3838. .3987, 3849.-3989, 




3879. .3989 








Seq. No. 


32521 




Seq. ID 


OJ990808__57.0118.C12 


Gene No. 


67471 




Strand 


+ 


Start 


1493 




End 


1910 


Name 


OJ990808 57.0118.C12.o4 


.gp 


Method 


AAT/GAP 


Start 


14 93 




End 


1910 


GI 


LIB34 31-028-P1-N1-A10 




Score 


836 


Exons 


1493. .1910 " 









GI Descrip. 1 4680203/gb | AAD27566. 1 | AF114171_7 3.0e-33 (AF114171) TNP2-like 



32657 



protein [Sorghum bicolor] 1 



Seq. No. 32521 Seq. ID 

Gene No. 67472 Strand 

Start 19 End 

Name OJ990808_57 . 0118 . C12 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19. .306, 392.. 490, 1580. .2194' 



OJ990808_57.0118.C12 

2304 
GEN SCAN 
2194 
.85 



Seq. No. 32521 

Gene No. 67472 

Start 19 

Name OJ990808_57 . 0118 . C12 . ol . gp 

Start 633 

GI 342JL.R1084 

Exons 633.. 1139, 1249.. 1346, 1429 

GI Descrip. 1 4 574 406/gb | AAD24042 . 1 | 0.0e+00 
sativa] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 57.0118.C12 



2304 
AAT/GAP 
2304 
2480 

1448, 1484. .2304 

AF121139) RIM2 protein [Oryza 



Seq.. No... 32521 

Gene No. 67472 

Start- 19 • . . • . . 

Name OJ990808_57 . 0118 . C12 . o5 . gp 

Start 769 

GI 342_1.R1084 

Exons 769.. 1139, 1249.. 1346, 1429 
GI Descrip. 



OJ990808 57..0118.C12 



Seq. ID _ 
Strand - 
End . 2304 
Method AAT/GAP 
End 2304 
Score 2247 
1448, 1484. .2304 
'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 


32521 










Seq. ID 


OJ990808 


_57.0118.C12 


Gene No. 


67472 










Strand 






Start 


19 










End 


2304 




Name 


OJ990808 57 


.0118 


.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1550 










End 


2304 




GI 


4680203 








Score 


697 




Exons 


1550. . 


2304 














GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


32521 










Seq. ID 


OJ990808 


_57.0118.C12 


Gene No . 


67472 










Strand 






Start 


19 










End 


2304 




Name 


OJ9908 


08_57 


.0118 


.C12.ol 


tw 


Method 


TBLASTX : 


Wheat 


Start 


. 1604 










End 


2302 




GI 


none 










Score 


52 




Exons 


1604 . . 


1696, 


1605 


. .1670, 


1685. 


. 1765, 1770. . 1850, 


1778. .1918, 




1779. . 


1919, 


1866 


. .1961, 


1898. 


.1957, 1964. .2008, 


1969. .2004, 




2003. . 


2302, 


2019 


. .2300 










Seq. No. 


32522 










Seq. ID 


OJ990808 


_57.0118.C13 


Gene No. 


67473 










Strand 






Start 


1 










End 


708 




Name 


OJ9908 


08_57 


.0118 


.C13.ol. 


gp 


Method 


AAT/GAP 




Start 


1 










End 


7 09 




GI 


342 1. 


R1084 








Score 


1326 




Exons 


1. .708 

















GI Descrip. ' 4 574 406/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 



32658 




sativa] 1 



Seq. No. 


32522 




Seq. ID 


■ OJ990808_57.0118 


.C13 


Gene No. 


67473 




Strand 






Start 


1 




End 


708 




Name 


OJ990808 57 . 0118 . C13 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


708 




GI 


67 4 2 72 9. 




Score 


1157 




Exons 


1 . . 708 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


32522 




Seq. ID 


OJ990808_57 . 0118 


.C13 


Gene No . 


67473 




Strand 






Start 


1 




End 


708 




Name 


OJ990808 57 . 0118 . C13 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


74 




End 


316 




GI 


none 




Score 


54 




Exons 


74. .316, 132. .230 










Seq. No. 


32522 




Seq. ID 


OJ990808 57.0118 


.C13 


Gene No. 


67473 




Strand 






Start 


1 




End 


708 




Name . . . 


. OJ990808 57 . 0118 .C13 . ol 


tm 


Method 


TBLASTX: Mai z.e- - 




Start 


14 6 




End 


603 




GI 


none 




Score 


52 




Exons 


146. .340, 350. .469, 350 


.475, 


469. .591 


, 475 . . 603 




Seq. No. 


32522 




Seq. ID 


OJ990808_57.0118 


.C13 


Gene No. 


67473 




Strand 


~ 




Start 


1 




End 


708 




Name 


OJ990808_57 .0118.C13.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


180 




End 


648 




GI 


none 




Score 


171 




Exons 


180. .386, 180. .389, 185 


.388, 


185. .409 


, 389. .475, 390. . 


476, 




490. .594, 494. .583, 595 


.648, 


596 . . 640 






Seq. No. 


32522 




Seq. ID 


OJ990808 57.0118 


.C13 


Gene No. 


674 73 




Strand 






Start 


1 




End 


708 




Name 


OJ990808 57 . 0118 . C13 . ol , 


tc 


Method 


TBLASTX: Cress 




Start 


4 69 




End 


687 




GI ' 


none 




Score 


74 




Exons 


469. .687, 497. .592, 632. 


.68.5 








Seq. No. 


32523 




Seq. ID 


OJ990808_57 .0118 


-C14 


Gene No. 


67474 




Strand 


~ ■ 




Start 


217 




End 


563 




Name 


OJ990808 57 . 0118 . C14 . ol . 


gs 


Method 


GENSCAN 




Start 


217 


End 


563 




GI 


none 




Score 


.62 




Exons 


217. .347, 400. .563 










Seq. No. 


32524 




Seq. ID 


OJ990808_57.0118 


.C15 


Gene No. 


67475 




Strand 






Start 


445 




End 


4130 




Name 


OJ990808 57.0118.C15.ol. 


gs 


Method 


GENSCAN 




Start 


445 




End 


3998 





32659 



GI 

Exons 



none Score .96 

445. .522, 1066. .1179, 1251. .1280, 2905. .2998, 3073. .3188, 

3650. .3774, 3893. .3998 



Seq. No. 32524 . Seq. ID OJ990808_57 . 0118 . C15 

Gene No. 67475 Strand 

Start 445 End 4130 

Name OJ990808_57 . 0118 . C15 . ol . np Method AAT/NAP 

Start 3878 End 4130 

GI 6686305 Score ■ 57 

Exons 3878.. 4130 

GI Descrip. SYNAPSIN I gi | 112347 | pir | | A304 11 synapsin la - rat gi|206921 
(M27812) synapsin la [Rattus norvegicus] 



Seq. No. 32524 

Gene No. 67476 

Start 5309 

Name OJ990808_57 . 0118 . C15 . ol . tm 

Start 3650 

GI none 

Exons. 3650.. 3778, 3651.. 3770, 3695. 
3897. .4016 



OJ990808_57.0118.C15 
9038 

TBLASTX: Maize 

4016 

76 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.377.5/. 3892.. 3981, 3894.. 3998, 



Seq. No. 32524 

Gene No. 67476 

Start 5309 

Name OJ990808_57 . 0118 . C15 . o2 . np 

Start 5309 

GI 4539658 

Exons 5309.. 5345, 8189.. 8332, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8435. .8568, 



OJ990808_57.0118.C15 

9038 
AAT/NAP 
9038 
135 
9013. . 9038 



(AF061282) 
bicolor] 



serine carboxypeptidase-like protein [Sorghum 



Seq. No. 


32525 




Seq. ID 


OJ990808 57. 


0118. C16 


Gene No. 


67477 




Strand 








Start 


151 




End 


280 






Name 


OJ990808 57.0118.C16.ol.gs,..- 


Method 


GENSCAN 






Start 


151 




End 


280 






GI 


none 




Score 


.83 






Exons 


151. . 


280 










Seq. No. 


32526 




Seq. ID 


OJ99080E 


i_57. 


0118. C17 


Gene No. - 


• 67478 




Strand • 


+ 






Start 


3563 




End 


7406 






Name 


OJ990 


808_57.0118.C17.ol.gs 


Method 


GENSCAN 






Start 


3563 




End 


6062 






GI 


none 




Score 


. 6 






Exons 


3563. 


.3803, 5581. .6062 










Seq. No. 


32526 




Seq. ID 


OJ99080E 


__57. 


0118. C17 


Gene No. 


67478 




Strand 


+ 






Start 


3563 




End 


7406 






Name 


OJ990 


308_57.0118.C17.ol.gp 


Method 


AAT/GAP 






Start 


5527 




End 


59 41 






GI 


26826 


1.R1084 


Score 


555 






Exons 


5527/ 


.5841 










GI Descrip. 


* 194 5282/embl Y11351 IOSMYB14 02 


2.0e-15 


0 . sativa 


mRNA 


for myb 



32660 



factor, 1402 bp 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. . 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



32526 Seq. ID 

67478 Strand 

3563 End 

OJ990808_57 . 0118 . C17 . ol . np Method 

5706 End 

4454011 Score 
5706.. 5933, 7327.. 7406 

(AL035396) putative protein [Arabidopsis thaliana] 



OJ990808_57.0118.C17 
+ 

7406 
AAT/NAP 
7406 
122 



32527 Seq. ID 

67479 Strand 

4857 End 
OJ990808_57 . 0118 . CI 9 . o2 . gs Method 

4857 End 

none Score 

4857. .4859, 4906. .5076 



OJ990808_57.0118.C19 
+ 

5076 
GENSCAN 
5076 
.94 



OJ990808 57.0118.C19 



32527 Seq. ID 

.67480 . . . Strand . - 

1 End . 1708 

OJ990808_57. 01.18. C19.ol.np . Method AAT/NAP:.. •• . 
1 End " 1708 

6630696 Score 2626 

1..1708 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


32527 




Seq. ID 


OJ990808 


_57.0118 


.C19 


Gene No. 


67481 




Strand 








Start 


9367 




End 


11000 






Name 


OJ990808 57 


.0118.C19.o4 .gs 


Method 


GENSCAN 






Start 


9367 




End 


11000 






GI 


none 




Score 


.51 






Exons 


9367. .9720, 


10917. .11000 










Seq. No. 


32527 




Seq. ID 


OJ990808 


_57.0118 


.C19 


Gene No. 


67482 




Strand 








Start 


11337 




End 


11929 






Name 


OJ990808 57 


.0118.C19.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


3 ■ ■• 




End 


274 






GI 


none 




Score 


64 






Exons 


3. .272, 4.. 


90, 5. .274, 5. .274 










Seq. No. 


32527 




Seq. ID 


OJ990808 


_57.0118 


.C19 


Gene No. 


67482 




Strand 








Start ^ 


11337 




End 


11929 






Name 


OJ990808 57 


.0118.C19.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


26 




End 


382 






GI 


none 




Score 


210 






Exons 


26. .382 












Seq. No. 


32527 




Seq. ID 


OJ990808 


_57.0118 


.C19 


Gene No. 


67482 




Strand 








Start 


11337 




End 


11929 







32661 




Mam & 


O.TQQOftOft S7 011ft PI Q n1 1- q 


Mot" n oH 
rutr LI 1UU 


TUT DQTY • Qnuhoan 

i & xaho i a. . juyucdii 




91- = rr 

u Ldl L 


140 _ 

14U 




S 1 7 
ji / 




\J 1 


none 


Score 


ft S 




pVAn Q 
DAUllO 


140 "3ft ft ^71 517 








Seq. No. 


32527 


Seq. ID 


OJ990808_57.0118 


.C19 


Gene No. 


67482 


Strand 






Start 


11337 


End 


11 Q2Q 

X X .7 C. .7 




Mam 


O.TQQOftOft 57 Oil ft oiq nl rm 


11" L 1 1UU 


TRT QQTY • \ 7P 
1 DXjrlo 1 /\ • 1 lcl X Z c 




91" a rr 

O LCL1 L 


4 70 _ 


Hi 1 1U. 


ft 7 4 




O 1 


nnnp 


^ oo r*o 

OLU1 C 


^40 

O *i VJ 






470 517 546 833 546 827 

1/VJ*.^X/, *J*aV..OJJ^ .»/'ivJ..O£-', 


551 850 


553 ft55 566 


ft 74 


Seq. No. 


32527 


Seq. ID 


OJ990808_57.0118 


.C19 


Gene No. 


67482 


Strand 






O L CI i- l 


1 1 ^7 

X X J J / 


End 


1 1 Q9Q 




Name 


O.TQQOftOft R7 011ft PI Q n O -i-Tr, 


Lie LllvJLl 


TRT AQTY • Ma -i -7 o 




OLCli L 


1 ^Q0 ~~ 

1 J y V 


End 


1 64 9 
1 O 1 z. 




\J 1 


none 


Score 


1 ^0 

1 JU 




IT von ^ 


1 ^Q0 1575 140Q 1649 149ft 


1 61 Q 






Seq. No. 


32527 


Seq. ID- 


OJ990808_57.0118 


.C19 


Gene No. . 


67482 - 


Strand'- 






Start 


11337 


End 


11929 




Name 


O.TQQOftOft S7 0118 PI Q ol fw 


Method 


TBLASTX : Wheat 




Of- -a r +- 


14 1ft ~~ 

X H X O 


End 


1813 




rir 
\j i 


none 


Score 


160 




P von c; 


141ft 1697 141ft 16^Q 149ft 

X*iXQ..XU^.// 14 lO . . J.O J^/ 14lO . 


.1637, 1679. .1813, 1716. .1796 


Seq. No. 


32527 


Seq. ID 


OJ990808_57.0118 


.C19 


Gene No. 


67482 


Strand 






Qf a rt 
O Lai L 


11337 

X X -J J / 


End 


11929 




IN dlllC 


O.TQQOftOft ^7 011ft fl Q nS rr<5 


Method 


GENSCAN 




O Lai L 


1 1 ^7 ~~ 

X X J J / 


End 


11929 




\J 1 


n on o 


Score 


.6 






11337 11498 11708 11929 








Seq. No. 


32528 


Seq. ID 


OJ990808_57.0118 


.C20 


Gene No. 


67483 


Strand 


+ 




Start 


133 


End 


180 




Name 


O.TQQOftOft R7 011ft O90 ol rrc 

uU j!7UOUO O ./ •UllO.L^UiUliUb 


Method 


GENSCAN 




Start 


133 ~~ 


End 


180 




GI 


none 


Score 


.94- - • 






133 . 180 










"39 S9ft 


Seq. ID 


OJ990808_57.0118 


.C20 


Cpnp Mo 


674 84 


• Strand 






Start ' 


2511 r ' 


End 


7486 




Name 


OJ990808 57.0118.C20.ol.gp 


Method 


AAT/GAP 




OLdl t 


2355 


End 


2902 






10694 1.R1084 


Score 


1006 




Exons 


2355. .2902 








GI Descrip. 


T 4539452/emb|CAB39932. 1 | 8 . 0e- 


-50 (AL049500) putative 






phosphoribosylanthranilate transferase 


[A rabid-Ops is thaliana 


Seq. No. 


32528 


Seq. ID 


OJ990808_57.0118 


.C20 


Gene No. 


67484 


Strand 







32662 



Start 


2511 




End 


7486 


Name 


OJ990808 57 . Olio . C20 . oo 


. tm 


Method 


TBLASTX: Maize 


Start 


2359 




End 


2748 


GI 


none 




Score 


46 


Exons 


2359.. 2409, 2359. .2409, 


2418 . 


.2459, 2432. .2476, 2500. .2 




2506., .2745, 2511-.2/47 








Seq. No. 


32528 




Seq. ID 


OJ990808_57.0118 


Gene No. 


67484 




Strand 




Start 


O C 1 1 

ZDil 




End 


7486 


Name 


/-\ ~r O O (^i o o c ~i Alio O O A _ 1 

OJ990808 57 . Olio . C20 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2508 




End 


3381 


GI 


none 




Score 


276 


Exons 


ocrto ooon ocic ooon 


O C O *5 


.3380, 3277.. 3381 


Seq. No. 


32528 




Seq. ID 


OJ990808_57.0118 


Gene No. 


67484 




Strand 




Start 


^511 




End 


7486 


Name 


OJ990808 57 . 0118 . C20 . o2 , 


.gs 


Method 


GENSCAN 


Start 


2511 




End 


5545 


GI 


none 




Score 


.45 


Exons 


2511. .4110, 4164. .5545 








Seq. No. 


32528 




Seq. ID 


OJ990808_57.0118 


Gene No . 


67484 




Strand 




Start 


2511 




End 


7486 


Name 


OJ990808 57.0118.C20.ol, 


,np 


Method 


AAT/NAP 


Start 


2514 




End 


5062 


GI 


4539452 




Score 


2741 


Exons 


2514 . .5062 








GI Descrip. 


(AL049500) putative phosphoribosylanthranilate transfer; 




[Arabidopsis thaliana] 








Seq. No. 


32528 




Seq. ID 


OJ990808__57.0118 


Gene No. 


67484 




Strand 




btart 


2511 




End 


7486 


Name 


OJ990808 57.0118.C20.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2578 




End 


3254 


GI 


none 




Score 


396 


Exons 


2578. .2808, 2610. .3188, 


2610. 


.3254 




Seq. No. 


32528 




Seq. ID 


OJ990808_57.0118 < 


Gene No. 


67484 




Strand 




Start 


2511 




End 


7486 


Name 


OJ990808 57.0118.C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2748 




End 


3546 


GI 


none 




Score 


955 


Exons 


2748. .3509, 2748. .3545, 


2750. 


.3544, 3157. .3546 


Seq. No. 


32528 




Seq. ID 


OJ990808_57.0118, 




67484 




Strand 




Start 


2511 




End 


7486 


Name 


OJ990808 57.0118.C20.o2. 


gp 


Method 


AAT/GAP 


Start 


2955 


End 


410 6 


GI 


27359 1.R1084 




Score 


2217 


Exons 


2955. .4106 








GI Descrip. 


' 4539452/emb | CAB39932 . 1 | 


l.Oe- 


-149 (AL049500) putative 



32663 



phosphoribosylanthranilate transferase [Arabidopsis thaliana] 1 



Seq. No. 32528 

Gene No. 67484 

Start 2511 

Name OJ990808_57 .0118. C20 . o2 . tc 

Start 3273 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C20 
Strand 

End 7486 

Method TBLASTX : Cress 

End 5482 

Score 42 



3273. .3305, 3280. .3309, 3298. .3483, 3309. .3500, 3511. .3693, 
3531. .3695, 3702. .3887, 3703.. 3888, 5360.. 5482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32528 
67484 
2511 

OJ990808_57.0118.C20.ol.tw 

3283 
none 



Seq. ID OJ990808_57.0118.C20 
Strand 

End 7486 

Method TBLASTX : Wheat 

End 5476 

Score 166 



3283. .3501, 3288. .3500, 3528 3683, -3535 .. 3675, 3546. .3686, 
5360.. 5476 



Seq. No. 32528 

Gene No. 67484 
Start , - 2511 

Name OJ990808_57 . 0118 . C20 . o4 . tm 

Start 3547 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C20 
Strand 

End 7.4 86 .... 

Method TBLASTX : Maize 

End 3851 

Score 281 



3547. .3849, 3547. .3846, 3549. .3851 



Seq. No. 32528 

Gene No. 67484 

Start 2511 

Name OJ990808_57 . 0118 . C20 . o2 . ts 

Start 3576 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C20 
Strand 

End 7486 

Method TBLASTX : Soybean 

End 4 72 9 

Score 272 



3576. .3890, 3583. .3852, 3647. .3886, 3924. .4190, 3952. .4188, 
4010. .4198, 4217. .4306, 4218. .4265, 4310. .4381, 4320. .4379, 
4610. .4729 



Seq. No. 32528 

Gene No. 67484 

Start 2511 

Name OJ990808_57 . 0118 . C20 o2 . tm 
Start ■3852 " 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C20 
Strand 

End 7486 

Method TBLASTX: Maize 

End 4 34 2 

Score 61 



3852. .3914, 3856. .3915, 3901. .3930, 3912. .3932, 3930. .4211, 
3930. .4211, 3931. .4215, 4217. .4342, 4218. .4340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32528 
67484 
2511 

OJ990808_57.0118.C20.o4 .tc 

3894 

none 



Seq. ID OJ990808_57.0118.C20 
Strand 

End 7486 

Method TBLASTX : Cress 

End 4276 

Score 97 



3894. .4169, 3903. .4181, 3925- -41.82,- 4217. .4276, 4217. .4273 



Seq. No. 
Gene No, 



32528 
67484 



Seq. ID OJ990808_57.0118.C20 
Strand 



32664 




o tar t 


Z 0 1 1 








End 


7486 




Name 


ojyyuoUo d i 


. Ul lo 


. CZU . oj 


. tm 


Method 


TBLASTX: Maize 




otart 


A *5 A "3 
4 J4 J 








End 


5479 




bl 


none 








Score 


249 




Exons 


4 J4 O . .4000/ 


A 1 A A 
4 0 4 4 


. . 4 0 O / , 


A T /I R 
4 j 4 D 


..4668, 4410.. 4667., 5375.. 


5479 


Seq, No. 


32528 








Seq. ID 


OJ990808 57.0118.C20 


Gene No. 


67484 








Strand 






btart 










End 


7486 




Name 


uj y yuoUo d i 


m i q 


POO / 

. LZU . 04 


. ts 


Method 


TBLASTX: Soybean 




btart 


A A no 

^ 4 u y 








End 


4609 




bl 


none 








Score 


112 




Exons 




A A 1 "3 

4 4 1 J 


/i c n "7 
. . 4 oU / 










Seq. No. 


32528 








Seq. ID 


OJ990808_57 .011 


8 . C20 


Gene No. 


67484 








Strand 






b t art 


OC1 1 

^ Oil 








End 


7486 




Name 


uj y yuoUo o / 


. U 1 lo 


. bzu . O J 


. tc 


Method 


TBLASTX: Cress 




Start 


A A Q "3 

4 4 y O 








End 


4832 




^>1 


none 








Score 


226 . 




Exons 


4 4 y 0 . .4 / 4 4 , 


A A Q A 

4 4 y 4 


. .4 / 4 Z , 


4 DUZ 


. .4744, 4596. .4781,. 4776. . 


4832 


... . beq . • no . .. ..• . 










-Seq. ID 


OJ9S0808_57.011 


8 . C20 


i= : ; Gene No. 


67484 








Strand 






^ Start 


2511 








End 


7486 




i.i ! Name 


uj yyuouo d / 


A1 1 Q 

. U 1 1 o 


. bZ U .OD 


. tm 


Method 


TBLASTX: Maize 




l[\ Start 


4 o / U 








End 


5078 




:= c : bl 


none 








Score 


188 




Exons 


4 0/U. . 4 o4 O , 


a an c\ 
4 o / U 


/I Q *3 T 

. 4 yo j , 


A Q "3 Q 
4 O JO 


..4933, 4841. .4867, 4910.. 


4 990, 




4 y zz . . 4 y t>j , 


A CkQQ 

4 yo o 


c; A "7 /i 
. 0U / 4 , 


4 y yz 


. .5075, 4995. .5078 




'i z '■ 

i i i beq . no . 


oZOZo 








Seq. ID 


OJ990808_57.011 


8 . C20 


Gene No. 


67484 








Strand 






ri Start 


2511 








End 


7486 




Name 


uj y yuoUo d i 


A 1 1 Q 

. Ullo 


bZU . OZ 


. tw 


Method 


TBLASTX: Wheat 




btart 


A Q1 Q 

4 y i y 








End 


5270 




:' C ' bl 


none 








Score 


36 




ill Exons 


4 y i y . .4 yy o , 


A QO C 

4 yz o 


A Q A ~i 

. 4 y 4 j , 


y| Q c: o 

4 yo J 


..4994, 4955. .5122, 4987.. 


5130, 




A QQO CI 

4 y yz . . ouz t 


4 yy o 


. Ol4 / r 


olo / 


..5270, 5159. .5266, 5160.. 


5270 


beq . no . 


jZjz o 








Seq. ID 


OJ990808_57.011 


8 . C20 


Gene No. 


67484 








Strand 






Start 


2511 








End 


■7486 ' - 




Name 


- OJ990808 57 


.0118. 


C20.o2 


.rip 


Method 


AAT/NAP 




otart 


5048 ' ' 








End' 


5548 




C T 
bl 


4539453 








Score 


434 




Exons 


5048. .5548 














GI Descrip. 


(AL049500) putative protein 


[Arabidops 


is thaliana] 




oeq. ln o . 


32528 








Seq. ID 


OJ990808_57.011 


8.C20 


Gene No. 


67484 








Strand 






Start 


2511 








End 


7486 




Name 


OJ990808 57 


.0118. 


C20.o3 


ts 


Method 


TBLASTX: Soybean 




Start 


5117 








F.nd 


5530 




GI 


none 








Score 


84 




Exons 


5117. .5482, 


5151. 


.5297, 


5483 


. .5530 







32665 



Seq. No. 


"3 O C O O 

32528 




Seq. ID 


OJ990808_57 . 0118 .C20 


Gene No . 


o / 4 84 




Strand 




Start 


2511 




End 


7486 


Name 


OJ990808_57.0118.C20.o3 


gp 


Method 


AAT/GAP 


btart 


CI CO 




End 


7486 


GI 


424 Jy 1 . Kl(Jo4 




Score 


1127 


Exons 


blb2..bby(J, /34b. ./4oo 








GI Descrip. 


4ojy4Do / eiriD i cab j y y o o . i 


2 . ue- 


-44 (AL049500) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


32528 




Seq. ID 


OJ990808_57.0118.C20 


Gene No. 


67484 




Strand 




Start 


OC1 1 




End 


7486 


Name 


OJyytJoUo b / . Ullo . C20 . O 7 


tm 


Method 


TBLASTX: Maize 


Start 


cmn 

b2 / U 




End 


5531 


GI 


none 




Score 


121 


Exons 


co-ir\ co"7>i co~?T c o ^ n 

5270. .53/4, 5271..536y, 


COT/" 


5374, 5480. .5527, 5481. .5531 


Seq. No. 


3252y 




Seq. ID 


OJ990808_57.0118.C21 


Gene No. 


67485 




Strand 




Start 


1 




End 


1649 


Name 


OJyyUouo 5 / . U 1 lo . C2 1 . ol . 


np 


Method 


AAT/NAP 


Start 


"•- 1 . ' • - . . 




End 


1649 ■ . . 


GI 


6721512 




Score 


115 


Exons 


1 TOO 1 <T1 OHO 1 C T O 

1..133, loi. .zyy, 15/0.. 


1649 






GI Descrip. 


(AP0U1072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


o o c o n 

3252y 




Seq. ID 


OJ990808_57.0118.C21 


Gene No . 


67485 




Strand 


+ 


C -f- -5 >-+- 


1 




End 


1649 


Name 


OJ990808 57.0118.C21.o3. 


np 


Method 


AAT/NAP 


OLQll 


9 




End 


1649 


GI 


6721561 




Score 


503 


Exons 


9. .77, 1036. .1227, 1297. 


. 1355, 


1429. . 1649 


GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi | 6815086 | db j IBAA90372. 


11 (AP001081) 


EST AU082058 (C12976) 




corresponds to a region 


of the 


i predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


32529. 




Seq. ID 


OJ990808_57.0118.C21 


Gene- No. 


67 485 




Strand 


+ 


o tart: 


1 




End 


1649 • 


Name 


OJ990808 57.0118.C21.ol. 


gs 


Method 


GENSCAN 


Start 


461 




End 


1612 


GI 


none 




Score 


.88 


Exons 


461. .545, 572. .686, 845. 


.968, 


1036. .1355, 1429. .1612 


Seq. No. 


32529 




Seq. ID 


OJ990808_57.0118.C21 


bene no. 


67485 




Strand 


+ 




1 




End 


1649 


Name 


OJ990808 57.0118.C21.o2. 


np 


Method 


AAT/NAP 


Start 


617 




End . 


1649 


GI 


6721558 






93 


Exons 


617. .692, 821. .968, 1481 


. .1649 




GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gi I 6815083 | db j (BAA90369. 


11 (AP001081) 


hypothetical protein 



32666 




[Oryza sativa] 



Seq. No. 


32530 








Seq. ID 


OJ990808_57.0118 


C22 


bene ino . 


67 4 p 6 

O / 4 0 O 








Strand 


+ 




Cf o 

oLdrt 


7 R 6 6 
/ ODD 








End 


11055 




Name 


Pi TQQfiR OP R7 


.0118 


.C22.o3 


.np 


Method 


AAT/NAP 




O t art 


/ ODD 








End 


11055 




P T 


an oi no 
D / JlZ 








Score 


104 




Exons 


/ODD. . / J7J / 


9256 


. .9347, 


9375. 


.9514, 11020. .11055 




b± uescrip . 


^HrU U1U / Z J 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


32530 








Seq. ID 


OJ990808_57.0118. 


C22 


bene ino . 


67 d fl 7 

D / t O / 








Strand 








1 zl Q 9 








End 


6021 




Name 


Pi TQQORnP R7 


.0118 


.C22.ol 


.np 


Method 


AAT/NAP 




Of 3 










End 


6021 




PT 
b-L 


D -s U Z *± fl O 








Score 


2881' 




U 1 /*\ o 


1 d Q9 97 77 

LHJZ.. • £. /Off 


2768 


. .3217, 


4632. 


.6021 






GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




o e q . vi o . 


79 r 7n 








Seq. ID 


OJ990808_57.0118. 


C22 


Gene No. 


O / 4 0 O 








Strand 






Of r f 


O U O 0 








.End 


.10579 




Name 


PTQCkHPHP R7 


.0118 


.C22.o2 


tw 


Method 


TBLASTX: Wheat 




o car l 


i cm 








End 


2109 




p t 


none 








Score 


67 




Exons 


1501. .1632, 


1502 


. .1627, 


1660. 


.2109, 1853. .I960, 2006. .2104 


o e q . in o . 










Seq. ID 


OJ990808_57.0118. 


C22 


Gene No . 


^7 yi Q Q 
O / 4 o o 








Strand 






btdlt 


DUoo 








End 


10579 




Name 


Pi TQQflP DR R7 


.0118 


.C22.o4 


tm 


Method 


TBLASTX: Maize 






n c on ~ 
ljj / 








End 


1803 




P T 
bl 


none 








Score 


49 




Exons 


1537. .1620, 


1571 


. .1627, 


1615. 


.1746, 1621. .1803 




Cq/-t Ma 

oeq . iNO . 


j/j JU 








Seq. ID 


OJ990808_57.0118. 


C22 


bene lno . 


67 A P P 








Strand 






Cf a 


60 P R 
DUOO 








End 


10579 




Name 


P TQ Qfl P HP R7 


.0118 


.C22.o5. 


tw 


Method 


TBLASTX: Wheat 




d t- a v +■ 

O Ldi L 


9977 ~~ 
z Z O J 








End 


2616 




P T 
bX 


none 








Score 


17 6 




Exons 


2233. .2616, 


2234 


. .2608 










oeq ■ no . 


7 9 c. 7 fS 








Seq. ID 


OJ990808_57.0118. 


C22 


Gene No . 


£ 7 A P P 
D / 4 O O 








Strand 






Of =r f 


DU o o 








End 


10579 




Name 


PiTQQAPPlP c: "7 

uj yyuouo o / 


.0118 


.C22.o2. 


tm 


Method 


TBLASTX: Maize 




Cf a v-4- 

o tar l 


9 7 1 1 

/ Oil 








End 


2616 , 




GI 


none 








Score 


58 




Exons 


2311. .2616, 


2312 


. .2395, 


2429. 


.2599 






Seq. No. 


32530 








Seq. ID 


OJ990808_57.0118. 


C22 


Gene No. 


67488 








Strand 






Start 


6088 








End 


10579 




Name 


OJ990808 57 


.0118 


.C22.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


4776 








End 


5018 





32667 



GI 

Exons 

• Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 



none 

4776. .5018, 

32530 
67488 
6088 

OJ990808_57. 

4973 

none 

4973. .5011, 

32530 
67488 
6088 

OJ990808_57 
5094 
none 

5094. .5429, 

32530 
67488 
6088 

OJ990808_57. 
5094 
none 

5094. .5465, 

32530 
67488 
6088 

OJ990808_57, 
5590 
none 

5590. .5946, 

32530 
67488 
6088 

OJ990808_57. 
5621 
.none 

5621. . 6067, 

32530 " 
67488 
6088 

OJ990808_57. 
5671 
none 

5671. .5805, 

32530 
67488 
6088 

OJ990808_57 . 
6088 
5902444 



Score 



115 



4792. .5010 



0118.C22.o3.tm 



Seq. ID OJ990808_57.0118.C22 
Strand 

End 10579 

Method TBLASTX : Mai ze 

End 5361 

Score 125 



5014. .5088, 5106. .5360, 5128. .5361 



.0118.C22.ol.ts 
5185. .5229, 5269. 

0118.C22.o3.tw 
5101. .5460, 5473. 

0118.C22.ol.tm 
5591. .5884 

0118.C22.ol.tw 
5622.^.5735., 5632.' 

0118.C22.o2.ts 
5842. . 6036 

0118.C22.o2.np 



Seq. ID OJ990808_57.0118.C22 
Strand 

10579 

TBLASTX: Soybean 
5429 
43 



End 

Method 
End 
Score 
.5427 



Seq. ID OJ990808_57.0118.C22 
Strand . - . 
10579 

TBLASTX: Wheat. ■ ' 
5505 
269 



End 

Method 
End 
Score 
.5505 



Seq. ID OJ990808_57.0118.C22 
Strand 

End 10579 

Method TBLASTX: Maize 

End 5946 

Score 193 



Seq. ID OJ990808_57.0118.C22 
Strand 

End 10579 

Method TBLASTX : Wheat 

End 6075 

Score 353 
.6075, 5635.. 6075 

Seq. ID OJ990808_57.0118.C22 

Strand - 

End 10579 

Method TBLASTX : Soybean 

End 6036 

Score 99 



Seq. ID OJ990808_57.0118.C22 
Strand 



Method 

End 

Score 



AAT/NAP 

10579 

1008 



32668 




Exons 


6088. 


.7745, 7793. .7879, 8928. 


.9151, 10551. . 10579 


GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


32530 




Seq. ID 


OJ990808 


_57.0118.C22 


Gene No. 


67488 




Strand 






Start 


6088 




End 


10579 




Name 


OJ990808 57.0118.C22.o4 . tw 


Method 


TBLASTX: 


Wheat 


Start 


6268 




End 


6723 




GI 


none 




Score 


95 




Exons 


6268. 


.6504, 6283..6492, 6541. 


.6723, 6542. .6715 




Seq. No. 


32530 




Seq. ID 


OJ990808 


_57.0118.C22 


Gene No. 


67488 




Strand 






Start 


6088 




End 


10579 




Name 


OJ990808 57.0118.C22.o6.tw 


Method 


TBLASTX: 


Wheat 


Start 


7354 




End 


7751 




GI 


none 




Score 


53 




Exons 


7354 . , 


.7530, 7409. .7552, 7527. 


.7613, 75 


87. .7700, 


/ o39 . . / oo9, 




7701. , 


.7751 








Seq. No. 


32531 




Seq. ID 


OJ990808 


_57.0118...C23. 


Gene No. 


67489 




Strand 


+ 




Start ■ 


7441- 




End 


13142 . 




Name 


OJ990S 


308_57.0118.C23.o2.gs 


Method 


GENSCAN 




Start 


7441 




End 


13142 




GI 


none 




Score 


.62 




Exons 


7441 . . 


.7450, 8908. .8994, 9100. 


.9175, 9500. .9995, 


10097 . . 10539, 




12381, 


..12526, 12625.. 13142 








Seq. No. 


32531 




Seq. ID 


OJ990808 


_57.0118.C23 


Gene No. 


67489 




Strand 


+ 




Start 


7441 




End 


13142 




Name 


OJ990£ 


308_57. 0118. C23.o2.np 


Method 


AAT/NAP • 




Start 


8651 




End 


10384 




GI 


6721512 


Score 


57 




Exons 


8651. . 


,8758, 10311. .10384 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32531 




Seq. ID 


OJ990808 


rr -~i Alio ^"OO 

o / . Olio . C23 


Gene No . 


67489 




Strand 


+ 




Start 


7441 




End 


13142 




Name 


OJ990E 


J08_57 .0118.C23.ol.gp ' 


Method 


AAT/GAP 




Start . 


11919 




End 


12024' 




GI 


uC-osflcyp088bl2bl " 


Score 


145 




Exons 


11919. 


. 12024 








GI Descrip. 


' 5257255/dbj IAP000364. 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


32531 




Seq. ID 


OJ990808 


c."7 m i p poQ 


r** art c\ NT /~\ 

bene inu • 


67490 




Strand 


+ 




Start 


17940 




End 


18075 




Name 


OJ990E 


S08_57.0118.C23.o5.np 


Method 


AAT/NAP 




Start 


17940 




End 


18075 




GI 


6721512 


Score 


8 9 




Exons 


17940. 


.18075 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 





32669 



Seq. No. 32531 Seq. ID 

Gene No. 674 91 Strand 

Start 18395 End 

Name OJ990808_57 . 0118 . C23 . 06 . np Method 

Start 18395 End 

GI 6721519 Score 

Exons 18395. .18481, 18752.. 18897 

GI Descrip. (AP001072) EST AU08211 6 (E4026) corresponds to a region of the 
predicted gene . ; hypothetical protein [Oryza sativa] 



OJ990808_57.0118.C23 
+ 

18897 
AAT/NAP 
18897 
53 



Seq. No. 32531 Seq. ID 

Gene No. 674 92 Strand 

Start 19289 End 

Name OJ990808_57 . 0118 . C23 . o7 . np Method 

Start 19289 End 

GI 5922619 Score 
Exons 19289. .19395 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 |dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990808_57.0118.C23 
+ 

19395 
AAT/NAP 
19395 
139 



Seq. No. 32531 

Gene No. .. 67 4 93 

Start 20281 

Name OJ990808_57 . 0118 . C23 . 06 . gs 

Start. 20281 

GI none 
Exons 



Seq. ID OJ990808_57.0118.C23 

Straad + 

End 21747 

Method GENS CAN 

End 21747 

Score .92 



20281. .20317, 2088 1 21130, 21597.. 21747 



Seq. No. 32531 

Gene No. 67 4 93 

Start 20281 

Name OJ990808_57 . 0118 . C23 . o2 

Start 20575 

GI 28813_1.R1084 

Exons 20575. .20699, 20865.. 21 



GI Descrip. 1 1419368/emb | CAA66310 | 
factor [Zea mays] ' 



Seq. ID OJ990808_57.0118.C23 

Strand + 

End 21747 
.gp Method AAT/GAP 

End 21650 

Score 834 
130, 21597.. 21650 

6.0e-44 (X97725) actin depolymerizing 



Seq. No. 


32531 


Seq. ID 


OJ990808_57 


.0118, 


.C23 


Gene No. 


67493 


Strand . 


.+ ... 






Start 


.20281 


End 


21747 






Name 


OJ990808 57.0118.C23.o9.np 


Method 


AAT/NAP- 






Start 


20862 


End 


21744 ' " 






GI 


1419368 ■ 


Score 


570 






Exons 


20862. .21130, 21597. .21744 










GI Descrip. 


(X97725) actin depolymerizing 


factor [Zea mays] 






Seq. No. 


32531 


Seq. ID 


OJ990808__57 


.0118'. 


.C23 


Gene No. 


67494 


Strand 








Start 


768 


End 


1830 






Name 


OJ990808 57.0118.C23.ol.np 


Method 


AAT/NAP 






Start 


768 


End 


1830 






GI 


6630686 


Score 


62 






Exons 


768. .855, 1737. .1830 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 







32670 




oeq. ino . 


^ 9 ^ ^ T 


oeq. iu 


Pt TQ QDfinfi 


D 1 


. UilO 


. LZ j 


Gene No. 


67495 


Strand 










Start 


13804 


End 


16847 








Name 


OJ990808 57.0118.C23.o3.np 


Method 


AAT/NAP 








oT,ar L 


13763 


End 


16847 








p t 


5902445 


Score 


2960 








Exons 


13763. .15007, 15047. .16847 












P, T HcQprin 
\J A. ucoli < 


(AB030283) GAG-POL precursor [Oryza sativa] 








Seq. No. 


"3 9 ^ "3 1 


Seq. ID 


OJ990808 


_57 


.0118 


.C23 


Gene No. 


67495 


Strand 










C -f- 3 vi- 


13804 


End 


16847 








Name 


OJ990808 57.0118.C23.o3.gs 


Method 


GENSCAN 








Of 3 v- +- 


13804 


End 


14136 








P T 


none 


Score 


.77 








Exons 


13804. .14136 












Seq. No. 




Seq. ID 


OJ990808 


_57 


.0118 


.C23 


Gene No. 


67495 


Strand 










CLalt 


13804 


End 


16847 








Name „ 


OJ990808 57.0118.C23.o4.gs 


Method 


GENSCAN . 








Q+- -a Y-f- 


14384 


End 


16658 








P T 


none 


•Score 


.82 








Exons 


14384 . .15381, 15473 .. 15858 , 


16057. .16658 








Seq. No. 


32531 


Seq. ID 


OJ990808_ 


_57 


.0118 


.C23 


Gene No. 


67496 


Strand 












16911 


End 


18390 








Name 


OJ990808 57.0118.C23.o5.gs 


Method 


GENSCAN 








otdlt 


16911 


End 


18390 








P T 


none 


Score 


.55 








Exons 


16911. . 17591, 17610. .17879, 


17939. . 18012, 18147 


. .18390 




Con Kl Oi 
O tr q . IN O . 


32531 


Seq. ID 


OJ990808_ 


_57 


.0118 


POT 


Gene No. 


67496 


Strand 










Start 


16911 


. End 


18390 








Name 


OJ990808 57.0118.C23.o4.np 


Method 


AAT/NAP 








Of 3 


16914 


End 


17695 










5902444 


Score 


595 








Exons 


16914. .17695 - 












P T C /~" V* 1 T~\ 


(AB030283) GAG-POL precursor [Oryza sativa] 








Oclj. in \j . 


32531 - 


Seq. ID 


.OJ990808_ 




.0118 






67497 


Strand 










Start 


19535 


End 


19612 








Name 


OJ990808 57.0118.C23.o8.np 


Method 


AAT/NAP 








Start 


19535 


End 


19612 










6630699 


Score 


72 








Exons 


19535. .19612 












o-L uescrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gil 6721536 |dbj | BAA8 9566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


32531 


Seq. ID 


OJ990R0ft_ 


57 


: 0118 


C23 


bene No. 


67498 


Strand 










Start 


22242 


End 


24641 








Name 


OJ990808 57.0118.C23.o3.tw 


Method 


TBLASTX: Wheat 





32671 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11217 
none 

11217. .11381, 17094, 
17367. .17549, 17368, 



,17330, 
,17541 



32531 
67498 
22242 

OJ990808_57 .0118 .C23.o7 . tw 

13772 

none 

13772. .13903, 13773 13898, 
14204. .14380, 14277. .14366 



End 17549 
Score 95 
17109. .17318, 17212. .17328, 



Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 

Method TBLASTX : Wheat 

End 14380 

Score 59 
13945. .14283, 14 123 .. 142 12 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons .. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 



32531 
67498 
22242 

OJ990808_57.0118.C23.o4 . tw 

14501 

none 

14501. .14887, 14 505. .14 879 

32531 
67498 
22242 

OJ990808_57.0118.C23.o3. tm 

14582 

none 

14582. .14887, 14583. .14870 



Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 

Method TBLASTX : Wheat 

End 14887 

Score 221 



Seq. ID OJ990808_57 .-0.118.. C23 

Strand - " ' ^ " 

End 24641 

Method TBLASTX : Mai ze 

End 14887 

Score 172 



32.531 
67498 
22242 

OJ990808_57.0118.C23.o8.tw 
15092 
none 

15092. .15370, 15096 .. 15251 , 15291. .15365 



Seq. ID OJ990808_57.0118.C23 
Strand 

24641 

TBLASTX: Wheat 
15370 
57 



End 

Method 

End 

Score 



32531 
67498 
22242 

OJ990808_57. 0118 . C23 . 06 . tw 
15372 . 
none 

15372. .15527, 15406 .. 154 98 , 15535 .. 157 62 , 15537.. 15761 



Seq. ID OJ990808_57.0118.C23 
Strand 

24641 

TBLASTX: Wheat 
15762 
57 



.End 
Method 
End 
Score 



32531 
67498 
22242 

OJ990808_57.0118.C23.o2.ts 

15852 

none 

15852. .16277, 16093. .16218 



Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 

Method TBLASTX : Soybean 

End 16277 

Score 81 



Seq. No. 
Gene No . 
Start 



32531 
67498 
22242 



Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 



32672 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990808_57.0118.C23.o2.tw 

15907 

none 

15907. .16221, 15909. .16331, 

32531 
67498 
22242 

OJ990808_57.0118.C23.o4.tm 

16005 

none 

16005. .16388, 16006. .16221 



Method TBLASTX : Wheat 

End 16331 

Score 249 
15942. .16328 

Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 

Method TBLASTX: Maize 

End 16388 

Score 110 



32531 
67498 
22242 

OJ990808_57 .0118.C23.ol. tm 
16416 
none 

16416. .16772, 16417 .. 16650, 16470. .16718 



Seq. ID OJ990808_57.0118.C23 
Strand 

24641 

TBLASTX: Maize 
16772 
126 



End 

Method 

End 

Score 



32531 
67498 
22242 

OJ990808_57.0118.C23.ol.tw 

16446 

none 

164 4 6. . 16901, 164 47. . 16653, 

32531 
67498 
22242 

OJ990808_57.0118.C23.ol.tc 

20864 

none 

20864 . .21121, 20865. .21131, 

32531 
67498 
22242 

OJ990808_57.0118.C23.o5.tw 

20864 

none 

20864. .21130,' 20865.. 21131 



32531 
67498 
22242 

OJ990808_57.0118.C23, 

20864 

none 

20864 . .21130, 20865.. 



ol. ts 



Seq. ID OJ990808_57.0118.C23 

.Strand 

' End 24641 

Method TBLASTX : Wheat 

End 16902 

Score 126 
16771. .16902 

Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 

Method TBLASTX : Cress 

End 21747 

Score 324 
21595. .21720, 21601.. 21747 

Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 

.Method. TBLASTX: Wheat 

End 21131 

Score "351 



Seq. ID OJ990808_57.0118.C23 
Strand 

End 24641 

Method TBLASTX : Soybean 

End 21747 

Score 349 



21131, 21589. .21720, 21598.. 21747 



32531 
67498 
22242 

OJ990808 57.0118.C23.o2.tm 



Strand 

End 24641 

Method TBLASTX: Maize 



32673 




Start 


20864 




End 


21707 




GI 


none 




Score 


368 




Exons 


20864 .. 21130, 20865.. 


21131, 


rt j— rt rt rt ^ «^ 

21598 . . 217 


rt ^ rt -i y* rt rt rt -n - j rt s~ 

05, 21620. .21706, 






21621 . . 21707 










Seq. No. 


32531 




Seq. ID 


OJ990808_57 . 0118 


.C23 


Gene No. 


67498 




Strand 






Start ., 


22242 




End 


24641 




Name 


OJ990808 57.0118.C23. 


o9 . tw 


Method 


TBLASTX : Wheat 




Start 


21585 




End 


21747 




GI 


none 




Score 


124 




Exons 


21585. .21746, 21587. . 


21709, 


21595 . . 217 


rt rt rt ^ ^ f\ f~\ rt -» A ™ 1 

20, 21598 .. 21747, 






21672 . . 21740 










Seq. No. 


32531 




Seq. ID 


OJ990808 57.0118 


.C23 


Gene No. 


67498 




Strand 


- 




Start 


22242 




End 


24641 




Name 


y-v ^ rt rt rt_ rt rt rt ^ ^1 rt 1 "1 rt rti rt rt 

OJ990808 57. 0118. C2 3. 


o7 . gs 


Method 


GENSCAN 




Start 


22242 




End 


24588 




GI 


none 




Score 


. 72 




Exons . 


22242 ... 22361, 24514.. 


24 588 








Seq. No. 


32531 




Seq. ID. 


OJ9.90808_57.0118 


.C23 


Gene No. 


67498 




Strand 






Start 


22242 




End 


24641 




Name 


— ' rt rt rt rt rt rt t~* *1 rt. -1 -1 rt rt 

OJ990808_57 . 0118 .C23 . 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


- 24262 




End 


24640 




GI 


none 




Score 


60 




Exons 


rt 4 rt. v"* rt. rt >l rt rt rt jl rt rt ~ 1 

24262. .24291, 24307. . 


24354, 


24319. .24354, 24356 .. 24415, 






243 63.. 24416, 24512.. 


24640, 


24512. .24628, 24514. .24639 




Seq. No. 


32531 




Seq. ID 


OJ990808_57.0118 


.C23 


Gene No . 


67498 




Strand 






Start 


22242 




End 


24641 




Name 


OJ990808 57.0118.C23. 


o3.gp 


Method 


AAT/GAP 




Start 


24289 




End • 


24641 




GI 


LIB34 34-047-P1-K1-A6 




Score 


473 




Exons 


24289. .24426, 24514.'. 


24641 








GI Descrip. 


, 4454011/emb|CAA23064 | 7 . Oe- 


13 (AL0353 


96) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


32531 




Seq. ID 


OJ990808_57.0118 


C23 


Gene No. * 


67498 




Strand 






Start 


22242 




End 


24641 




Name 


OJ990808 57.0118.C23. 


olO . np 


Method ' 


AAT/NAP ' 




Start 


24484 




End 


24641 




GI 


4454011 




Score 


90 




Exons 


24484. .24641 











GI Descrip. (AL035396) putative protein [Arabidopsis thaliana] 

Seq. No. 32532 

Gene No. 67499 

Start 46 

Name O.T990808_57 , 0118 . C24 . cl . gp 

Start 4 6 

GI LIB34 34-047-P1-K1-A6 

Exons 46. . 344 



Seq. ID OJ990808_57.0118.C24 

Strand + 

End 2375 

Method AAT/CAP 

End 344 

Score 4 90 



32674 




GI Descrip. ' 4 4 54 011/emb I CAA23064 | 7.0e-13 (AL035396) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 


32532 




Seq. ID 


OJ990808 57. 0118. C2 4 


Gene No. 


67499 




Strand 


+ 


Start 


46 




End 


2375 


Name 


OJ990808_57 .0118.C24.ol.gs 




Method 


GENSCAN 


Start 


102 




End 


2375 . 


GI 


none 




Score 


. 53 


Exons 


102. .245, 932. .1124, 2284.. 


2375 




Seq. No. 


32532 




Seq. ID 


OJ990808_57 . 0118 .C24 


Gene No. 


67500 




Strand 




Start 


17 




End 


6120 


Name 


OJ990808 57.0118.C24.ol.np 




Method 


AAT/NAP 


Start 


17 




End 


6120 


GI 


4454011 




Score 


675 


Exons 


17. .409, 2528. .2580, 3759.. 


3916, 4599. 


.4666, 4752. .4889, 




4978.. 5200, 5690. .5795, 6016. 


.6120 




GI Descrip. 


(AL035396) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


32532 




Seq. ID 


OJ990808_57-.0118.C24 


Gene No. 


67500 




Strand 




Start 


17 




End 


6120 


Name 


OJ990808 57.0118.C24.ol.tm 




Method 


TBLASTX: Maize 


Start 


40 




End 


5827 


GI 


none 




Score 


73 


Exons 


40. .198, 45. .215, 45. .176, 


46 


..183, 47 


..184, 163. .408, 164. 




173. .409, 177. .413, 3705. .3827, 3706.. 


3825, 3709.. 3834, 




3710. .3832, 3821. .3916, 3829. 


.3918, 3829. .3915, 4597. .4665, 




4598. .4666, 4599. .4667, 4752. 


.4895, 4752. .4895, 4753. .4908, 




4805. .4954, 4969. .5139, 4979. 


.5140, 4979. .5155, 4980. .5144, 




5688.-5789, 5688. .5798, 5689. 


.5799, 5690.. 5800, 5690.. 5827 


Seq. No. 


32532 




Seq. ID 


OJ990808_57.0118.C24 


Gene No. 


67500 ■ 




Strand 




Start 


17 




End 


6120 • 


Name 


OJ990808 57.0118.C24.o2.gp 




Method 


AAT/GAP 


Start 


342 




End 


3899 


GI 


2427521 




Score 


813 


Exons 


. 342.. 407, 3205. .3409,. 3710.. 




399 




Seq. No. 


.32532 ■ 




Seq. ID 


OJ9908.08J57 .0118 . C24 


Gene No. 


67500 




Strand 




Start 


17 




End 


6120 


Name 


OJ990808 57.0118.C24.o2.gs 




Method 


GENSCAN 


Start 


3071 




End 


5789 


GI 


none 




Score 


. 63 


Exons 


3071. .3149, 3710. .3916, 4172.. 


4251, 4752. .4889, 4978. .5135, 




5690. .5789 








Seq. No. 


32532 




Seq. ID 


OJ990808_57 .0118 .C24 


Gene No. 


67500 




Strand 




Start 


17 




End 


6120 


Name 


OJ990808 57.0118.C24.ol.ts 




Method 


TBLASTX: Soybean 


Start 


3841 




End 


6111 


GI 


none 




Score 


95 



32675 



Exons 



3841. .3915, 4598. .4663, 4752. .4895, 4934. .5143, 4978. .5145, 
5724. .5882, 5758. .5799, 6010. .6111. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start • . 
GI 

Exons 

Gl Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32533 
67501 
1 

OJ990808_57.0118.C25.ol.np 
1 

5852093 
1..22, 302. .417, 540. .601 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990808_57.0118.C25 

Strand + 

End 601 

Method AAT/NAP 

End . 601 

Score 52 



32534 
67502 
1 

OJ990808_57 . 0118 . C26 . ol . np 
1 

6742729 
1. .539 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990808_57.0118.C26 

Strand + 

End 539 

Method AAT/NAP 

End 539 

Score 778 



32534 
67502 
1 

OJ990808_57.0118.C26.ol.tw 
77 

none 



Seq. ID OJ990808_57.0118.C26 

Strand + ■ 

End 539 

Method TBLASTX : Wheat 

End 537 

Score 4 68 



77. .442, 78. .455, 288. .455, 440. .523, 441. .536, 442. .537 



32534 
67502 
1 

OJ990808_57.0118 .C2 6.ol.tm 

120 

none 

120. .434, 131. .406, 204. .434 



Seq. ID OJ990808_57.0118.C26 

Strand + 

End 539 

Method TBLASTX : Mai ze 

End 4 34 

Score 317 



32535 
67503 
1 

. .OJ990808_57.0118.C28.o2.gp 
1 

jC-osleLIB3474037gllal '-" 

1. .56, . liO. .210 . 
' 58521 82 /emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012 . 1 [Oryza' 
sativa] ' 



Seq. ID OJ990808_57.0118.C28 

Strand + 

End 210 

Method AAT/GAP 

End. 210 

Score . 271 ■ 



32535 
67504 
1 

OJ990808_57.0118.C28 .ol.gp 
1 

LIB34 31-056-P1-N1-E7 
1..75 

, 5733872/gb|AAD49760.1|AC007932_8 2.0e-13 (AC007932) Similar to 
gi_4982048 ribosomal protein L18 from Thermotoga maritima genome 
gb_AE001798. ESTs gb_Z35613, gb_T75951, gb_T22182, gb_T45962, 



Seq. ID OJ990808_57 .0118 .C28 

Strand 

End 75 

Method AAT/GAP 

End • 75 

Score 125 



32676 



gb_H76281 and gb_AI100025 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 


o o c o r 


Seq. ID 


OJ990808 


57 . 


Gene No. 


67505 


Strand 






Start 


Z 1 


End 


14 6 




Name 


OJ990808 57 . 0118 . C2 9 . ol . gs 


Method 


GENSCAN 




Start 


Z / 


End 


14 6 




GI 


none 


Score 


. 65 




Exons 


27. .146 








beq. jno. 


32537 


Seq. ID 


ojy yubuo 


O / . 


Gene No . 


67506 


Strand 


+ 




Start 


1 


End 


721 




Name 


OJ990808 57.0118.C30.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


721 




GI 


6721512 


Score 


98 




Exons 


1.-117, 607. .721 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32538 . . 


Seq. ID 


OJ990808 


_43. 


Gene No. 


67507 


Strand 


+ 




Start 


1 .. . - 


. . • End ■ 


4064 




Name 


OJ990808 43.0110.C2.ol.gp 


Method 


AAT/GAP 




Start ■ 


1 


End 


3026 




GI 


uC-osflM202055d07bl 


Score 


674 




Exons 


1..122, 2416. .2526, 2664.. 


2798, 2990.. 


3026 




GI Descrip. 


' 54 41877/dbj | BAA82375.il 7 


. Oe-67 (AP000367) Similar 




glycogenin glucosyltransf erase (EC 2.4 


.1.186) . 


(Z97 



sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32538 
67507 
1 

OJ990808_4 3.0110.C2.ol.np 
1 

5441877 



Seq. ID OJ990808_43.0110.C2 

Strand + 

End 4064 

Method AAT/NAP 

End 3987 

Score 1640 



1..122, 2416. .2526, 2664. .2800, 2991. .3104, 3200. .3399, 
3527. .3724, 3828. .3987 * 

(AP000367) Similar to glycogenin glucosyltransf erase (EC 
2.4.1.186). (Z97341) [Oryza sativa] 



32538 ■. ..." 

67507 

1 

OJ990808_43.0110.C2.o2.gs 

837 

none 



Seq. ID . OJ990808_43.0110.-C2 

Strand + 

End 4064 

Method GENSCAN 

End 4064 

Score .73 



837. .946, 1662. .1724, 1864. .1919, 2416. .2526, 266-4. .2800, 
2991. .3092, 3200. .3399, 3584. .3724, 3828. .3878, 3932. .4064 



32538 
67507 
1 * 

OJ990808_43.0110.C2.o2 . gp 
3198 

LIB34 33-030-P1-K1-A7 



Seq. ID OJ990808_43.0110.C2 

Strand + 

End 4 064 

Method AAT/GAP 

End 3894 

Score 867 



32677 




Exons 3198.. 3399, 3527.. 3724, 3828.. 3894 

GI Descrip. 1 54 4 1877/dbj | BAA82375 . 1 | 1.0e-80 (AP000367) Similar to 

glycogenin glucosyltransf erase (EC 2.4.1.186). (Z97341) [Oryza 
sativa] 1 



Seq. No. 


32538 










Seq. ID 


OJ990808 


_43.0110.C2 


Gene No. 


67508 










Strand 






Start 


5492 










End 


13878 




Name 


OJ990808 43 


.0110 


. C2 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3 










End 


4100 




GI 


none 










Score 


99 




Exons 


3. .56, 


3. .62, 4. 


.72, 67 


. . 114,. 


83. .121, 


2414. .2557, 2415. .255 




2660. . 


2803, 


2662 


. .2802, 


2663 . 


.2812, 2988.. 3104, 


2989. .3096, 




2990. . 


3103, 


3197 


. . 3400, 


3197 . 


.3400, 3199. .3402, 


3199. .3420, 




3516. . 


3674, 


3524 


. . 3724 , 


3525 . 


.3725, 3526.. 3726, 


3825 . . 3995, 




3825. . 


3995, 


3826 


. . 4017, 


4080 . 


.4100 






Seq. No. 


32538 










Seq. ID 


OJ990808 


_43.0110.C2 


Gene No. 


67508 










Strand 






Start 


5492 










End " 


13878 




Name 


OJ990808 43 


..0110 


.C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3 










End 


4013 




GI" 


none 




* 






Score 


60 




Exons 


3. .38, 


33. . 


56, 8 


3. . 121, 


2414 . 


.2533, 2415.. 2528, 


2660. .2800, 




2662. . 


2793, 


2663 


. .2800, 


2664 . 


.2801, 2988.. 3104, 


2989. .3105, 




2989. . 


3096, 


2993 


. .3103, 


3197. 


.3400, 3199.. 3402, 


3199. .3399, 




3524. . 


3655, 


3525 


. .3665, 


3525. 


.3659, 3825.. 3977, 


3826. .3978, 




3858. . 


4013 














Seq. No. 


32538 










Seq. ID 


OJ990808 


_43.0110.C2 


Gene No. 


67508 










Strand 






Start 


5492 










End 


13878 




Name 


OJ990808 43 


. 0110 


.C2.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6 










End 


3662 




GI 


none 










Score 


70 




Exons 


6. .56, 


83. . 


121, 


2414. .2533, -2415. .2528 


, 2660. .2803, 2662. .28 




2663. . 


2824, 


2976 


. .3110, 


3200. 


.3400, 3524. .3658, 


3525. .3662 


Seq. No. 


•32538 










Seq. ID 


OJ990808 


_43.0110.C2 


Gene No. 


67508 










Strand 






Start 


5492 










End 


13878 




Name 


OJ990808 43 


.0110 


.C2.ol. 


tw. 


Method 


TBLASTX : 


Wheat. 


Start 


3036 










End 


3664 




GI 


none 










Score 


67 




Exons 


3036. . 


3104, 


3203 


. .3400, 


3232. 


.3363, 3525. .3659, 


3548. . 3664 


Seq. No. 


32538 










Seq. ID 


OJ990808 


_43.0110.C2 


Gene No. 


67508 










Strand 






Start 


5492 










End .. 


13878 




Name 


OJ990808 43 


.0110 


.C2.o3. 


gs 


Method 


GENSCAN 




Start 


5492 










End 


13621 




GI 


none 










Score 


.88 




Exons 


5492. . 


5552, 


5847 


. . 6046, 


6491. 


.8548, 9110.. 9538, 


9951. . 10049, 




10391. 


.10726, 11692. .12000, 12 935. .13621 




Seq. No. 


32538 










Seq. ID 


OJ990808 


_43.0110.C2 


Gene No. 


67508 










Strand 







32678 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5492 End 13878 

OJ990808_4 3 . 0110 . C2 . o2 . np Method AAT/NAP 

5628 ' End 13878 

6692266 Score 2061 

5628.-5758, 5870. .6046, 6491. .7988, 8026. .8548, 9110. .9538, 
9951. .10049, 10391. .10726, 11692 12000, 12935 .. 1362 1 , 
13735. . 13813, 13857. .13878 

(AC010870) unknown protein [Arabidopsis thaliana] 



32538 
67508 
5492 

OJ990808__4 3.0110.C2.o5.tm 

5900 

none 

5900. .6046, 5901. .6044, 5903. 
6489. .6551, 6495. .6557, 6496. 
6554. .6718, 6641. .6721, 6703. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 43. 0110. C2 



13878 

TBLASTX: Maize 
6774 
173 

6049, 6467. .6520, 6488. .6550, 
6552, 6552.. 6716, 6553.. 6717, 
6774, 6717.. 6770 



Seq. No. 32538 

Gene No. 67508 

Start 5492 

Name . OJ9.90808_4 3 . 0110 . C2 . o3 . tc 

Start 7172 

GI none 

Exons 7172.. 7360, 7203.. 7379, 7346, 

Seq. No. 32538 

Gene No. 67508 

Start 5492 

Name OJ990808_4 3 . 01 10 . C2 . o2 . ts 

Start 7202 

GI none 

Exons 7202.. 7423, 7203.. 7409 

Seq. No. 32538 

Gene No. 67508 

Start 5492 

Name OJ990808_4 3 . 01 10 . C2 . o4 . tm 

Start 7510 

GI none 

Exons 7510. .7614, 7517.. 7618, 7517. 
7710.. 77*90 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.7429, 7514. .7612 



OJ990808_43.0110.C2 
13878 

TBLASTX : Cress 
7612 
87 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
. Score 



OJ990808_43.0110.C2 
13878 

TBLASTX : Soybean 

7423 

127 



OJ990808_43.0110.C2 
13878 

TBLASTX: Maize 

7790 

119 . 



,7621, 7646.. 7789, 7672.. 7788, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



32538 

67508 Strand 

54 92 End 

OJ990808_4 3 . 0110 . C2 . o2 . tm Method 

8051 End 

none Score 
8051. .8341, 8118. .8333, 8333. .8467 

32538 Seq. ID 

67508 strand 

54 92 End 

OJ990808_4 3. 0110 . C2 . ol . tc Method 

9110 End 



Seq. ID OJ990808_43.0110.C2 



13878 

TBLASTX: Maize 

8467 

250 



OJ990808_43.0110.C2 
13878 

TBLASTX: Cress 
9443 



32679 






none 


Score 


158 




Exons 


9110.. 9223, 9209. .9442, 9276.. 9443 






Seq. No. 


32538 


Seq. ID 


OJ990808_43 


.0110. 


Gene No. 


67508 


Strand 








5492 


End 


13878 




Name 


OJ990808 43.0110.C2.o3.tm 


Method 


TBLASTX: Maize 


O 4- v 4- 

otart 


10477 


End 


10729 




bl 


none 


Score 


328 




Exons 


1U4 / / . . iU / Zo t iU4 / o . . 1U l£ y , 


10479. . 10727 




Seq. No. 


32539 


Seq. ID 


OJ990808 43 


. 0110 . 


Gene No. 


67509 


Strand 


+ 






8223 


End 


8385 




Name 


OJ990808 43.0110.C3.o2.gs 


Method 


GENSCAN 




ni.-y.4- 

otart 


8223 


End 


8385 




bl 


none 


Score 


.94 




Exons 


8223. .8250, 8255. .8385 








beq. No. 


32539 


Seq. ID 


OJ990808_43 


. 0110 . 


Gene No. 


67509 


Strand 


+ 




Start 


8223 


End 


8385 




Name 


OJ990808 43.0110.C3.o4 . np 


Method 


AAT/NAP 




Start 


8223 


End 


8382 




bl 


5441875 


Score 


258 




Exons 


8223. .8382 








GI Descrip. 


(AP000366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32539 


Seq. ID 


OJ990808_43 


0110 . 


Gene No. 


67510 


Strand 






Start 


1 


End 


9139 




Name 


OJ990808 43.0110.C3.ol.np 


Method 


AAT/NAP 




btart 


1 


End 


512 




bl 


6692266 


Score 


191 




Exons 


1. .512 








GI Descrip. 


(AC010870) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


32539 


Seq. ID 


OJ990808_43. 


0110 . 


Gene No. 


67510 


Strand 






otart: 


1 


End 


9139 




Name 


OJ990808 43.0110.C3.ol.gs 


Method 


GENSCAN 




btart 


326 


End 


6153 




b-L 


none 


•Score ■ 


.87 ; ■ 




Exons 


326.. 514, 1598.. 1920, 2307'. 


.2398, 5990. 


.6153 




beq. No. 


32539 


Seq. ID 


OJ990808_43. 


0110. 


Gene No . 


67510 


Strand 






Start 


1 


End 


9139 




Name 


OJ990808 43.0110.C3.o2.np 


Method 


AAT/NAP 




O 4- -*~4- 

btart 


4936 


End 


6318 




GI 


6056391 


Score 


327 




Exons 


4936. .5190, 5426. .6318 








GI Descrip. 


(AC009324) Similar to retrotransposon proteins [Arabidop 




tha 1 i Ana] 








Seq. No. 


32539 


Seq. ID 


OJ990808__43. 


0110. 


Gene No. 


67510 


Strand 







32680 



Start 


1 








End 


9139 




Name 


OJ990808 43 


.0110 


. C3.o3.np 


Method 


AAT/NAP 




Start 


6008 








End 


9139 




GI 


553073 






Score 


117 




Exons 


6008. 


. 6323, 


9082 


.9139 








GI Descrip. 


(M944 


31) reverse 


transcriptase [Zea mays] 




Seq. No. 


32539 








Seq. ID 


OJ990808 


_43.0110.C3 


Gene No. 


67511 








Strand 






Start 


9553 








End 


10148 




Name 


OJ990808 43 


. U 1 10 


C3 . o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


5427 








End 


5682 




GI 


none 








Score 


101 




Exons 


5427. 


.5624, 


5428, 


.5619, 5616. 


.5681, 5626.. 5682 




Seq. No. 


32539 








Seq. ID 


OJ990808 


_43 . 0110 . C3 


Gene No. 


67511 








Strand 






Start 


9553 








End 


10148 




Name 


OJ990808 43 


. 0110 . 


C3 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


5776 








End 


6132 




GI 


none 








Score 


78 




Exons 


5776. 


.5892, 


5789. 


.5893, 5890. 


.5967, .5918. .5971, 


5964 . . 6053, 




■ 5966. 


.6061, 


6040. 


. 6132 








Seq. No. * ' 


32539 








Seq. ID 


OJ990808 


_43.0110.C3 


Gene No. 


67511 








Strand 






Start 


9553 








End 


10148 




Name 


OJ990S 


308_43 


0110. 


C3 . o3 . gs 


Method 


GENSCAN 




Start 


9553 








End 


10094 




GI 


none 








Score 


.57 




Exons 


9553. 


9917, 


9962. 


. 10094 








Seq. No. 


32539 








Seq. ID 


OJ990808 


43 . 0110 .C3 


Gene No . 


67511 








Strand 






Start 


9553 








End 


10148 




Name 


OJ990E 


J08_43 


0110. 


C3 . o5 . np 


Method 


AAT/NAP 




C -4- -i -1^.4- 

btart 


9556 








End 


10148 




GI 


5441874 






Score 


1055 




Exons 


9556. . 


10148 












GI Descrip. 


(AP000366) Similar to maize transposon 


MuDR mudrA-like prot 




(AC002340) 


^Oryza 


sativa] 








Seq. No.- 


32540 








Seq. "ID 


OJ990808 


_43. 0110.C4 


Gene No . 


67512 








Strand 


+ 




btart 


" 3884 








End 


4558 




Name 


OJ990808 43. 


0110. 


C4 . ol . gs 


Method 


GENSCAN 




Start 


3884 








End 


4558 




GI 


none 








Score 


. 69 




Exons 


388-4 . . 


3955, 


4174 . 


.4243, 4365. 


.4558 






oeq, in o . 


32540 








Seq. ID 


OJ990808_ 


_43.0110.C4 


Gene No. 


67513 








Strand 


4- 




Start 


9634 








End 


15454 




Name 


OJ990808 43, 


0110 


C4 = o3 _ gs 


Mot* In aH 


GENSCAN 




Start 


9634 








End 


15454 




GI 


none 








Score 


.48 




Exons 


9634. . 


10193, 


10581. . 10629, 11576. . 12206, 13161. 


.13294, 



32681 





1/1HQR 1 /I 1 Q "7 1 ci 1 coi Q 

141 uyo . . 14 lo / / lOlOD . . lozio , 


15299. .15454 






oeq . ino . 


oZ D4t U 


Seq. ID 


OJ990808 


4 J . U11U 


. C4 


Gene No . 


£"7 C i *3 
O / j1 j 


Strand 


+ 






Start 


9634 


End 


15454. 






Name 


OJ990808 43.0110.C4.o3.np 


Method 


AAT/NAP 








9634 


End 


15451 






H T 
Ol 


5441873 


Score 


2692 






Exons 


9634.. 10193, 10581. .10629, 


11576. .12206, 13161. 


. lozy h , 






14095. .14187, 15186. .15218, 


15299. .15451 






kji uescnp. 


(AP000366) hypothetical protein [Oryza 


sativa] 






oeq. no. 


32540 


Seq. ID 


OJ990808_ 


4 J . Ul 1U 


r^> a 

C4 




67513 


Strand 


+ 






Start 


9634 


End 


15454 






Name 


OJ990808 43. 0110. C4 . o2 . gp 


Method 


AAT/GAP 






Start 


11936 


End 


12301 






GI 


LIB34 33-003-Q6-K6-F3 


Score 


665 






Exons 


11936. .12301 










GI Descrip. 


1 287 938/emb | X54 204 | CVPRSET5C 6.0e-47 Cloning vector pRSET5c 



(pBluescript KS. plus derivative) f 

Seq. .No. 32540 Seq. ID OJ990808__4 3, 0110 . C4 

Gene No. 67514 Strand + 

Start 32158 End 32809 

Name OJ990808_43 . 0110 . C4 . o4 . np Method AAT/NAP 

Start 32158 End 32809 

GI 6539553 Score' 1070 

Exons 32158. .32809 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 32540 Seq. ID 

Gene No. 67515 Strand 

Start 1 End 

Name OJ990808__43 . 0110 . C4 . ol . np Method 

Start 1 End 

GI 5441874 Score 

Exons 1..116, 2534.. 2616, 5581. .7414, 7485.. 
GI Descrip'. . (AP000366 

■ " (AC002340 



OJ990808_43.0110.C4 

7804 
AAT/NAP 
7804 
4098 
.7804 



Similar to maize transposon MuDR mudrA-like protein. 
[Oryza sativa] . * * . 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



32540 ' Seq. ID 

67515 Strand 

1 End 

OJ990808__4 3. 0110.C4 .ol.gp Method 

5388 End 

15542_1.R1084 Score 
5388. .5819 

, 5441874/dbj |BAA82373.1| 2, 
transposon MuDR mudrA-like 

32540 Seq. ID 

67515 Strand 

1 End 



OJ990808_43.0110..C4 

7804 
AAT/GAP 
5819 
856 



0e-41 (AP000366) Similar to maize 
protein. (AC002340) [Oryza sativa] 



OJ990808 43. 0110. C4 



7804 



32 682 



Name 

Start 

GI 

Exons 



OJ990808_4 3 . 0110 . C4 . o2 . gs Method GENSCAN 

5572 End 7804 

none Score .48 
5572. .7414, 7485. .7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990808_43.0110.C4 

9624 
AAT/NAP 
9624 
31 



32540 Seq. ID 

67516 Strand 
9082 End 
OJ990808_4 3. 0110 . C4 . o2 . np Method 
9082 End 
4826734 Score 
9082. .9165, 9501. .9624 

fusion, derived from t(12;16) malignant liposarcoma 

gi I 544357 | sp| P35637 | FUS_HUMAN RNA-BINDING PROTEIN FUS/TLS 

gi I 423076|pir | | S33799 RNA-binding protein FUS - human 

gi I 386157 |bbs | 133383 (S62140) TLS=nuclear RNA-binding protein 

[human, Peptide, 526 aa] [Homo sapiens] gi 13582784 (AF071213) 

FUS/TLS protein [Homo sapiens] 



32540 
67517 
18324 

0 J9 908 08_4 3 . 0 1 1 0 . C4 . o2 ..tw 

5547 

none 



Seq. ID OJ990808_43.0110.C4 
Strand 

End 28141 

Method TBLASTX : Wheat. . 

End 6108 

Score 171 



5547. .5693, 5578. .5751, 5582. .5719, 5740. .6018, 5770. .6009, 
5774. .6022, 5778. .6020, 5989. .6108, 6034. .6066 



Seq. No. 32540 Seq. ID 

Gene No. 67517 Strand 

Start 18324 End 

Name OJ990808_43 . 0110 . C4 . o3 . tc Method 

Start 5581 End 

GI none Score 

Exons 5581.. 5688, 5773.. 5958 



OJ990808_43.0110.C4 
28141 

TBLASTX: Cress 

5958 

140 



Seq. No. 32540 

Gene No. 67517 

Start 18324 

Name OJ990808_4 3 . 0110 . C4 . ol . ts 

Start 5587 . 

GI none 

Exons 5587. .5718, 5770. .5-988, 5777. 



Seq. ID OJ990808_43.0110.C4 
Strand 

End 28141 

Method TBLASTX: Soybean" 

End . 5989 

Score 135 
.5989 



Seq. No. " 32540 

Gene No. 67517 

Start 18324 

Name OJ990808_43 . 0110 . C4 . o2 . tm 

Start 5596 

GI none 

Exons 5596.. 6003, 5598.. 6011, 5747, 
6043. .6069, 6047. .6196 



Seq. ID OJ990808_43.0110..C4 
Strand 

End 28141 

Method TBLASTX: Maize 

End 6198 

Score 280 

.6019, 5750.. 6019, 6037.. 6198, 



Seq. No. 32540 

Gene No. 67517 

Start 18324 

Name OJ990808 43 . 0110 . C4 . ol . tm 



Seq. T D OJ990808 43.0110. C4 

Strand - ~ 

End 28141 

Method TBLASTX : Maize 



32683 




Start 


ODOU 










End 


7183 




bl 


none 










Score 


89 




Exons 


DDOU . 


C "7 A Q 




. . boy y , 


6688 


.7179, 6697. .7179, 6707. .7183 


Seq. No. 


32540 










Seq. ID 


OJ990808_43.0110 


,C4 


Gene No. 


67517 










Strand 






b rare 


1 Q O O A 










End 


28141 




M — — — 

Name 


r\ TO O A 

ojy yo 


o n O A *3 

oUo 4o 


m i n 
. Ul 1U 


. L4 . o2 


ts 


Method 


TBLASTX: Soybean 




btart 


D / / D 










End 


7033 




bl 


none 










Score 


122 




Exons 


b / / b . 


"7 n *5 "5 


Q A 

b / o 4 


. . / Uoz 










Seq. No. 


32540 










Seq. ID 


OJ990808__43.0110 


.C4 


Gene No. 


67517 










Strand 






Cf v--h 












End 


28141 




Name 


to. o r\ 

ojy yu 


o n o ii o 
oUo 4o 


OTTO 
. Ul 1U 


. C4 . Ol . 


tc 


Method 


TBLASTX: Cress 




b car c 


CQT7 

bo / / 










End ' 


7293 




H T 


none 










Score 


72 




Exons 


6877. 


.7293, 


CQ1 1 

byi i 












Seq. No. 


32540 










Seq. ID 


OJ990808_43.0110 


.C4 


Gene No. 


67517 










Strand 






btart 


18324 










. End 


28141 




Name 


OJ990808 43 


.0110 


. C4 . o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


7064 










End 


7267 




bl 


none 










Score 


112 




Exons 


7064. 


.1261, 


TOO"! 

/Uol 


. . /2oo 










beq. No. 


32540 










Seq. ID 


OJ990808_43.0110 


.C4 


Gene No. 


67517 










Strand 






Start 


18324 










End 


28141 




Name 


OJ990808 43 


Ul 1U 


C4 . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


7083 










End 


7560 




bl 


none 










Score 


250 




Exons 


7083. 


.7271, 


"7 O O /I 

/Uo4 


. 7428 , 


7084 . 


.7416, 7475. .7558, 7485. .7559 




7485. 


.7559, 


n /I OA" 
/ 4 0 O 


. 7560 










Seq. No. 


32540 










Seq. ID 


OJ990808_43.0110 


C4 


Gene No . 


67517 










Strand 






otart 


18324 










End 


28141 




Name 


OJ990S 


308_43 . 


0110. 


C4 . o2 . 


tc 


, Method 


TBLASTX: Cress 




CM 1 vf 

otarc 


7502 










End ' 


7826 




b± 


. node 






. / 63 / , 




Score. 


97 




Exons 


' 7502. ' 


7630, 


T C *3 O 


"7 f C C 

/ 655 . 


.7825, 7704.. 7826 




Seq. No. 


32540 










Seq. ID 


OJ990808_43.0110. 


C4 


Gene No. 


67517 










Strand 






Start 


18324 










End 


28141 




Name 


OJ990E 


308_43. 


0110 . 


C4 .o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7508 










End 


7846 




GI 


none 










Score 


78 




Exons 


7508. . 


7642, 


7539. 


.7616, 


7632. 


.7841, 7655. .7846 




Seq. No. 


32540 










Q o T H 


n.TQQnonQ /it n'i i n 


r* A 


Gene No. 


67517 










Strand 






Start 


18324 










End 


28141 




Name 


OJ990808_43. 


0110. 


C4.o4. 


tm 


Method 


TBLASTX: Maize 





32684 



Start 
GI 

Exons 



9994 End 11941 

none Score 230 

9994. .10194, 10053. .10193, 10254 .. 10442, 10290 104 33, 

10292. .104 41, 10531. .10629, 10541. .10630, 10581. .10634, 

11602. .11781, 11609. .11785, 11 659 .. 117 99, 11802 118 67 , 

11825. .11872, 11873. .11941, 11882. .11938 



Seq. No. 32540 

Gene No. 67517 

Start 18324 

Name OJ990808_4 3 . 0110 . C4 . o4 . tw 

Start 10143 

GI none 
Exons 



Seq. ID OJ990808_43.0110.C4 
Strand 

End 28141 

Method TBLASTX : Wheat 

End 10629 

Score 42 



10143. .10193, 10144. .10191, 1024 9 .. 104 34 , 10285 .. 10437 , 
10287. .10442, 10290 .. 10439, 10292 10444 , 10531 .. 1058 1 , 
10600. .10629 



Seq. No. 32540 Seq. ID 

Gene No. 67517 Strand 

Start 18324 End 

Name OJ990808_43 . 0110 . C4 . o4 . gs Method 

Start 18324 End 

GI none . . Score 
Exons 



OJ990808_43.0110.C4 

28141 
GENS CAN 
28141 
.87 



18324. .18703, 21138 .. 2124 3, 2304 6 .. 23102 , 24262 24357 , 
25158. .25346, 25501 .. 25564 , 264 61 .. 26623, 26809 26883, 
27943. .28141 



Seq. No. 32540 Seq. ID 

Gene No. 67518 Strand 

Start 32152 End 

Name OJ990808_4 3 . 0110 . C4 . o3 . tw . Method 

Start 32152 End 

GI none Score 

Exons 32152. .32538, 32163.. 32537 



OJ990808_43.0110.C4 
32600 

TBLASTX: Wheat 

32538 

344 



Seq. No. 32540 Seq. ID 

Gene No. 67518 Strand 

Start' 32152 End 

Name OJ990808_4 3 . 0110 . C4 . o3 . tm Method 

Start 32287 End 

GI. . , none Score 
Exons 



OJ990808_43.0110.C4 
32600 

TBLASTX: Maize 

32600 

357 



32287. .32598, 32293.-32595, 32295.. 32600 



Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32541 
67519 
1 

OJ990808 
1 

6539553 
1. .1362 
(AP00083 
(D85597) 
Similar 



43.0110.C5.ol.np 



Seq. ID OJ990808__43.0110.C5 

Strand ' + 

End 1362 

Method AAT/NAP 

End 1362 

Score 2308 



6) Similar to Oryza australiensis retrotransposon RIRE1 

[Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 



Seq. No. 
Gene No. 



32541 
67519 



Seq. ID OJ990808_43.0110.C5 
Strand + 



32685 



Start 
Name 
Start 
GI 

Exons 



1 End 1362 

OJ990808_4 3 . 0110 . C5 . o2 . tm Method TBLASTX : Maize 

1 End 28 9 

none Score 263 

1..204, 2. .211, 8. .211, 9. .254, 226. .270, 227. .289 



Seq. No. 32541 

Gene No. 67519 

Start 1 

Name OJ990808_43 . 0110 . C5 . o2 . ts 

Start 233 

GI none 

Exons 233.. 388, 380.. 619 



Seq. ID OJ990808_43.0110.C5 

Strand + 

End 1362 

Method TBLASTX : Soybean 

End 619 

Score 85 



Seq. No. 32541 

Gene No. 67519 

Start 1 

Name OJ990808_43 . 0110 . C5 . o2 . tw 

Start 338 

GI none 

Exons . .338.. 676, 383.. 655 



Seq. ID OJ990808_43.0110.C5 

Strand + 

End 1362 

Method TBLASTX : Wheat 

End 67 6 

Score 269 



Seq. No. 32541 

Gene No. 67519 

Start 1 

Name OJ990808_43 . 0110 . C5 . ol . gs 

Start 371 

GI none 

Exons 371.. 1360 



Seq. ID OJ990808_43.0110.C5 

Strand + 

End 1362 

Method GENSCAN 

End 1360 



Score 



. 6 



Seq. No. 32541 

Gene No. 67519 

Start 1 

Name OJ990808_4 3 . 0110 . C5 . ol . tm 

Start 407 

GI none 

Exons 407.. 841, 670.. 816 



Seq. ID OJ990808_43.0110.C5 

Strand + 

End 1362 

Method TBLASTX : Mai ze 

End 841 

Score 295 



Seq. No. 32541 

Gene No. 67519 

Start. .1 

Name OJ990808_4 3. 0110 .C5 .ol . ts 

Start ~ " 629 

GI none 
Exons " 



Seq. ID OJ990808_43.0110.C5 

Strand + 

End . 1362 . . . 

Method TBLASTX: Soybean 

End 1027 

Score 18 6 



629.'. 853, 644 . .838, 854. .1027, 862. .900 



Seq. No. 32541 

Gene No. 67519 

Start 1 

Name OJ990808_4 3 . 0110 . C5 . ol . tc 

Start 644 

GI none 

Exons 644. .844, 857. .1051 



Seq. ID OJ990808_43.0110.C5 

Strand + 

End 1362 

Method TBLASTX : Cress 

End 1051 

Score 117 



Seq. No. 
Gene No. 
Start 



32541 
67519 
1 



Seq. ID OJ990808_43.0110.C5 
Strand + 
End 1362 



32686 



Name 

Start 

GI 

Exons 



OJ990808_4 3 . 0110 .C5 . ol . tw Method TBLASTX : Wheat 

677 End 1362 

none Score 628 

677. .1126, 685. .1164, 1-184. .1357, 1223. .1357, 1252. .1362, 

1273. .1362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32542 Seq. ID OJ990808_43 . 0110 . C6 

67520 Strand + 

1 End 5887 

OJ990808_4 3.0110.C6.ol.np Method AAT/NAP 

1 End 3680 

5441880 Score 3036 

1..297, 820. .970, 1076. .1412, 1977. .2275, 2352. .2610, 

2855. .2952, 3199. .3330, 3446. .3680 

(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



32542 Seq. ID 

67520 Strand 

1 End 

OJ990808_4 3. 0110 . C6 . ol . gs Method 

220 • . . , End 

none Score 



OJ990808_43.0110.C6 
+ 

5887 
GENSCAN 
5887 . 
.49 

1412, 1572.. 1887, 



220. .297, 820. ".970, 1076. .1322, 1378, 
1977. .2275, 2352. .2610, 2703. .2828, 2855. .2952, 3199. .3330, 
3394. .3441, 3446. .3648, 3799. .3965, 4105. .4138, 4634. .4795, 
4928. .5023, 5229. .5887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32542 
67520 
1 

OJ990808_43.0110.C6.ol.gp 
2103 

LIB3475-007-P1-K1-G8 
2103. .2275, 2352. .2602 
1 5441880/dbj | BAA82378 . 1 | 5. 
corresponds to a region of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_ 
+ 

5887 
AAT/GAP 
2602 
809 



43. 0110. C6 



Oe-75 (AP000367) EST 
the predicted gene, 



C28952 (C62945). 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



32542 m . Seq. ID 

67520 ■ Strand 

1 . - • End 

OJ990808_4 3.0110*.C6.o2.gp Method 
3784 End 
LIB3431-04 5-P1-N1-A10 Score 
3784. .4237 

f 5441876/dbj IAP000367. 1 IAP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 .. 



OJ990808_43.0110.C6 
+ 

5887 
AAT/GAP 
4237 
844 



32542 Seq. ID OJ990808 

67520 Strand + 

1 End 5887 

OJ990808 43.0110.C6.o4 . qp Method AAT/GAP 

5159 " End 5697 

2801134 Score 944 
5159. .5697 



43. 0110. C6 



32687 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5441879/dbj IBAA82377.il 3.0e-25 (AP000367) ESTs 
AU070372 (S13446) ,AU075541 (S0353) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana BAC genomic 
sequence. (AC002292) [Oryza sativa] 



32542 Seq. ID 

67520 Strand 
1 End 
OJ990808_4 3. 0110.C6.o2 .np Method 
5210 End 
5441879 Score 
5210. .5884 

(AP000367) ESTs AU070372 (S1344 6) , AU07554 1 (S0353) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
BAC genomic sequence. (AC002292) [Oryza sativa] 



OJ990808_43.0110.C6 
+ 

5887 
AAT/NAP 
5884 
1100 



32542 
67521 
4180 

OJ990808_43.0110.C6.o3.gp 
4180 

7406_1.R1084 

4180. ..4254, 4289. .4614 

' 1122315/emb | CAA63901 | 7 . Oe- 

[Pennisetum glaucum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_43.0110.C6 

4614 
AAT/GAP 
4614 
577 



L0 (X94191) heat shock protein 17.0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI v 
Exons 



32542 Seq. ID 

67522 Strand 
5704 End 6080 

OJ990808_4 3.0110.C6.o5.gp Method AAT/GAP 

5704 End 6080 

57072_2.R1084 Score 659 

5704. . 6080 

'5441879/dbj |BAA82377.1| 3.0e-25 (AP000367) ESTs 
AU070372 (S13446) ,AU075541 (S0353) correspond to a 
predicted gene.; Similar to Arabidopsis thaliana 
sequence. (AC002292) [Oryza sativa] ' 



OJ990808 43. 0110. C6 



region of the 
BAC genomic 



32542 Seq. ID 

67523 Strand 

9134 End 

OJ990808_43. 0110.C6.ol .tc Method 

54 07 / • - : ' • End 

none Score 

5407. .5652, 5408. .5659 



OJ990808_43.0110.C6 
13184. 

TBLASTX: Cress 

5659 

358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



32542 Seq. ID 

67523 Strand 

9134 End 

OJ990808_43. 0110.C6.ol . tm Method 

5407 End 

none Score 



OJ990808_43.0110.C6 
13184 

TBLASTX: Maize 

5887 

64 



5407. .5442, 5408. .5476, 5450. .5692, 5497. .5691, 5677. .5781, 
5681. .5887, 5711. .5815 



32542 
67523 



Seq. ID 
Strand 



OJ990808 43. 0110. C6 



32688 




Start 9134 

Name OJ990808_43 . 0110 . C6 . ol . 

Start 5407 

GI none 

Exons 5407.. 5442, 5408.. 5443, 
5681.. 5875, 5732.. 5815 

Seq. No. 32542 

Gene No. 67523 

Start 9134 

Name OJ990808_4 3 . 0110 . C6 . ol . 

Start 5492 

GI none 

Exons 5492.. 5662, 5494.. 5652, 




End 13184 
ts Method TBLASTX: Soybean 

End 5875 
Score 50 
5447. .5692, 5497. .5664, 5677. .5778, 



Seq. ID OJ990808_43.0110.C6 
Strand 

End 13184 

tw Method TBLASTX : Wheat 

End 5887 

Score 206 
5684. .5776, 5738. .5887 



Seq. No. 32542 Seq. ID 

Gene No. 67523 Strand 

Start 9134 End 

Name OJ990808_43 . 0110 . C6 . o2 . tc Method 

Start 5677 End 

GI none . . ..Score 

Exons 5677.. 5778, 5681.. 5887 



OJ990808_43.0110.C6 
13184 

TBLASTX: Cress 

5887 

278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32542 
67523 
9134 

OJ990808_4 3.0110.C6.o2.gs 

9134 

none 



OJ990808 43. 0110. C6 



Seq. ID 
Strand 

End 13184 
Method GENSCAN 
End 10859 
Score .41 

9134. .9146, 9301. .9435, 9471. .9582, 9731. .9767, 10194 .. 10288 t 
10707. .10859 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



32542 
67523 
9134 

OJ990808_4 3.0110.C6.o3.np 

9291 

5441878 



Seq. ID OJ990808_43.0110.C6 
Strand 

End 13184 

Method AAT/NAP 

End 13184 

Score 687 



9291. .9435, 9471. .9582, 1072 9 .. 10859, 13114. .13184 
(AP000367) hypothetical protein [Oryza sativa] 



32543 Seq. ID 

67524 - " . Strand 

1 * ' End 

OJ990808_4 3.0110.C7 .ol.np Method 

1 End 

4584546 Score 
1..31, 428. .526, 881. .907 

(AL049608) putative protein [Ar^abidopsis thaliana] 



OJ990808_43.0110.C7 

-+ 

907 

AAT/NAP 
907 
124 



32543 Seq. ID 

67524 Strand 

1 End 

OJ990808_4 3 . 0110.. C7 . ol .gs Method 

428 End 

none Score 
428. .513 



OJ990808_43.0110.C7 
+ 

907 

GENSCAN 

513 

.76 



32689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32544 Seq. ID 

67525 Strand 
1 End 
OJ990808_4 3 . 0110 . C8 . ol . gp Method 
1 End 
5701669 . Score 

1. .371 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990808_43.0110.C8 

1425 
AAT/GAP 
371 
734 



OJ990808 43. 0110. C8 



32544 
67525 
1 

OJ990808_4 3.0110.C8.ol.np 
1 

5441880 
1. . 972 

(AP000367) EST C28 952 (C62 94 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981)- [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1425 
AAT/NAP 
972 
1705 



o e q . in o . 


32544 


Seq. ID 


OJ990808_43.0110.C8 


Gene No . 


67525 


Strand 




o la! L 


1 


End 


1425 


Name 


OJ990808 43.0110.C8.ol. 


tm Method 


TBLASTX: Maize 


Start 


13 


End 


414 


GI 


none 


Score 


151 


Exons 


13. .252, 14. .235, 286.. 


414, 308. .406 




Seq. No. 


32544 


Seq. ID 


OJ990808_43.0110.C8 


Gene No. 


67525 


Strand 




Start 


1 


End 


1425 


Name 


OJ990808 43.0110.C8.ol. 


gs Method 


GENSCAN 


Start 


16 


End 


1425 


GI 


none 


Score 


.55 


Exons 


..16. .612, 871. .1425 






Seq. No. 


32545 


Seq. ID 


OJ990808_43.0110.C9 


Gene No. 


67526 


Strand 


+ 


Start 


3338 


End 


5512 


Name 


OJ990808 43.0110.C9.ol. 


np Method 


AAT/NAP 


Start 


'.3338. 


End 


5512 


GI 


"5441881 


Score 


3684 


Exons 


3338. .5512 






GI Descrip. 


(AP000367) Similar to putative receptor kinase. (AC002332) 




[Oryza sativa] 






Seq. No. 


32545 


Seq. ID 


OJ990808_43.0110.C9 


Gene No. 


67527 


Strand 


+ 


Start 


9194 


End 


10889 


Name 


OJ990808 43.0110.C9.o3. 


gs Method 


GENSCAN 


Start 


9194 


End 


10889 


GI 


none 


Score 


. 63 


Exons 


9194. .9239, 9740. .9769, 


10231. .10340, 


10776. . 10889 



32690 




Seq. No. 


32545 


Seq. ID 


OJ990808_43.0110.C9 


Gene No. 


67528 


Strand 


+ 


Start 


11704 


End 


12164 


NT s mo 
lm ail It: 


O.TQQOROft 4^ 01 1 n PQ nd rr<? 




\3 Cj LN O \^r\ IN 


u Lai L 


11704 _ 


PnH 


1 ?1 64 

X £- X U *4 


(IT 
\j x 


none 




. 7 1 


Hi AU1 ID 


11704 1 1 cna iiqsq i?ifi4 






Seq. No. 


32545 • 


Seq. ID 


OJ990808_43.0110.C9 


Gene No. 


67529 


Strand 


+ 


O L. Cl -L L, 


15401 




15790 


Name 


O.TQQOflOR 4^ 0110 PQ ofi rrc; 


i Jtr liiuu 


O Ej LN O ^rtLN 


o Lai L 


1 S4 01 ~~ 

X J *± U X 


Fnd 


1 57 90 


VJ x 






7R 


LAUliJ 








Seq. No. 


32545 


Seq. ID 


OJ990808_43.0110.C9 


Gene No. 


67530 


Strand 




Cf a rt 
O Lai L 


7327 


End 


7Q70 


In aiue 


O.TQQ080R 4^ 0110 PQ rrc; 


lit: L11UU 


Ej LN O ^rtLN 


OLal L 


1171 ~ 


PnH 

£ji 1U 


7 Q70 


r; t 

O J. 


I 1 \J 1 ic 


O L. LJ J. tr 




Exons 


1191 76R0 7fiQ? 7Q70 






C orf KF /-\ 
otrLj . 1NU • 


^9 S 4 S 

O C. +J *i J 


O . X U 


O.TQQOROft 4^ 0110 PQ 




67530 


Strand 




Start 


7327 


End 


7970 


Name 


OJ990808 43.0110.C9.o2.np 


Method 


AAT/NAP 


OLal L 


7344 


End 


7961 


o ± 


5441882 


Score 


1044 


Exons 


7344. .7961 








(AP000367) Similar to Arabidopsis thaliana DNA contig fragment 




(Z99707) [Oryza sativa] 






O C • 1\ O • 


32545 


Seq. ID 


OJ990808_43.0110.C9 




67531 


Strand 




Start 


11676 


End 


12339 


Name 


OJ990808 43.0110.C9.o3.np 


Method 


AAT/NAP 


Start 


11676 


End 


12339 


GI 


6069646 


Score 


729 


Exons 


11676. . 12339 








(AP000616) similar to putative reverse 


transcriptase (AC005315 




[Oryza sativa] gi f 6907 1 12 | dbj | BAA90639 


.11 (AP001129) Similar t 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 




[Oryza sativa] 






Seq. No. 


32545 


Seq. ID 


OJ990808_43.0110.C9 


Gene No. 


67532 


Strand 




OLai L 


12813 


End 


13415 


Name 


OJ990808 43.0110.C9.o5.gs 


Method 


GENSCAN 


Start 


12813 


End 


13415 


GI 


none 


Score 


1 


Exons 


12813. . 13415 ' 






Seq. No. 


32545 


Seq. ID 


OJ990808_43.0110.C9 


Gene No. 


67532 


Strand 





32691 



Start ' 12813 End 13415 

Name OJ990808_43 . 0110 . C9 . o4 . np Method AAT/NAP 

Start 12816 End 13397 

GI 5441883 Score 954 

Exons 12816. .13397 

GI Descrip. (AP000367) Similar to Arabidopsis thaliana BAG genomic sequence. 
(AC004482) [Oryza sativa] 



Seq. No. 32545 Seq. ID. OJ990808_4 3 . 01 10 . C9 

Gene No. 67533 Strand 

Start 18318 End 22885 

Name OJ990808_43 . 0110 . C9 . ol . gp Method AAT/GAP 

Start 17638 End 17954 

GI 4716559 Score 612 

Exons 17638. .17954 

GI Descrip. 54 41876/dbj I AP000367 . 1 | AP000367 1.0e-160 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 



Seq. No. 32545 Seq. ID 

Gene No. 67533 Strand 

Start 18318 End 

Name OJ990808_43 . 0110 . C9 . o7 . gs Method 

Start . 18318 , End 

GI none Score 

Exons \ 18318.. 18896 



OJ990808_43.0110.C9 

22885 
GENSCAN ■ 
18896 , . 
1 



Seq. No. 32545 Seq. ID 

Gene No. 67533 Strand 

Start 18318 End 

Name OJ990808_43 . 0110 . C9 . o5 . np Method 

Start 18321 End 

GI 5441884 Score 

Exons 18321. .18884, 20183 
GI Descrip. 



OJ990808_43.0110.C9 

22885 
AAT/NAP 
20377 
1245 



20377 

(AP000367) Similar to Arabidopsis thaliana DNA contig fragment, 
(Z99707) [Oryza sativa] 



Seq. No. 


32545 


Seq. ID 


OJ990808__43.0110 


C9 


Gene No. 


67533 


Strand 






Start 


18318 


End 


22885 




Name 


OJ990808 43.0110.C9.o8.gs 


Method 


GENSCAN 




Start 


19897 


End 


22885 




GI 


none 


Score 


' .74 




Exbris 


19897. .20043, 20183 .. 20371, 


22880. .22885 * ' 




Seq. No. 


" 32545 


Seq. ID 


OJ990808_43.0110 


C9 


Gene No. 


67534 


Strand 






Start 


23666 


End 


27852 




Name 


OJ990808 43.0110.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4697 


End 


5119 




GI 


none 


Score 


110 




Exons 


4697. .4840, 4841. .5014, 508 


1. .5119 







Seq. No. 32545 Seq. ID OJ990808_4 3 . 0110 . C9 

Gene No. 67534 k Strand 

Start ■ 23666 End 27852 

Name OJ990808_43 . 0110 . C9 . ol . tc Method TBLASTX : Cress 

Start 4703 End 5221 



32692 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 24 3 

4703. .5014, 4750. .4989, 5081. .5221, 5086. .5190 



32545 
67534 
23666 

OJ990808_43.0110.C9.ol.ts 

4759 

none 



Seq. ID OJ990808_43.0110.C9 
Strand 

End 27852 

Method TBLASTX : Soybean 

End 5479 

Score 120 



4759. .4833, 4760. .4843, 4861. .5013, 4862. .5011, 5068. .5193, 
5072. .5215, S279..5479 



Seq. No. 32545 

Gene No. 67534 

Start 23666 

Name OJ990808__4 3 . 0110 . C9 . ol . tm 

Start 4862 

GI none 
Exons 



Seq. ID OJ990808_43.0110.C9 
Strand 

End 27852 

Method TBLASTX : Mai ze 

End 54 4 6 

Score 148 



4862. .5014, 5080. .5193, 5081. .5200, 5300. .5446 



Seq. No.. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32545 
67534 
23666 

OJ990808_4 3.-0110.C9.o2 . tm 

11706 

none 



Seq. ID OJ990808_43.0110,C9 
Strand 

End 27852 : 

Method TBLASTX: Maize 'W ' 

End 12248 

Score 7 6 



11706. .11894, 11910. .12248, 11932. .12120 



32545 
67534 
23666 

OJ990808_43. 0110 . C9 . o9 . gs 

23666 

none 



Seq. ID OJ990808_43.0110.C9 
Strand 

End 27852 

Method GEN SCAN 

End 27772 

Score .62 



23666. .23746, 25672 .. 257 98 , 25857 .. 26167 , 27561. .27772 



32545 
67534 
23666 

OJ990808_4 3.0110.C9.o6.np 
25763 
5441885 
25763.'. 26167, 27773. .27852 

(AP000367) Similar to Arabidopsis thaliana BAC genomic sequence 
(AL021889) [Oryza sativa] * ' 



Seq. ID OJ990808_43.0110.C9 
Strand 

End 27852 
Method AAT/NAP 
End , 27852 

Score ' 820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32546 
67535 
2079 

OJ990808_43. 0110. C10. o2.np 

2079 

5441886 



Seq. ID OJ990808_43. 0110. C10 

Strand ■ + 

End 3998 

Method AAT/NAP 

End 3998 

Score 1437 



2079. .2201, 2332. .2439, 2680. .2955, 3542. .3588, 3650. .3998 
(AP000367) EST AU06924 6 (C53478 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 



32546 



Seq. ID OJ990808_43. 0110. C10 



32693 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67535 Strand + 

2079 End 3998 

OJ990808_4 3.0110.C10.ol.gp Method AAT/GAP 
2849 End 2959 

67996JL.R1084 Score 137 

2849. .2959 

, 5441876/dbj | AP000367.il AP000367 1.0e-160 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. ID OJ990808_43. 0110. CIO 

Strand + 

End 5134 

Method AAT/NAP 

End 5134 

Score 377 



32546 
67536 
4854 

OJ990808_43. 0110. C10. o3.np 
4854 
5441887 
4854. .5134 

(AP000367) Similar to Arabidopsis thaliana BAC genomic sequence 
(AC002332) [Oryza sativa] 



32546 
67537 
1 

OJ990808_4 3.0110.C10.ol.np 
1 

5441885 
1..156 

(AP000367) Similar to Arabidopsis thaliana BAC genomic sequence 
(AL021889) [Oryza sativa] 



Seq. ID OJ990808_43. 0110. C10 

.Strand 

End 156 

Method - AAT/NAP . 

End 156 

Score 23'2 



32546 
67538 
3993 

OJ990808_43. 0110. C10. ol.tm 

3543 

none 



Seq. ID OJ990808_43. 0110. C10 
Strand 

End 412 9 

Method TBLASTX : Mai ze 

End 38 60 

Score 164 



3543.-3572, 3587. .3748, 3588. .3749, 3758. .3841, 3759. .3860 



32546 
67538 
3993 

OJ990808_4 3.0110.C10.ol..ts 

3810 

none ■ 

3810.". 3977", 3811. ^3987, 3829. 
3920. .4015 



Seq. ID OJ990808_43. 0110. C10 
Strand 

End 4129 

Method TBLASTX: Soybean 

End 4015 

Score - 184 

.3858, 3891.. 3968, 3916!. 4005," 



Seq. No. 32546 

Gene No. 67538 

Start 3993 

Name OJ990808_4 3 . 0110 . C10 . o2 . gp 

Start 3993 

GI 3106937 

Exons 3993.. 4129 

GI Descrip. 5'4 4 187 6/dbj | AP000367 . 1 1 AP000367 6.0e-56 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) 



Seq. ID OJ990808_43. 0110. C10 
Strand 

End 4129 

Method AAT/GAP 

End 4129 

Score 237 



Seq. No. 



32547 



Seq. ID OJ990808 43.0110.C11 



32694 




bens lmo . 


67539 


Strand 


+ 


Start 


1 


End 


3859 


Name 


OJ990808" 43%0110.Cll.ol.np 


. Method 


AAT/NAP 




1 


End 


291 


GI 


5441887 


Score 


264 


Exons 


1..22, 133. .291 






GI Descrip. 


(AP000367) Similar to Arabidopsis thaliana BAC genomic sequence. 




(ACU0z332) [Oryza sativaj 






beq. wo. 


on c: a n 
/ 


beq. id 


ojyyuoOo 43.oiiu.cn 


Gene No. 


0/539 


Strand 


+ 


Start 


1 


End 


3859 


Name 


OJ990808_4 3.0110.Cll.ol.gs 


Method 


GENSCAN 


Start 


loo 


End 


o o c n 

3859 


GI 


none 


Score 


. 67 • 


Exons 


TOO O <"i A m>l i A r r "I 1 O O 

133. .290, 974. .1055, 1138.. 


1 A A Jt A I - a a 

1204 , ^2509 . 


. 2579, 2664 . . 2740, 




3664 . .3859 






Seq. No. 


3254 8 


Seq. ID 


OJ990808 37. 0103. CI 


Gene No. 


67540 


Strand 


+ 


btart 


21 


End 


180 


Name 


OJ990808 37 . 0103 . CI . ol . gs 


Method 


GENSCAN 


Start 


21 . 


End 


180 - 


GI 


none 


Score 


. 9 


Exons 


z 1 . .180 






Seq. No. 


3254 9 


Seq. ID 


OJ990808_37 . 0103 .C4 


Gene No. 


67541 


Strand 


+ 


Start 


10593 


End 


12552 


Name 


OJ990808 37.0103.C4.o4.gs 


Method 


GENSCAN 


Start 


10593 


End 


11213 


C T 
bl 


none 


Score 


.89 


Exons 


10593. .11213 






beq. No. 


32549 


Seq. ID 


OJ990808_37.0103.C4 


Gene No. 


67541 


Strand 


+ 


Start 


10593 


End 


12552 


Name 


OJ990808 37.0103.C4.ol.np 


Method 


AAT/NAP 


b tart 


10626 


End 


12552 




1769907 


Score 


850 


Exons 


10626. .11161, ,12201... 12552 






GI Descrip. 


(X92975) xyloglucan endo-transglycosyiase [Arabidopsis thaliana] 


Seq. V No. 


32549 . ' 


Seq. ID 


OJ990808_37.0103.C4' 


Gene No . 


67542 


" Strand 




Cf I vf 

btarc. 


5186 


End 


7350 


Name 


OJ990808 37.0103.C4.o2.gs 


Method 


GENSCAN 


Start 


5186 


End 


7350 


GI 


none 


Score 


.71 


Exons 


5186. .5332, 5529. .5750, 6097. .7350 




Seq. No. 


32549 


Seq. ID 


OJ990808__37.0103.C4 


Gene No. 


67543 


Strand 




Start 


7701 


End 


9895 


Name 


OJ990808 37.0103.C4 ,o3.gs 


Method 


GENSCAN 


Start 


7701 


End 


9895 


GI 


none 


Score 


.8 



32695 




Exons 


T7H1 P QH £ 
/ / U X . . O zJU O , 


CM P R QP Q R. 








oeq . NO . 


*3 9 c. /I Q 




Seq. ID 


OJ990808__37.0103 


.C4 


Gene No. 


67544 




Strand 






Start 


11490 




End 


12554 




Name 


WO ^"UOUO Dim 


U X U j . k^fl . Uj . Ulll 


Method 


TBLASTX : Maize 






OZ 1 J 




End 


5708 




r*T 


none 




Score 


230 






R91 7 R97P 


r 7Q7 r ri n r^hr 


..5702, 5505.. 5708, 5506.. 5706 




RSfH S707 










oeq . ino . 


y 




Seq. ID 


OJ990808__37.0103 


.C4 


Gene No. 


67544 




Strand 






Start 


11490 




End 


12554 




Name 


DTQQfiPnR 77 


UlUj.bl .Ul. LW 


Method 


TBLASTX: Wheat 




art 






End 


6892 






none 




Score 


78 




Lxons 


C /I Q /I C/l Q c 
DflOfl. . u*i ;? 0 , 


647R cc;nn c/itc 


..6525, 6436.. 6507, 6516.. 6761 




OjID. . OO 0 *i , 


£ R 1 7 £P Q 1 £ m 7 


..6891, 6518. .6892 




Seq. No. 


32549 




Seq. ID 


OJ990808J37.0103 


,C4 


Gene No. 


67544 




Strand 






ot art- 


1 1 4 on 




End 


12554 




Name 


n TQ QfiQ HP T7 
UJ yyUoUo J / . 


HI HI HA r\0 +- m 

uiu o . . oz . rm 


Method 


TBLASTX: Maize 






£ A Q Q 




End 


6807 






none 




Score 


293 




TP \7 j^N T^i 


(ZAQQ CQf|^ 
DfiO^. , DOUj, 


C/ICin CQf|/l Cyt 


. .6807 






Seq. No. 


32549 




Seq. ID 


OJ990808_37.0103 


C4 


Gene No. 


67544 




Strand 






o Lai U 


1 1 *i y\J 




End 


12554 




Name 


uj yyuouo o / . 


.Oz . lS 


Method 


TBLASTX : Soybean 




oiz. ar c 


P £1 7 ~~ 

O D U 




End 


8907 






none 




Score 


71 




C 1 \r /-v j-\ o 


O/TI O p£Q7 


Pfil Zl P £Q4 P7 


..8907, 8766.. 8906 




C ci /^r KT/^ 

oeq. ln o . 


jZjyy 




Seq. ID 


OJ990808_37 .0103 


C4 


bene ino . 


£7 R4 d 




Strand 






Start 


11490 




End 


12554 




Name 


OJ990808 37. 


0103.C4 .ol.tc 


Method 


TBLASTX: Cress 






J. U 0 -7 f± 




End 


12552 




bl 


none 




Score 


79 




Exons 


X U 0 . * X U / OO 




10811. :il059, 10812. .11060, 






i i m 7 n i co 


lime; i i i cq 


12177. .12224, 12196 .. 12225 , 








1 OOll 19/17 R 
, XZ^//..XZflJ3, 


12448. . 12552, 124 65 .. 12551 ' 




Seq. No. 


32549 




Seq. ID 


OJ990808_37.0103, 


C4 


Gene No. 


67544 




Strand 






Start 


11490 




End 


12554 




Name 


OJ990808 37. 


0103.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


10695 




End 


12554 




GI 


none 




Score 


82 





Exons 10695. .10769, 10812 11060, 10814 11059, 1 1073 1 1 162 , 

11075. .11146, 12196. . 12225, 12273 .. 124 04 . 1 2277 : s 12426, 
124 39. .12552, 12441. .12554 



Seq. No. 32549 Seq. ID OJ990808_37 . 0103 . C4 



32696 







Strand 








Start 


11490 


End 


12554 






Name 


OJ990808_37 .0103.C4 . ol .ts 


Method 


TBLASTX: Soybean 




Q+- 3 y-f- 
Olal L 




End 


12554 






P T 


none 


Score 


77 






Exons 


1UD1?j . . 1U / Dj, 1 U O XZ . . X X U OU , 


10814. .11059, 11073. 


111 69 








12273. . 12404, 12277 . 


.12426, 






194^9 19R^9 19441 19SS4 










Seq. No. 


32549 




0,79 908 OR 

WU J Zf \J O \J O 


*37 ni n ^ 


C4 


Gene No. 


67544 


Strand 








utclIL 


114 90 


End 


12554 






Name 


fl TQQnftHfi "37 010^ P4 r>S rrc- 


Mot" h r^H 








OLalL 


114 Q0 
111 


PnH 

Hi 1 L\J. 


19^4 
1 -J >j 'i 






P T 


none 


Score 


S 1 

■ -J X 






I* 1 V /"\ Y"\ 


114Q0 1 1 RQ4 19^^ft 19 c i'^4 
X X 4 U . . X X O :? 4 , 1Z jjO . . 1Z jj*J 










Seq. No. 


32550 


O fcr v_J . 1U 


n T9 90ft o r 


^7 m n ^ 


C5 


Gene No. 


67545 


Strand 


+ ~ 






oLdl l 


R7 "3 


End 


850 






Name 


nTQQOROR "3 7 010"3 PR n1 rrn 




A AT /HAP 






o car l 


0 / O 


Hi 11 CI 


ft RO 






P T 

ox 




Score 


9^4 

Z D H 






Exons 


CTO ^/| Q 77Q QRH 

D / O . . Oft O , / / 0 . . 0 DU 










Seq. No. 


32550 


oeq . x u 


Pi TQQHPn ft 


O / . UIUJ . 


C5 


Gene No . 


67546 


q+- ranH 










777 


End 


850 






Name 




Method 


AAT/GAP 








7 7 ^ 


End 


850 






P T 


JOU jj"0 


Score 


121 






Exons 


7 7 "3 Q c, n 










OcCj. IN O . 


•3 9 c c n 
jZ jjU 


Seq. ID 


OJ990808_ 


37.0103. 


p ^ 




67 R4 7 


Strand 


+ 






Start 


2182 


End 


2692 






Name 


OJ990808 37.0103.C5.o5.gp 


Method 


AAT/GAP 






Otdt C 


9 1 ft 9 


End 


2692 






PT 


9ft £ 1 R 1 0 ft 4 


Score 


415 






L, ' TT A -irt 


91Q9^ 997Q 9 m 1 9£Q9 

zioz . . zz / y f z on . . zd yz 










P T c? y t t"\ 
o X Uc bO £ X p . 


' R7 1 4 4 ^ /rrH I H1 £9 R 7 i PiCinl £9 R7 1 
_ O / X 4 fi O / gD | Ul DZ J / j UjUIOZ J / X 


. Oe-105 Oryza sativa 


clone SR3 




sucrose reguiateu iukinr., o 


end sequence ' 






C /~t NT 
o c q • LN O . 


jZj j1 


Seq. ID 


OJ990808_ 


37.0i03. 


C6 


P Qna NT 


6754 8 * 


Strand 








Start 


1 


End 


2648 






Name 


OJ990808 37.0103.C6.ol.np 


Method 


AAT/NAP 






O LctX L 


1 


End 


2566 






P T 


6630734 


Score 


656 






Exons 


1..62, 252. .316, 1748. .1977, 


2070. .2566 






GI Descrip . 


(AL132958) caffeic acid O-methyltransf erase-like 


protein 




[Arabidopsis thaliana] 










Seq. No. . 


32551 


Seq. ID 


OJ990808_ 


37.0103, 


C6 


Gene No . 


b/548 


Strand 








Start 


1 


End 


2648 






Name 


OJ990808 37.0103.C6.ol.gs 


Method 


GENSCAN 







32697 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



252 
none 



32551 
67548 
1 

OJ990808_37.0103.C6.ol.gp 

2279 

none 

2279. .2648 



End 
Score 



252. .316, 1748. .1977, 2070. .2518 



2518 
. 68 



Seq. ID OJ990808_37.0103.C6 
Strand 

End 2 64 8 

Method AAT/GAP 

End 2648 

Score 733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No> 

Start 

Name 

Start 

GI 

Exons 



32551 
67549 
3378 

OJ990808_37 . 0103 . C6 . ol . ts 

252 

none 



Seq. ID OJ990808_37.0103.C6 
Strand 

End 10215 

Method TBLASTX : Soybean 

End 2222 

Score 79 



252. .314, 253. .315, 1749. .1901, 1750. .1845, 1902. .1976, 
2075. .2104, 2135. .2221, 2139. .2222 



32551 
67549 
3378 

OJ990808_37. 0103.C6.ol .tm 

1755 

none 



Seq. ID OJ990808_37.0103.C6 
Strand 

End 10215 

Method TBLASTX : Mai ze 

End 2174 

Score 129 



1755. .1895, 1758. .1895, 1890. .1979, 1924. .1986, 2069. .2173, 
2073. .2174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name* 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32551 
67549 
3378 

OJ990808_37.0103.C6.o2.gs 

3378 

none 



Seq. ID OJ990808_37.0103.C6 
Strand 

End 10215 

Method GENSCAN 

End 10042 

Score .57 



3378. .3502, 4183. .4235, 4959. .5002, 5351. .5467, 5928. .6117, 
6217. .6816, 8977. .9101, 9182. .10042 



32551 
67549 
3378. 

OJ990808_37 .0103.C6.o2 . ts 

4678 " 

none 



Seq. ID OJ990808_37.0103.C6 
Strand 

End 10215 

Method TBLASTX: Soybean " 

End 4 98 5 

Score 115 



4678. .4803, 4 683 .. 4802 , 4899 .. 4 985, 4900. .4983 



32551 
67549 
3378 

OJ990808_37.0103.C6.ol.tc 
4680 
none 

4680.. 4802, 4693.. 4803. 4899= ,5003, 4900.. 4974, 5300 
5300. .5467, 5341. .5469* 



Seq. ID OJ990808_37 .0103.C6 

Strand - 

End 10215 

Method TBLASTX : Cress 

End 54 69 

Score 123 



Seq. No. 



32551 



Seq. ID OJ990808 37. 0103. C6 



32698 



Gene No. 


67549 








Strand 




Start 


3378 








End 


10215 


Name 


n.TQQOftflR "37 


.0103 


. C6 . o2 . 


np 


Method 


AAT/NAP 


C-f- a r-+- 
OLail 


*i D O U 








End . 


9495 




jUjjjO O 








Score 


158 


Exons 


4 fiftn 4 p nn 


4900 


. .4961., 


5339. 


.5439, 9411. .9495 




^ rt^w UUIt JO y 


hypothetical 


. protein [Arabidopsis thaliana] 




^ 9 S SI 








Seq. ID 


OJ990808_37. 0103. C6 


Gene No. 


67549 








Strand 




Start 


3378 








End 


10215 


Name 


O.TQQDfiDfi "37 


.0103 


.C6.o3. 


tm 


Method 


TBLASTX: Maize ■ 




4 7 4 7 _ 








End 


5470 












Score 


102 


Exons 


4747 4 PD ^ 


4749 


. .4802, 


4750. 


.4803, 4899. .5003, 4900. .5004 




S9QP S46P 


5300 


. .5467, 


5300. 


.5470, 5301. .5468, 5302. .5469 


Seq. No. 


32551 








Seq. ID 


OJ990808_37.0103.C6 


Gene No. 


67549 








Strand 




Cf a rf" 
o l a. i. u 


^7P 

O O i o 








End 


10215 


IN aluc 




.0103 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 












End 


5461 




none 








Score 


126 




r t n n S4 fii 


5315 


. .5461 








o e q . in u . 


^9 SRI 








Seq. ID 


OJ990808_37.0103.C6 


Gene No. 


67549 








Strand 




Start 


3378 








End 


10215 


Name 


n.TQQDPnP "37 
Uu J^UOUO Of 


.0103 


.C6.o2. 


tm 


Method 


TBLASTX : Maize 




RP 9 1 ~ 








End 


6239 




none 








Score 


60 


Exons 


C.Q01 RP R Q 
JOil . . JO J J, 


5824 


. .5862, 


5859. 


.6119, 5860. .6132, 5935. .6120, 




69 1 6 69 ^ Q 












Seq. No. 


32551 








Seq. ID 


OJ990808_37.0103.C6 


Gene No. 


67549 








Strand 




Of a r-f- 
o Lai i_ 


? ^7 R 








End 


10215 


Name 


n.TQQhPOP ^7 
_7 U O U O Of 


.0103 


.C6.o4 . 


ts 


Method 


TBLASTX: Soybean 


oLdll. 










End 


6290 


\j ± 


r~> (^i n o 

nunc; 








Score 


95 


IT Yi^n q 

Hi AVJi 1 O 


O Z/ -/ H . i DUO; 


5999 


. . 6121, 


6029. 


.6118, 6219. .6290. 


Seq. No'. 


32551 








Seq. ID 


-OJ990808__37.0103.C6 


Gene No. 


67549 








Strand 




Qf-ari- 

O L a. -L l_ 










End 


10215 


Name 


n.TQQOPnP "37 


.0103 


.C6.o2. 


gp 


Method 


AAT/GAP 


C f- r '-j- 


OjjO 








End 


6738 


o± 


none 








Score 


682 


TT 1 w 


co-jo £7 p 








* j 




i_> C . LN W • 


J6 J Jl 








Seq. ID 


OJ990808_37.0103.C6 


Gene No. 


67549 








Strand 




Start 


3378 








End 


10215 


Name 


OJ990808 37 


.0103, 


.C6.o4 . 


np 


Method 


AAT/NAP 


Start 


6538 








End 


9959 


GI 


'4510421 








Score 


142 


Exons 


6538. .6624, 


8977. 


. .9106, 


9193. 


.9959 





32699 



GI Descrip. 


(AC006929) unknown protein [Arabidopsis thaliana] 




Seq. No. 


32551 




Seq. ID 


OJ990808 


_37.0103. 


,C6 


Gene No. 


67549 




Strand 


- 






Start 


3378 




End 


10215 






Name 


OJ990808 37.0103.C6.o3. 


gp 


Method 


AAT/GAP 






Start 


9937 




End 


10215 






GI 


none 




Score 


517 






Exons 


9937. . 10215 












Seq. No. 


32552 




Seq. ID 


OJ990808 


_37.0103. 


,C7 


Gene No. 


67550 




Strand 


+ 






Start 


12103 




End 


12357 






Name 


OJ990808 37.0103.C7.o4. 


gs 


Method 


GENSCAN 






Start 


12103 




End 


12357 






GI 


none 




Score 


.59 






Exons 


12103. .12357 












Seq. No. 


32552 




Seq. ID 


OJ990808 


_37.0103. 


C7 


Gene No. 


D / OOl 




Strand 








Start 


3572 




End 


10693 






Name 


OJ990808 37.0103.C7.ol. 


np 


Method 


AAT/NAP 






Start 


. 3572 , .. . 




End 


5200 . 






GI 


6646758 




Score 


389 






Exons 


3572. .3681, 3817. .3885, 


3955. . 


,4130, 4303. .4384, 


4573. .4664, 




4976. .5200 












GI Descrip. 


(AC013258) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


32552 




Seq. ID 


OJ990808 


_37.0103. 


C7 


Gene No. 


67551 




Strand 








Start 


3572 




End 


10693 






Name 


OJ990808 37.0103.C7.ol. 


gp 


Method 


AAT/GAP 






Start 


3957 




End 


7112 






GI 


24043 1.R1084 




Score 


1148 






Exons 


3957. .4017, 4303. .4418, 


4517. . 


4664, 4976. .5195, 


7024. .7112 


GI Descrip. 


'5381221/dbj IAB02 948 9.1 


IAB029489 3 . Oe- 


4 0 Oryza . 


sativa rwc3 gene 




for water channel protein, 3 f? 


-terminal genomic 


region ? 




Seq. No. 


32552 




Seq. ID 


OJ990808 


_37.0103. 


C7 


Gene No. 


67551 




Strand 








Start . 


3572 




End 


10693 






Name 


OJ990808 37.0103.C7.o3. 


gs 


Method 


GENSCAN 






Start " . 


6693 ■ . *' 




End 


10693 




. « 


GI 


none 




Score 


.64 ' 






Exons " 


6693. .6800, '7024. .7152, 


7629; . 


7823, 9923. .10693 






Seq. No. 


32552 




Seq. ID 


OJ990808' 


_37.0103. 


C7 


Gene No. 


67551 




Strand' 








Start 


3572 




End 


10693 






Name 


OJ990808 37.0103.C7.o2. 


gp 


Method 


AAT/GAP 






Start 


9297 




End 


9714 






GI 


LIB34 33-047-P1-K1-G11 




Score 


771 






Exons 


9297. .9714 












GI Descrip. 


f 3395673/dbj IBAA320R1 j 


2 , 0e-15 


> (ABO 16 62 3) RWC-3 




' < 1- V CI J 


Seq. No. 


32552 




Seq. ID 


OJ990808_ 


_37.0103. 


C7 


Gene No. 


67551 




Strand 









32700 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3572 End 10693 

OJ990808_37 . 0103 . C7 . o2 . np Method AAT/NAP 

9597 End 10693 

5263202 Score 1409 

9597. . 9689, 9923. .10693 

(AB029325) water channel protein RWC3 [Oryza sativa] 



32552 Seq. ID 

67552 Strand 
13463 End 
OJ990808_37 . 0103 . C7 . o3 . np Method 
13227 End 
6456163 Score 
13227. .13270, 13684 .. 13773, 
14 719. . 14 811, 14 902. . 14 955, 
16022. .16204, 16287 .. 1644 1, 
17489. .17647, 18514 .. 18608 , 



OJ990808_37.0103.C7 

19549 
AAT/NAP 
19549 
1524 



GI Descrip. (AC011622) unknown protein 

Seq. No. 32552 
Gene No. 67552 
Start 13463 

Name OJ990808_37 . 0103 . C7 . o5 . gs 

Start 134 63 

GI none 

Exons 13463. . 13599, 13690 .. 13773, 

14 902. .14 955, 15042. .15198, 
16287. .16438, 16586. .16702, 
18261. .18342, 18384 .. 18795 , 
19128. .19203 



14184. .14254, 144 92. .14 634, 
15042. .15198, 1534 6. . 15380, 
16586. .16702, 1728 6 .. 17397 , 
19498. .19549 
[Arabidopsis thaliana] 



Seq. ID 

Strand 
End 

Method 
End 
Score 

14184 

15346 

17286 

18822 



OJ990808 37. 0103. C7 



19549 
GENSCAN ■ 
19203 
.7 

14254, 14492. 
15380, 16022. 
17397, 17489. 
18937, 18960. 



14634, 
16204, 
17647, 
19095, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 



32552 Seq. ID OJ990808_37 . 0103 . C7 

67552 Strand 

13463 End 19549 

OJ990808_37 . 0103 . C7 . o3 . gp Method AAT/GAP 

14483 End 14811 

LIB3434-017-P1-K1-D12 Score 386 

14483. .14634, 14719. .14811 

1 3763916 2.0e-22 (AC004450) unknown protein [Arabidopsis 
thaliana] >gi_45314 39_gb_AAD22124 . 1_AC006224_6 (AC006224) 
unknown protein [Arabidopsis thaliana] f 



32552 Seq. ID 

67553 Strand 

19899~ * End' ' 

OJ990808_37 . 0103 . C7 . o2 . tw Method 

3612 End 

none Score 

3612.. 3683, 3615.. 3680, 3817, 

3947. .4018, 3949. .4017 

32552 Seq. ID 

67553 Strand 

19899 End 

OJ990808_37 .0103.C7 ,o4 . ts Method 

3619 End 

none Score 



OJ9?0808_37.0103.C7 
22109 

TBLASTX: Wheat 
4018 
81 

,3900, 3821.. 3886, 3821.. 3964, 



OJ990808_37.0103.C7 
22109 

TBLASTX: Soybean 

5114 

50 



32701 






tci q t fin c 




. jyuu , 


JO^l . 


.3874, 3943. .4017, 3953. .4015, 




4 R 9 7 4 664 
4 jZ / . . fi O O fi , 


4 6nn 

fi DU u . 


. fi D D D , 


/I Q *7 O 


.5113, 4974. .5114 


Seq. No. 


32552 








Seq. ID 


OJ990808_37.0103.C7 


Gene No . 


67553 








Strand 




O Lai L 


± y O -7 -7 








End 


22109 


Name 


nTQQOfififf "37 


* U1U J . 


CI c\ R 


Lin 


Method 


TBLASTX: Maize 


q+- -a -r-t- 
O Lai L 


4 S97 ~~ 








End 


5111 


r-T 


none 








Score 


82 


£j A LJ 1 i o 


4S97 4664 


4 SQ7 


4 66fl 


4 600 
fi ouu . 


.4665, 4973.. 5110, 4974. .5111 


Seq. No. 


32552 








Seq. ID 


OJ990808_37.0103.C7 


Gene No. 


67553 








Strand 




O Ldl L 


X .3 O J Z? 








End 


22109 


Name 




n i n ^ 


P7 R 


L C 


Method 


TBLASTX: Cress 




4 Q7 ^ ~ 








End 


5114 




none 








Score ■ 


130 




4 Q7 ^ RORD 


4 Q7 4 
fi " / fi • 




4 Q7 4 
fi .7 / ft . 


.5051, -5051. .5113, 5052.. 5114 


Seq. No. 


32552 








Seq. ID 


OJ990808_37.0103.C7 


Gene No. 


67553 








Strand 




Start 


. 19899 








End 


22109 


Name 


OJ990808 37 


0103. 


C7.ol. 


tc 


Method 


TBLASTX : Cress . 


Start 


9573 








End 


10745 


GI 


none 








Score 


90 


Exons 


9573. .9689, 


9604. 


.9687, 


9923. 


.10555, 9924. .10553, 10604 10720, 



10620. .10745 



Seq. No. 32552 

Gene No. 67553 

Start 19899 

Name OJ990808_37 .0103 . C7 . ol . tm 

Start 9594 

GI none 
Exons 



Seq. ID OJ990808_37.0103.C7 
Strand 
End 

Method 
End 
Score 



22109 

TBLASTX: Maize 

10714 

110 



9594.-9689, 9604. .9687, 9604. .9690, 9923.. 10555, 9924. .10709, 
10592. .10714 



Seq. No. 32552 Seq. ID 

Gene No. 67553 Strand 

Start 19899 End 

Name OJ99.0808_37 . 0103 . C7 . ol . tw Method 

Start 9603 ' End 

GI none . •* * Score . 
Exons 9603. .9671, 9669. .9692, 9926. .10465, 9927 .. 10205, 10227. 

10346/. 10444, 104 66 .. 10555 10467 .. 1054 7 , 2064 8. . 207 13," 

20781. .20870 • 



OJ990808_37.0103.C7 
22109 

TBLASTX: Wheat 
20870 
.321 



10436, 



Seq. No. 


32552 


Seq. ID 


OJ990808_37.0103 


Gene No. 


67 } 553 


Strand 




Start 


19899 


End 


22109 


Name 


OJ990808 37.0103.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9969 


End 


10694 


GI 


none 


Score 


67 6 


Exons 


9969.. 10553, 9971.. 10693, 


10617. .10694 




Seq. No. 


32552 


Seq. ID 


OJ990808_37.0103 


Gene No. 


67553 


Strand 





32702 



Start 
Name 
Start 
GI 

Exons 



19899 

OJ990808__37.0103.C7.o2.tm 

13484 

none 

13484. .13606, 13497 13607 , 

14182. .14256, 14 183 .. 14278 , 

14492. .14692, 14704 .. 14 8 14 , 

1484 3. . 14 977, 14 881. .14 955, 

15042. .15200, 1504 3. .15207, 

16023. .16205, 1 612 6 .. 16206, 
16287. .16439 



End 

Method 

End 

Score 



22109 

TBLASTX: Maize 

16440 

117 



13686. .13778, 13688 13774 , 

14489. . 14635, 14 4 91 .. 14 64 9, 

14 717. .14 812, 14719. .14 814, 

14 901. .14 960, 15034. .15201, 

15300. .15386, 16022. .16204, 

162 68. .16429, 16285. .164 40, 



Seq. No. 32552 

Gene No. 67553 

Start 19899 

Name OJ990808_37 . 0103 . C7 . o3 . ts 

Start 13514 

GI none 

Exons 13514. .13606, 13524 .. 13607 , 
13695. .13781 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_37.0103.C7 
22109 

TBLASTX: Soybean 

13781 

83 



13686. .13778, 13688 .. 13777 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32552 
67553 
19899 
OJ990808 
13686 
none 
13686. 
14182. 
14492. 
14854. 
15342. 
16286. 



37.0103.C7.o2.tc 



13775, 
14256, 
14692, 
14970, 
15386, 
16372, 



13688. 
14183. 
14704. 
15034. 
16022. 
16287. 



.13801, 
.14260, 
.14814, 
. 15201, 
.16168, 
.16370 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 37. 0103. C7 



22109 

TBLASTX: Cress 
16372 
94 

13688. .13786, 13689 .. 13787 , 
14489. .14593, 14 4 91 .. 14 64 9, 
14706. .14825, 14 717 .. 14 8 12 , 
15042. .15200, 15043. .15210, 
16023. . 16169, 16285. .16371, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32552 
67553 
19899 
OJ990808 
14182 
none 
14182 
14700 



37.0103.C7.o6.ts 



14256, 14183. 
14813, 14704. 



15042. .15098, 15046 



.14257, 
.14814, 
.15099 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 37. 0103. C7 



22109 

TBLASTX: Soybean 
15099 
66 

14 4 91. . 14 64 9, 14 4 92 14 650 , 
14704. . 14814, 14854 . .14970, 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32552" 
67553 
19899 

OJ990808_37.0103.C7.o2.ts 

15100 

none 

15100. . 15204, 15100. .15231, 
16005. .16184, 16022. .16177, 
16285. .164 4 9, 16287. .16448 



* Seq.' ID 
Strand 
End 

Method 
End 
Score 

15102 

16022 



OJ990808 3V. 0103. C7 



22109 

TBLASTX: Soybean 
16449 
125 

15242, 15356. . 15403, 
16204, 16023. .16208, 



Seq. No, 
Gene No. 
Start 



32552 
67553 
19899 



Seq. ID 

Strand 

End 



OJ990808 37. 0103. C7 



22109 



32703 




Name 


OJ990808 37. 0103. C7 


. o3 . tm 


Method 


TBLASTX : 


Maize 




Start 


1 a r a o 






End 


18576 






H T 


none 






Score 


125 






Exons 


i Dooy 


. . 1 boy / , 1 OOOO 


1 C "7 rt A 

. * lb / U 4 , 


16590. .16703, 17288 


. . 17 398 , 






17288 


..17398, 17289 


1 ^ o n n 
. .11 333, 


17361. . 17399, 17493 


. . 17648 , 






17498 


..17647, 17508 


1 "7 C A Q 

. . 1 / o4 o , 


17581. . 17649, 18508 


. . 18576, 






18527 


. .18568 












beq. no. 


. 32552 






Seq. ID 


OJ990808 


*3 "7 rt 1 rt "3 

3 f . UlUo . 


CI 


bene wo . 


67553 






Strand 








Start 


19899 






End 


22109 






Name 


OJ990808 37. 0103. C7 


.o7.ts 


Method 


TBLASTX: 


Soybean 




o tar t 


16590 






End 


18576 




GI 


none 






Score 


86 






Exons 


16590 


..16697, 16596 


. . Id /Uo, 


16597. . 16704, 16621 


i d i rt a 

. .16/04, 






17350 


..17397, 17469 


1 ^ r A o 

. .1/640, 


17486. .17647, 17508 


. . 17 657 , 






17590 


.17670, 18508 


. . lb J / O 










Seq. No. 


32552 






Seq. ID 


OJ990808 


_37 .0103. 


CI 


Gene No. 


67553 






Strand 








Of ^v>f 

otart 


19899 






End 


22109 






Name 


OJ990808 37. 0103. C7 


. 06 . gs 


Method 


GENSCAN 






Start- 


19899 






End 


.21,827 






bl 


none 






Score 


.1 






Exons 


19899 


.21389, 21687 


O 1 O O 1 

. Z loZ 1 










Seq. No. 


32552 






Seq. ID 


OJ990808 


_37.0103. 


CI 


Gene No. 


67553 






Strand 








0 4-—, +- 

btart 


19899 






End 


22109 






Name 


OJ990808 37. 0103. C7 


o 3 . tc 


Method 


TBLASTX: 


Cress 




Start 


19920 






End 


20150 






bl 


none 






Score 


104 






Exons 


19920. 


.20150, 19987 


O rt 1 O rt 

. zOl jy 










beq. no. 


32552 






Seq. ID 


OJ990808 


O H rt 1 rt O 

3 / . U ID 3 . 


C 1 


Gene No. 


67553 






Strand 








Start 


19899 






End 


22109 






Name 


OJ990E 


i08_37.0103.C7 


o4 . np 


Method 


AAT/NAP 






Start 


19944 






End 


22109 . 






bl 


3386604 




Score 


769 






Exons 


.19944 . 


.21389, 21687. 


o i n rt n 

. z i / y y , 


22062. .22109 






GI Descrip . 


(AC004665) putative 


protein 


kinase [Arabidopsis 


thaliana]. 


Seq. No. 


32552 






Seq, ID 


OJ990808 


_37 .0103. 


CI 


Gene No". 


67553 






Strand 








Start 


19899 






End 


22109 






Name 


OJ990E 


08_37.0103.C7. 


o5 . t s 


Method 


TBLASTX: 


Soybean 




Start 


19959 






End 


20753 




GI 


none 






Score 


106 






Exons 


19959. 


.20150, 19990. 


O rt 1 A O 


20304. .20378, 20391 


. .20546, 






20580. 


.20612, 20634. 


. 20753 










Seq. No. 


32552 






Seq. ID 


OJ990808_ 


_37 .0103. 


CI 


Gene No. 


67553 






Strand 








Start 


19899 






End 


22109 






Name 


OJ990808 37. 0103. C7 . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20100 






End 


20900 







32704 



bl 


none 


Score 


63 




Exons 


20100 .. 20150, 20298 .. 20384 , 


20406. .20537, 20407 


. . 20532, 




oncoyi omcx'D oncic om/o 
20 D J4 . . 20 / D J , 20 bob . .20 /48, 


20772. .20900, 20785 


. .20892 ^ 


Seq. No. 


32552 


Seq. ID 


OJ990808 


_37.0103.C7 


Gene No. 


67553 


Strand 






otart 


i y o y y 


End 


22109 




Name 


(jjyyooUo j / . oiOo . c / . o4 . tc 


Method 


TBLASTX: 


Cress 


C -1 1 4- 

otart 


204 oo 


End 


20999 




bl 


none 


Score 


67 




Exons 


204JJ .. 20D4 0, 204 4 0 . . 20D4 1 , 


20628. .20753, 20826 


O f\ C\ O C\ 

. . 20999 


Seq. No. 


O C C 1 


Seq. ID 


OJ990808 


_37.0103.C8 


Gene No. 


67554 


Strand 


+ 




Start 


2766 


End 


7009 




Name 


ujyyooOo o / . uio o . bo . 02 . gs 


Method 


GENSCAN 




Start 


2 / DO 


End 


7009 




GI 


none 


Score 


.61 




Exons 


2/DD..2o/0/ 2y4b..3040, oo2b 


. .3605, 3818. .3879, 


5646 . .5719, 




C1 1 /I COTQ CQOG CCT3 /-T7Q 

b!14 . . b2oy, bJ2y..bo/o, b//y 


. .7009 






Seq. No. 


32553 


Seq. ID 


OJ990808_ 


_37.0103.C8 


Gene No . 


67555 . 


Strand . 






C 4- v- 4- 

otart 


71 


End 


3060 




Name 


OJ990808 37.0103.C8.ol.gs 


Method 


GENSCAN 




Start 


71 


End 


1677 




bl 


none 


Score 


.75 




Exons 


71. .344, 1264. .1423, 1668. .1677 






beq. no. 


32553 


Seq. ID 


OJ990808_ 


_37 . 0103 . C8 


Gene No. 


67555 


Strand 






Start 


71 


End 


3060 




Name 


OJ990808 37.0103.C8.ol.np 


Method 


AAT/NAP 




btart 


245 


End 


3060 




bl 


3386604 


Score 


136 




Exons 


245.. 330, 1256. .1385, 1563.. 


1684, 2777 


. .3060 




GI Descrip. 


(AC004665) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


32554 


Seq. ID 


OJ990808_ 


_37.0103.C9 


Gene No. 


67556 


Strand 


+ 




C 4 1 v-t- 


- 149 


End . 


663 


-- 


Name 


OJ990808 37.0103.C9.ol.gs 


■ Method 


GENSCAN 




Start 


f4 9 . 


End 


451 




bl 


none 


Score 


.56 




Exons 


"149. .371, 390. .451 








o e q . in o * 


32554 


Seq. ID 


OJ990808_ 


_37.0103.C9 


Gene No. 


67556 


Strand 


+ 




Start 


149 


End 


663 




Name 


OJ990808 37.0103.C9.ol.gp 


Method 


AAT/GAP 




Start 


188 


End 


663 




GI 


72459 1.R1084 


Score 


192 




Exons 


188. .263, 390. .451, 643. .663 









GI Descrip. 1 38 92056/gh \ AAC78269 s 1 ! AAC78269 6.0 

vacuolar ATPase [Arabidopsis thaliana] 1 



i v v ^ «_ ^ _/ / l_ CJ. I LVC 



Seq. No. 



32554 



Seq. ID OJ990808_37.0103.C9 



32705 




Gene No. 


67556 






Strand 


+ 




Start 


149 






End 


663 




Name 


OJ990808 37 


.0103.C9.ol. 


np 


Method 


AAT/NAP 




Start 


206 






End 


478 




GI 


3386608 






Score 


95 




Exons 


206. .263, 390. .478 










GI Descrip. 


(AC004 665 ) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


*D O C C C 






Seq. ID- 


OJ990808 


_37. 0103. C10 


Gene No. 


O/DO/ 






Strand 


+ 




Start 


1021 






End 


1270 




Name 


OJ990808 37 


.0103. C10. ol 


.gs 


Method 


GENSCAN 




Start 


1021 






End 


1270 




GI 


none 






Score 


.61 




Exons 


1021. .1270 












Seq. No. 


32556 






Seq. ID 


OJ990808 


__37.0103.C11 


Gene No. 


67558 






Strand 


+ 




Start 


138 






End 


591 




Name 


OJ990808 37 


.0103.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


138 






End 


591 




GI 


none 






Score 


.75 




Exons 


138. .409, 510. .591 










Seq. No. 


32556 






Seq. ID 


OJ990808 


_37.0103.C11 


Gene No. 


67559 






Strand 






Start 


690 






End 


4212 




Name 


OJ990808 37 


.0103.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


690 






End 


1927 




GI 


none 






Score 


950 




Exons 


690. .1119, 


1851. .1927 










Seq. No. 


32556 






Seq. ID 


OJ990808 


_37 . 0103 . Cll 


Gene No. 


67559 






Strand 






Start 


690 






End 


4212 




Name 


OJ990808 37 


.0103.Cll.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


887 






End 


4210 




GI 


none 






Score 


54 




Exons 


887. .925, 8 


91. .926, 901 


. . 1044 


, 917. .1042, 930.. 


1049, 936.. 1061, 




1053. .1085, 


1081. .1104, 


1848 . 


.2030, 1849. .2046, 


1850.. 2035, 




2144 ...2212, 


2145. .2207, 


2151. 


.2228, 22 


81. .2364, 


2282. .2491, 




2283. .2498, 


2285. .2497, 


2286. 


.2501, 2425. .2502, 


2497. .2610, 




2499. '.2612,. 


2553-. .2612," 


2807. 


.2917, 2818. ,2919, 


'3349. .3438, 




3350/. 3439, 


3351. .3449, 


3352. 


.3450, 3511. .3639, 


3524. .3637, 




3524. .3649, 


4097. .4162, 


4099. 


.4161, 4099. .4164, 


4101. .4166, 




4157. .4210, 


4165. .4209 










Seq. No. 


32556 






Seq. ID 


OJ990808 


_37. 0103. Cll 


Gene No. 


67559 






Strand 






Start 


690 






End 


4212 




Name 


OJ990808 37 


.0103.Cll.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2490 






End 


4212 




GI 


none 






Score 


94 




Exons 


2490. .2612, 


2818. .2919, 


2831. 


. 291 7, 3351 , ,3449, 


3352 . .34 50 




3513. .3638, 


3523. .3639, 


3524. 


.3640^ 3524. .3640^ 


4097. .4162^ 




4101. .4166, 


4163. .4210, 


4165. 


.4212 







32706 



Seq. No. 32556 

Gene No. 67559 

Start 690 

Name OJ990808_37 . 0103 . Cll . ol . tc 

Start 2816 

GI none 

Exons 2816. .2917, 2818. .2919, 3351. 
3523. .3639 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_37. 0103. Cll 
4212 

TBLASTX: Cress 

3640 

100 



.3449, 3352. .3450, 3512. .3640, 



Seq. No. 32557 Seq. ID 

Gene No. 67560 Strand 

Start 1 End 

Name OJ990808_37 . 0103 . C12 . ol . np Method 

Start 1 End 

GI 2498930 Score 

Exons 1..37, 91.. 156 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU L AT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990808_37.0103.C12 
+ 

156 

AAT/NAP 
156 
44 



Seq. No. 32557 Seq. ID 

Gene No. 67561 Strand 

Start 97 End 

Name . OJ990808J37 . 0103 . C12 . ol . gs Method 

Start 97 End 

GI none Score 

Exons 97.. 156 



OJ990808_37.0103.C12 
+ 

156 

GENSCAN 

156 

.98 



Seq. No. 32558 Seq. ID 

Gene No. 67562 Strand 

Start 688 End 

Name OJ990808_37 . 0103 . C13 . ol . gs Method 

Start 688 End 

GI none Score 

Exons 688 . . 755 



OJ990808_37.0103.C13 
+ 

755 

GENSCAN 

755 

.52 



Seq. No. 


32559 










Seq. ID 


OJ990808 


_37.0103.C14 


Gene No. 


67563 










Strand 






Start 


4759 










End 


5633 




Name 


OJ990808 37 


.0103 


.C14 .o2 


.gs 


Method 


GENSCAN 




Start 


4759 










End 


5633 




GI 


. none 










. Score 


.54 




Exons 


4759. 


.4766/ 


5384 


. .5423, 


5577 


..5633 






Seq. No. 


"' 32560 










Seq. ID 


OJ990808 


_37 .0103.C15 


Gene No. 


" 67564 










Strand 






Start 


1034 










End 


3500 




Name 


OJ990 


808_37 


.0103 


.C15.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


856 










End 


3153 


GI 


none 










Score 


63 




Exons 


856. . 


1170, 


859. . 


1383, 8 


65. .1686, 865.. 


1482, 913 


. .1284, 




925. . 


1542, 


970. . 


1143, 1019.. 


1174, 1021 


. .1269, 1054. .1203, 




1075. 


.1206, 


1147 


. .2016, 


1153 


. .1233, 1226. .1372, 


1237. .2091, 




1684 . 


.2223, 


1685 


. .2017, 


1753 


..1851, 18 


10. .1983, 


1972. .2736, 




■ 1996. 


.2589; 


2053 


. .2439, 


2056 


. .2205", 2176. .297Q, 


2215 : s 3036,- 




2278. 


.2409, 


2282 


. .2422, 


2302 


..2757* 2395.. 2529) 


2617. .314l) 




2650. 


.2829, 


2708 


. .2884, 


2722 


..3153, 28 


06. .3141, 


2815. .3003, 




2824. 


.3153, 


2917 


. .3033, 


2945 


. .3133 







32707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

G.I 

Exons 

GI Descrip. 



32560 
67564 
1034 

OJ990808_37.0103.C15.ol.tm 
865 
none 

865. .1401, 931.. 1206, 1021 



End 

Method 
End 
Score 

1485, 1024. .1734, 1075. .1452, 
1117. .1836, 1342. .2010, 1657. .2316, 1861. .2562, 2062. .2640, 
2269.-2946, 2377. .3000, 2482. .3060, 2588. .3034, 2602. .3156 



Seq. ID OJ990808_37.0103.C15 
Strand 

3500 

TBLASTX: Maize 
3156 
66 



32560 

67564 

1034 

OJ990 

913 

none 

913. . 

1021. 

1315. 

1627. 

1852. 

2083. 

2275. 

2476. 

2707. 

3013. 



808 37.0103.C15.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808 37.0103.C15 



3500 
TBLASTX :Cr 
3303 
70 



ess 



1272, 

.1137, 

.1689, 

. 1845, 

.2067, 

.2427, 

.2649, 

.2736, 

.3048, 

.3153, 



956. . 
1087 
1333 
1630 
1867 

• 2135 
2276 
2497 
2708 
3202 



1210, 1 
. . 1308, 
. . 1518, 
. .2046, 
. .2013, 
. .2260, 
. .2422, 
. .2838, 
. .3046, 
. .3303 



006 
1123 
1408 
1691 
1939 
2137 
2377 
2578 
2801 



1203, 1018.. 1389, 101 

..1482, 1231. .1419, 1 

..1644, 1418 

..2020, 1732 

..2169, 2059 

..2364, 2176 

..2574, 2383 

..2655, 2594 



. 1591, 
,1938, 
.2280, 
.2532, 
.2736, 
.2893, 



.3151, 2806.. 3153, 



9. .1381, 
231. .1587, 
429. .1797, 
744 . .2097, 
059. .2436, 
177 . .2527, 
464. .2655, 
602. .2961, 
992. .3153, 



32560 
67564 
1034 

OJ990808_37.0103.C15.o2. 
1034 
188864 

1034. .1064, 3233. .3500 
(M74027) mucin [Homo sapiens] 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_37.0103.C15 

3500. 
AAT/NAP 
3500 
99 



32561 • Seq. ID OJ990808_37 . 0103 . C16 

67565 Strand + 

5966 End 7579 

OJ990808_37.0103.C16.ol.np Method AAT/NAP 

5966 End 7579 

4204278 ' Score 669 

5966. .7579 * * 

(AC004146) putative Cytochrome P450 protein [Arabidopsis 
thaliana] 



Seq. No. 32561 Seq. ID 

Gene No. 67565 Strand 

Start 5966 End 

Name OJ990808_37 . 0103 . CI 6 . ol . gs Method 

Start 5984 End 

GI none Score 

Exons 5984.. 7579 



OJ990808_37.0103.C16 
+ 

7579 
GENSCAN 
7579 
. 99 



Seq. No. 
Gene No. 



32561 
67566 



Seq. ID OJ990808_37.0103.C16 
Strand + 



32708 



Start 
Name 
Start 
GI 

Exons 



11916 End 12424 

OJ990808_37 . 0103 . CI 6 . ol . gp Method AAT/GAP 

11916 End 12424 

none Score 990 
11916. . 12424 



Seq. No. 32561 

Gene No. 67567 

Start 9972 

Name OJ990808_37 . 0103 . CI 6 . o2 . gs 

Start 9972 

GI none 

Exons 9972.. 10100, 10312 .. 10332 , 11152.. 11235 



Seq. ID OJ990808_37 .0103.C16 
Strand 

End 11235 

Method GENSCAN 

End 11235 

Score . 9 



Seq. No. 32561 

Gene No. 67568 

Start 12233 

Name OJ990808_37 . 0103 . CI 6 . o2 

Start 6062 

GI none 

Exons 6062.. 6145, 6200.. 6310, 
6587. .6631 

Seq. No. 32561 

Gene No. 67568 

Start 12233 

Name OJ990808_37 . 0103 . CI 6 . ol 

Start 6200 

GI none 

Exons 6200.. 6310, 6389.. 6571, 
7349. .7573 



Seq. ID OJ990808_37.0103.C16 
Strand 

End 17569 

.tc Method TBLASTX : Cress 

End 6631 

Score 58 
6247.. 6312, 6397.. 6531, 6398.. 6532, 



Seq. ID OJ990808_37.0103.C16 
Strand 

End 17569 

,ts Method TBLASTX : Soybean 

End 7573 

Score 68 
6932. .7096, 7100. .7171, 7235. .7342, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32561 
67568 
12233 

OJ990808_37 . 0103 . CI 6 . ol . tm 

6215 

none - 



Seq. ID OJ990808_37.0103.C16 
Strand 

End 17569 

Method TBLASTX : Mai ze 

End 7564 

Score 48 



6215. .6310, 6389. .6532, 6932. .7213, 7238. .7342, 7349. .7564 



32561 
67568 
12233 * 

OJ990808_37.0103.C16.ol.tc 
7241 ' ■ • * ' 

none 

7241. .7342, 7385. .7573 



Seq. ID OJ990808_37.0103.C16 
Strand 

End .. 17569 

Method TBLASTX : Cress 

End 7573 

Score 130 



Seq. No. 32561 

Gene No. 67568 

Start 12233 

Name OJ990808_37 . 0103 . C16 . o3 

Start 12233 

GI none 

Exons 12233. . 12460, 12707.. 12 
14788. .14905, 14919. .15 



Seq. ID OJ990808_37.0103.C16 
Strand 

End 17569 
.gs Method GENSCAN 

End 15752 

Score .45 
868, 13310. . 13441, 14 1 1 6 . . 14 183 , 
151, 15223. . 15398, 15433.. 15752 



32709 



JCU • LN \J • 


19 561 

JUl 




Seq. ID 


OJ990808 


11 m oi 


ri 6 




67 56R 




Strand 








Start' 


12233 




End 


17569 






Name 


OJ990808 37.0103.C16 


. o2 .np 


Method 


AAT/NAP 






Start 


12275 




End 


15383 






pt 


22 1 3534 




Score 


409 






R von 


12275 12460 12707 


.12868, 


13310. .13441, 14116 


. .14183, 






14788 14874 14944 

XT / UO • • XT U f T ; X T .J* T t • 


.15197, 


15288. .15383 






GI DescriD 


(X98739) DNA-bindina 


PDl-like protein 


[Pisum sativum] 




Seq. No. 


32561 




Seq. ID 


OJ990808 


_37.0103, 


.C16 


Gene No. 


67568 




Strand 








Start 


12233 




End 


17569 






Name 


OJ9908 08 37 0103 PI 6 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


12393 _ 




End 


12880 






PT 


none 




Score 


92 






R von s 


12393 12461 12404 


.12460, 


12698. .12871, 12698 


. . 12880 






32561 




Seq. ID 


OJ990808 


_37.0103. 


PI 6 




67 568 




Strand 








u lai L 


12233 
i l j j 




End 


17569 






Name 


OJ990808 37 0103 C16 


,o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


13325 _ 




End 


15655 






PT 


1 IkJL its 




Score 


168 






Exons 


13325. .13450, . 13326. , 


.13454, 


13326. . 13457, 13456 


. . 13521, 






14111. .14191, 14114. , 


.14191, 


14116. . 14193, 14116 


. .14196, 






14789 14881 14790 

XT 1 \J Z* 9 * X T (J U X , XT 1 Z? \J * i 


.14849, 


14794. .14886, 14795 


. .14887, 






1 4876 14Q50 14ftft4 

XtO / U • . 1 1 J JU / XtOOt. ( 


. 14958, 


14970. .14.993, 14971 


. .15033, 






1 5D^6 1 5077 1 51 11 


. 15388, 


15138. .15386, 15220 


. .15396, 






1 5^DQ 15^95 1 551 ft 


.15562, 


15521. . 15550, 15617 


. .15655, 






1 56^9 1 5655 












O C- ^ • 1NU i 


32561 




Seq. ID 


OJ990808 


_37.0103. 


PI 6 


Gene No. 


67568 




Strand 








Start 


12233 




End 


17569 






Name 


OJ990808 37.0103.C16. 


, o3 . np 


Method 


AAT/NAP 






Start 


14009 




End 


17569 






GI 


4680179 




Score 


182 






R vnn *=; 


14009. . 14105, 16438.. 


,16848, 


17533. . 17569 






GI Descrin 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


32561 




Seq. ID 


OJ990808 


* 37 .0103. 


C16 


Gene No.. * 


67568 




Strand 




— » 




Start 


12233 




End 


17569 






Name 


OJ990808 37.0103.C16. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16516 




End 


16830 






GI 


none 




Score 


58 








16516. .16593, 16600. . 


16653, 


16690. . 16830, 16722 


. . 16808 




Seq. No. 


32562 




Seq. ID 


OJ990808 


_37.0103. 


C17 


Gene No. 


67569 




Strand 


+ 






Start 


268 




End 


600 






Name 


OJ990808 37.0103.C17. 


ol.gp 


Method 


AAT/GAP 






Start 


268 




End 


600 






GI 


72459 1.R1084 




Score 


5 61 







Exons 268. . 600 

GI Descrip. 1 3892056/gb | AAC78269 . 1 | AAC78269 6.0e-41 (AC002330) putative 



32710 



vacuolar ATPase [Arabidopsis thaliana] 1 



Seq. No. 32562 Seq. ID 

Gene No. 67570 Strand 

Start 472 End 

Name OJ990808_37 . 0103 . C17 . ol . gs Method 

Start 472 End 

GI none Score 

Exons 472.. 587 



OJ990808_37.0103.C17 
587 

GENSCAN 

587 

.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990808_37.0103.C18 
+ 

270 

AAT/GAP 

270 

229 



32563 Seq. ID 

67571 Strand 
134 End 
OJ990808_37. 0103 . C18 . ol . gp Method 
134 End 
13884_1.R1084 Score 
134. .270 

1 133028/ sp | P25864 | RK9_ARATH 8.0e-52 50S RIBOSOMAL PROTEIN L9, 

CHLOROPLAST PRECURSOR (CL9) >gi_7 1257_pir R5MUL9 ribosomal 

protein L9 precursor, chloroplast - Arabidopsis thaliana 
>gi_164 99_emb_CAA77480_ (Z11129) plastid ribosomal protein CL9 
[Arabidopsis thaliana] >gi_16501_emb_CAA77 594_ (Z11509) 
Chloroplast ribosomal protein CL9 [Arabidopsis thaliana]/ 

32563 Seq. ID OJ990808_37 . 0103 . C18 

67572 Strand 

1 End 1079 

OJ990808__37 . 0103 . C18 . ol . np Method AAT/NAP 

1 End 1079 

1173069 Score 120 

1..22, 64. .266, 933. .1079 

SOS RIBOSOMAL PROTEIN L9, CHLOROPLAST PRECURSOR (CL13) 

gi I 20881 1 emb | CAA32184 | (X14019) CL9 ribosomal preprotein (AA -34 

to 160) [Pisum sativum] 



Seq. No. 


32563 






Seq. ID 


OJ990808_37.0103 


.C18 


Gene No. 


67572 






Strand 






Start 


1 






End 


1079 




Name 


OJ990808 


37.0103.C18.ol 


tm ' 


Method 


TBLASTX: Maize 




Start 


121 






End 


978 




GI 


. none 






Score 


183 




Exons 


121. .270, 


138.. 275, 916 


.978, 


924.-. 974 






Seq. No. 


32563 " * 






Seq. ID 


OJ990808_37 .0103 


C18 


Gene No. 


67572 






Strand 






Start 


1 






End 


1079 




Name 


OJ990808 


37.0103.C18.ol. 


gs 


Method 


GENSCAN 




Start 


135 






End 


1055 




GI 


none 






Score 


. 7 




Exons 


135. .266, 


673.. 729, 933. 


.1055 









Seq. No. 32564 Seq. ID OJ990808_31 . 0103 . CI 

Gene No. 67573 Strand 

Start 1 End 627 

Name OJ990808_31 . 0103 . CI . ol . np Method AAT/NAP 

Start 1 End 627 

GI 6705984 Score 118 



32711 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..78, 337. .627 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



OJ990808_31.0103.C2 
+ 

198 

AAT/GAP 

198 

392 



32565 Seq. ID 

67574 Strand 
1 End 
OJ990808_31 . 0103 . C2 . ol . gp Method 
1 End 
LIB34 32-02 6-P1-K1-H4 Score 
1. .198 

1 4 6204 9/sp | P33207 | FABG_ARATH 2.0e-22 3-OXOACYL- [ AC YL- CARRIER 
PROTEIN] REDUCTASE PRECURSOR ( 3-KETOACYL-ACYL CARRIER PROTEIN 
REDUCTASE) >gi__99753_pir S22416 

3-oxoacyl- [acyl-carrier-protein] reductase (EC 1.1.1.100) 
precursor - Arabidopsis thaliana >gi_16205_emb_CAA45794_ 
(X64464) 3-oxoacyl- [acyl-carrier protein] reductase 
[Arabidopsis thaliana] ' 



32565 Seq. ID 

67575 Strand 

810 End 

OJ990808_31 . 0103 . C2 . ol . gs Method 

810 - • End 

none Score 
810. . 1014 



OJ990808_31.0103.C2 
+ 

1014 

GENSCAN . 

1014 

. 67 



Seq. No. 32566 

Gene No. 67576 

Start 5984 

Name OJ990808_31 . 0103 . C3 . ol . gp 

Start 5897 

GI none 

Exons 5897.. 6089, 6184.. 6297, 7754, 



Seq. ID OJ990808_31.0103.C3 

Strand + 

End 9594 

Method AAT/GAP 

End 9422 

Score 8 64 
.7858, 9326. .9422 



Seq. No. 32566 

Gene No. 67576 

Start 5984 

Name OJ990808_31 . 0103 . C3 . o2 . gs 

Start 5984 ' 

GI none 

Exons . 5984.. 6089, 6184.. 6297, 7754, 

Seq. No. 32566 • * ' 

Gene No. 67576 * 

Start " 5984 

Name OJ990808_31 . 0103 . C3 . ol . tm 

Start 9333 

GI none 

Exons 9333.;.9401, 9333.. 9362, 9334. 

9425. .9586, 9426. .9590 



Seq. ID OJ990808_31.0103.C3 

Strand + 

End 9594 

Method GENSCAN. 

End 9594 

Score . 92 
.7819, 9326.. 9594 

Seq. ID OJ990808_31.0103.C3 „ 

Strand +' 

End 9594 

Method TBLASTX: Maize 

End 9591 

Score 82 

.9444, 9334. .9411, 9424. .9591, 



Seq. No. 32567 Seq. ID 

Gene No. 67577 Strand 

Start 421 End 

Name OJ990808_31 . 0103 . C4 . ol . gp Method 

Start 421 End 

GI 549 1.R1084 Score 



OJ990808_31. 0103.C4 
+ 

7933 
AAT/GAP 
2196 
1043 



32712 



Exons 421.. 482, 579.. 714, 806.. 962, 1967.. 2196 

GI Descrip. '3355468 2.0e-42 (AC004218) putative ribosomal protein L35 
[Arabidopsis thaliana] ' 



9 *=>rr Mn 




Seq. ID 


OJ990808__31.0103.C4 


Hprip Kin 


67 S77 


Strand 


+ 


O LCtI u 


4 91 

4 _ I 


End 


7933 


Name 


n.TQQORDR ?1 01 0*3 P4 nl o-q 


Method 


GENSCAN 


u Lai L 


4 7 9 "~ 


End 


7933 


\3 I 


none 


Score 


.77 


I? V nTI Q 


47Q 4R9 R7Q 714 flOfi Q69 

4/_/..*iO£., •J/^.*rX'i, OVjU.._7U*£, 


1967. .2022, 4355. .4904, 




5388. .5635, 5733. .5946, 6380. 


.6583, 6678.. 6870, 6962.. 7164, 




7202. .7249, 7670. .7933 






Q&rr Mn 


^9 S67 


Seq. ID 


OJ990808_31.0103.C4 




£7^77 


Strand 


+ 


o Lai u 


4 91 

T Z. X 


End 


7933 


Name 


OTQQnfiDP! "31 010*3 P4 nl -Htti 

UU J JUOUO Jl • UXUO.wt • Ul • LIU 


Method 


TBLASTX: Maize 


Q-h a r*t- 


R9 Q _ 


End 


2154 


\J I 


none 


Score 


198 


Exons 


529. .714, 578. .715, 791. .964, 


807. .965, 


1945. .2046, 1964 . .2065, 




2057.. 2080, 2110. .^2154, 2113. 


.2154 




Can Mn 
0<3Lj . 1NU . 


32567 


Seq. ID 


OJ990808_31.0103.C4 




67577 


Strand 


+ 


u Lai L 


421 


End 


7933 


Name 


OJ990808 31.0103.C4.ol.np 


Method 


AAT/NAP 


O Lai L. 


575 


End 


2038 


GI 


3355468 


Score 


447 


Exons 


575. .714, 806. .962, 1967. .2038 




CI T riDcr , T"i n 
oi L^tro L.I x£J * 


(AC004218) 60S ribosomal protein L35 [Arabidopsis thaliana] 


Cpn Kin 


32567 


Seq. ID 


OJ990808_31.0103.C4 


Cpnp Mn 


67577 


Strand 


+ 


O L &I L. 


421 


End 


7933 


Name 


OJ990808 31.0103.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


577 


End 


2049 


GI 


none 


Score 


183 


Exons 


577. .714, 578. .715, 791. .964, 


807. . 965, 


1945. .2049, 1964 . .2044 


Q^rr Mn 

Oc^ • Ln \j • 


32567 


Seq.. ID 


OJ990808_31.0103.C4. 


(^Z ci n o M n 


67577 


Strand 


+ 


u Lai L ^ 


421 


End 


7933 ' 


Name 


OJ990808 31.0103.C4.ol.tw 


Method 


TBLASTX: Wheat. 




577 


End 


2032 


GI 


none 


Score 


213 


Exons 


577. .714, 578. .715, 791. .913, 


807. .899, 


888. .965, 890. .964, 




1945. .2028, 1964 . .2032 






*i 

Seq. No. 


32567 


Seq. ID 


OJ990808_31.0103.C4 


Gene No. 


67577 


Strand 


+ 


Start 


421 


End 


7933 


Name 


OJ990808 31.0103.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


578 


End 


2041 


GI 


none 


Score 


181 


Exons 


578. .715, 679. .714, 791. .958, 


807. . 962, 


1945. .2034, 1964 . .2041 
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Sea No 


32567 






Jl . 




P4 


Gene No. 


67577 


Strand 


+ 








Start 


421 


End 


7933 








Name 


OJ990808 31.0103 C4 o2 nn 




AAT /NAP 








Start 


2667 ~ 


End 










GI 


5777617 


Score 










Exons 


2667 2689. 3845 3975 












GI DpsfriD 


(AJ245900) CAA30375 1 nrotein 


l_ \j -L y ^ a 


aaLivaj 








Seq. No. 


32567 


Seq. ID 


OJ99080R 


31 


U1U J 


P4 


Gene No. 


67577 


Strand 


+ ~ 








Start 


421 


End 


7933 








Name 


OJ990808 31.0103.C4 .o3.np 


Method 


AAT /NAP 








Start 


5250 


End 


7220 








GI 


3891936 


Score 


61 








Exons 


5250.. 5323, 7013.. 7220 












GI Descrip. 


Human Ubiquitous Kinesin Motor Domain 











Seq. No. 


32567 




Seq. ID 


OJ990808 


_31 


.0103 


-C4 


Gene No. 


67577 




Strand 


+ 








Start 


421 




End 


7933 








Name 


OJ990808 31. 


0103.C4 ,o2.gp - 


Method 


AAT/GAP 








Start 


5455 




End 


57 94 








GI 


426498 




Score 


413 








Exons 


5455. .5635, 


5734. .5794 












Seq. No. 


32568 




Seq. ID 


OJ990808 


_31 


.0103 


.C6 


Gene No. 


67578 




Strand 


+ 








Start 


16689 




End 


20334 








Name 


OJ990808 31. 


0103.C6.o2.np 


Method 


AAT /NAP 








Start 


16689 




End 


20334 








GI 


6705984 




Score 


230 








Exons 


16689. . 17364 


, 20298.. 20334 












GI Descrip. 


(AB033235) gag-pol polyproteim 


i [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



32568 Seq. ID OJ990808_31 . 0103 . C6 

67579 Strand 

1 End 14977 

OJ990808_31 . 0103 . C6 . ol . np Method AAT /NAP 

1 End 13475 

5922631 . . . - • Score 3085 

1..62, 4198.. 5065, 7149.. 8076, 8203. .8362, 8405.. 8977, 
9O05..9197, 9^59.. 9718, 13351.. 13475 ■ • ^ ^ 

(AP000492) ESTs C2 634 7 (C12145 ) , AU078074 (C12 14 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 32568 . Seq. ID OJ990808_31 . 0103 . C6 

Gene No. 67579 Strand 

Start 1 End 14977 

Name OJ990808_31.U103.C6.o2.gs Method GENSCAN 

Start 7141 End 14977 

GI none Score .75 



32714 




Exons 7141. .7754, 7765. .7990, 8046. .8161, 8203. .8644, 8704. .9022, 

9098.. 9228, 9273.. 9372, 9434.. 9682, 10569 .. 1058 6, 10961 .. 11021, 
12666. .12853, 13195 .. 13485, 13518 .. 13575 , 14 106 14 192 , 
14245. . 14446, 14936. .14977 



C pi rr Mo 


^?S6R 


O ~ v-^ . X VJ 




P6 


f^pnp* No 


67579 


Strand 






OLul L 


i 

X 


End 


1 4 977 

X *i ZJ f f 




LN diUC 




Method 


AAT/GAP 




Start 


10298 


End 


10465 




GI 


none 


Score 


190 






10298 10395 10426 10465 








Mo 

OCIJ. LN (J . 




Seq. ID 


OJ990808_31.0103. 






67 580 


Strand 






O Let 1. U 


J. J ' ou 


End 


18005 




Name 


O.TQQDROR 31 01 ffi o? oq 


Method 


GENSCAN 




O Lai t 


1 S7R0 _ 

X .J / O VJ 


End 


18005 




GI 


none 


Score 


.57 




Exons 


15780. .15886, 16266 .. 16500, 


16537. .16762, 17194 . . 1734 0, 






17412. .17593,- 17925. .18005 








Con Mo 


32568 


Seq. .ID 


UU J jUOUO OX . D1U J . 




OClLC LN(J • 


67580 


Strand 






OLdi. L 


15780 


End 


XOUUJ 




Name 


OJ990808 31.0103.C6.o3.np 


Method 


AZ\T /MAP 




Start 


16033 


End 


1 771 A 
X / / X *a 




GI 


6539588 


Score 


248 




Hi 1 1 O 


16033. .16059, 17381. .17714 










(AP000837) hypothetical protein [Oryza 


sat i va ] 




Qpfl Mo 

O C ^ . LN *J • 


32568 


Seq. ID 


OJ990808_31.0103. 


C6 


UC11C J.NU • 


67581 


Strand 






C+- ^ r -j- 


19616 


End 


20334 




Name 


OJ990808 31.0103. C6.o6.tw 


Method 


TBLASTX: Wheat 




Start 


4303 


End 


4493 




VJ -L 


none 


Score 


79 




LjAUllO 


4303. .4422, 4413. .4493 








JC^i LN \J . 


32568 


Seq. ID 


OJ990808_31.0103. 




fTI OTl o Mo 
■JCllC LN lw) . 


67581 


Strand. 






O Lai L 


19616 


End 


20334 




Name 


'OJ990808 31.0103.C6.o2. ts 


- Method 


TBLAS yx : Soybean 




Start 


4 638 . 


End 


5036 




\J X 


none 


Score 


61 




HiXOIlo 


4638. .5036, 4845. .4988, 4846 


. .4989 






Seq. No. 


32568 


Seq. ID 


OJ990808_31.0103. 


C6 


Gene No. 


67581 


Strand 






Start 


19616 


End 


20334 




Name 


OJ990808 31.0103.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4660 


End 


5084 




GI 


none 


Score 


221 




Exons 


4660.. 5079, 4665.. 5084 








Seq. No. 


32568 


Seq. ID 


OJ990808_31.0103. 


C6 


Gene No. 


67581 


Strand 







32715 




Start 


19616 






End 


20334 


Name 


O.T990808 31 


0103 

U1U J 


r 6 n? fm 




TRT a^TY • Ma i 


o Lai t 


47 58 ~~ 






FnH 


5141 
Jill 




n on & 






OLU1 C 


1 66 


F. y on 


4758 5141 


4777 


5133 






Seq. No. 


32568 






Seq. ID 


OJ990808_31.0103.C6 


Gene No. 


67581 






Strand 




Start 


19616 






End 


20334 




OJ990808 "51 


0103 
w j. \j 


T6 o3 rm 




1 DJjrtO 1 /\ • L'icl 1 ZiC 


Start 


5169 _ 






End 


54 53 


w -L 


none 






OL-Ui C 


1 22 


Pyrin ^ 


5169 5252 


5255 


5452 5256 


. 54 53 




Seq. No. 


32568 






Seq. ID 


OJ990808_31.0103.C6 


Gene No. 


67581 






Strand 




Start 


19616 






End 


20334 


Name 


OJ990808 31 


0103 

Ulu J 


P6 n3 fw 




1 D J-Jrt.O 1 /\ • VVUCa L, 


s rt* 

iD L. a. J. L. 


52 55 ~~ 

~J £, ~J ~J 






FnH 


54 8 6 

«J *s O U 




nunc 






Q /— (-\ y-£5 

OL-U1C 


1 03 

JL U J 


ill w i 1 O 


5255 5452 


52 58 
*j ~j 0 


5455 5277 


.54 86 




OCLji .IN W ■ 


32 568 

JUO . 






Seq. . ID 


OJ9908.Q8_31.0103.C6. 


Gene No. 


67581 






Strand 




Start 


19616 






End 


20334 


Name 


OJ990808 31 


0103 


Cfi n2 fw 


Method 


TBLASTX: Wheat 


0 Lai L 


6948 ~~ 

U _7 *3 O 






End 


7808 




none 






Score 


102 




694 8 7013 


7052 

f \J -J 4L. 


721 6 7057 


.7218, 7352. .7588, 7354. .7590, 




7636 7755 


7648 


7746 7758 


.7808 




Seq. No. 


32568 






Seq. ID 


OJ990808_31.0103.C6 


Gene No. 


67581 






Strand 




Start 


19616 






End 


20334 


Name 


OJ990808 31 


0103 . 


P6 n5 fw 


Method 


TBLASTX: Wheat 


9r ^ rr 


8 393 ~~ 
0 0 ^ *j 






End 


.87 94 




none 






Score 


60 


J— 1 AUi 1 O 


8 393 8 671 


8686 . 


8793 8690 


.8794 




Seq. No. 


32568 






Seq. ID 


OJ990808_31.0103.C6 


Gene No. 


67581 






Strand 




Start 


19616 






End 


20334 


Name 


0.7990808 31 


0103. 


C6:.dl.ts . 


^Method. 


TBLASTX : Soybean 




1 9604 _ 

-L \J \J *i 


'End 


20269 


GI" " 


none 






Score 


73 " 


J_j JS.L'll O 


1 9604 1 9864 


, 19883. .20269, 19926.. 20081 


Seq. No. 


32568 






Seq. ID 


OJ990808_31.0103.C6 


Gene No. 


67581 






Strand 




Start 


19616 






End 


20334 


Name 


OJ990808 31. 


0103. 


C6 . o4 . np 


Method 


AAT/NAP 


Start 


19616 






End 


20334 


GI 


6630685 






Score 


736 



Exons 19616. .20334 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



32716 



Seq. No. 


32568 


Seq. ID 


OJ990808 31.0103 


.C6 


Gene No. 


67581 


Strand 






Start 


19616 


End 


20334 




Name 


OJ990808 31.0103.C6.ol. tc 


Method 


TBLASTX: Cress 




Start 


19634 


End 


19999 




GI 


none 


Score 


88 




Exons 


19634. .19879, 19868. .19999 








Seq. No. 


32568 


Seq. ID 


OJ990808_31.0103 


.C6 


Gene No. 


67581 


Strand 






Start 


19616 


End 


20334 




Name 


OJ990808 31.0103.C6.ol. tm 


Method 


TBLASTX: Maize 




Start 


19634 


End 


20270 




GI 


none 


Score 


42 




Exons 


19634. .20269, 19644. .19703, 


1964 9. .19981, 19785. .20270 




Seq. No. 


32568 


Seq. ID 


OJ990808_31.0103 


.C6 


Gene No. 


67581 


Strand 






Start 


19616 


End 


20334 




Name 


OJ990808 31.0103.C6.o4.tw 


Method 


TBLASTX: Wheat 




Start 


19679 


End 


20134 




GI 


none : 


Score 


85 




Exons 


19679. .19855, 19679. . 19855, . 


:l-9874. .20134 




Seq. No. 


32569 


Seq. ID 


OJ990808_31.0103 


.C7 


Gene No. 


67582 


Strand 






Start 


1 


End 


1095 




Name 


OJ990808 31.0103.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1095 




GI 


3777527 


Score 


647 




Exons 


1. .592, 751. .1095 








GI Descrip. 


(AF053008) gag-pol polyprotein [Glycine max] 




Seq. No. 


32569 


Seq. ID 


OJ990808_31.0103 


.C7 


Gene No . 


67582 


Strand 






Start 


1 


End 


1095 




Name 


OJ990808 31.0103.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start - 


1 


End 


4 60 




GI 


5509260 


Score 


75 




Exons 


1..51, 1..45, 2. .388, 3. .104, 150. .371, 


161. .397, 410.. 


460 


GI Descrip . 










Seq. No. 


3256*9 ... * ■ . ■ ' , 


Seq. ID 


OJ990808_31..0103 


.C7 


Gene No. 


67582 


Strand 






Start 


' 1 ' " ' ' 


End 


1095 "■' 




Name 


OJ990808 31.0103.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


332 




GI 


none 


Score 


38 




Exons 


1..33, 2. .208, 82. .114, 150. 


.200, 242.. 


331, 243. .332 




Seq. No. 


32569 


Seq. ID 


OJ990808_31.0103 


,C7 


Gene No. 


67582 


Strand 






Start 


1 


End 


1095 




Name 


n.TQQOQ n q -31 mm nn *i +- ~ 


lU,^ 4- U ^ 


fPDT 7\ nmv . r> . 




Start 


5 


End 


226 




GI 


none 


Score 


205 




Exons 


5. .226 
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Seq. No. 32569 Seq. ID 

Gene No. 67582 Strand 

Start 1 End 

Name OJ990808_31 . 0103 . C7 . ol . tm Method 

Start 5 End 

GI none Score 

Exons 5.. 322, 6.. 104, 98.. 322 



OJ990808_31.0103.C7 
10*95 

TBLASTX: Maize 

322 

59 



Seq. No. ' 32569 Seq. ID 

Gene No. 67582 Strand 

Start 1 End 

Name OJ990808_31 . 0103 . C7 . ol . gs Method 

Start 46 ' End 

GI none Score 

Exons 46.. 1093 



OJ990808_31.0103.C7 

1095 
GENSCAN 
1093 
.69 



Seq. No. 32569 Seq. ID 

Gene No. 67582 Strand 

Start 1 End 

Name OJ990808_31 . 0103 . C7 . o2 . tm Method 

Start 776 „ . End 

GI. .none.; Score 

Exons 7-76.. 928, 914.. 1066, 924.. 1070 

Seq. No. 32570 Seq. ID 

Gene No. 67583 Strand 

Start 426 End 

Name OJ990808_31 . 0103 . C8 . ol . gs Method 

Start 426 End 

GI none Score 

Exons 426.. 474, 1481.. 1596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 

Seq. No'., . 
Gene No. 
' Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32571 Seq. ID 

67584 Strand 
1571 End 
OJ990808_31. 0103.C9.ol . np Method 
1571 End 
6539588 Score 
1571.. 1852 

(AP000837) hypothetical protein [Oryza 

32571 ■■ . ,Seq. ID 

67585 Strand 
1917 ' ' End 
OJ990808_31. 0103.C9.ol.gs Method 
1917 End 
none Score 
1917. .1950, 2029. .2075, 2688. .2801 

32572 Seq. ID 

67586 Strand 
1 End 
OJ990808_31. 0103.C10.ol .np Method 
1 End 
6006374 Score 
1. .469 



OJ990808_31.0103.C7 
1095 

TBLASTX: Maize- 
1070 

.92, 



OJ990808_31.0103.C8 
+ 

1596 
GENSCAN 
1596 
.75 



OJ990808_31.0103.C9 
+ 

1852 
AAT/NAP 
1852 
155 

sativa] 

OJ990808_31. 0103. C'9 

2801 
GENSCAN 
2801 
.59 

OJ990808_31. 0103. C10 
469 

AAT/NAP 

469 

724 
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GI Descrip. (AP000559) Similar to Rice tungro bacillif orm virus; reverse 
transcriptase (D10774) [Oryza sativa] 



Seq. No. 


32573 


Seq. ID 


OJ990808_31.0103. 


Cll 


Gene No. 


67587 


Strand 






Start 


1 


End 


5297 




Name 


OJ990808 31 


.0103.Cll.ol.np Method 


AAT/NAP 




Start 


. 1 


End 


387 




GI 


3645899 


Score 


152 




Exons 


1. .387 








GI Descrip. 


(U68408) 5 1 


end not determined experimentally [Zea mays] 




Seq. No. 


32573 


Seq. ID 


OJ990808_31.0103. 


Cll 


Gene No. 


67587 


Strand 






Start 


1 


End 


5297 




Name 


OJ990808 31 


. 0103. CI 1 .ol.gs Method 


GENSCAN 




Start 


99 


■ End 


5297 




GI 


none 


Score 


.41 




Exons 


99. .384, 393. .1461, 1649. .1801, 1886.. 


2194, 2432.. 2842, 






2984. .3165, 


3589. .3701, 4129. .4312, 4398. .4542, 5099. .5297 


Seq. No. 


32573 


Seq. ID 


OJ990808_31.0103. 


Cll 


.Gene No. 


67587 


Strand - 






Start 


1 


End 


5297 




Name 


OJ990808 31 


. 0 1 03 . Cll . o3 . np Method 


AAT/NAP 




Start 


1605 


End 


3281 




GI 


6539588 


Score 


258 




Exons 


1605. .1630, 


2962. .3281 






GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


32574 


Seq. ID 


OJ990808_31.0103. 


C12 


Gene No. 


67588 


Strand 


+ 




Start 


279 


End 


2009 




Name 


OJ990808 31 


. 0103. C12. ol.gs Method 


GENSCAN 




Start 


279 


End 


2009 




GI 


none 


Score 


.56 




Exons 


279. .401, 981. .1097, 1556. .1606, 1981. 


.2009 




Seq. No. 


32575 


Seq. ID 


OJ990808_31.0103. 


C13 


Gene No. 


67589 


Strand 


+ 




Start 


1 . 


End 


521 . 




Name 


OJ990808 31 


. 0103.C13.ol.np Method 


AAT/NAP 




Start ^ " 


1 


End ■ ; 


521 




GI 


'2852684 


Score 


175 




Exons 


1..521 








GI Descrip. 


(AF017751) : 


resistance protein candidate [Lactuca sativa] 




Seq. No. 


32575 


Seq. ID 


OJ990808_31.0103. 


C13 


Gene No. 


67589 


Strand 


+ ., 




Start 


1 


End 


521 




Name 


OJ990808 31 


. 0103.C13.ol . ts Method 


TBLASTX : Soybean 




Start 


72 


End 


366 




GI 


none 


Score 


168 




Exons ■ 


72.. 212, 85 


..261. 268, =366,- 286. .357 






Seq. No. 


32576 


Seq. ID 


OJ990808_31.0103. 


C14 


Gene No. 


67590 


Strand 







32719 




Start 


1 




End 


3358 






Name 


OJ990808_31 .0103.C14 .ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


3258 






GI 


o n o e\ o d o 

282 9882 




Score 


234 






Exons 


1..94, 194. .273, 1018.. 


1071, 


1363. .1504, 3221. .3258 




GI Descrip. 


(AC00z396) beta-oxoacyl 


- ( acyl carrier 


protein) reductase 




[Arabidopsis thaliana] 












Seq. No. 


32576 




Seq. ID 


OJ990808 31. 


0103 


.C14 


Gene No. 


67590 




Strand 








Start 


1 




End 


3358 






Name 


OJ990808 31.0103.C14 .ol 


.gs 


Method 


GENSCAN 






Start 


202 




End 


1518 






GI 


none 




Score 


. 85 






Exons 


202. .273, 1018. .1071, 1363.. 


1518 








Seq. No. 


32576 




Seq. ID 


OJ990808 31. 


0103 


. C14 


Gene No. 


67590 




Strand 








Start 


1 




End 


3358 






Name 


OJ990808 31.0103.C14.o2 


.gs 


Method 


GENSCAN 






Start 


3050 




End 


3358 






GI 


none ■ 




Score 


. 98 






Exons ■ 


3050. .3144, 3199. .3358 












Seq. No. 


32577 




Seq. ID 


OJ990808 31. 


0103 


.C15 


Gene No. 


67591 




Strand 


+ 






Start 


197 




End 


306 






Name 


OJ990808 31.0103.C15.ol 


.gs 


Method 


GENSCAN 






Start 


197 




End 


306 






GI 


none 




Score 


. 88 






Exons 


197. .306 












Seq. No. 


32578 




Seq. ID 


OJ990808 31. 


0103 


C18 


Gene No. 


67592 




Strand 


+ 






Start 


266 




End 


419 






Name 


OJ990808 31.0103.C18.ol 


.gs 


Method 


GENSCAN 






Start 


266 




End 


394 






GI 


none 




Score 


.54 






Exons 


266. .394 












Seq. No. 


32578 . 




Seq. ID 


OJ990808_31. 


0103. 


C18 


Gene No. 


67592 ' 




Strand 


+ 






Start . 


266 \' . - * 




End , 


419 






Nam6 


OJ990808 31.0103. C18.ol 


.np 


Method 


AAT/NAP 






Start 


266 




End 


'419 






GI 


3288883 




Score 


185 






Exons 


266. .419 












GI Descrip. 


(AB015431) SAR DNA binding protein [Oryza sativa] 






Seq. No. 


32579 




Seq. ID 


OJ990808_31. 


0103. 


C19 


Gene No. 


67593 




Strand 








Start 


1 




End 


244 






Name 


OJ990808 31.0103.C19.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


244 






GI 


2618698 




Score 


59 






Exons 


1. . 136, 207. .244 













GI Descrip. (AC002510) unknown protein [Arabidopsis thaliana] 



32720 



Seq. No. 32579 

Gene No. 67593 

Start 1 

Name OJ990808_31 . 0103 . C19 . ol . gp 

Start 70 

GI uC-osflcyp024b01bl 

Exons 70.. 12 9 

GI Descrip. '2618698 1.0e-39 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990808_31.0103.C19 
Strand 

End 244 

Method AAT/GAP 

End 129 

Score 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene . No . > 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32580 
67594 
1 

OJ990808_31.0103.C20.ol.gp 
1 

1_1.R1084 
1. .284 

? 5031285/gb| AAD38148.il AF139501_1 1.0e-14 (AF139501) 
beta-amylase [Prunus armeniaca] 1 



Seq. ID OJ990808_31.0103.C20 

Strand + 

End 284 

Method AAT/GAP 

End 284 

Score 441 



32580 
67594 
1 

OJ990808_31.0103.C20.ol.np 
1 

3618308 
1. .284 

(AB001882) zinc finger protein [Oryza sativa] 



Seq. ID OJ990808_31.0103.C20 

Strand... + .-... 

End 284 

Method AAT/NAP 

End 284 

Score 386 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 



Seq. No. 

Gene No. 

.S^art 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32581 
67595 
1 

OJ990808_31.0103.C21.ol.gp 
1 

59_1.R1084 
1. .148 

? 328888'3/dbj |BAA31260| 0.0e+00 (AB015431) SAR DNA binding 
protein [Oryza sativa] 1 



Seq. ID OJ990808_31.0103.C21 
Strand 

End 341 

Method AAT/GAP 

End 148 

Score 275 



32581 
67595 

1 ■ ^ . 

'oJ990808_3i.0103.C21.ol.np 
1 

3288883 
1..148, 319. .341 

(AB015431) SAR DNA binding protein [Oryza sativa] 



Seq, ID OJ990808_31.0103.C21 
Strand 

End .341- , ^ 

Method * AAT/NAP ' 

End 341 • 

Score 201 



32581 
67595 
1 

OJ990808_31.0103.C21.ol.tm 

2 

none 

2. .148, 3. .149, 13. .150 



Seq. ID OJ990808_31.0103.C21 

Strand 

End * 341 

Method TBLASTX : Maize 

End 150 

Score 227 



32721 



• 



Seq. No. 


32581 








Seq. ID 


OJ990808 


_31.0103 


.C21 


Gene No. 


67595 








Strand 


- 






Start 


1 








End 


34 1 






Name 


OJ990808 31. 


0103. C21 


. ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2 








End 


149 




GI 


none 








Score 


121 






Exons 


2. .148, 3. .149 














Seq. No. 


32581 








Seq. ID 


OJ990808 


_31.0103 


.C21 


Gene No. 


e ~i c c\ c 

67595 








Strand 


- 






Start 


1 








End 


341 






Name 


OJ990808 31. 


0103. C21 


. ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


23 








End 


149 






GI 


none 








Score 


187 






Exons 


23. .148, 24. 


.149 














Seq. No. 


32581 








Seq. ID 


OJ990808 


_31.0103 


.C21 


Gene No. 


67595 








Strand 








Start 


1 








End 


341 






Name 


OJ990808 31. 


0103. C21 


ol 


.gs 


Method 


GENSCAN 






Start 


31 








End 


148 






GI 


none 








Score 


. 73 






Exons 


31. .148 
















Seq. No. 


32582 








Seq. ID 


OJ990808 


31/0103 


.C25 


Gene No. 


67596 








Strand 








Start 


75 








End 


143 






Name 


OJ990808 31. 


0103. C25. 


ol 


gs 


Method 


GENSCAN 






Start 


75 








End 


143 






GI 


none 








Score 


.87 






Exons 


75. .143 
















Seq. No. 


32583 








Seq. ID 


OJ990808 


_31.0103 


.C27 


Gene No. 


67597 








Strand 


+ 






Start 


152 








End 


295 






Name 


OJ990808 31. 


0103. C27. 


ol 


gs 


Method 


GENSCAN 






Start 


152 








End 


295 






GI 


none 








Score 


. 63 






Exons 


152. .295 
















Seq.. ,No. 


32584 








Seq. ID. 


OJ990808 


_31 .0103 


C28 


Gene No. 


67598 








Strand 


+ 






Start. 


. 1'. 








End 


382 






Name 


OJ990808 31. 


0103. C28\ 


ol. 


np 


Method 


' AAT/NAP 






Start 


1 








End 


382 






GI 


5031285 








Score 


210 






Exons 


1..141, 222. 


.382 














GI Descrip. 


(AF139501) beta-amylase 


[Prunus armeniaca] 






Seq. No. 


32584 . 








Seq. ID 


OJ990808_ 


_31 . 0103 


C28 


Gene No. 


67598 








Strand 


+' 






Start 


1 








End 


382 






Name 


OJ990808 31. 


0103. C28. 


ol. 


gs 


Method 


GENSCAN 






Start 


76 








End 


-3/TC 






GI 


none 








Score 


.96 






Exons 


76. .141, 222 


. .365 















32722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32584 
67598 
1 

OJ990808_31.0103.C28.ol.gp 
213 

569009 
213. .382 

5031285/gb|AAD38148.1|AF139501__l 1.0e-14 (AF139501) beta-amylase 
[Prunus armeniaca] 



Seq. ID OJ990808_31.0103.C28 

Strand + 

End 382 

Method AAT/GAP 

End 382 

Score 327 



32585 
67599 
1 

OJ990808_31. 0103.C31.ol.np 
1 

3288883 
1..188, 303. .380 

(AB015431) SAR DNA binding protein [Oryza sativa] 



Seq. ID OJ990808_31.0103.C31 
Strand 

End 380 

Method AAT/NAP 

End 380 

Score 148 



32585 Seq. ID 

67599 . Strand 

1 . - End 
OJ990808_31.0103.C31.ol.gs _ . Method 

147 End 

none Score 

147. .188, 303. .380 



OJ990808_31.0103.C31 
380 

GENSCAN • 

380 

.85 



Seq. No. 32586 Seq. ID 

Gene No. 67600 Strand 

Start 67 End 

Name OJ990808_31 . 0103 . C32 . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67.. 166, 415.. 512 



OJ990808_31.0103.C32 
+ 

512 

GENSCAN 

512 

.88 



Seq. No. 32587 

Gene No. 67601 

Start 102 

Name OJ990808_31 . 0103 . C33 . ol . gs 

Start 102 

G.I none , . 

Exons' 102.. '343 



Seq. ID OJ990808_31.0103.C33 
Strand 

End 343 

Method GENSCAN 

End 343 

Score .8 



Seq. No. 32588 Seq. ID 

Gene No.' 67602 ' Strand 

Start 15 End 

Name OJ990808_31 . 0103 . C34 . ol . gs . Method 

Start 15 End 

GI *j none Score 

Exons 15 . . 158 



OJ990808_31.0103.C34 
158 

GENSCAN 
158 
.86 • 



Seq. No. 32589 Seq. ID 

Gene No. 67603 Strand 

Start 489 End 

Name OJ990808_31 . 0103 . C35 . ol . np Method 

Start 489 End 

GI 2498930 Score 



OJ990808_31.0103.C35 
+ 

1 1 38 
AAT/NAP 
1138 
768 



32723 




Exons 489.. 552, 720.. 1138 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


32590 


Seq. ID 


OJ990808_31.0103.C36 


Gene No. 


67604 


Strand 




Start 


1 


End 


5824 


Name 


OJ990808 31.0103..C36.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2189 


GI 


2792220 


Score 


665 


Exons 


1..79, 595. .2009, 2049. .2189 






GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


32590 


Seq. ID 


OJ990808J31. 0103.C36 


Gene No. 


67604 


Strand 




Start 


1 


End 


5824 


Name 


OJ990808 31.0103.C36.ol.gs 


Method 


GENSCAN 


Start 


141 


End 


5824 


GI 


none 


Score 


. 63 


Exons 


141. .327, 446. .608, 1020. .2725, 4321.. 


4422, 4577. .4805, 




4939. .5088, 5771. .5824 






Seq. No . . . 


32.590 


Seq. ID 


. OJ99Q8.08_31. 0103. C36 


Gene No . 


67 604 


Strand 




Start 


1 


End 


5824 


Name 


OJ990808_31 .0103.C36.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1011 


End 


1448 


GI 


none 


Score 


220 


Exons 


1011. .1172, 1179. .1448 






Seq. No. 


32590 


Seq. ID 


OJ990808_31.0103.C36 


Gene No . 


67604 


Strand 




Start 


1 


End 


5824 


Name 


OJ990808 31.0103.C36.ol.tm 


Method 


TBLASTX: Maize 


Start 


1163 


End 


1646 


GI 


none 


Score 


65 


Exons 


1163. .1420, 1164. .1373, 1164. 


.1484, 1165. .1473, 1593. .1646 


Seq. No. 


32591 


Seq. ID 


OJ990708JL1. 01.25. CI 


Gene No. 


67605 


Strand 


+ 


Start 


1 


End 


897 


Name 


OJ990708 11.0125.Cl.ol.np 


Method 


AAT/NAP 


Start ,• 


1 • ' \ 


End ■ 


897 


GI ■ 


5042454 


Score 


1309 * - 


Exons 


1..897 






GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 


Seq. No. 


32591 


Seq. ID 


OJ990708_11.0125.C1 


Gene No . 


67605 


Strand 


+ 


Start 


1 


End 


897 


Name 


OJ990708 11.0125.Cl.ol.gs ' 


Method 


GENSCAN 


Start 


46 


End 


810 


GI ' 


none 


Score 


.53 


Exons 


46. .289, 478..B89- 607, ,810 






Seq. No. 


" 32592 


Seq. ID 


OJ990708_11.0125.C2 


Gene No. 


67606 


Strand 


+ 




32724 








Start 


1 




End 


1097 






Name 


ujyyu / Uo ii.uizo.lz 


.ol.np 


Method 


"ft 7\ m / XT TV T\ 

AAT/NAP 






btart 


1 




End 


1097 






bl 


C H A 1 A CL A 

OU4Z4 0 4 




Score 


530 






Exons 


1..ZUO, ojo . . iuy / 












f** T T*\ A /""l T T-\ 

bi uescrip . 


(aluu / /oyj putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


32592 




Seq. ID 


OJ990708_11, 


.0125 


.C2 


Gene No. 


67606 




Strand 


+ 






o t art 


i 




End 


1097 






Name 


uuyyu /uo ii.uizo.C2, 


. ol . tm 


Method 


TBLASTX: Maize 




otart 


DO 




End 


209 






bl 


none 




Score 


186 






Exons 


do. . ^uo, oo. . zuy 












Seq. No. 


32593 




Seq. TD 


OJ990708_11 . 


> 0125 


.C4 


Gene No. 


67607 




Strand 


+ 






otart 


Q 1 
O l 




End 


526 






Name 


ujyyu/uo ii.uizo.L4. 


. ol . gs 


Method 


/**' T" I XT O /"*« 7\ XT 

GENSCAN 






Start 


0 / 




End 


526 






bl 


none 




Score 


.98 






Exons 


o / . . i u i , zyu. . ozb 












Seq. No. 


32593 




Seq. ID 


OJ990708 11. 


, 0125 


,C4 


Gene No. 


67608 




Strand 


+ 






btart 


CI/ 

0/4 




End 


717 






Name 


ojyyo/uo ii.ui2o.C4. 


ol .gp 


Method 


AAT/GAP 






otart 


o /4 




End 


717 






bl 


none 




Score 


257 






Exons 


c n a n i ^ 
0 / 4 . . / 1 / 












Seq. No. 


32594 




Seq. ID 


OJ990708_11. 


0125 


.C5 


Gene No. 


67609 




Strand 


+ 






oiari 


4 O 




End 


1493 






Name 


atqo^iao 11 n i o c c 

ujyyu /Uo ii.ui2o.Co. 


ol .gs 


Method 


GENSCAN 






otart 


A q 
4 o 




End 


1493 






C T 
bl 


none 




Score 


.7 






Exons 


A Q 1 1 R 1 noo 11*7/1 

40..110, 1UZZ..11/4, 


1209. 


.14 93 








Seq. No. 


32595 




Seq. ID 


OJ990708_11. 


0125, 


.C6 


Gene No. 


67610 




Strand 








O L all. 


1 4 u 




End 


1834 






Name 


^ojyyu/Uo ii.uizo.C6. 


ol .gs 


Method 


GENSCAN 






C ■)- v- 4- 

btart 


• i a n r 
1 4 U 




End" 


.1834 






C T 
bl 


none 




Score' 


. 61 






Exons 


14U..4UD, ODO..y41, 


1277. . 


1594, 1715. .1834 






Seq. No. 


32596 




Seq. ID 


OJ990708_11. 


0125. 


.C7 


Gene No. 


67611 




Strand 








otart 


y j 




End 


177 






Name 


ojyyu/0o ii. 0125. C7. 


ol . gs 


Method 


GENSCAN 






Start 


93 




End 


177 






GI 


none 




Score 


.99 






Exons 


93. . 177 












Seq. No. 


32597 




Seq. ID 


OJ990708_11. 


0125. 


,C8 


Gene No. 


67612 




Strand 


+ 







3272.5 



Start 666 End 1030 

Name OJ990708_11 . 0125 . C8 . ol . gp Method AAT/GAP 

Start 666 End 1030 

GI uC-osflM202068cllbl Score 404 

Exons 666.. 693, 816.. 1030 



GI Descrip. ! 5824341/emb | CAB54517 . 1 | 6.0e-32 (AJ238846) SGP1 monomeric 
G-protein [Arabidopsis thaliana] 1 



Seq. No. 


32597 




Seq. ID 


OJ990708_11.0125.C8 


Gene No. 


67612 




Strand 


+ 


O Lai L 


666 




End 


1030 


Name, 


OJ990708 ll.0125.C8.ol 


gs 


Method 


GENSCAN 


O Ldl L 


710 




End 


982 


rir 

\J X 


none 




Score 


. 9 


Exons 


710. .747, 865. .982 








Seq. No. 


32597 




Seq. ID 


OJ990708_11.0125.C8 


Gene No. 


67612 




Strand 


+ 


O L. a. J. U 


666 




End 


1030 


Name 


OJ990708 ll.0125.C8.ol 


tm 


Method 


TBLASTX: Maize 




815 




End 


1030 


\3 X 


none 




Score 


283 


L 1 vr /"\ r~\ c 


815. .1030, -816,.. 851, 817. 


.98.1, 900.. 98 6 • . 


o e q . ln o . 


32597 




. Seq. ID 


OJ990708_11.0125.C8 


Gene No. 


67612 




Strand 


+ 


Start 


666 




End 


1030 


Name 


OJ990708 ll.0125.C8.ol. 


ts 


Method 


TBLASTX .-Soybean 


jLal L 


815 




End 


982 


\j x 


none 




Score 


244 


Exons 


815. .982, 817. .978 










32597 




Seq. ID 


OJ990708_11.0125.C8 




67612 




Strand 


+ 


Start 


666 




End 


1030 


Name 


OJ990708 ll.0125.C8.ol. 


np 


Method 


AAT/NAP 


Start 


818 




End 


985 


rT 


5.824341 




Score 


196 


Exons 


818. .985 








ox Ucocnp . 


(AJ238846) SGP1 monomeric 


G-protein [Arabidopsis thaliana] 


Can Mo 


32598 




Seq. ID 


OJ990708_11*. 0125 !"C9 




67613' • ' 




Strand 


i 


Start 


1579 




End 


5316 


Name 


OJ990708' ll.0125.C9.ol. 


gs 


Method 


GENSCAN 


Start 


1579 




End 


5104 


GI 


none 




Score 


. 64 


Exons 


1579. .1654, 3422. .3561, 


3966. .4082, 4 4 95. .4674, 4872. .4946, 




5045. .5104 








Seq. No. 


32598 




Seq. ID 


OJ990708_11.0125.C9 


Gene No. 


67613 




Strand 


+ 


Start 


1579 




End 


5316 


Name 


OJ990708 ll.0125.C9.ol. 


np 


Mftt hod- 


A AT /NAP 


Start 


4492 




End 


5101 


GI 


2500380 




Score 


483 


Exons 


4492. .4674, 4872. .4946, 


5045. .5101 





32726 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.. 



60S RIBOSOMAL PROTEIN L44 gi | 211 9128 | pir | | JC4 923 ribosomal 
protein RL44 - upland cotton gi 11553129 (U64 677) ribosomal 
protein L44 isoform a [Gossypium hirsutum] gi 11553131 (U64678) 
ribosomal protein L44 isoform b [Gossypium hirsutum] 



32598 Seq. ID 

67613 Strand 

1579 End 

OJ990708JL1 . 0125 . C9 .ol . gp Method 

4 4 95 End 

381_1.R1084 Score 
4495. .4674, 4872. .4946, 5045, 
1 2500380/sp|Q964 99|RL44_GOSHI 



OJ990708_11.0125.C9 
+ 

5316 
AAT/GAP 
5119 
565 



.5119 

2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4 923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



32598 
67613 
1579 

OJ990708_11. 0125.C9.o2.gp 
4574 

381_1.R1084 

4574. .4674, 4872. .4946, 5045., 
*2500380/sp|Q964 99|RL4 4_GOSHI 



OJ990708_11.0125.C9 
+ 

5316 
AAT/GAP- 
5316 
740 



Seq. ID 
Strand 
End 

Method 
:End 
Score 
.5316 

2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



32598 
67614 
8359 

OJ990708JL1. 0125.C9.o3.gs 

8359 

none 



Seq. ID OJ990708 11. 0125. C9 



Strand 
End 

Method 

End 

Score 



+ 

11503 
GENSCAN 
11260 
.88 



8359. .8363, 8690. .8739, 8965. .9055, 10093 .. 10222 , 10659 .. 10838, 
11026. . 11100, 11201. .11260 



Seq. No. 
Gene No. 
Start . ' : 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



32598 
67614 
8359 . 
OJ990708_11 
9440 

381_1.R1084 
9440. .9507, 



0125.C9.o3.gp 



Seq. ID OJ990708_11.0125.C9 : 
Strand + 
..End . 11503 * ■ ■* 

''Method AAT/GAP 
End 11503 
Score 1116 
10659. .10838, 11026 .. 11100, 11201. .11503 
'2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] 1 



3259ft 
67615 
6566 

OJ990708 



Qcn m n.TQomno n mot; r-o 



11.0125.C9.o2.gs 



Strand 
End 

Method 



7352 
GENSCAN 



32727 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- . 

Exons 



6566 End 7352 

none Score . 8 

6566. .6670, 6688.-6697, 6834. .6947, 7033. .7352 



32598 Seq. ID 

67616 Strand 

13224 End 

OJ990708_ll.0125.C9.o2.ts Method 

4485 End 

none Score 



OJ990708_11.0125.C9 
16442 

TBLASTX: Soybean 

11290 

319 



4485. .4673, 4495. .4674, 4547. .4675, 4869. .4958, 4871. .4945, 
5021. .5104, 5044. .5103, 10658 .. 10837 , 10659 10838 , 
10711. .10839, 11023. .11112, 11025 11099, 1 118 9 .. 11290, 
11199. .11258, 11215. .11259 



32598 
67616 
13224 

OJ990708_11.0125.C9.o2.tc 
4494 

none. 



Seq. ID OJ990708_11.0125.C9 
Strand 

End 16442 

Method TBLASTX : Cress 

End 11265 

Score 320 



4494. .4673, 4495..4-674> 4559. .4675, 4869. . 4958, 4871. .4945, 
5021. .5107,. .504 3. .5111, 504 4. .5103,.- 10658. .10837, 10659. .10838, 
10702. .10839, 10723. .10839, 11023 .. 11 112 , 1 1025 .. 11099, 
11195. .11260, 11199. .11264, 11199 .. 11258, 11200. .11265 



32598 
67616 
13224 

OJ990708_11.0125.C9.o2.tw 

4494 

none 

4494. .4673, 4495. .4674, 4547, 



Seq. ID OJ990708_11.0125.C9 
Strand 

End 16442 
Method TBLASTX : Wheat 
End 11263 
Score 326 

4675, 4869. .4958, 4870. .4995, 
5132, 5044. .5103, 10658 .. 10837 , 



4871. .4945, 5021. .5104, 5043 
10659. .10838, 10702 .. 108 39, 107 11 .. 10839, 11023 .. 11112, 
11025. .11099, 11192. .11263, 11199 .. 11258 , 11215. .11259 



32598 
67616 
13224 

OJ990708_11.0125.C9.o2.tm 

4494 

none 



Seq. ID OJ990708_11.0125.C9 
Strand 

End 16442 
Method TBLASTX :Maize 
End" 11305 
Score 329 * ' 
4494. .4673, 4495. .4674,' 4547 . . 4S78, 4869 . .4 958, '4871 .. 4 945, 
5021. .5104," 5043. .5102, 5044. .5106', 5044. .5103, 10658 .. 10837 , 
10659. .10838, 10702 .. 10839, 10711 .. 10842, 11023 11112, 
11025. .11114, 11025. .11099, 11189 .. 11305, 11199 .. 11258 , 
11215. .11259 



Seq. No. 32598 

Gene No. 67616 

Start 13224 

Name OJ9907 08_11 . 0125 . C9 . o4 . gp 
Start " 13224 

GI 2214_1.R1084 

Exons 13224. .13483, 13591 13804 , 14 178 .. 14400, 14677 
GI Descrip. '2997591 1.0e-68 {AF020814) 



Seq. ID OJ990708_11.0125.C9 
Strand 

End 16442 

Method AAT/GAP 

End 14 728 

Score 1399 

14728 



32728 



glucose-6-phosphate/phosphate-translocator precursor [Pisum 
sativum] 1 



Seq. No. 32598 

Gene No. 67616 

Start 13224 

Name OJ990708_11 . 0125 . C9 . o4 . gs 

Start 13326 

GI none 

Exons 13326. .13331, 13591 .. 13804 , 
15022. .15678, 16297.. 16425 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_11.0125.C9 

16442 
GENSCAN 
16425 
. 94 



14178. . 14400, 14677. .15016, 



Seq. No. 32598 

Gene No. 67616 

Start 13224 

Name OJ990708_11 . 0125 . C9 . o2 . np 

Start 13524 

GI 3367515 

Exons 13524 . . 13804, 
GI Descrip. 



OJ990708 11. 0125. C9 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 

End 16442 
Method AAT/NAP 
End 15516 
Score 1271 
14 677. .14 902, 15022. .15516 
(AC004392) Similar to glucose-6-phosphate/phosphate-translocator 
(GPT) gb|AF020814 from Pisum sativum. [Arabidopsis thaliana] 



14178. .14400, 



32598 
67616 
13224 

OJ990708_11.0125.C9.ol.tm 
13587 



none 
13587. 
14175. 
15019. 



13673, 13591. 
14402, 14177. 
15228, 15020. 



Seq.. ID 
Strand 
End 

Method 
End 
Score 

13803, 13592. .13804, 13749 
14401, 14673. .14903, 14675 



OJ990708 11. 0125. C9 



16442 

TBLASTX: Maize 
15229 
48 

13805, 
14902, 



15226, 15137. .15229 



32598 
67616 
13224 

OJ990708_11.0125.C9.ol.ts 
13591 
none 
13591. 
14675. 
15020. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,13812, 13604. .13813, 14 172 .. 144 02 , 14177 
.14836, 14675. .14902, 14 67 6 .. 14 903, 15019 
,15226 



OJ990708_11.0125.C9 
16442 

TBLASTX: Soybean 

15228 

247 

14401, 
15228, 



Seq.'No. 32598. • ^ . ' Seq. ID 

Gene No. • 67616* * Strand 

Start 13224 End 

Name OJ990708_11 . 0125 . C.9 . o3 . tc Method 

Start 13591 End 

GI none - Score 

Exons 13591. .13812, 13592.. 13786 



OJ990'708_11.0125.C9 

16442 

TBLASTX: Cress 

13812 

114 



Seq. No. 32598 

Gene No. 67616 

Start 13224 

Name OJ990708_1 1 . 0125 . r.q . o3 a np 

Start 14092 

GI 81286 
Exons 



Seq. ID OJ990708 11. 0125. C9 



Strand 
End 

Method 

End 

Score 



16442 
AAT/NAP 
16442 
220 



14092. . 14295, 1504 3 .. 15128 , 15259 .. 155 60, 15999 .. 1 617 9, 



32729 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16357.. 16442 

extensin - Volvox carteri (fragment) gi | 21 992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox 'carter!] 



32598 
67616 
13224 

OJ9907 08_11.0125.C9.ol.tc 

14298 

none 

14298. .14402, 14300 14401, 
15019. .15228, 15020. . 15226, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14673 

15137 



OJ990708 11. 0125. C9 



16442 

TBLASTX: Cress 
15229 
127 

14903, 14675. . 14902, 
15229 



Seq. No. 32598 

Gene No. 67616 

Start 13224 

Name OJ990708_11 . 0125 . C9 . ol . tw 

Start 14352 

GI none 

Exons 14352. .14402, 14352 .. 14 399, 
15019. .15219, 15020. . 15220, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14673 

15137 



OJ990708 11. 0125. C9 



16442 

TBLASTX: Wheat 
15220 
84 

14903, 14.675. . 14902, 
15220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



32598 - Seq. ID OJ9907.08_1 1 . 0125 . C9 

67616 Strand 

13224 End 16442 

OJ990708_11.0125.C9.o5.gp Method AAT/GAP 

14874 End 15157 

LIB3432-050-P1-K1-D8 Score 268 

14874. .14902, 15022. .15157 

'2997593 2.0e-17 (AF020816) 

glucose- 6-phosphate /phosphate-trans locator precursor [Solanum 
tuberosum] 1 



32598 Seq. ID 

67616 Strand 

13224 End 

OJ990708_11.0125.C9.o6.gp Method 

15322 End 

none Score 
15322. .15647 



OJ990708_11.0125.C9 

16442 
AAT/GAP 
15647 
608 



Seq. . No. 32599 Seq. ID 

Gene No. 67617 . Strand 

Start 1* * " " End 

Name OJ990708_11 . 0125 . Cll . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..85, 245.. 836 



OJ990708_11. 0125. Cll 
836 

AAT/GAP 

836 

1259 



Seq. No. 32599 Seq. ID 

Gene No. 67 617 Strand 

Start 1 End 

Name OJ990708_11 . 0125 . Cll . ol . gs Method 

Start 20 RnH 

GI none Score 

Exons 20.. 85, 245.. 673 



OJ990708_11. 0125. Cll 
836 

GENSCAN 

673 

.8 



32730 



Seq. No. 32599 Seq. ID - OJ990708_11 . 0125 . Cll 

Gene No. 67618 Strand 

Start 934 End 1198 

Name OJ990708_11 . 0125 . Cll . ol . np Method AAT/NAP 

Start 934 End 1198 

GI 5103193 Score 345 

Exons 934.. 1198 

GI Descrip. (AP000342) transposase of -TnlO [Plasmid R100] 

gi I 5738084 |gb|AAD50242.1|AF162223_l (AF162223) ISlO-left . 
transposase [Shigella flexneri] 



Seq. No. 32600 Seq. ID 

Gene No. 67619 Strand 

Start 110 End 

Name OJ9907.08_11 . 0125 . C12 . ol . gs Method 

Start 110 End 

GI none Score 
Exons 



OJ990708_11.0125.C12 

1510 
GENSCAN 
1510 
.5 



110. .263, 611. .735, 774. .859, 1488. .1510 



Seq. No. 32601 Seq. ID 

Gene No. 67620 Strand 

Start -82 End 

Name- . OJ990708_11 . 0125 . C13 . pi . gs . Method 

Start 82 ' End 

GI none ' Score 

Exons 82.. 278 



OJ990708_11.0125.C13 
278 

GENSCAN 

278 

.44 



Seq. No. 


32602 


Seq. ID 


OJ990708_11.0125.C15 


Gene No. 


67621 


Strand 




Start 


1 


End 


868 


Name 


OJ990708 11.0125.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


868 


GI 


5824341 


Score 


265 


Exons 


1..112, 228. .324, 463. .586, 


746. .868 




GI Descrip. 


(AJ238846) SGP1 monomeric G- 


-protein [Arabidopsis thaliana] 


Seq. No. 


32602 


" Seq. ID 


OJ990708__11.0125.C15 


Gene No. 


67621 


Strand 




Start 


1 


End 


868 


Name 


OJ990708 11.0125.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


67 


End 


569 


GI 


none 


Score 


57 


Exons . ■ 


67. .Ill; fc 73. .114, 216. .'329, 


221. ,328, 


46JL..556, 461..565> 




465. .566, 465. .569 







Seq. No. 32602 Seq. ID 

Gene No. 67621 Strand 

Start 1 End 

Name OJ990708_11 . 0125 . C15 . ol . gs Method 

Start 228 ' End 

GI none Score 

Exons 228. .324, 466. .586 



OJ990708_11.0125.C15 
868 

GENSCAN 

586 

.76 



Seq. No. 32603 Seq. ID O.T99n708_ll s 0125 ,C17 

Gene No. 67622 Strand + 

Start 1847 End 2629 

Name OJ990708_11 . 0125 . C17 . ol . gs Method GENSCAN 



32731 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1847 
none 

1847. .1897, 2265. .2507 



End 
Score 



2507 
.59 



32603 Seq. ID OJ990708_11 . 0125 . C17 

67622 Strand + 

1847 End 2629 

OJ990708JL1 . 0125 . C17 . ol . gp Method AAT/GAP 

1887 End 2508 

7528_2.R1084 Score 1041 

1887. .2508 

'140291/sp|P12206|YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ■ 



32603 
67622 
1847 

OJ990708 
2079 
140291. 
2079. .2629 
HYPOTHETICAL 
hypothetical 



_11.0125.C17.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708 
+ 

2629 
AAT/NAP 
2629 
662 



11.0125.C17 



21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir | | S0511 6 
protein 185 - rice chloroplast 
gi I 11997 |emb|CAA33958 | (X15901) ORF185 [Oryza sativa] 
gi I 226618 Iprf | 1 1603356AQ ORF 185 [Oryza sativa] 



32603 
67623 
2724 

OJ990708_11.0125.C17.o2.tm 

1845 

none 

1845. .1913, 1845. .1913, 1846. 
1881. .1979, 1903. .1980, 1906. 
2527. .2616, 2555. .2638, 2555. 

32603 
67623 
2724 

OJ990708_11.0125.C17.ol.ts 
2070' . . ' 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,1914, 1847 
,1995, 1910 



OJ990708_11.0125.C17 
+ 

2942 

TBLASTX: Maize 
2638 
99 

1933, 1881. .1979, 
1981, 2491.. 2511, 



.2611, 2557. .2616 

Seq. ID OJ990708_11.0125.C17 

Strand + 

End 2942 

Method TBLASTX : Soybean 

End,, . 2468 ■ ' 

Score '98 



2070. .2231, 2075. .2215, 2219. .2422, 2253. .2468, 2253. .2465 



32603 
67623 

2724 .. 

OJ990708_11.0125.C17.ol.tc 

2076 

none 



Seq. ID OJ990708_11.0125.C17 

Strand + 

End 2942 

Method TBLASTX : Cress 

End 2914 

Score 357 



2076. .2465, 2077. .2442, 2078. .2470, 2079. .2471, 2721. .2837, 
2722. .2829, 2724. .2837, 2822. .2908. 2837.. 291 4 



Seq. No. 
Gene No. 



32603 
67623 



Seq. ID OJ990708_11.0125.C17 
Strand + 



32732 




Start 


Z /z 4 


End 


2942 




Name 


ojyyu/Uo 1 1 . uizd . ci / . oi . tm 


Method 


TBLASTX: Maize 




Start 


zz 34 


End 


2471 




GI 


none 


Score 


46 ' 




Exons 


ZZ34..ZZOO, ZZJO..ZZO/, ZZ4z. 


.2466, 2250.. 2471, 2253.. 2468 


Seq. No. 


JZ DUO 


Seq. ID 


OJ990708_11.0125 


.C17 


Gene no. 


0 / OZo 


Strand 


+ 




Of -I 


2724 


End 


2942 




Name 


OJ990708 11.0125.C17.o2.np 


Method 


AAT/NAP 




Start 


2724 


End 


2942 




GI 


140291 


Score 


180 




Exons 


2724. .2942 








GI Descrip. 


HYPOTHETICAL 21.5 KD PROTEIN 


(ORF 185) 


gi | 82541 |pir| IS05116 




hypothetical protein 185 - rice chloroplast 






gi 1 11997 |emb|CAA33958 | (X15901) ORF185 


[Oryza sativa] 






gi I zzoolo | prr | | 1603356AQ ORF 


185 [Oryza sativa] 




Seq. No. 


"3 o c n /i 
JZ oU4 


Seq. ID 


OJ990708_11.0125 


-C18 


Gene No . 


o / oz 4 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ9907 08_11. 0125.C18.ol.np-. - 


Method 


AAT/NAP 




Start 


1 ..... 


End 


582 




GI 


c c. o o c o 


Score 


994 




Exons 


1 coo 

1 . . ooz 








GI Descrip. 


(Mloyoo) cytochrome r [Oryza 


sativa] gi | 225534 | prf | | 1305268J 




cytochrome f [Oryza sativa] 








Seq. No. 


32604 


Seq. ID 


OJ990708_11.0125 


• C18 


Gene No. 


67624 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ990708 11 . 0125 . C18 . ol . tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


566 






none 


Score 


599 




Exons 


i jilt t j /\o f~/*\o t~ s~ a t~ r\ r\ 

1..411, 1..402, 508. .564, 508 


..564, 516. .566 




Seq. No. 


32604 


Seq. ID 


OJ990708_11.0125 


.C18 


Gene No. 


67624 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ990708 11.0125.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


606 




/-' T 


none 


Score 


906 




Exons 


l". . 606, 1. .597, ' 9. . 605 • v 








Seq. No. 


32604 


Seq. ID 


OJ990708_11.0125 


.C18 


Gene No. 


67624 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ990708 11.0125.C18.ol.gs 


Method 


GENSCAN 




Start 


136 


End 


585 




GI 


none 


Score 


.53 




Exons 


136. .585 








Seq. No. 


32604 


Seq. ID 


OJ990708JL1.0125 


.C18 


Gene No. 


67624 


Strand 


-f 




Start 


1 


End 


637 




Name 


OJ990708 11.0125.C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


149 


End 


265 





32733 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. - 
Start 
Name 
Start .- 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

149. .265, 151. .264 

32604 
67624 
1 

OJ990708_11.0125.C18.ol.tw 

391 

none 

391. .633, 392. .637 



Score 



205 



Seq. ID OJ990708_11.0125.C18 

Strand + 

End 637 

Method TBLASTX : Wheat 

End 637 

Score 401 



32605 
67625 
1 

OJ990708_11.0125.C19.ol.np 
1 

4680203 

1..28, 269. .1554, 2241. .2262 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990708_11.0125.C19 
Strand 

2262 
AAT/NAP 
2262 
1402 



End 

Method 

End 

Score 



32605 
67625 
1 

OJ990708_11.0125.C19.ol.gp 
181 

21474^1. R1084 
181. .329 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990708_11.0125.C19 
Strand 

End 2262 ... 

Method AAT/GAP 

End 329 

Score 241 



32605 
67625 
1 

OJ990708_11.0125.C19.ol.gs 

304 

none 



Seq. ID OJ990708_11.0125.C19 
Strand 

End 2262 

Method GENSCAN 

End 1555 

Score .41 



304. .442, 715. .1190, 1196. .1555 



Seq. ID OJ990708_11.0125.C19 
Strand 

2262 . 
AAT/GAP 
1551 - 
18 66 



32605 
67625 

1 

OJ990708_11.0125.C19.o2.gp 

343 ' ; 

342_1.R1084' 
343'. .1551 " ' ■ * 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



End 

Method 

End 

Score 



Seq-. No. 32605 

Gene No. 67625 

Start 1 

Name OJ9907 08_1 1 . 0125 . C19 . o2 . tw 

Start 347 

GI none 
Exons 



Seq. ID OJ990708_11.0125.C19 
Strand 

End 2262 

Method TBLASTX : Wheat 

End 637 



347. .466, 367. .465, 371. .466, 459. .524, 460. .525, 466. .525, 
467. .526, 521. .637, 522. .635, 527. .637 



32734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32605 
67625 
1 

OJ990708_11.0125.C19.ol.tc 

459 

none 



Seq. ID OJ990708_11.0125.C19 
Strand 

End- 2262 

Method TBLASTX : Cress 

End 771 

Score 52 



459. .524, 477. .581, 527 . . 712, - 621 . . 674 , 714. .764, 724. .771 



32605 
67625 
1 

OJ990708_ll-0125.C19.ol.tm 

459 

none 



Seq. ID OJ990708_11.0125.C19 
Strand 

End 2262 

Method TBLASTX : Mai ze 

End 664 

Score 43 



459.-524, 460. .519, 527. .664, 528. .584, 609. .647 



32605 
67625 
1 

OJ990708_11.0125.C19.o2.ts 

524 
none 



Seq. ID OJ990708_11.0125.C19 
Strand 

End 2262 

Method TBLASTX : Soybean 

End 773 

Score 90 



524. .670, 527. .712, 528. .713, 714 . . 74 6, . 7,14 . . 773 



32605 
67625 
1 

OJ990708_11.0125.C19.ol.ts 
792 
none 

792. .857, 864. .1082, 868. .1074 



Seq. ID OJ990708_11.0125.C19 
Strand 

End 2262 

Method TBLASTX : Soybean 

End 1082 

Score 103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip. 



32605 
67625 
1 

OJ990708_11.0125.C19.ol.tw 

849 

none 



Seq. ID OJ990708_11.0125.C19 
Strand 

End 2262 

Method TBLASTX : Wheat 

End 1205 

Score 158 



849. .1106, 854. .1105, 864. .1115, 865. .1107, 1098. .1205 



32605 
67 625. 
1 . 'I 

OJ990708_11.0125.C19.o3.gp 
1100 
2310235 
1100. .1126, 1416. .1603 . 

5852182/embl CAB55420.il 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990708_11. 0.125. C19 
Strand 

End_ 2262 

Method AAT/GAP 

End 1603 

Score 243 



Seq. No. 32606 

Gene No. 67 62 6 

Start 1 

Name OJ990708_11 . 0125 . C20 . ol . np 

Start 1 

GI 4581139 
Exons 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 

Method AA T / MAP 

End 3928 

Score 1219 



1..79, 227. .454, 600. .733, 1762. .1845, 1936. .2226, 2843. .3175, 



32735 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3731. .3928 

(AC006919) putative ABC transporter [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



32606 
67626 
1 

OJ990708_11.0125.C20.o2.tm 

199 

none 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 

Method TBLASTX : Maize 

-End 4 62 

Score 171 



199. .462, 227. .406, 243. .455, 244. .456 



Seq. No. 32606 

Gene No. 67 626 

Start 1 

Name OJ990708_11 . 0125 . C20 . ol . tw 

Start 226 

GI none 
Exons 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 

Method TBLASTX : Wheat 

End 2065 

Score 106 



226. .489, 599. .736, 666. .788, 1762. .1854, 1763, 
1936. .2004, 1936. .2064, 1937. .2065 



,1840, 



Seq. No. 32606 

Gene No. • 67 62 6 

Start 1 

Name OJ990708_11 . 0125 . C20 . ol . gs 

Start 227 - 

GI none 
Exons 



Seq. ID OJ990708_11.0125.C20 
Strand 

End - 3928 

Method GENSCAN 

End 3175 

Score . 63 



227. .454, 600. .733, 2020. .2226, 2843. .3175 



32606 
67626 
1 

OJ990708_11.0125.C20.o3.tc 

229 

none 

229. .450, 234. .461, 236. .412 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 

Method TBLASTX : Cress 

End 4 61 

Score 58 



32606 
67626 
1 

OJ990708_11. 0125.C20.ol.ts 

235 . 
none 



Seq.. ID OJ990708_11.0125.C20 
Strand 

3928 

TBLASTX: Soybean 
3206 
77 



End 

Method 
End 
Score 

235. .465, 236. .412, 599. .739, 599. .748, 1567. .1674, 1762. .1854, 
1763. .1873, 1925.'. 2167, "1936:. 2226, 2062 .' .'21 93, 2834. '."3175, 
2842. .3177, 2844. .3206 



32606 
67626 
1 

OJ990708_11.0125.C20.o3.tm 

599 

none 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 

Method TBLASTX: Maize 

End 2089 

Score 72 



599. .748, 671. .724, 1762. .1854, 1931. .2089, 1936. .2088 



32606 
67626 
1 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 



32736 



Name 

Start 

GI 

Exons 



OJ990708JL1 . 0125 . C20 . ol . tc Method TBLASTX : Cress 

647 End 2228 

none Score 100 

647. .736, 669. .740, 1762. .1854, 1763. .1840, 1936. .2226, 

1937.. 2167, 2073.. 2228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32606 
67626 
1 

OJ990708_11. 0125.C20.ol. tm 

2120 

none 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 

Method TBLASTX: Maize 

End 3177 

Score 88 



2120. .2167, 2120. .2224, 2122. .2193, 2122. .2253, 2130. .2225, 
2834. .3175, 2835. .3176, 2857. .3177 



Seq. No. 32606 

Gene No. 67626 

Start 1 

Name OJ9907 08_11 . 0125 . C20 . o2 . tc 

Start 2834 

GI none 
Exons 



Seq. ID OJ990708_11.0125.C20 
Strand 

End 3928 

Method TBLASTX : Cress 

End 3206 

Score 273 



2834. .3175, 2835. .3206,. 2862. .3176 



Seq. No. 32607 

Gene No. 67627 

Start 1435 

Name OJ990708_11 . 0125 . C21 . ol . gs 

Start 1435 

GI none 

Exons 1435.. 1620 



Seq. ID OJ990708_11.0125.C21 
Strand 

End 1620 

Method GENSCAN 

End 1620 

Score .72 



Seq. No. 32608 

Gene No. 67628 

Start 1 

Name OJ990708_11 . 0125 . C23 . ol . np 

Start 1 

GI 2388577 

Exons 1..31, 564.. 752 

GI Descrip. (AC000098) Similar to Arabidopsis putative ion-channel 
PID:g2262157 (gb | AC002329) . [Arabidopsis thaliana] 



Seq. ID OJ990708_11. 0.125. C23 

Strand + 

End 752 

Method AAT/NAP 

End 752 

Score 151 



Seq. No. 32608 

Gene No. - 67 628 • - * 

Start 1 

Name ' OJ9907 08_11". 0125 . C23 . ol . gs 

Start 530 

GI none 

Exons 530.. 752 



Seq. ID OJ990708_11.0125.C23 

Strand + 

End 752 ' 

Method GENSCAN 

End 752 

Score .42 



Seq. No. 32608 

Gene No. 67628 

Start 1 

Name OJ990708_11 . 0125 . C23 . ol . tc 

Start 565 

GI none 

Exons 565. .747, 566. .748, 572. .748 



Seq. ID OJ990708_11.0125.C23 

Strand + 

End 752 

Method TBLASTX: Cress 

End 74R 

Score 191 



32737 



Seq. No. 32608 

Gene No. 67628 

Start 1 

Name OJ990708_11 . 0125 . C23 . ol . tm 

Start 571 

GI none 

Exons 571.. 750, 572.. 751, 575.. 751 



Seq. ID OJ990708_11.0125.C23 

Strand + 

End 752 

Method TBLASTX: Maize 

End 751 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32609 
67629 
95 

OJ990708_11.0125.C24.ol. tc 
91 

none 

91. .135, 215. .490, 216. .521 



Seq. ID OJ990708_11.0125.C24 

Strand + 

End 547 

Method TBLASTX: Cress 

End 521 

Score 188 



32609 
67629 
95 

OJ990708__ll.0125.C24.ol.np 

95 

2388577- 
.95. .127, . 214. .547 

(AC000098) Similar to Arabidopsis putative ion-channel 
PID:g2262157 (gb | AC002329 ) . [Arabidopsis thaliana] 



Seq. ID OJ990708_11.0125.C24 

Strand + 

End 547 

Method AAT/NAP 

End 547 

Score 34 9 



32609 
67629 
95 

OJ990708_11.0125.C24.ol.tm 

215 

none 

215. .547, 276. .545 



Seq. ID OJ990708__11.0125.C24 

Strand + 

End 547 

Method TBLASTX : Maize 

End 547 

Score 221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. # No. 

Gene No . " ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



32609 
67629 
95 

OJ990708_11.0125.C24 .ol.ts 

314 

none 

314.. 418, 321.. 545, 467.. 547 



Seq. ID OJ990708_11.0125.C24 

Strand + 

End 547 

Method TBLASTX : Soybean 

End 547 

Score 215 



32 610 

67630 " 
1 

OJ990708_11.0125.C26.ol.np 
1 

5922623 

1. .31, 316. .391, 559. .714, 1109. .1194 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 idbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Spq. ID OJ990708_11.0125.C26 
Strand 

End 1194 

Method AAT/NAP 

End 1194 

Score 183 



32611 Seq. ID 

67631 Strand 
84 End 

OJ990708 11.0125.C27.ol.tw Method 



OJ9907nft_ll s 012 5 .C27 
716 

TBLASTX: Wheat 



32738 



# 



Start 


31 


End 


0/10 




GI 


none 


Score 


"DOT 

331 




Exons 


31. .246, 3^..z4/, 3o..z4o 








Seq. No. 


32611 


Seq. ID 


OJ990708_11.0125 


.C27 


Gene No. 


67631 


Strand 






Start 


84 


End 


n 1 c 
/lb 




Name 


OJ990708 11.0125.C27.ol.ts 


Method 


i dJjAo 1 a : boyoean 




Start 


63 


End 


/ID 




GI 


none 


Score 


ZOl 




Exons 


63. .248, 64. .249, 321. .716, 322. .708, 






Seq. No. 


32611 


Seq. ID 


OJ990708_11.0125 


,C27 


Gene No. 


67631 


Strand 






Start 


84 


End 


1 1 £ 

/ 1 O 




Name 


OJ990708 11.0125.C27.ol.gs 


Method 






Start 


84 


End 


COT 




GI 


none 


Score 


. DO 




Exons 


84. .581 








Seq. No. 


32611 


Seq. ID 




. CZ i 


bene No . 


67631 - 


Strand 






Start 


84 


End 


716 




Name 


OJ990708 11.0125.C27.ol.np 


Method 


AAT/NAP 




Start 


87 


End 


716 




GI 


552858 


Score 


905 




Exons 


87. .272, 321. .716 








GI Descrip. 


(M15955) cytochrome f [Oryza 


sativa] gi | 225534 | prf | | 1305268A 




cytochrome f [Oryza sativa] 








Seq. No. 


32611 


Seq. ID 


OJ990708_11.0125 


.C27 


Gene No. 


67631 


Strand 






Start 


84 


End 


716 




Name 


OJ990708 ll.0125.C27.ol. tc 


Method 


TBLASTX: Cress 




Start 


101 


End 


716 




GI 


none 


Score 


70 




Exons 


101. .154, 105. .161, 105. .161, 


318. .716, 319. .711, 324..' 


716 


Seq. No. 


32611 


Seq. ID 


OJ990708_11.0125 


.C27 


Gene No. 


67631 


Strand 






Start 


84 . 


End . . 


.716 




Name 


OJ990708 11.0125.C27.o2.tw 


Method 


TBLASTX: Wheat 




gtart' 


-452 


End 


'568 




GI 


none 


Score 


T 187 " 




Exons 


452. .568, 453. .566 








Seq. No. 


32612 


Seq. ID 


OJ990708_11.0125 


.C28 


Gene No. 


67632 


Strand 






Start 


292 


End 


523 




Name 


OJ990708 ll.0125.C28.ol. tc 


Method 


TBLASTX: Cress 




Start 


8 


End 


324 




GI 


none 


Score 


236 




Exons 


8. .229, 9. .203, 9. .260, 204. . 


293, 207. 


, .296, 295. .324 




Seq. No. 


32612 


Seq. ID 


OJ990708_11.0125 


,C28 


Gene No. 


67632 


Strand 






Start 


292 


End 


523 





32739 



Name OJ990708_11 . 0125 . C28 . ol . np Method AAT/NAP 

Start 292 End . 523 

GI 6723804 Score 244 

Exons 292. .523 

GI Descrip. (AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 

gi|6723819|emb|CAB67230.1| (AJ271079) hypothetical protein 
[Oenothera elata subsp. hookeri] 



Seq. No. 32613 

Gene No. 67633 

Start 1 

Name OJ990708_1 1 . 0125 . C2 9 . ol .gp 

Start 1 

GI LIB34 31-010-P1-K1-D4 

Exons 1 . . 77 

GI Descrip. 1 984755/emb | 254153 | OSCHINDPR 3.0e-23 O.sativa mRNA for 
chilling-inducible protein 1 



Seq. ID OJ990708_11.0125.C29 
Strand 

End 77 

Method AAT/GAP 

End 77 

Score 135 



Seq. No. 32614 

Gene No. 67634 

Start 1 

Name OJ990708_11 . 0125 . C31 . ol . np 

Start. 1 

GI 2388577 

Exons 1..1089 

GI Descrip. (AC000098) Similar to Arabidopsis putative ion-channel 
PID:g2262157 (gb | AC002329 ) . [Arabidopsis thaliana] 



Seq. ID OJ990708_11.0125.C31 
Strand 

End 1089 

Method AAT/NAP 

End 1089 

Score 988 



Seq. No. 32614 

Gene No. 67634 

Start 1 

Name OJ990708_11 . 0125 . C31 . ol . tc 

Start 3 

GI none 

Exons 3. .143, 16. .144, 154. .381, 168. .737, 800. .973, 81 
819.. 980, 1039.. 1080 



Seq. ID OJ990708_11.0125.C31 
Strand 

End 1089 

Method TBLASTX : Cress 

End 1080 

Score 82 

973, 



Seq. No. 32614 

Gene No. 67634 

Start - 1 

Name.... , OJ9?07p8_ll . 0125 . C31 . ol . ts 

Start 12 

Gl b . _ none .* 

Exons * 12. .395,' 85. .393 

Seq. No. 32614 

Gene No. 67634 

Start 1 

Name OJ990708_11 . 0125 . C31 . ol . gs 

Start 18 

GI none 

Exons 18. . 665 



Seq. ID OJ990708_11.0125.C31 
Strand 

End 1089 

Method. . TBLASTX: Soybean 

End 395 

Score 149 



Seq. ID OJ990708_11.0125.C31 
Strand 

End 1089 

Method GENSCAN 

End 665 

Score .43 



Seq. No. 32614 

Gene No. 67634 

Start 1 

Name OJ990708 11 . 0125 . C31 . o2 . ts 



Seq. ID QJ990708 11.0125.C31 

Strand - ~~ 

End 1089 

Method TBLASTX : Soybean 



32740 




Start 


396 




End 


692 








GI 


none 




Score 


203 








Exons 


396 . . 692 














Seq. No. 


32614 




Seq. ID 


OJ990708 


_11 


0125 


.C31 


Gene No. 


67634 




Strand 










Start 


1 




End 


1089 








Name 


OJ990708 11.0125 


.C31.ol. tm 


Method 


TBLASTX: 


Maize 




Start 


435 




End 


725 








GI 


none 




Score 


128 








Exons 


435. .686, 442. .657, 600. .683, 


696 . . 725 










Seq. No. 


32615 




Seq. ID 


OJ990908 


J.1. 


0114 


CI 


Gene No. 


67635 




Strand 


+ 








Start 


958 




End 


1995 








Name 


OJ990908 11.0114 


.Cl.ol.gs 


Method 


GENSCAN 








Start 


958 




End 


1995 








GI 


none 




Score 


. 41 








Exons 


958.. 1180, 1910. 


.1995 












Seq. No. 


32615 




Seq. ID 


OJ990908 


J.1. 


0114-, 


CI 


Gene No. 


67636 




Strand 










Start 


2355 




End 


3074 








Name 


OJ990908 11.0114 


.CI .o2 .gs 


Method 


GENSCAN 








Start 


2355 




End 


3074 








GI 


none 




Score 


.4 








Exons 


2355.. 2363, 2442 


..2671, 2676. 


.2852, 3005.. 3074 








Seq. No. 


32615 




Seq. ID 


OJ990908 


_11 . 


0114 . 


CI 


Gene No. 


67637 




Strand 










Start 


5044 




End 


5157 








Name 


OJ990908 11.0114 


.Cl.o3.gs 


Method 


GENSCAN 








Start 


5044 




End 


5157 








GI 


none 




Score 


.69 








Exons 


5044 . .5157 














Seq. No. 


32616 




Seq. ID 


OJ990908 


11 . 


0114 . 


C2 


Gene No. 


67638 




Strand 


+ 








Start 


273 




End 


3607 








Name 


OJ990908 11.0114 


C2.ol.gs 


Method 


GENSCAN 








Start.. 


273 




._End 


3607 






- 


GI 


none 




Score 


.87 








Exons 


273.. 314, 917.. 1027, 1271.. 1342, 1421. 


1539, ■ 18 




1 Q(TQ 






' 1958. .3607 














Seq. No. 


32616 




Seq. ID 


OJ990908 


J.1. 


0114. 


C2 


Gene No. 


' 67638 




Strand 


+ 








Start 


273 




End 


3607 








Name 


OJ990908 11.0114. 


C2.ol.gp 


Method 


AAT/GAP 








Start 


2675 




End 


2810 








C T 


3106589' 




Score 


239 








Exons 


2675. .2810 














Seq. No. 


32616 




Seq, ID 


OJ990909 


1 1 . 


0114 




Gene No. 


67639 




Strand 


+ 








Start 


4687 * 




End 


4948 








Name 


OJ990908 11.0114. 


C2.o2.gp 


Method 


AAT/GAP 









32741 




Start 


4 687 




End 


4 948 




GI 


1854152 




Score 


-515 




Exons 


4 687 . .4 948 










Seq. No. 


32 61 6 




Seq. ID 


OJ990908 


II . Oil 4 . C2 


Gene No. 


67640 




Strand 


+ 




Start 


9781 




End 


10145 




Name 


OJ990908 11 . 0114 . C2 . ol . 


np 


Method 


TV TV m / VT 7\ T~\ 

AAT/NAP 




Start 


9781 




End 


10145 




GI 


/■ i~ a t~ t~\ t~ 
6539585 




Score 


92 




Exons 


0-701 n c o noon/ - i a i < 

9781. .9952, 10086. .1014 


5 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


32616 




Seq. ID 


OJ990908 


11 AIT/1 ^ O 

11 . 0114 . C2 


Gene No. 


67641 




Strand 


+ 




Start 


11989 




End 


18767 




Name 


OJ990908 ll.0114.C2.o2. 


np 


Method 


AAT/NAP 




Start 


11989 




End 


18767 




GI 


6587849 




Score 


183 




Exons 


1198 9. . 12057, 15271. .15477, 


15581. . 15793, 18730 


. .18767 


GI Descrip. 


(AC006551) Very similar 


to retrotransposon reverse transcri 




[Arabidopsis thaliana] 










Seq. No. 


32616 




Seq. ID 


OJ990908 


' 11 . 0114 . C2 


Gene No. 


67642 




Strand 


+ 




Start 


32800 




End 


33210 




Name 


OJ990908 ll.0114.C2.o9. 


gp 


Method 


AAT/GAP 




Start 


32800 




End 


33210 




GI 


none 




Score 


652 




Exons 












Seq. No. 


32616 




Seq. ID 


OJ990908 


JL1.0114.C2 


Gene No. 


67643 




Strand 






Start 


5085 




End 


8598 




Name 


OJ990908 ll.0114.C2.o2. 


gs 


Method 


GENSCAN 




Start 


5085 




End 


8520 




GI 


none 




Score 


.76 




Exons 


5085.. 5287, 5567.. 5887, 


7118 


..7274, 74E 


6. .7664, 


8406. .8520 


Seq. No. 


32616 




Seq. ID 


OJ990908 


_11.0114.C2 


Gene No. 


67643 




. Strand 






Start 


5085 




End . 


8598 




Name t ■ . 


OJ990908 ll.0114.C2.o3.. 




Method 


AAT/GAP * 




Start 


' 5801 ' 




End 


8598 




GI 


none 




Score 


1164 




Exons 


5801. .5887, 7118. .7274, 


7486 


. .7664, 8406. .8598 




Seq. No. 


32616 




Seq. ID 


OJ990908 


_11.0114.C2 


Gene No. 


67644 




Strand 






Start 


12646 




End 


12839 




Name 


OJ990908 ll.0114.C2.o5. 


gp 


Method 


AAT/GAP 




Start 


12646 




End 


12839 




GI 


uC-osflcyp039h04bl 




Score 


304 




Exons 


12646. . 










GI Descrip. 


' 1617 27 4/emb|CAA96522 | 


l.Oe- 


09 (Z72152) 


AMP-binding protein 




[Brassica napus] 1 











32742 



Seq. No. 32616 Seq. ID 

Gene No. 67645 Strand 

Start ■ 18101 End 

Name OJ990908_11 . 0114*. C2 . 06 . gp Method 

Start 17819 End 

GI none Score 

Exons 17819. .18231 



OJ990908_11.0114 .C2 

25204 
AAT/GAP 
18231 
718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32616 
67645 
18101 

OJ990908_11.0114 .C2.o5.gs 

18101 

none 

18101. .18465, 18635. .18746, 
20894. .21018, 21139 .. 21234 , 
22143. .22251, 2234 8 .. 224 4 9, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18826 

21309 



OJ990908 11. 0114. C2 



25204 
GENSCAN 
25204 
.79 

18951, 19024. .19156, 
21446, 21519. .21625, 



23842. .23928, 25079. .25204 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



GI Descrip. 



32616 
67645 
18101 

OJ990908_11.0114 .C2.o3.np 

18176 

2196466 

18176. . 18465, 18 635 .. 1874 6, 
20894 . .21018, 21139 .. 21234 , 
22143. .22251, 22348.-224 4 9, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18826. .18951, 
21309. .21446, 



OJ990908 11. 0114. C2 



25204 
AAT/NAP 
25204 
1074 

19024 . 
21519. 



.19156, 
,21625, 
,25204 



23842. .23928, 25079. 
(Y13673) TATA binding protein-associated factor [Arabidopsis 
thaliana] 



Seq. No. 32616 Seq. ID OJ990908_11 . 0114 . C2 

Gene No. 67645 Strand 

Start 18101 End 25204 

Name OJ990908__11 . 0114 . C2 . o7 . gp Method AAT/GAP 

Start 18318 End 20987 

GI 26866_1.R1084 Score 1084 

Exons 18318. .18465, 18 635 .. 1874 6, 18826 .. 18951 , 19024 .. 19156, 

20894.. 20987 

GI Descrip. 1 4 585980/gb | AAD25616 . 1 | AC005287_18 6.0e-48 (AC005287) Very 

similar to TATA binding protein-associated factor [Arabidopsis 
thaliana] 1 . _ . . . .. . - 



Seq. No. 

Gene No ." ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



32616 -. Seq. ID OJ990908_11 . 0114 . C2 

'67645 " ' ' Strand - 

18101 End 25204 

OJ990908_11 . 0114 . C2 . 08 . gp Method AAT/GAP 

20983 End 22451 

19873_1.R1084 Score 1056 

20983. 21018, 21139 .. 21234 , 21309 .. 214 4 6, 21519 .. 21625, 

22143. .22251, 22348. .22451 

'2196466/ emb | CAA7 4 0 2 1 1 6.0e-73 (Y13673) TATA binding 
protein-associated factor [Arabidopsis thaliana] ' 



32616 Seq. ID 

67 64 6 Strand 

25321 End 

OJ990908 11.0114.C2.ol.tw Method 



O-J990908 11.0114.C2 
28618 

TBLASTX: Wheat 



32743 



O La. IT L 


Q £9 

y oz 


End 


1 C "!> O 

1539 


Kd J. 


none 


Score 


lUo 




Qfi9 1097 Q£9 1097 19£7 


i o^o 1 9 £Q 
1 J JZ , 1Z DO 


..lo40, lZDO.,1340, 




1490 IR^Q 1491 1 t;"57 






JZ, Ul u 


Seq. ID 


OJ990908_11.0114.C2 


CI 1 G IN L* » 


U / O " u 


Strand 




Start 


25321 


End 


28618 


Name 


OJ990908 11.0114.C2.o2.tm 


Method 


TBLASTX: Maize 


Cfa r i- 




End 


2560 


PT 


none 


Score 


59 




1 "3 0 ^ 1 Tyl 1 llfi/l 1 O/i C 1 / 9 O 
IjUO. . 1 Ofi 1 , 1 J U 4 . . 1 0 ff 0 , 1 41 Z U 


..1533, 1421. .1537, 1424. .1540, 




1P04 1 QfiQ ipm 1P£Q i Qt;p 


..2239, 1963. .2208, 2069. .2224, 




9f)fn 9990 99Rft 9^96 9^9Q 


..2394, 2383.. 2466, 2420.. 2560 


OCLj • LN L» . 




Seq. ID 


OJ990908_11.0114.C2 


Gene No. 


67646 


Strand 




Start 


25321 


End 


28618 




O.TQQOQOfi 11 0114 P9 r>9 -i-r« 


Method 


TBLASTX: Cress 


O L ai t 




End 


5805 




none 


Score 


43 


Exons 


R0Q9 1 ^ R tzOQ^ ci c i o A 
D U O Z . . Oijj, jU O O . . D 1 Z / , D 1 Z 41 


..5282, 5124. .5291, 5218. .5292, 




cc/rc RR01 RRCf; coac 






Seq. No. 


32616 


Seq. ID 


OJ990908_11.0114 . C2 


Gene No. 


67646 


Strand 




C+- o v-+- 
O Lai L 


9 S ^9 1 
^ J jZI 


End 


28618 


Name 


OTQQOQOQ 1 1 Ol 1 A CO +- m 


Method 


TBLASTX: Maize 


OLdXl 




End 


5615 




none 


Score 


80 


r von c 


S0Q4 R9Q1 R0Q4 ^9Q1 ^R^ci 


. .5615 




Seq. No. 


32616 


Seq. ID 


OJ990908_11.0114 . C2 


Gene No. 


67646 


Strand 




o Lai L 


9 S^91 


End 


28618 


Name 


PiTQQOQOP 11 (11 1 /I CO ^0 +-tt 

ujyyuyuo 11 . uii4 . l.z . oz . l.w 


Method 


TBLASTX: Wheat 


O L-Oi- L 


1 S Rfi 1 — 


End 


15793 


o X 


i 1 LJ1 1 c 


Score 


195 




1 J JOl . , LD f y 3 r 1 jOy D . . 1 J / DO 






Seq. No. 


32616 


Seq. .ID 


OJ990908_11.0114 . C2 


Gene No. 


67646 


Strand 




O L a i- L 


25321 


End' 


28618 • 




' OJ990908 11.0114 .C2'.o3.tm 


Method 


TBLASTX: Maize ' 


Of 3V-f 

O Lai. L 


18101 


End 


18353 




none 


Score 


263 


IjAUII o 


18101. .18352, 18102. .18353, 18102. .18353 




32616 


Seq. ID 


OJ990908_11.0114 .C2 


Cnnp Kfn 


67646 


Strand 




Start 


25321 


End 


28618 


Name 


OJ990908 11.0114 .C2.o2.ts 


Method 


TBLASTX : Soybean 


Start 


18131 


End 


19159 


GI 


none 


Score 


43 


Exons 


18131. .18238, 18 629. .1874 5, 18822. .18 977, 1882 6. .19005, 




18896. .18 955, 19018. .19158, 19019. .19159 



32744 



Seq. No. 32616 Seq. ID 

Gene No. 67646 Strand 

Start 25321 End 

Name OJ990908_11 . 0114 . C2 . ol . tm Method 

Start 18621 End 

GI none Score 

Exons 18621. .18764, 18 629 18745, 18630 .. 1874 6, 18631 

18826. .18951, 18827 18952 , 18828 .. 18953, 18828 

19019. .19156, 19021. .19161, 19030 19164 , 20891 

20902. .20985, 20903.. 20983 



OJ990908 11. 0114. C2 



28618 

TBLASTX: Maize 
20985 
98 



. 18771, 
.18953, 
.20980, 



Seq. No. 32616 
Gene No. 67646 
Start 25321 

Name OJ990908_11 . 0114 . C2 . ol . tc 

Start 18705 
GI none 

Exons 18705. .18743, 18826 .. 18951 , 

20891. .21016, 20893. .21018, 
21307. .21444, 21308 .. 21391, 
21523. .21564, 2214 4. .22251, 
23851. .23931, 25077 .. 25199, 



Seq. ID OJ990908_11.0114.C2 
Strand 

End 28618 

Method TBLASTX : Cress 

End 25204 

Score 70 
19021. .19158, 19022. .19126, 
21136. .21237, 2 1 143 .. 21223, 
21312. .21452, 2 14 62 .. 21566, 
22145. .22249, 2234 5 .. 224 13, 
25079.. 25204 . - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32616 
67646 
25321 

OJ990908_11.0114.C2.ol.ts 

20872 



End 

Method 
End 

none Score 
20872. .21015, 20872 .. 21036, 20873 .. 21028 , 2 1136 .. 21237 , 
21140. .21235, 21307. .21444, 21307 .. 21444 , 21312 .. 214 52 , 
21511. .21585, 21516. .21626, 21523. .21585 



Seq. ID OJ990908_11.0114.C2 
Strand 

28618 

TBLASTX : Soybean 
21626 
75 



Seq. No. 32616 Seq. ID 

Gene No. 6764 6 Strand 

Start 25321 End 

Name OJ990908_11 . 0114 . C2 . o4 . tm Method 

Start • 20986 End 

GI none Score 
Exons 



OJ990908_11.0114.C2 
28618 

TBLASTX: Maize 

21435 

39 



20986. .21018, 20987 .. 2 1016, 21136 .. 21237 , 21 14 0 .. 2 1283, 
.21143. .21235, 2 114 8. . 21237 , 21307 .. 214 35, 2 1312 .. 214 34 ^ 



Seq. No. . 32616 . Secj, ID 

Gene No. 67646 ' Strand 

Start " 25321" End " 

Name OJ990908_11 . 0114 . C2 . 06 . gs Method 

Start 25321 End 

GI none Score 
Exons 



OJ990908_ll.pil-4 .C2 

28618 • ■ 

GENS CAN 

28618 

.83 



25321. .25505, 26977 .. 27153, 28402. .28618 



Seq. No. 32617 

Gene No. 67647 

Start 1 

Name OJ99090R_1 1 0114 C3 . ol . gp 

Start 1 

GI 2800896 

Exons 1..357, 392.. 431 



Seq. ID OJ990908_11 .0114 .C3 

Strand + 

End 735 

Me t ho d AAT / GAP 

End 43l' 

Score 4 67 



32745 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



984755/embl Z54153 | OSCHINDPR 3.0e-23 O.sativa mRNA for 
chilling-inducible protein 



32617 
67647 
1 

OJ990908_11 . 0114 .C3.ol.gs 
82 

none 
82. .735 



Seq. ID OJ990908_11.0114.C3 

Strand + 

End 735 

Method GENSCAN 

End 735 

Score .54 



Seq. No. 32617 

Gene No. 67648 

Start 9825 

Name OJ990908_11 . 0114 . C3 . o3 . gs 

Start 9825 

GI none 
Exons 



Seq. ID OJ990908JL1.0114 .C3 

Strand + 

End 14485 

Method GENSCAN 

End 14485 

Score . 4 



9825. .9955, 12337. .12361, 12813. .12 913, 14 323. .14 485 



Seq. No. 32617 
Gene No. . 67649 

Start 16524 

Name . OJ990908JL1 . 0114 . C3 . o4 . gs 

Start !6524 

GI none "" ' ' ' : 
Exons 



Seq. ID OJ990908J.1.0114.C3 

Strand + 

End 18138 

Method GENSCAN . 

End 18138 

Score .59 



16524. .16711, 16751. .16803, 16914 17002, 17175 .. 17342, 
17962. .18138 



Seq. No. 32617 

Gene No. 67650 

Start 20652 

Name OJ990908_11 . 0114 . C3 . 06 . gp 

Start 20652 

GI 2428303 

Exons 20652. .20706, 20859.. 21162 



Seq. ID OJ990908_11.0114.C3 

Strand + 

End 21162 

Method AAT/GAP 

End 21162 

Score 556 



Seq. No. 
Gene No. 
Start 
Name 

Start , . . 
GI 

Exons 

"GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32617 
67651 
1 

OJ990908JL1. 0114 .C3.ol.np 

1 . . ...... 

6957718 

1. .594 ' , : ' . 

(AC021640) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990908_11.0114.C3 
Strand 

End 750 

Method AAT/NAP 

End 594.. . 

Score 585 



32617 
67651 
1 

OJ990908_ll.0114.C3.o2.gp 

397 

68728_1.R1084 
397. .750 

1 984755/embl Z54153 IOSCHINDPR 3.0e-23 O.sativa mRNA for 
chillina-indnci hi r protein 1 



Seq. ID OJ990908_11.0114.C3 
Strand 

End 750 

Method AAT/GAP 

End 750 

Score 687 



Seq. No. 
Gene No. 



32617 
67652 



Seq. ID OJ990908_11.0114.C3 
Strand 



32746 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10653 End 11526 

OJ990908_11.0114 .C3.o2.np Method AAT/NAP 

10653 End 11526 

6815099 Score 95 

10653. .10773, 11349. .11526 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990908 11. 0114. C3 



12552 
AAT/NAP 
12552 
196 



32617 
67653 
12349 

OJ990908_11.0114 .C3.o3.np 
12349 
131268 
12349. .12552 

PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi | 72706 | pir | | QJZMBB photosystem II chlorophyll a-binding 
protein psbB - maize chloroplast gi 1 12435 I emb | CAA28997 | (X05422) 
psbB [Zea mays] gi | 90224 7 | emb | CAA60311 1 (X86563) PSII 4 7KDa 
protein [Zea mays] 



Seq. No. 


32617 


Seq. ID 


OJ990908_11.0114 


.C3 


Gene No. 


67-654 


Strand 






Start 


14556 


. End 


17173 




Name 


OJ990908 11.0114.C3.o4.np 


Method 


AAT/NAP 




Start 


14556 


End 


16931 




GI ' 


2160182 


Score 


194 




Exons 


14556. .14643, 15738 .. 15861, 


16517. .16630, 16744.. 16931 




GI Descrip. 


(AC000132) ESTs gb | ATTS1236, gb | T4 3334 , gb | N97019, gb | AA395203 




from this gene. [Arabidopsis 


thaliana] 






Seq. No. 


32617 


Seq. ID 


OJ990908JL1.0114 


.C3 


Gene No. 


67654 


Strand 






Start 


14556 


End 


17173 




Name 


OJ990908 11.0114.C3.o3.gp 


Method 


AAT/GAP 




Start 


15767 


End 


17173 




GI 


none 


Score 


1116 




Exons 


15767. .15856, 16520 .. 16630, 


16748. .17173 




Seq. No. 


32617 


Seq. ID 


OJ990908_11.0114 


.C3 


Gene No. 


67655 


Strand 






Start 


18036 . 


. End 


19920 




Name 


OJ990908 11.0114.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start . 


160 . - . / 


End, 


601 




GI 


none 


Score 


57" " 




Exons 


160. .225, 191. .226, 223. .600, 272. .601 






Seq. No. 


32617 


Seq. ID 


OJ990908_11.0114 


,C3 


Gene No. 


67655 


Strand 






Start 


18036 


End 


19920 




Name 


OJ990908 11.0114 .C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


223 


End 


601 




GI 


none 


Score 


311 




Exons 


223. .600, 269. .601 








Seq. No. 


32617 


Seq. ID 


OJ990908_11.0114 


C3 


Gene No. 


67655 


Strand 






Start 


18036 


End 


19920 





32747 



Name 

Start 

GI 

Exons 



OJ990908__11 . 0114 .C3 . o2 . tm Method 

268 End 

none Score 
268. .579, 278. .580, 461. .580 



TBLASTX: Maize 

580 

286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32617 
67655 
18036 

OJ990908_11.0114 .C3.o3.tm 
14531 



OJ990908 11. 0114. C3 



none 
14531. 
15728. 
16824. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14644, 14571. .14645, 14575 .. 14 64 6, 15619 .. 15852 , 
15856, 15738. .15857, 16747 .. 16920, 16749. . 16781, 
16919 



19920 

TBLASTX: Maize 

16920 

111 



Seq. No. 32617 Seq. ID 

Gene No. 67655 Strand 

Start 18036 End 

Name OJ990908_11 . 0114 . C3 . o4 . gp Method 

Start 18036 End 

GI 3766571 Score 

Exons 18036. .18395, 19076.. 19253 



OJ990908_11.0114.C3 

19920 
AAT/GAP 
19253 
1025 



Seq. No. 32617 
Gene No. 67655 
Start 18036 

Name OJ990908_11 . 0114 . C3 . ol . tm 

Start 19094 
GI none 

Exons 19094. .19180, 19107. 

19181. .19540, 19182. 
19475. .19663, 19706. 
19873. .19920 



19181, 
19496, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908 11. 0114. C3 



19920 

TBLASTX: Maize 
19920 
113 

19108. .19182, 19156. .19512, 
194 68. . 1964 7, 194 74 .. 19620, 



19858, 19712. .19915, 19713 .. 19886, 



Seq. No. 32617 Seq. ID 

Gene No. 67655 Strand 

Start 18036 End 

Name ' OJ990908_L1 . 0114 . C3 . o5 . gs Method 

Start 19109 End 

GI none Score 

Exons 19109. . 19909 



OJ990908_11.0114.C3 

19920 
GENSCAN 
19909 
.76 



Seq. No.. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 



32617 m ~ _ ' i ■ r Seq. ID 

67655 ! ' "strand 

18036 ■ " End 

OJ990908_11.0114.C3.o5.np Method 

19153 End 

2911071 Score 
19153. .19861 

(AL021960) hypothetical protein [Arabidopsis thaliana] 



OJ990908_11.0114.C3 

19920 
AAT/NAP 
19861 
477 



32617 Seq. ID 

67655 Strand 

1R036 End 

OJ990908__11 . 0114 . C3 . o2 . ts Method 

19157 End 

none Score 



OJ990908_11.0114 .C3 
19920 - 

TBLASTX : Soybean 

19467 

277 



32748 



Exons 19157. .19465, 19158 19466, 19158 194 66, 19291.. 19467 



Seq. No. 32617 

Gene No. 67655 

Start 18036 

Name OJ990908_11 . 0114 . C3 . o5 . gp 

Start 19288 

GI 18510_1.R1084 

Exons 19288.. 19784 
GI Descrip. ■ 2911071/emb | CAA17533 . 1 | 3 
[Arabidopsis thaliana] ' 

Seq. No. 32617 

Gene No. 67655 

Start 18036 

Name OJ990908_11 . 0114 . C3 . o2 . tc 

Start 19322 

GI none 

Exons 19322. .19456, 19326.. 19457 



Seq. ID OJ990908_11.0114.C3 
Strand 

End 19920 

Method AAT/GAP 

End 19784 

Score 953 

.Oe-23 (AL021960) hypothetical protein 



Seq. ID OJ990908JL1.0114.C3 
Strand 

End 19920 

Method TBLASTX: Cress 

End 19642 

Score 106 
, 19508.. 19642 



Seq. No. 


32618 








Seq. ID 


OJ990908 


_11.0114 ,C5 


Gene No. 


67656 








Strand 






Start 


1397 








End 


4730 




Name 


OJ990908 11 


."0114 . 


C5.ol. 


gp 


Method 


AAT/GAP 




Start 


1030 








End 


1584 




GI 


18962 1.R1084 






Score 


861 




Exons 


1030. .1584 














GI Descrip. 


'3746882 6. 


Oe-23 


(AF086708) 


26S proteasome subunit 11 [Homo 




sapiens] T 














Seq. No. 


32618 








Seq. ID 


OJ990908 


_11.0114.C5 


Gene No. 


67656 








Strand 






Start 


1397 








End 


4730 




Name 


OJ990908 11 


.0114 . 


C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1376 








End 


4514 




GI 


none 








Score 


139 




Exons' 


1376. .1582, 


1382. 


.1588, 


2318 


..2422, 2319. .2423, 


2515. .2730, 




2516. .2734, 


2526. 


.2750, 


2527 


..2751, 3428. .3514, 


3430. .3471, 




3447. 13512, 


3455. 


.3517, 


3622 


..4092, 3641. .4135, 


4371. .4514 


Seq. No.. 


32618 . 








Seq.. ID. 


OJ990908 


JL1.0114.C5 


Gene No. 


67656 








Strand 






Start 


1397 • 








End 


4730 ■' 




Name 


OJ990908 il 


.0114. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start' 


1390 








End ' 


4517 




GI 


none 








Score 


205 




Exons 


1390. .1584, 


1397. 


.1588, 


1401 


..1547, 23 


16. .2417, 


2318. .2422, 




2319. .2426, 


2505. 


.2705, 


2515 


..2730, 25 


16. .2734, 


3427. .3471, 




3428. .3514, 


3434. 


.3508, 


3622 


..4092, 36 


41. .4135, 


3644. .4093, 




3678. .4103, 


4371. 


.4517, 


4375 


..4422, 44 


79. .4517 



Seq. No. 32618 Seq. ID OJ990908_11 . 0114 . C5 

Gene No. 67656 Strand 

Start 1397 End 4730 

Name OJ990908_11 . 0114 . C5 . o3 . tc Method TBLASTX : Cress 

Start 1395 End 1588 

GI none Score 157 



32749 




Exons 


1 TQC ~\ Ci A A 


1 jy / 


1 CCO 
. . IDOO , 


ij y / . 


1 CQO 






beq. iNo. 


OOf 1 Q 

DIO 








Seq. ID 


OJ990908 


11 A 1 1 >1 /*"• C 

11.0114 .Co 


Gene No. 


67656 ' 








Strand 






Start 


1397 








End 


4730 




Name 


r» Toon QfiQ ii 


. U 1 1 4 




gs 


Method 


GENSCAN 




btart 


i / 








End 


4730 




bl 


none 








Score 


-.93 




Exons 


1 "5 Q*7 1 CQO 

i j y / . . i ooz / 


O "5 0 1 
Z 1 


0 a 0 n 
. . Z 4 Z U , 


oci c 

Z D 1 D . 


.2712, 3433.. 3513, 


oo4 J . . 4 Ua y , 




/ 071 /i 7in 

4 O / 1 . .4 / JU 














Seq. No. 


oZ olo 








Seq. ID 


OJ990908 


11.0114. C5 


Gene No . 










Strand 






b tar l 


1 "3 Q*7 
U y / 








End 


4730 




Name 


n TQQHQnQ 11 


.0114 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1403 








End 


4523 




GI 


6755210 








Score 


520 




Exons 


1 /lAl 1 COO 

14 Uj . . IjoZ, 


2321 


. .2420, 


2516. 


.2712, 3433.. 3513, 


3643. .4089, 




/ 071 / coo 














GI Descrip. 


prot easome 


(prosome, macropain) 26S subunit, non-ATPase, 13 




gi | d 4 oo iz y | 


gb| AAD43443. 


1IAF107838 1 (AF107838) 


26S proteasor 




subunit p4 0 


.5 [Mus musculus] 








Seq. No. 


bio 








Seq. ID 


OJ990908 


_11.0114.C5 


Gene No. 


67656 








Strand 






Start 


1397 








End 


4730 




Name 


uj y y u y u 0 11 


.0114 


.C5.o2. 


tw 


Method 


TBLASTX: 


Wheat 


otart 


1 D 1 1 








End 


2653 






none 








Score 


69 




Exons 


1 CI 1 1 CQO 

loll . . looz, 


1511 


. . 1612, 


1513. 


.1584, 2316. .2420, 


2318. .2422, 




OTi q O/l OC 

zjiy. .z4zo, 


2515 


. .2652, 


2516. 


.2653 






Seq. No. 


32618 








Seq. ID 


OJ990908 


_11.0114 .C5 


Gene No. 


67656 








Strand 






btan 


1 j y / 








End 


4730 




Name 


ujyyuyuo 11 


.0114 


.C5.o2. 


tc 


Method 


TBLASTX: 


Cress 


b tar l 


Z O 1 O 








End 


2734 






none 








Score 


120 




Exons 


zolo. . Z4ZZ , 


2319 


. .2426, 


2515. 


.2730, 2516.. 2734 




C* ^ y~* tv.7 >-v 

beq . No . 


32618 








Seq.. ID 


OJ990908 


JL1.0114.C5 




67656 








Strand 






Start. 


1397 








'End 


4730. 




Name 


OJ990908 11 


.0114 


.C5.o2. 


gp 


Method 


AAT/GAP 




o car l 


2319 ■ 






End 


2420 




bl 


18962 1.R1084 






Score 


198 




Exons 


2319. .2420 














GI Descrip. 


'3746882 6. 


Oe-23 


(AF086708) 26S proteasome subunit 11 [Homo 




sapiens] 1 














Otr^ . LnvJ . 


32618 








Seq. ID 


OJ990908 


_11.0114 ,C5 


Gene No. 


67656 








Strand 






Start 


1397 








End 


4730 




Name 


OJ990908 11 


.0114 


C5.ol. 


tw 


Method 


TRT.aSTY - 




Start 


2653 








End 


4033 




GI 


none 








Score 


98 




Exons 


2653. .2730, 


2654 


.2734, 


3427. 


.3471, 3428. .3514, 


3432. .3509, 



32750 






3437.. 3517, 3622.. 3861, 3634 


. .3828, 3641. .3859, 


3801 . .4019 




3862.. 4032, 3866.. 4033, 3866.. 4033 






Seq. No. 


326i8 




Seq. ID 


OJ990908 


_11.0114.C5 


Gene No. 


67656 




Strand 






Start 


1397 




End 


A 1 "3 A 

4730 




Name 


OJ990908 11. 0114. C5 . 


ol.tc ■ 


Method 


TBLASTX : 


Cress 


Start 


3659 




End 


A C 1 A 

4 514 




GI 


none 




Score 


*D O 1 

333 




Exons 


3659. .4138, 3661. .4092, 4371 


. .4514 






Seq. No. 


32618 




Seq. ID 


OJ990908 


11 . 0114 . C5 


Gene No . 


67656 




Strand 






Start 


1397 




End 


4730 




Name 


OJ990908 11. 0114. C5. 


o3.gp 


Method 


AAT/GAP 




Start 


3866 




End 


4565 




GI 


LIB3434-065-P1-K1-B7 


Score 


747 




Exons 


3866. .4089, 4371. .4565 








GI Descrip. 


5 10 67 8 5 /go | AAD398 4 3 


.1| 5 . Oe 


-12 (AF083245) HSPC027 [Homo 




sapiens] 1 










Seq. No. 


32619 • • 




Seq. ID 


OJ990908 


_11 . 0114 .C6 


Gene .No . . 


67657 




Strand 


+ 




Start 


892 




' End 


1895 




Name 


OJ990908_11.0114.C6. 


ol . gs 


Method 


GENSCAN 




Start 


892 




End 


1895 




GI 


none 




Score 


.63 




Exons 


892 . . 968, 1075 . . 1300 


, 1363 . . 


1633, 1726 


. .1895 




Seq. No. 


32619 




Seq. ID 


OJ990908 


_11.0114 .C6 


Gene No. 


67658 




Strand 


+ 




Start 


14297 




End 


18655 




Name 


ojyyuyuo ii.uii4.cb. 


o J . gs 


Method 


GENSCAN 




Start 


14297 




End 


18655 




GI 


none 




Score 


.69 




Exons 


14297. .14425, 15583. 


.15682, 


17664. .17688, 17714 


. .17882, 




18063. . 18235, 18525. 


.18564, 


18638.. 18655 




Seq. No. 


32619 




Seq. ID 


OJ990908 


_11.0114.C6 


Gene No. 


67659 




Strand 


+ 




Start 


28940. 




End 


38670 




Name 


OJ990908 11. 0114. C6. 


06 . gs 


Method 


GENSCAN 




Start"- 


.'28940 




End , . 


38670 




GI 


none 




Score 


.49 




Exons 


28940. .28986, 29257. 


.29302, " 


29463. .29623, 30083 


. .30305, 




32107. .32189, 32279. 


.32390, 


32462. .32566, 32681 


. .32731, 




34462. .34525, 34960. 


.35081, 


35481. .35570, 35854 


. .35985, 




36053. .36136, 37689. 


.37824, 


38492. .38670 




Seq. No. 


32619 




"t 

Seq. ID 


OJ990908 


_11.0114.C6 


Gene No . 


67659 




Strand 


+ 




Start 


28940 




End 


38670 




Name 


OJ990908 11. 0114. C6. 


o3 .np 


Method 


AAT/NAP 




Start 


30100 




End 


37892 




GI 


4249662 




Score' 


1274 




Exons 


30100. .30227, 31243. 


.31366, 


32107. .32189, 32279 


. .32390, 




32462. .32566, 32681. 


.32731, 


35481. .35570, 35654 


. .35762, 



32751 




35837. .35985, 36083 36136, 37689.. 37892 
GI Descrip. (AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gi| 6714354 | gb I AAF26045 . 1 | AC015986_8 (AC015986) ARG1 protein 
(Altered Response to Gravity) [Arabidopsis thaliana] 



Seq. No. 


32 619 


Seq. ID 


OJ990908 


11 . 0114 


. C6 


Gene No. 


67660 


Strand 


+ 






Start 


39601 


End 


42438 






Name 


OJ9y09uo 11 . 0114 . Co . o7 . gs 


Method 


GENSCAN 






Start 


39601 


End 


42438 






GI 


none 


Score 


1 






Exons 


39601. .42438 










Seq. No. 


32619 


Seq. ID 


OJ990908 


11 . 0114 


. C6 


Gene No. 


67660 


Strand 


+ 






Start 


39601 


End 


42438 






Name 


OJ990908 11.0114.C6.o4.np 


Method 


AAT/NAP 






Start 


39619 


End' 


41719 






GI 


2290770 


Score 


586 






Exons 


39619. .41302, 4 1432 .. 41522, 


41559. .41719 






GI Descrip. 


(AF002163) delta-adaptin [Homo sapiens] 






Seq. No. 


32619 . ■. 


Seq. ID 


OJ990908 


_11 . 0114 


.C6 


Gene No. 


67 661 


Strand 


+ 






Start 


63218 


End 


66136 






Name 


OJ990908 11.0114.C6.o9.gs 


Method 


GENSCAN 






Start 


63218 


End 


66136 






GI 


none 


Score 


.75 






Exons 


63218. .63300, 63711 .. 63758 , 


65521. . 66136 






Seq. No. 


32619 


Seq. ID 


OJ990908 


_11 . 0114 


. C6 


Gene No. 


67661 


Strand 


+ 






Start 


63218 


End 


66136 






Name 


OJ990908 11.0114.C6.o5.np 


Method 


AAT/NAP 






Start 


65546 


End 


66133 






GI 


6581058 


Score 


538 






Exons 


65546. .66133 










GI Descrip. 


(AF192467) Sgtl [Oryza sativa] 








Seq. No. 


32619 


Seq. ID 


OJ990908 


_11 . 0114 


C6 


Gene No. 


67662 


Strand 


+ , 






Start 


69581 


End 


73323 






Name ' ' 


OJ990908 ll-.0114.C6.-o6.np 


Method 


AAT/NAP 






Start 


69581 ' ' ' 


End " 


'73323 " 






GI 


5091513 ' 


Score 


1554 






Exons 


69581. .704 80, 71234. .71888, 


72745. .728 


97, 73100 


. .73323 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


32619 


Seq. ID 


OJ990908_ 


_11.0114 


C6 


Gene No. 


67663 


Strand 








Start 


2184 


End 


13786 






Name 


OJ990908 11.0114 .C6.o2.gs 


Method 


GENSCAN 






Start 


2184 


End 


13786 






GI 


none 


Score 


. 68 






Exons 


2184. .3097, 3142. .3879, 4370 


. .4684, 6757. .6843, 


9025. . 9108, 




1024 4. .10412, 10524. .10641, 


10962. . 11091, 11234 


. .11329, 






11511. .11675, 12107. . 12244, 


12879. . 13194, 13293 


. .13669, 





32752 



13774. .13786 



Seq. No. 32619 - Seq. ID 

Gene No. 67663 Strand 

Start 2184 End 

Name OJ990908_11 . 0114 . C6 . ol . np Method 

Start 2566 End 

GI 6705984 Score 

Exons 2566.. 3856, 5646.. 5693 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990908_11.0114.C6 

13786 
AAT/NAP 
5693 
828 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32619 

67664 

19403 

OJ990908 

19403 

none 



11.0114.C6.o4.gs 



Seq. ID OJ990908_11.0114.C6 



Strand 
End 

Method 

End 

Score 



21148 
GENSCAN 
21148 
. 68 



19403. .19535, 207 61 .. 2087 9, 20967 21086, 21092. .21148 



Seq. No. 32619 Seq. ID 

Gene No. 67665 Strand 

Start- 75062 End 

Name OJ9.90908_1 1 . 0114 . C6 . 06 . ts Method 

Start 2904 End 

GI none Score 

Exons 2904.. 3107, 3010.. 3108 



OJ990908_11.0114.C6 

75999 

TBLASTX : Soybean 

3108 

71 



Seq. No. 32619 

Gene No. 67665 

Start 75062 

Name OJ990908_1 1 . 0114 . C6 . 08 . tm 

Start 2904 

GI none 

Exons 2904.. 3107, 2907.. 3107, 3010. 



Seq. ID OJ990908_11.0114.C6 
Strand 
End 

Method 
End 
Score 
.3108 



75999 

TBLASTX: Maize 

3108 

87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



32619 

67665 

75062 

OJ990908 

2905 

none 



11.0114.C6.ol.tw 



Seq. ID OJ990908_11.0114.C6 
Strand 
End 

Method 
End 

Score . 



75999 

TBLASTX: Wheat 

3373 

103 



2905. .3087, 2916 .. 308 6, 294 5 .. 3088 , 3104. .3373, 3105. .3326 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32619 
67665 
75062 
OJ990908 
10488 
none 
10488 
11225 
11560 
11740 



11.0114.C6.o3.tm 



10649, 10488. . 10643, 

11413, 11226. . 11414, 

1167.6, 11561. . 11677, 

11865, 11745. . 11867, 



' Seq. ID 
' Strand 
End 

Method 

End 

Score 
10962. .11096, 
11233. .11412, 



OJ990908 11. 0114. C6 



11567. 
11750. 



75999 

TBLASTX: Maize 
12153 
181 

10964 
11560 



.11680, 11568. 
,11863, 11971, 



11092, 
11676, 
11681, 
12063, 



11975, = 12064 - 11982.. 12125, 11982. 



Seq. No. 
Gene No. 



32619 
67665 



Seq. ID 
Strand 



OJ990908 11. 0114. C6 



32753 



Start 
Name 
Start 
GI 

Exons 



75062 End 

OJ990908_11 . 0114 .C6 . o2 . tc Method 

10491 End 

none Score 



75999 

TBLASTX : Cress 

11414 

131 



10491. .10643, 10492. .10647, 10962 .. 11096, 10964, 
11206. .11412, 11226. .11414, 11230. .11412 



11092, 



Seq. No. 32619 Seq. ID 

Gene No. 67665 Strand 

Start 75062 End 

Name OJ990908_11 . 0114 . C6 . o4 . ts Method 

Start 10491 End 

GI - none Score 

Exons 



OJ990908_11.0114 .C6 
75999 

TBLASTX: Soybean 

11607 

120 



104 91. .10643, 104 92. .1064 7, 10962. .11072, 10964. .11071, 
11226. .11270, 11233. .11268, 112 69 . . 1 14 12 , 11269 .. 114 12 , 
11280. .11414, 11560. .11607 



Seq. No. 32619 

Gene No. 67665 

Start 75062 

Name OJ990908_11 . 0114 .C6 . ol . 

Start 11989 

GI none 

Exons ■ 11989. .12087, 11991.'. 12 
12120. .12245, 12880. .13 

Seq. No. 32619 

Gene No. 67665 

Start 75062 

Name OJ990908_11 . 0114 . C6 . o3 . 

Start 12892 

GI none 

Exons 12892. .13017, 12892.. 13 
13064 . . 13177 



Seq. ID OJ990908_11.0114.C6 
Strand 

End 75999 
ts Method TBLASTX : Soybean 

End 13195 

Score 98 
065, 12096. . 12245, 12097 .. 1224 6, 
188,412884. .13195 

Seq. ID OJ990908_11.0114.C6 
Strand 

End 75999 

tc Method TBLASTX : Cress 

End 13194 

Score 78 
086, 12971. . 13105, 13054 .. 13194 , 



Seq. No. 32619 
Gene No. 67665 
Start 75062 

Name OJ990908_11 . 0114 . C6 . ol . tc 

Start 30103 
GI none. 

Exons 30103. .30231, 30111 .. 30227 , 

'32092. .32187, 32106 .. 32195 , 
"32274. .32393, 32274 .. 32393, 
32680. .32736, 32681 32731 , 
35478. .35573, 35478 .. 35570, 
35653. .35763, 35654 357 64 , 
35836..3598S, 36080 .. 36139, 
.; 37839.. 37886 



Seq. ID OJ990908_11.0114.C6 
Strand 

End •T5999 • 

Method TBLASTX : Cress 

End 37886 

Score 162 
31240. .31374, 31241 31372 , 
32107. .32187, 32273.-32392, 
32458. .32565, 324 62 .. 32569, 
35474. .35569, 354 74 35569, * 
35479. .35577, 35652 35753, 
35655. .35765, 35836.-35985, 
36082. .36138, 37689. .37787, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32619 
67665 
75062 

.OJ990908_11 
30112 
none 



Seq. ID 

Strand 

End 

End 
Score 



OJ990908 11. 0114. C6 



75999 



32357 
174 



30112. .30231, 30114. .30227, 3124 0 .. 31365, 3124 1 .. 31372 , 



32754 



31242. .31367, 32106 32195, 32107 32187 , 32124 32195, 
32273. .32.356, 32274 .. 32357 , 32274.. 32357 



Seq. No. ' 


32619 








Seq. ID OJ990908_11 .0114 


Gene No. 


67665 








Strand 


Start 


75062 








End 75999 


Name 


OJ990908 11.0 


114 .C6. 


ol . tm 


Method TBLASTX : Mai ze 


Start 


30120 








End 35985 


GI 


none 








Score 176 


Exons 


30120. 


.30227, 


30121. 


.30231, 


31237. .31374, 3124 1 .. 31372, 




32084. 


.32185, 


32087. 


.32188, 


32100. .32186, 32106 32195, 




32110. 


.32187, 


32269. 


.32331, 


32274 . .32393, 32276. . 32392, 




32458. 


.32568, 


32462. 


.32569, 


32681. .32731, 32689 .. 32736, 




35430. 


.35579, 


35460. 


.35579, 


35653. .35763, 35654 .. 357 64 , 




35823. 


.35873, 


35824. 


.35985, 


35837. .35878, 35874 .. 35984 , 




35878. 


.35985 









Seq. No. 32619 

Gene No. 67665 

Start 75062 

Name OJ9909.08_11 . 0114 . C6 . o9 . tm 

Start 34850 

GI none . 
Exons 



Seq. ID OJ990908_11.0114.C6 



Strand 
End 

Method 

End 

Score 



75999 

TBLASTX: Maize 
46818- ■ 
.71 _ . 



34850. .34894, 34884 .. 3504 8 , 35143 .. 35211, 46705. .4681* 



Seq. No. 32619 Seq. ID 

Gene No'. 67665 Strand 

Start 75062 End 

Name OJ990908_11 . 0114 . C6 . o3 . ts Method 

Start 354 62 End 

GI none Score 

Exons 35462. .35566, 354 69 .. 35591 , 35478 .. 35573, 35654.. 35764 
35656. .35763 



OJ990908_11.0114.C6 
75999 

TBLASTX: Soybean 
35764 
128 



Seq. No. 


32619 






Seq. ID 


OJ990908_11.0114 


.C6 


Gene No. 


67665 






Strand 






Start 


75062 






End 


75999 




Name 


OJ99090 


8_11.0114.C6 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


36080 






End 


38008 




GI 


none 






Score 


87 




Exons 


36080. . 


36136, 36082 


. .36135, 


37691. .377 


65, 37692. .37781, 






37692. . 


37781, 37693 


. .37782, 


37795. .37911, 37796. . 37930, 






37797 . . 


37922, 37851 


. ,37 94 6, 


'379.08. .37997, 37915 .. 37998 , 






'37919. . 


38008 ' 










Seq. No. 


32619 






Seq. ID 


OJ990908_11.0114 


.C6 


Gene No. 


67665 






Strand 






Start . 


75062 






End 


75999 




Name 


OJ99090 


8_11.0114.C6 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


40176 






End 


40485 




GI 


none 






Score 


64 




Exons 


40176. . 


40289, 40304 


. .40453, 


40305. .404 


84, 40306. .40482, 






40333. . 


40485, 40344 


. .40484 








Seq. No. 


32619 . 






Seq. ID 


OJ990908_11.0114 


.C6 


Gene No. 


67665 






Strand 






Start 


75062 






End 


75999 





32755 




Name 


OJ990908 11. 0114. C6 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


40722 






End 


41014 




GI 


none 






Score 


395 




Exons 


40722. 


.41003, 40723 


. . 4 1004 , 


4 0723. .41004, 4074 5. .41008, 






40784. 


.41014 










Seq. No. 


32619 






Seq. ID 


y~\ T A A A AAA -I -I y\ -1 -1 A 

OJ990908_11 .0114 


.C6 


Gene No. 


67665 






Strand 






Start 


75062 






End 


75999 




Name 


OJ990908 11. 0114. C6 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


40875 






End 


41106 




GI 


none 






Score 


207 




Exons 


40875. 


.41102, 40876 


. . 41103, 


/I AOl/' /111 

40876 ..411 


06 




Seq. No. 


32619 






Seq. ID 


/~\ ~T A A A AAA -1-1 A -1 -1 A 

OJ990908 11.0114 


.C6 


Gene No. 


67665 






Strand 






Start 


75062 






End 


75999 




Name 


OJ990908 11. 0114. C6 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


41857 






End 


42149 




GI 


none 






Score 


284 




Exons 


41857. 


.42147, 41857 


. .42147, 


41940. .421 


49 




.Seq. No. 


32619 






Seq. . ID 


OJ990908_11.0114 


.C6 


Gene No. 


67665 






■ Strand 






Start 


75062 






End 


75999 




Name 


OJ990908 11. 0114. C6 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


65553 






End 


66132 




GI 


none 






Score 


223 




Exons 


65553. 


.65714, 65555 


. . 65716, 


65729. .65803, 65767. .65817, 






65801. 


.65839, 65879 


. . 65905, 


65963. .66043, 66047. .66130, 






66055. 


.66132 










Seq. No. 


32619 






Seq. ID 


OJ990908_11.0114 


C6 


Gene No. 


67665 






Strand 






Start 


75062 






End 


75999 




Name 


OJ990908 11. 0114. C6 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


65553 






End 


65836 




GI 


none 






Score 


177 




Exons 


65553. 


.65714, 65555 


. . 65578, 


65642. .657 


25, 65729. . 65800, 






65801. 


.65836 










Seq. No. 


32619 






Seq. ID 


OJ990908_11.0114 


C6 


Gene No. 


■ 67^665 






„ Strand. 






Start 


75062 






' End 


75999 ' " ' 




Name 


OJ990908 11. 0114. C6 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


65559 






End 


65815 




GI 


none 






Score 


175 




Exons 


65559. 


.65714, 65645 


. 65725, 


65729. .658 


15 ' 




beq. no. 


32619 






Seq. ID 


OJ990908_11.0114. 


C6 


Gene No. 


67665 






Strand 






Start 


75062 






End 


75999 




Name 


OJ990908 11. 0114. C6. 


oil . gs 


Method 


GENSCAN 




Start 


75062 






End 


75999 




GI 


none 






Score 


.45 




Exons 


75062. 


.75210, 75234. 


.75309, 


75909. .759 


99 





32756 




Seq. No. 


32620 


Seq. ID 


OJ990908 


J.1 


.0114 .C8 


Gene No. 


67666 


Strand 


+ 






Start 




End 


/ 1 






Name 


ojyyuyuo ii.uii4.co.oi.gs 


Method 


GENSCAN 






Start 




17 r> 


/ 1 






C T 

bl 


none 


Score 


G"7 

. y / 






Exons 


JZ . . / 1 










beq. no. 




beq . i u 


C\ TQQn R1 Q 

uj y yuDio 


U D 


A1 OQ PI 

■ UIZo . bl 


ucflc 1NO . 


D / DD / 


Strand 








Start 


1 


End 


649 






Name 


OJ990518_05.0128.Cl.ol.np 


Method 


AAT/NAP 






Start 


l 


End 


649 






GI 


OOO /00 / 


Score 


221 






Exons 


X , . 6£.o, olo . . b4 y 










GI Descrip. 


(AbUizooU) putative Mutator 


-like transposase [Arabidopsis 




t haliana ] 










Seq. No. 


32622 


Seq. ID 


OJ990518 


_05 


0128. C2 


Gene No. 


67668 


Strand 


+ 






Start 


Q *7 

y / 


End 


191 






Name 


ujyyuoio uo . uizo . bz . oi . gs 


Method 


GENSCAN 






Start 


n *7 

y / 


End 


191 






GI 


none 


Score 


.45 






Exons 


y / . . iyi 










Seq. No. 




Seq. ID 


OJ990518_ 


_05 


0128. C5 


Gene No. 


67669 


Strand 


+ 






Start 


13398 


End 


14168 






Name 


ujyyuoio ud . ui^o . to . oi . np 


Method 


AAT/NAP 






Start 


lo j yy 


End 


14168 






GI 


4 ooU Id 6 


Score 


166 






Exons 


TQono T*D/i£T^r i/im^ i/ii^ro 
looyo . . lo4 DD, 14U/0..14l00 










GI Descrip. 


(Ariii/uyj gag-poi protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


32623 


Seq. ID 


OJ990518_ 


_05 


0128. C5 


Gene No. 


67670 


Strand 


+ 






b tart 


1 A Q A Q 
14 O 4 0 


End 


15317 






Name 


ojyyuoio Ud. uizo .Co. oj. gs 


Method 


GENSCAN 






otart 


1 A Q A Q 

14 o4 O 


End 


15174 






bl 


.none . 


Score . 


1 






Exons 


14 o4o . . lol / 4 








s 


beq. No. 




Seq. ID 


V OJ990518_ 


_05 


0128.C5 


bene lno * 


67670 


Strand ' 


+ 






oiart 


14848 


End 


15317 






Name 


OJ990518 05.0128.C5.o2.np 


Method 


AAT/NAP 






Start 


14861 


End 


15317 






GI 


6721560 


Score 


272 






Exons 


14861. . 14980, 15018. .15317 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








gi | 6815085 | dbj IBAA90371. 1 | 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


32623 


Seq. ID 


OJ990518_ 


_05. 


0128. C5 


Gene No. 


67671 


Strand 


+ 






Start 


15371 


End 


22274 







32757 



Name 

Start 

GI 

Exons 



OJ990518_05.0128.C5.o4 .gs 

15371 

none 

15371. . 15706, 16280. .16462, 
19713. . 19968, 20013.. 20547 



Method GENSCAN 
End 20547 
Score .46 
17207. .17874, 19303. . 19385, 



Seq. No. 32623 Seq. ID OJ990518_05 . 0128 . C5 

Gene No. 67671 Strand + 

Start 15371 End 22274 

Name OJ990518_05 . 0128 . C5 . o3 . np Method AAT/NAP 

Start 15461 End 16082 

GI 6721559 Score 273 

Exons 15461. . 15920, 15947.. 16082 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 |dbj IBAA90370.1 | (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 32623 Seq. ID 

Gene No. 67671 Strand 

Start 15371 End 

Name OJ990518_05 . 0128 .C5.ol.gp Method 

Start 17878 End 

GI 61605_3..R1084 Score • 

Exons 17878.. 18134 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ990518_05.0128.C5 
+ 

22274 
AAT/GAP 

18134 ■ • 

418 



Seq. No. 


32623 




Seq. ID 


OJ990518 


_05 


.0128 


.C5 


Gene No. 


67671 




Strand 


+ 








Start 


15371 




End 


22274 








Name 


OJ990518 05. 0128. C5 


. o4 . np 


Method 


AAT/NAP 








Start 


18751 




End 


21706 








GI 


5852179 




Score 


506 








Exons 


18751. .18771, 19759 


. .19961, 


20036. .20271, 21638 


. .21706 




GI Descrip. 


(AL117265) zhb0009. 


1 [Oryza 


sativa] 










Seq. No. 


32623 




Seq. ID 


OJ990518 


JD5 


.0128 


.C5 


Gene No.- 


67671 ^ ' 




Strand 


+ 








Start 


15371 




End 


22274 








Name 


OJ990518 05. 0128. C5 


. o5 . gs 


Method 


GENSCAN 








Start 


21303 , . 




End 


,22274 








GI 


none 




Score 


. 63 








Exons ' 


21303. .21423, 21501 


. .21673, 


.21726. . .2?274 








Seq. No. 


32623 




Seq. ID 


OJ990518 


_05 


.0128 


.C5 


Gene No. 


67672 




Strand 


+ 








Start 


22692 




End 


28365 








Name 


OJ990518 05. 0128. C5 


. o5 . np 


Method 


AAT/NAP 








Start 


22523 




End 


27374 








GI 


4206306 




Score 


942 








Exons 


22523. .22544, 24696 


. .27374 












GI Descrip. 


(AF049110) prpol [Zea mays] 












Seq. ■ No. 


326?3 






n.TQQn £ i o 




m n o 




Gene No. 


67672 




Strand 


+ 








Start 


22692 




End 


28365 








Name 


OJ990518 05. 0128. C5 


. 06 . gs 


Method 


GENSCAN 









32758 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22692 End 27560 

none Score .66 

22692. .23399, 23603 .. 23838 , 24043 24318, 24434, 

24628. .25162, 25293 .. 2532 6, 2558 1 2572 6, 25924, 

26191. .26513, 2 654 5 .. 2734 8 , 27496.. 27560 



,24534, 
,26142, 



32623 
67672 
22692 

OJ990518_05.0128.C5.o7 .np 

25674 

629693 



Seq. ID OJ990518_05.0128.C5 

Strand + 

End 28365 

Method AAT/NAP 

End 28365 

Score 512 



25674. .25742, 26330 .. 27377 , 28321.. 28365 
probable integrase - common tobacco (fragment) 
gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 


32623 






Seq. ID 


OJ990518 


_05.0128 


.C5 


Gene No. 


67673 






Strand 








Start 


7 






End 


3406 






Name 


OJ990518 05. 0128. C5. 


ol.gs 


Method 


GENSCAN 






Start 


7 






End 


3406 






GI 


none 






Score 


-.56 






Exons 


7. .307 


, 641. .803, 2131. .228 


4, 2811. .2953, 3058. 


.3406 




Seq. No. 


32623 






Seq. ID 


OJ990518 


_05.0128 


.C5 


Gene No. 


67674 






Strand 








Start 


28001 






End 


28348 






Name 


OJ990518 05. 0128. C5. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


24690 






End 


24866 






GI 


none 






Score 


203 






Exons 


24690. 


.24866, 24690. 


.24848, 


24725. .24865 






Seq. No. 


32623 






Seq. ID 


OJ990518 


_05.0128 


.C5 


Gene No. 


67674 






Strand 








Start 


28001 






End 


28348 






Name 


OJ990518 05. 0128. C5. 


ol . tm 


Method 


TBLASTX : 


Maize 




Start 


24762 






End 


25223 






GI 


none 






Score 


546 






Exons 


24762. 


.25223, 24767. 


.24850, 


24911. .25222 






Seq. . No. 


32623 






Seq. ID 


OJ990518 


_05.0128 


C5 


Gene No. 


67674 






Strand 








Start a 


28001 






End ^ 


28348 






Name 


* OJ990518 05.0128;C5. 


bl . tw 


Method 


TBLASTX: Wheat 




Start 


24867 






End 


25289 






GI 


none 






Score 


245 






Exons 


24867. 


.25229, 24911. 


.25225, 


25191. .252! 


39 






Seq. No. 


32623 






Seq. ID 


OJ990518 


_05.0128 


C5 


Gene No. 


67674 






Strand 








Start 


28001 






End 


28348 






Name 


OJ990518 05. 0128. C5. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


24909 






End 


25349 




GT 


none 






Q r~>r\ v* o 


217 






Exons 


24909. 


.25190, 24947. 


.25195, 


25191. .25349, 25235 


. .25348 




Seq. No. 


32623 






Seq. ID 


OJ990518 


JDS. 0128. 


C5 



32759 



Gene No . 

Start 

Name 

Start 

GI 

Exons 



67674 Strand 

28001 End 

OJ990518_05.0128 .C5.o2.ts Method 

25530 End 

none Score 



28348 

TBLASTX: Soybean 

25941 

130 



25530. .25667, 25532 .. 25663, 25699 .. 2594 1, 25700.. 25939 



Seq. No. ' 32623 Seq. ID 

Gene No. 67674 Strand 

Start 28001 End 

Name . OJ990518_05 . 0128 . C5 . o2 . tm Method 

Start 26228 End 

GI none Score 

Exons 26228. .26560 



OJ990518_05.0128.C5 
28348 

TBLASTX: Maize 

26560 

188 



Seq. No. 


o o r o o 


Seq. ID 


OJ99051J 


3 05. 0128. C5 


Gene No. 


67674 


Strand 






Start 


28001 


End 


28348 




Name 


OjyyUolo Uo . Olzo . Co . o2 . tw 


Method 


TBLASTX 


: Wheat 


Start 


o f n n. o 

26952 


End 


27359 




GI 


none 


- Score 


215 




Exons 


O/TflCO OTTCn O^"0/"n O "J 1) O C 








Seq. No. 


32623 


Seq. ID 


OJ99051* 


3 05. 0128. C5 


Gene No. 


67 674 


Strand 






btiart 


28001 


End 


28348 




Name 


OJ990518 05.0128.C5.o3.ts 


Method 


TBLASTX 


: Soybean 


Start 


27135 


End 


27374 


GI 


none 


Score 


235 




Exons 


27135. .27374, 27137. .27274 








Seq. No. 


32623 


Seq. ID 


OJ99051S 


3_05.0128.C5 


Gene No. 


67674 


Strand 






Start 


28001 


End 


28348 




Name 


OJ990518 05.0128.C5.o7.gs 


Method 


GENSCAN 




OLai L 


28001 


End 


28348 




GI 


none 


Score 


.7 




Exons 


28001. .28348 








Seq. No. 


32624 


Seq. ID 


OJ99051E 


3_05.0128.C6 


Gene. No. 


67 675. 


Strand 


+ 




Start 


1 ' 


End 


402 




Name 


OJ990518. 05.0128.C6.ol.np' 


Method 


AAT/NAP 




Start 


I 


End ■ ' 


402' 




GI 


4544372 


Score 


" 153 




Exons 


1..402 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidop 




thaliana] 








Seq. No. 


32624 


Seq. ID 


OJ990516 


i_05.0128.C6 


Gene No. 


67676 


Strand 


+ 




Start 


5733 


End 


6114 




Name 


OJ990518 05.0128.C6.ol.gp 


Method 


AAT/GAP 




Start 


5733 


End 


6114 




GI 


uC-osf Icyp033a04bl 


Score 


667 




Exons 


5733. . 6114 








GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genoi 



32760 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 32624 

Gene No. 67677 

Start 1 

Name OJ990518_05 . 0128 . C6 . ol . tw 

Start 1 

GI none 

Exons 1 . . 387 



Seq. ID OJ990518JD5.0128 .C6 
Strand 

End 6343 

Method TBLASTX : Wheat 

End 387 

Score 184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



32624 
67677 
1 

OJ990518_05.0128.C6.o2.np 
1 

5852180 



Seq. ID OJ990518_05.0128.C6 
Strand 

End 6343 

Method AAT/NAP 

End 6343 

Score 452 



1..50, 4367. .4813, 4865.-4983, 5963. .6018, 6278. .6343 
(AL117265) zhbOOOlO.l [Oryza sativa] 



32624 
67677 
1 

OJ990518_05.0128 .C6.ol. ts 

163 

none 

163. .402, 165. .335, 372. .413 



Seq. ID OJ990518_05.0128.C6 

Strand - 

End 6343 

Method TBLASTX : Soybean 

End 413 

Score 217 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



32624 
67677 
1 

OJ990518_05.0128 .C6.ol.gs 

905 

none 



Seq. ID OJ990518_05.0128.C6 
Strand 

End 6343 

Method GENSCAN 

End 4724 

Score .45 



905. .1447, 1526. .1606, 1919. .2123, 2432. .2659, 2731. .2989, 
3325.-3528, 4071. .4261, 4393. .4724 



32625 
67678 
278 

OJ990518_05.0128 .C7 .ol . gp 
278 

uC-osflcyp033a04bl 
278. .659 ' 

• f 6016845/dbj IAP000570. 1IAP000570* 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1", clone : P0711E10 1 ' '" ' 



Seq. ID OJ990518_05.0128.C7 
Strand - + 
End 65 9 

Method AAT/GAP 

. End . . 659 _ . ... . ^ 

Score 659 



Seq. No. 32625 

Gene No. 67679 

Start 8550 

Name OJ990518_05 . 0128 . C7 . o4 . gp 

Start 8550 

GI 101153_1.R1084 

Exons 8550.. 8799 

GI Descrip. 1 5852170/emb I AL11726.S - 1 I OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 1 



Seq. ID OJ990518_05.0128.C7 

Strand + 

End 8799 

Method AAT/GAP 

End 8799 

Score 328 



Seq. No. 



32625 



Seq. ID OJ990518_05.0128.C7 



32761 




Gene No. 


67680 


Strand 




Start 


211 


End 


5220 


Name 


OJ990518 05.0128.C7.ol.np 


Method 




Start 


211 


End 


coon 


GI 


4680186 


Score 


J / Z 


Pvnnq 


211. .411, 1249. .1310, 5187.. 


5220 




GT Descrin 


(AF111709) unknown [Oryza sativa subsp, 


xnaicaj 


Seq. No. 


32625 


Seq. ID 


OJ990518 


Gene No. 


67680 


Strand 




Start 


211 


End 


5220 


Name 


OJ990518 05.0128.C7.ol.gs 


Method 


GENSCAN 


Start 


1081 


End 


2419 


GI 


none 


Score 


.45 


Exons 


1081.. 1300, 1326.. 1489, 1586 


..1702, 2339.. 2419 



Seq. No. 


32625 


Gene No. 


67681 


Start 


5683 


Name 


OJ990518 05 


Start 


5683 


GI 


4680179 


Exons 


5683. .6701 


GI Descrip. 


(AF111709) 


Seq. No. 


32625 


Gene No. 


67682 


Start 


7939 


Name 


OJ990518 05 


Start 


6229 


GI 


none 


Exons 


6229. . 6585, 



Seq. ID OJ990518J)5.0128.C7 
Strand 

End 6701 

Method AAT/NAP 

End 6701 

Score 696 



Seq. ID OJ990518_05.0128.C7 
Strand 

End 13630 

Method TBLASTX : Wheat 

End 6585 

Score 4 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8750.. 8780, 9403, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9486, 



OJ990518 05. 0128. C7 



32625 
67682 
7939 

OJ990518_05.0128.C7.o3.np 
7939 
6063554 
7939. .8111, 
13578. .13630 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611*(E04 64 ) 
correspond to a ; region of the predicted gene.; hypothetical 
protein [Oryza sativa]' 



13630 
AAT/NAP 
13630 
225 

10628. .10764, 



10886. . 11162, 



32625 
67682 
7939 

QJ990518 
9450 
6063554 
9450. . 9500, 
(AP000615) 
correspond 



OJ990518 05. 0128. C7 



_05.0128.C7.o4.np. ; 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9621. .9654, 10633 .. 107 64 , 
ESTs AU075609(C6334 4) , C7 1850 ( E04 64 ) , C98 61 1 (E04 64 ) 
to a reaion of the oredir-ted aene = * hwoothe^i^ i 



13630 
AAT/NAP 
12599 
105 

10886. .11161, 



12534 . . 12599 



protein [Oryza sativa] 



Seq. No. 



32626 



Seq. ID OJ990518_05.0128.C9 



32762 



Gene No. 67683 Strand 

Start 353 ' End 

Name OJ990518_05 . 0128 . C9 . ol . ts Method 

Start 230 End 

GI none Score 

Exons 230. . 565 



+ 

1120 

TBLASTX: Soybean 

565 

217 



Seq. No. 32626 Seq. ID 

Gene No. . 67683 Strand 

Start 353 End 

Name OJ990518__05 . 0128 . C9 . ol . gs Method 

Start 353 End 

GI none Score 

Exons 353.. 1120 



OJ990518_05.0128.C9 
+ 

1120 
GEN SCAN 
1120 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



32626 
67683 
353 

OJ990518_ 
569 
none 
569. . 919 



05.0128.C9.o2.ts 



Seq. ID OJ990518_05.0128.C9 

Strand + 

End 1120 

Method TBLASTX : Soybean 

End 919 

Score 179 



Seq. No. 32627 

Gene No. 67684 

Start 4745 

Name OJ990518_05 . 0128 . C10 . o2 . gs 

Start 4745 

GI none 

Exons 4745.. 4796, 6080.. 6483 



Seq. ID OJ990518JD5. 0128. C10 

Strand + 

End 6483 

Method GENSCAN 

End 6483 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32627 
67685 
7273 

OJ990518_05. 0128. C10. o3.gs 

7273 

none 



Seq. ID OJ990518_05. 0128. C10 
Strand 

End 16356 

Method GENSCAN 

End 16356 

Score .85 



7273. .7508, 8792. .8872, 11667 .. 11708, 12038 .. 14 659, 
14739. .14877, 15274. .15333, 1624 4. .16356 



Seq, No. . 32627 . , Seq. ID 

Gene No. ' 67685 Strand 

Start . \ 7273 \ m ' ' End 

Name ' OJ9905 > 18_05 . 0128*. C10 . o2 . hp Method 

Start 12084 * J End 

GI 4519936 Score 

Exons 12084 . . 14831 

GI Descrip. (AB019186) RPR1 [Oryza sativa] 



OJ990518_05. 0128, C10 

16356 
AAT/NAP 
14831 
1127 



Seq. No. 32627 Seq. ID 

Gene No. 67685 Strand 

Start 7273 End 

Name OJ990518_05 .0128 .C10 . ol . tm Method 

Start 12135 End 

GI none Score 

Exons 12135. .12563, 12573.. 13046 



OJ990518_05. 0128. C10 
16356 

TBLASTX: Maize 

1304 6 

261 



32763 



Seq. No. 


32627 




Gene No. 


67685 




C H i v- 4- 

o tar u 


/ Z / o 




Name 


ujyyuoio uo.uizo.ciu 


. o2 . tw 


Start 








none 




Exons 






beq. no. 


0 0 con 




Gene No. 


O / 685 




Start 


7273 




Name 


OJ990518 05. 0128. CIO 


.ol.ts 


Start 


13206 




GI 


none 




Exons 


13206. .13274, 13272. 


.13424, 




13782. .14012 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_05. 0128. C10 
16356 

TBLASTX: Wheat 

13259 

42 



OJ990518_05. 0128. C10 
16356 

TBLASTX: Soybean 

14012 

156 



13404. .1358 6, 1364 7. .13778, 



Seq. No. 32627 Seq. ID 

Gene No. 67685 Strand 

Start 7273 End 

Name OJ990518_05 . 0128 . C10 . o2 . tm ■ Method 

Start •■ 13209 End 

GI none Score 
Exons 



OJ990518_05. 0128. C10 
16356 

TBLASTX: Maize 
13542 
'92 



13209. .13541, 13221. . 13457, 13300. .13542 



Seq. No. 


32627 


Seq. ID 


OJ990518 


_05.0128 


.C10 


Gene No. 


67685 


Strand 








Start 


7273 


End 


16356 






Name 


OJ990518 05.0128.C10.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


13461 


End 


13772 






GI 


none 


Score 


56 






Exons 


13461. .13610, 13477. .13569, 13614 .. 13772 , 13648 


. .13770 




Seq. No. 


32628 


Seq. ID 


OJ990518 


_05.0128 


Cll 


Gene No. 


67686 


Strand 


+ 






Start 


323 


End 


1044 






Name 


OJ990518 05.0128.Cll.ol.gs 


Method 


GENSCAN 






Start ■•■ 


323 


End 


1044 






GI 


none 


Score 


.4 






Exons 


323. .452, 526. .620, 785. .958, 


988. . 1044 






Seq. No. 


32629 


Seq. ID 


OJ990518 


JD5.0128 


C12 


Gene No . ; 


67687 


Strand' 


+ 






Start 


' 1748 " * 


End" 


8267 






Name 


OJ990518 05.0128.C12.o2.np 


Method 


AAT/NAP 






Start 


1748 


End 


8267 






GI 


4680179 


Score 


3219 






Exons 


1748. .2641, . 3342. .3404, 6106. 


.6246, 6280. .8267 







GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 32629 Seq. ID 

Gene No. 67687 Strand 

Start 1748 End 

Name OJ990518_05 . 0128 . C12 . 06 . tw MethnH 

Start 1997 End 

GI none Score 

Exons 1997.. 2194, 1999.. 2196, 2105.. 2197 



OJ990518_05.0128.C12 
+ 

8267 

TBLASTX : Wheat 

2197 

203 



32764 



Seq. No. 


32629 








Seq. ID 


OJ990518_05.0128 


.C12 


Gene No . 


D / bo / 








Strand 


+ 




start 


I /4o 








End 


8267 




Name 


ojyyuoio Uo 


. 012o 


. C12 . o4 


. tw 


Method 


TBLASTX : Wheat 




Start 


zz JU 








End 


2581 






none 








Score 


o o o 
Z33 




Exons 


ZZ ou . . Z4 2 4 , 


O O *3 1 

ZZ 31 


O C O 1 










Seq. No. 


32629 








Seq. ID 


OJ990518_05.0128 


C12 


Gene No . 


o / bo / 








Strand 


+ 




Start 


I / 4 0 








End 


r> o /" i 

8267 




Name 




. 0128 


. C12 . o4 


. tm 


Method 


TBLASTX : Maize 




btart 


ZZ Jl 








End 


2536 




GI 


none 








Score 


226 




Exons 


2231. .2536, 


2245 


*1 *0 *3 1 

. . 2 331 










beq. no. 


32629 








Seq. ID 


ojyyuoio Uo.oi2o. 


C12 


Gene No. 


67687 








Strand 


+ 




Start 


1748 








End 


8267 




Name 


OJ990518 05 


0128 


.C12.01 


• gp 


Method 


AAT/GAP 




Start 


5823 








End 


6095 




GI 


61605 1.R1084 






Score 


466 . 




Exons 


5823. . 6095 














GI Descrip. 


f 5852 170/emb|AL1172 65.1 


OST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4) 


genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


32629 








Seq. ID 


OJ990518_05.0128. 


C12 


Gene No. 


67687 








Strand 


+ 




Start 


1748 








End 


8267 




Name 


OJ990518 05 


0128 


.C12.o5 


tw 


Method 


TBLASTX: Wheat 




Start 


6307 








End 


6674 




GI 


none 








Score 


155 




Exons 


6307. .6516, 


6363 


. . 6515, 


6561. 


.6632, 6562. .6624, 6624. .6674 


Seq. No. 


32629 








Seq. ID 


OJ990518_05.0128. 


C12 


Gene No . 


67687 








Strand 


+ 




Start 


1748 








End 


8267 




Name 


OJ990518 05. 


0128 


,C12.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


6839 








End 


7325 






none 








Score 


452 




Exons 


6839. .7282, 


6948 


.7325 










Seq. No. 


32629 ' 








*Seq. ID 


OJ990518_05.-0128.' 


C12 


Gene No. 


67687 ' 








Strand 


+ 




Start 


1748 








End 


8267 




Name 


OJ990518 05. 


0128 


C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6860 








End 


7i44 




GI 


none 








Score 


274 




Exons 


6860. .7144, 


6861. 


.7142 










Seq. No. 


32629 








Seq. ID 


OJ990518_05.0128. 


C12 


Gene No. 


67687 








Strand 


+ 




Start 


1748 








End 


8267 




Name 


OJ990518 05. 


0128. 


C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7212 








End 


7712 




GI 


none 








Score 


171 





32765 



Exons 



7212. .7391, 7220. .7339, 7398. .7712, 7538. .7591, 7619. .7669 



Seq. No. 32629 

Gene No. 67687 

Start 1748 

Name OJ990518_05 . 0128 . C12 . ol . ts 

Start 7266 

GI none 

Exons 7266.. 7298, 7268.. 7297, 7302. 
7528. .7662 



Seq. ID OJ990518_05.0128.C12 

Strand + 

End 8267 

Method TBLASTX : Soybean 

End 7662 

Score 57 

.7658, 7302. .7442, 7385. .7651, 



Seq. No. 32629 

Gene No. 67687 

Start 1748 

Name OJ990518_05 . 0128 . C12 . o3 . tw 

Start 7374 

GI none 

Exons 7374.. 7676, 7385.. 7651 



Seq. ID OJ990518_05.0128.C12 

Strand + 

End 8267 

Method TBLASTX : Wheat 

End 7676 

Score 356 



Seq. No. 32629 

Gene No. 67687 . 

Start • 1748 

Name • " OJ990518_05 . 0128 . C12 . ol . tw 

Start . - 7 67 7 

GI none 

Exons 7677.. 8180, 7709.. 8098, 7740. 

Seq. No. 32629 

Gene No. 67687 

Start 1748 

Name OJ990518_05 . 0128 . C12 . o2 . ts 

Start 7683 

GI none 

Exons 7683.. 7928, 7700.. 7828 



Seq. ID OJ990518_05.0128.C12 
Strand + 

8267 

TBLASTX: Wheat 
8180 
595 



End. • 
Method 
End 
Score 
8102 



Seq. ID OJ990518_05.0128.C12 

Strand + 

End 8267 

Method TBLASTX : Soybean 

End 7928 

Score 188 



Seq. No. 32629 

Gene No. 67687 

'Start 1748 

Name OJ990518_05 . 0128 . C12 . ol . tm 

Start 7748 

GI none . .. 

Exons 7748.. 8098, 7749.. 8102, 77'49, 



Seq. No. ' 32630 

Gene No. 67688 ' ' 

Start 1 

Name OJ990518_05 . 0128 . C13 . ol . np 

Start 1 

GI 4680179 

Exons 1..1594 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 32630 

Gene No. 67688 

Start 1 

Name OJ990518JD5 . 0128 . C13 . o2 . tw 

Start 5 



Seq. ID OJ990518_05.0128.C12 

Strand . + 

End " 8267 

Method TBLASTX : Mai ze 

End 8123 

Score 4 64 
.8123 

Seq. ID OJ990518205.0128.C13 

Strand ' + 

End 1597 

Method AAT/NAP 

End 1594 

Score 2199 

sativa subsp. indica] 

Seq. ID OJ990518_05.0128.C13 

Strand + 

End 1597 

Method TBLASTX : Wheat 

End 583 



32766 



GI none 

Exons 5.. 583, 16.. 582 

Seq. No. 32630 

Gene No. 67688 

Start 1 

Name OJ990518_05 . 0128 . C13 . ol . gs 

Start 71 

GI none 

Exons 71.. 1597 



Score 



657 



Seq. ID OJ990518_05.0128.C13 

Strand + 

End 1597 

Method GENSCAN 

End 1597 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
, Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



32630 
67688 
1 

OJ990518_05.0128.C13.ol.tc 
290 
none 

290. .463, 464. .607, 466. .606 

32630 
67688 

•1 - 

OJ990518_05. 0128.Ci3.ol.ts 
371 
none 

371. .631, 376. .630, 495. .632 

32630 
67688 
1 

OJ990518_05.0128.C13.o2.tm 
429 
none 

429. .605, 430. .717, 431. .721 

32630 
67688 
1 

OJ990518_05.0128 .C13.ol.tw 
590 
none 

590.. 1216, 646.. '1104, 962.. 1213, 1156.. 1215 



Seq. ID OJ990518_05.0128.C13 
Strand + 

1597 

TBLASTX: Cress 
607 
101 



Seq. ID OJ990518_05.0128.C13' 
Strand + 

1597 ■ ■ . 

TBLASTX: Soybean 
632 
296 



Seq. ID OJ990518_05.0128.C13 
Strand + 

1597 

TBLASTX: Maize 
721 
87 



End 

Method 

End 

Score 



Seq. ID OJ990518_05.0128.C13 
Strand + 

1597 

TBLASTX: Wheat 
1216 

695 ..... 



End ■ 
Method 
End 
Score 



32630 
67688 
1 

OJ990518_05.0128.C13.ol.tm 

770 

none 



Seq. ID OJ9'90518_05.0128 .C13 

Strand + 

End 1597 

Method TBLASTX : Maize 

End 1369 

Score 231 



770. .931, 778. .924, 929. .1369, 931. .1353 



32630 
67688 
1 

OJ990518_05.0128.C13.o3.tw 

1216 

none 



Seq. ID OJ990518_05.0128.C13 

Strand + 

End 1597 

Method TBLASTX : Wheat 

End 1549 

Score 316 



32767 



Exons 


izio..iffoo, izi / . . lo^y 






Seq. No. 


32631 


Seq. ID 


OJ990518_05.0128.C14 


Gene No. 


67689 


Strand 


+ 


Of a r- -j- 




i^no 


/I Q £T 

h y d 


Name 


UuyyUO±o UO . U 0 . CI 41 . Ol . y S 


Method 


ChNbC/UN 


Cf 3 




CjUQ 


a q a 
4 y o 


CJ 


none 


Score 


. / z 


T* 1 v /"\ t*! o 


. 41 y 0 






oeq . lno . 


9 £ "3 1 


oeq . i u 


ujyyuDio uo.uizo.ci4 




67690 


Strand 




Start 


225 


End 


398 


Name 


OJ990518 05.0128.C14.ol.np 


Method 


AAT/NAP 


Start 


225 


End 


398 


CJ 


6063554 


Score 


126 


TT V /"\ T"l o 


225. .398 






f -1 X O /~i o /•"» v* n r~\ 

cl uebcjcxp. 


(AP000615) ESTs AU075609 (C63344 ) ,071850 (E04 64) ,098 611 (E04 64) 




correspond to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 




Seq. ID 


OJ990518_05 . 0128 . 01 5 


Gene No. 


o / by 1 


■ Strand 


+ 


OLa.ru 


A T T 


End 


528 


Name 


ujyyuoio ud . uiz o . tio . oi . gs 


Method 


GENSCAN 


oLdlt 


41 J J 


End 


528 


CI 


none 


Score 


.54 


Exons 


433. .528 






Seq. No. 


oz o J o 


Seq. ID 


OJ990518_05. 0128 .018 


Gene No. 


d / oyz 


Strand 


+ 


Of- -a -rf- 

oLdlL 


cm 




1 4i y D 


Name 




Method 


GENSCAN 




501 


End 


1496 




none 


Score 


.59 


Exons 


501. .581, 718. .1215, 1341. 


.1496 




Seq. No. 


32634 


Seq. ID 


OJ990518_05. 0128. 019 


Gene No. 


67693 


Strand 




o Lai L 


242 


End 


400 


Name 


OJ990518 05.0128.C19..ol.gs 


Method 


GENSCAN 


OLdLl 


242 


End 


400 


C± 


none 


Score 


.4 9 ■ 


Exons 


242. .400 "" - 






Seq. No. 


32635 


Seq. ID 


OJ990518_05.0128.C20 


Gene No. 


67694 


Strand 


+ . 


Cf -i vf 


618 


End 


830 


Name 


OJ990518 05.0128.C20.ol.gs 


Method 


GENSCAN 


Cf -1 v-f 


618 


End 


830 


GI 


none 


Score 


.59 


Exons 


618. .830 • 






Seq. No. 


32636 


Seq. TO 


OJ990 518 05.0128.C21 


Gene No. 


67695 


Strand 


+ ~~ 


Start 


4938 


End 


7032 


Name 


OJ990518 05.0128.C21.o2.gs 


Method 


GENSCAN 



32768 




Start 


4 938 




End 


7032 


GI 


none 




Score 


. 52 


Exons 


4938. .5776, 5820. .5977, 


6161 


. . 7032 




Seq. No. 


o2coo 




Seq. ID 


OJ990518 05.0128.C21 


Gene No . 


67696 




Strand 




Start 


1847 




End 


4622 


Name 


OJ990518 05.0128.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1847 . 




End 


4622 


GI 


6907090 




Score 


74 


Exons 


1847. .1888, 2904. .3296, 


4569 


. .4622 




GI Descrip. 


(AP001129) Similar to Oryza 


sativa root-specific RCc3 mRNA. 




(L27208) 








Seq. No. 


32637 




Seq. ID 


OJ990518_05.0128.C29 


Gene No. 


67697 




Strand 


+ 


Start 


323 




End 


555 


Name 


OJ990518 05.0128.C29.ol 


.gs 


Method 


GENSCAN' 


Start 


323 




End 


555 


GI 


none 




Score 


.6 


Exons 


323. .555 








Seq. No. 


32637 ' ''. 




Seq. ID 


OJ990518_05.0128.C29 


Gene No . 


67698 




Strand 




Start 


1 




End 


1443 


Name 


OJ990518 05.0128.C29.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1443 


GI 


4263831 




Score 


435 


Exons . 


1..39, 714. .1443 








GI Descrip. 


(AC006067) putative retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


32637 




Seq. ID 


OJ990518_05.0128.C29 


Gene No. 


67698 




Strand 




Start 


1 




End 


1443 


Name 


OJ990518 05.0128.C29.o3 


tm 


Method 


TBLASTX: Maize 


Start 


10 . 




End 


390 


GI 


none 




Score 


78 


Exons 


10. .234, 232. .390 








Seq. No. 


. 32637. - .... 




Seq.. ID 


OJ990518_05.0128.C29 


Gene No. 


67698 




Strand 




Start 


1 




• End 


1443' . 


Name 


OJ990518 0'5.0128.C29.ol 


Vs * * 


Method 


TBLASTX: Soybean 


Start 


79 




End 


387 


GI 


none 




Score 


88 


Exons 


79. .387, 167. .283 








Seq. No. 


32637 




Seq. ID 


OJ990518_05.0128.C29 


Gene No. 


67698 




Strand 






1 




End 


1443 


Name 


OJ990518 05.0128.C29.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


115 




End 


408 


GI 


none 




S core 


131 


Exons 


115. .219, 244. .408 








Seq. No. 


32637 




Seq. ID 


OJ990518_05.0128.C29 



32769 



Gene No. 67698 Strand 

Start 1 End 

Name OJ990518_05 . 0128 . C29 . ol . tm Method 

Start 765 End 

GI none Score 

Exons 765.. 1025, 768.. 1040, 769.. 1038, 1040. 



1443 

TBLASTX: Maize 

1228 

132 

.1228, 1052.. 122* 



Seq. No. 32637 Seq. ID 

Gene No. 67698 Strand 

Start 1 End 

Name OJ990518_05 . 0128 . C29 . o3 . tw Method 

Start 774 End 

GI none Score 

Exons 774. .1031, 814. .1020 



OJ990518_05.0128.C29 
1443 

TBLASTX: Wheat 

1031 

89 



Seq. No. 32637 Seq. ID 

Gene No. 67698 Strand 

Start 1 End 

Name OJ990518_05 . 0128 . C29 . o2 . ts Method 

Start 921 End 

GI ■ none Score 

Exons - ■ ■ 



OJ990518_05.0128.C29 
1443 

TBLASTX: Soybean 
1153 

82 - - 



921. .1040, -922. .1041,. 1040. .1153 



Seq. No.. 32637 Seq. ID 

Gene No. 67698 Strand 

Start 1 End 

Name OJ990518_05 . 0128 . C29 . o2 . gs Method 

Start 1028 End 

GI none Score 

Exons 1028.. 1375 



OJ990518_05.0128.C29 

1443 
GENSCAN 
1375 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32637 Seq. ID 

67698 Strand 

1 End 
OJ990518_05 . 0128 . C29 . ol . tw Method 

1097 End 

none Score 

1097. .1441, 1097. .1441, 1140. .1442 



OJ990518_05.0128.C29 
1443 

TBLASTX: Wheat 

1442 

258 



Seq. No. 32637 Seq. ID 

Gene No. _ ,67698 . .. .. , Strand 

Start 1 End 

Name * w OJ990518_05 . 0128 . C2 9 . o2 . tm - Method ■ 

Start "*122'9 -...<. End - 

GI none Score 

Exons 1229. .1441, 1230. .1442, 1245. .1442 



OJ990518_05.0128.C29 
1443 

TBLASTX: Maize 
•1442 
185 



Seq. No. 32638 Seq. ID 

Gene No. 67699 Strand 

Start 235 End 

Name OJ990518_05 . 0128 . C30 . ol . ts Method 

Start 179 End 

GI none Score 

Exons 179. .517 



OJ990518_05.0128.C30 
517 

TBLASTX: Soybean 

517 

195 



Seq. No. 
Gene No . 



32638 
67699 



Seq. ID 
Strand 



OJ990518 05.0128.C30 



32770 



Start 


235 




End 


517 






Name 


OJ990518 


_05.0128.C30.ol.gs 


Method 


GENSCAN 






Start 


235 




End 


370 






GI 


none 




Score 


. 75 






Exons 


235 . . 370 












Seq. No. 


32639 




Seq. ID 


OJ990518 


JDS. 0128 


-C32 


Gene No. 


67700 




Strand 








Start 


74 




End 


163 






Name 


OJ990518 


_05 . 0128 .C32 . ol . gs 


Method 


GENSCAN 






Start 


74 




End 


163 






GI 


none 




Score 


. 66 






Exons 


74 . .163 












Seq. No. 


32640 




Seq. ID 


OJ990618 


_05.0120 


.CI 


Gene No. 


67701 




Strand 








Start 


1 




End 


652 






Name 


OJ990618 


_05.0120.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


652 






GI 


. 4680179 




Score 


585 






Exons 


1. . 652 










- 


GI Descrip. 


(AF1L1709) polyprotein [Oryza 


sativa ,,subsp . indica] 




Seq. No. 


32640 




Seq. ID 


OJ990618 


05 0120 


.CI 


Gene No. 


67701 




Strand 








Start 


1 




End 


652 






Name 


OJ990618 


_05.0120.Cl.ol.gs 


Method 


GENSCAN 






Start 


11 




End 


480 






GI 


none 




Score 


. 93 






Exons 


11. .201, 


234. .480 










Seq. No. 


32640 




Seq. ID 


OJ990618 


J35.0120 


.CI 


Gene No. 


67701 




Strand 








Start 


1 




End 


652 






Name 


OJ990618 


_05.0120.Cl.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


241 




End 


602 






GI 


none 




Score 


60 






.Exons 


241. 1384, 


•242. .385, 398. .601, 


399. .602 








Seq. No. 


32641 




Seq. ID 


OJ990618 


_05.0120 


.C3 


Gene No,. 


67702 




Strand 


+ 






Start 


2167 ' 




End 


2268 






Name 


OJ990618 


_05.012J3.C3-.ol.np' 


Method 


.AAT/NAP 






Start' 


2167 




End 


2268 






GI 


5777617 




Score 


74 






Exons 


2167. .2268 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


32641 




Seq. ID 


OJ990618 


J35.0120 


.C3 


Gene No. 


67703 




Strand 








btart 


130 




End 


675 






Name 


OJ990618 


05. 0120.C3.ol.gp 


Method 


AAT/GAP 






Start 


130 




End 


589 






GI 


2442321 




<j w j_ c; 


O O (Z 

U S KJ 






Exons 


130. .589 












Seq. No. 


32641 




Seq. ID 


OJ990618 


05.0120 


C3 



32771 



Gene No. 67703 Strand 

Start 130 End 675 

Name OJ990618_05 . 0120 . C3 . ol . gs Method GENSCAN 

Start 289 End 675 

GI none Score . 97 

Exons 289.. 675 



Seq. No. 32641 Seq. ID 

Gene No. 67704 Strand 

Start 1155 End 

Name OJ990618_05 . 0120 . C3 . o2 . gs Method 

Start 1155 End 

GI none Score 

Exons 1155.. 1640 



OJ990618_05.0120.C3 

1640 
GENSCAN 
1640 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons. 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32642 Seq. ID 

67705 Strand 

1 End 

OJ990618__05 . 0120 . C5 . ol . np Method 

1 End 

4680179 Score 

1..433 . . ....... 

(AF111709) polyprotein [Oryza sativa .subsp. indica] 



OJ990618_05.0120.C5 
+ 

433 

AAT/NAP 
433 
379 



32642 Seq. ID 

67705 Strand 

1 End 

OJ990618_05 . 0120 . C5 . ol . tw Method 

186 End 

none Score 

186. .431, 191. .421, 195. .431 



OJ990618_05.0120.C5 
+ 

433 

TBLASTX: Wheat 

431 

289 



Seq. No. 32642 Seq. ID 

Gene No. 67705 Strand 

Start 1 End 

Name OJ990618JD5 . 0120 . C5 . ol . tm Method 

Start 203 . End 

GI none Score 

Exons 203.. 358, 204.. 365, 362.. 430, 363.. 431 



OJ990618_05.0120.C5 
+ 

433 

TBLASTX: Maize 

431 

207 ■ 



Seq. No... . 
Gene No. 
Start ' 
Name 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32643 ...... . . , 

67706 

I ' . .. 

OJ990618_05.0120.C6.ol.np 
1 

4680179 
1. .2136 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990.618._05. 0120. C6. 

Strand + 

End • 2136 ' 

Method ' AAT/NAP 

End 2136 

Score 2764 



32643 
67707 
2903 

OJ990618_05. 0120.C6.o2.np 

2903 

6063554 

2903. .3125, 3165. .3189, 4292. 



Seq. ID OJ990618_05.0120.C6 

Strand + 

End 4 4 65 

Method AAT/NAP 

End 4 4 65 

Score 164 
.4465 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 



32772 



correspond to a region of the 
protein [Oryza sativa] 

Seq. No. 32643 

Gene No. 67708 

Start 2376 

Name OJ990 618_05 . 0120 . C6 . o2 . gs 

Start 2376 

GI none 

Exons 2376.. 2811, 2842.. 3411, 4197.. 

Seq. No. 32643 

Gene No. 67709 

Start 5434 

Name OJ990618JD5 . 0120 . C6 . o5 . tw 

Start 239 

GI none 

Exons 239. .307, 240. .308, 247. .330, 
6431.. 6667, 6432.. 6656, 6434.. 



predicted gene.; hypothetical 



Seq. ID OJ990618_05.0120.C6 
Strand 

4210 
GENSCAN 
4210 
.82 



End 

Method 
End 
Score 
4210 



Seq. ID OJ990618_05.0120.C6 
Strand 

End 9997 

Method TBLASTX : Wheat 

End 6667 

Score 98 

308. .544, 309. .551, 309. .551, 
6667 



Seq. No. 32643 

Gene No. - . . 67709 ... ,■ 

Start . " .5434.:... 

Name OJ990618_05 . 0120 . C6 . o2 . tm 

Start *240 
GI none 

Exons ' 240. .308, 242. .310, 306. .437, 

6777. . 6881 



•Seq. ID OJ990618_05.0120.C6 

Strand - . . 

End ■ 99.97 ' 

Method TBLASTX: Maize 

End 6881 

Score 88 

308. . 424, 6455. .6880, 6468. .6734, 



Seq. No. 32643 

Gene No. 67709 

Start 5434 

Name OJ990 618_05 . 0120 . C6 . o3 . ts 

Start 300 

GI none 

Exons 300. .380, 6515. .6760 

Seq.. No. 32643 

Gene No. 67709 

Start 5434 

.Name... OJ990618_05 . 0120.. C6 . o2 . tw .... 

Start 579 
GI ■ ' none 

Exons' 579.. 935, 7 61 . . 937, *768 . . 950, 

Seq. No. 32643 

Gene No. 67709 

'Start 5434 

Name OJ990618_05 . 0120 . C6 ; . o2 . ts 

Start 936 

GI none 

Exons 936.. 1172, 937.. 1173 

Seq. No. 32643 

Gene No. 67709 

Start 5434 

Name OJ990618 05 . 0120 . C6 . o3 . tm 



Seq. ID OJ990618_05.0120.C6 
Strand 

End 9997 

Method TBLASTX : Soybean 

End 6760 

Score 87 



Seq. ID OJ990618_05.0120.C6 
Strand 

End 9997 

Method TBLASTX: Wheat . , 

End 1125 

Score ■ 335 

936.'. 1121,' '93'7. . Ii25 

Seq. ID OJ990618_05.0120.C6 
Strand 

End 9997 

Method TBLASTX : Soybean 

End 117 3 

Score 284 



. J- w>» ^ V W -L KJ U>J . U1£.U . L-U 

Strand - ~ 
End 

Method 



9997 

TBLASTX: Maize 



32773 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



971 End 6431 

none Score 98 

971. .1156, 972. .1259, 973. .1263, 6309. .6431, 6313. .6429 



32643 
67709 
5434 

OJ990618_05.0120.C6.ol.tw 

1132 

none 

1132. .1758, 1134. .1637, 5815. 
6160.. 6429, 6165.. 6431 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618_05.0120.C6 
9997 

TBLASTX: Wheat 

6431 

704 



,6162, 5816. .6160, 6147. .6251, 



Seq. No. 


32643 










Seq. 


ID OJ990618 05. 0120. C6 


Gene No. 


67709 










Strand 




Start 


5434 










- End 


9997 




Name 


OJ990 


618_05. 


0120 


C6.ol. 


tm 


Method TBLASTX: Maize 




Start 


1311 










End 


6260 




GI 


none 










Score 


76 




Exons 


1311. 


.1442, 


1311 


.1466, 


1312. 


.1473, 


1470. .1631, 1471. 


.1896, 




1591. 


.1875, 


1698 


.1895, 


5662. 


.6102, 


5663.. 6103, 5675. 


. 6103, 




6042. 


.6107, 


610.0 


.6162, 


6107. 


.614 2, 


6157. .6252, .6160. 


. 6252, 




■ 6165. 


.6260, 


6171 


.6254. 











Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



32643 
67709 
5434 

OJ990618_05.0120.C6.o6.tw 

1758 

none 



Seq. ID OJ990618_05.0120.C6 
Strand 
End 

Method 
End 
Score 



9997 

TBLASTX: Wheat 

5815 

316 



1758. .2039, 1759. .2091, 5482. .5814, 5600. .5815 



Seq. No. 32643 

Gene No. 67709 

Start 5434 

Name OJ990618_05 . 0120 . C6 . o3 . gs 

Start 5434 

GI . none 

Exons 5434.. 6275, 6385 
8852. .8981, 9097 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618_05.0120.C6 

9997 
GENSCAN 
9903 
.74 



7090, 7124. .7890, 8052. .8160, 8268. .8701, 
9209, 9230.. 9326, 9763.. 9903 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32643 
67709 
5434 

OJ990618_05. 0120.C6.o3.np 
5437 
4680179 
5437. .9326 . 

(AF1117Q9) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990618_05 . 0120 . C6 
Strand 

End '9997 

Method AAT/NAP 

End 9326 

Score 5499 



32643 Seq. ID 

67709 Strand 

5434 End 

OJ990618_05. 0120.C6.o4 . tw Method 

6668 End 

none Score 

6668. .7069, 6669. .7037, 6776. .7069 



OJ990618_05.0120.C6 
9997 

TBLASTX : Wheat 

7069 

260 



32774 



Seq. No. 


32643 








Seq. ID 


OJ990618_05.0120 


.C6 


bene wo . 


d / / uy 








Strand 






btart 


DH 04 








End 


9997 




Name 


Pi TQQH£1 Q nt; 


n 1 on 
U iZU 


P £ /~N 1 


4- c» 

cs 


Method 


TBLASTX: Soybean 




otarc 


O / OZ 








End 


7177 




PT 


none 








Score 


149 




Exons 


£7 o 0 7141 

0 / O Z . . / 141, 


£7 fi ^ 


7 m7 

. /Uj / , 


£Q1 1 

o y 1 1 . 


.7141, 7133. .7177, 7145. .7177 


Seq. No. 


32643 








oeq . iu 


nTQQpi£iR m on 
ujyyuoio ud.uizu 


P£ 
. bD 


Gene No . 


£7 7 H Q 
0 / / U y 








Strand 






C4- yf 


^ /l "3 
D 4 j 4 








End 


9997 




Name 


Pi TQQfl Q fl c, 


Hi on 
U 1 Z U 


P£ 

bO . Oj . 


4-m 

cm 


Method 


TBLASTX: Maize 




C)- i yf 


oo y / 








End 


7063 




p t 


none 








Score 


120 




Exons 


£Q Q7 7 fl CiQ 
DO y / . . / UDo, 


£ Q QQ 

Doyo . 


7 n c; q 
. / uoy / 


£ QH 0 

oyuz . 


.7063 






Seq. No. 


32643 








oeq . iu 


PiTQQn£iQ nt; m on 
uj yyuoio uo.uxzu 


P£ 
. b 0 


bene wo . 


£7 7 n Q 
D / / U y 








Strand 






o care 


c; A ^ A 
0 4 04 








End 


9997 




Name 


Pi TQ QH £ 1 Q HQ 


m on 


bO . 04 . 


4-m 

cm 


Method 


TBLASTX: Maize • 




btart 


/ U t>4 








End- 


7531 




bi 


none 








Score ' 


103 ' 




Exons 


/ U o4 . . /OjI, 


7 Pi Q7 

/uy / . 


1 A A A 
. / 4 4 4 










Seq. No. 


32643 








oeq. iu 


ptqqpi£iq n r mon 

ujyyuoio uo.uxzu 


n £ 
. bo 


bene wo. 


£7 7 0. Q 

o / / u y 








Strand 






o car l 










End 


9997 




Name 


Pi TQ Q fi C 1 Q H R 


rn on 
U IZU . 


P £ ^ "3 
bO . Oj . 


cw 


Method 


TBLASTX: Wheat 




O J- 4- 

btart 


7 191 
/ 1 Z 1 








End 


7600 




P T 
b± 


none 








Score 


205 




Exons 


7101 7 £ n n 
/ 1Z1 . . / OUU , 


7 1 07 
/ ±Z / . 


1 A Q Q 

. / 4 o y , 


7 1 £1 


.7496 






Seq. No. 


32643 








Seq. ID 


OJ990618_05.0120 


p£ 

. bo 


Gene No . 


£7 7 n Q 

d / / uy 








Strand 








R yl *5 /I 
3 4 O 4 








End 


9997 




Name 


Pi TQQH £1 Q H c; 

uj yyuoio uo. 


ni on 
U1ZU . 


P£ /I 

bo . 04 . 


4- f 

CS 


Method 


TBLASTX : Soybean 




ocarc 


7 o c; n 
/ z o u 








End- 


7564 




P T 


none 








Score 


60 




H 1 V T*\ f 4 * 

HiXons 


Tocn 7 c: £/l 
/ Z 3 U . . / 3 o4 , 


7 0^1 
/ Z 3 1 . 


H A A Q 

. / 4 4 o 










Seq. No. 


32643 








Seq. ID 


OJ990618_05.6l20 


.C6 


bene wo . 


£7 7 no 
o i / uy 






T 


Strand 






OCdi c 


R /I "5 A ' 
3 4 3 4 








End 


9997 




Name 


u j yyuoio uo. 


U 1Z U . 


bo . Ob . 


4- T T 

cw 


Method 


TBLASTX: Wheat 




otdl C 


7 7 £ 1. 
/ / Dj 








End 


8179 




P T i 
b 1 ' 


none 








Score 


100 




Exons 


7 7 £ "3 7 Q 0 / 
f / Dj. . / yZ 4 , 


/ / b4 . 


7 Q 1 Q 

. / y i y , 


7 QQ R 

/ y o 3 . 


.8179, 8031. .8162 




*t 

Seq. No. 


32643 








Seq. ID 


OJ990618_05.0120 


.C6 


Gene No. 


67709 








Strand 






Start 


5434 








End 


9997 . 




Name 


OJ990618 05. 


0120. 


C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


8457 








End 


8822 




GI 


none 








Score 


37 




Exons 


8457. .8537, 


8458. 


.8484, 


8523. 


.8822, 8611. .8817 





32775 



Seq. No. 


32643 






Seq. ID 


OJ990618 05.0120 


.C6 


Gene Nq.- 


67709 






Strand 


- 




Start 


54 34 






End 


9997 




Name 


OJ990618 05 


. 0120 . C6 . 06 . 


tm 


Method 


TBLASTX : Maize 




Start 


8523 






End 


8819 




GI 


none 






Score 


89 




Exons 


8523 . . 8 8 19, 


8o32 . . 8802 










Seq. No. 


32643 






Seq. ID 


OJ990618_05.0120 


.C6 


Gene No. 


67709 






Strand 






Start 


C A *3 /I 

54 o4 






End 


999 / 




Name 


OJ990618 05 


. 0120 . Co . o9 . 


tw 


Method 


TBLASTX : wheat 




Start 


884 5 






End 


9074 




GI 


none 






Score 


/ 8 




Exons 


884 5. . 894 o, 


8848. . 9033 , 


o o c c 
885o . 


.90/4 






Seq. No. 


32 64 3 






Seq. ID 


OJ990ol8 05.0120 


. Co 


belle LNU . 


677DQ 






Strand 






Start 


5434 






End 


9997 




Name 


OJ990618 05 


.0120.C6.o4. 


np 


Method 


AAT/NAP 




Start 


9587 






End 


9997 




GI 


5042448 






Score 


577 . . 




Exons 


9587. .9873, 


9904. .9997 










GI Descrip. 


(AC007789) ] 


putative ORFO protein of RIRE8B gypsy-type 





retrotfansposon [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32644 
67710 
5326 

OJ990618_05. 0120.C7 .o2 .np 



Seq. ID OJ990618_05.0120.C7 

Strand + 

End 8376 

Method AAT/NAP 

End 8169 

Score 185 



5326 
4539658 
5326.. 5659, 8108.. 8169 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor ] 



Seq. No. 32644 Seq. ID OJ990618_05 . 0120 . C7 

Gene No. 67710 : . Strand + 

Start 5326 End 8376. 

Name OJ990618_05 . 0120 . C7 . o3 . np Method AAT/NAP 

Start . 5332 .. . „ End. . 8376 

GI ' 4539658 Score 191 

Exons ■ ^ 5332. .5719,., .8352. .8376 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 32644 Seq. ID 

Gene No. 67710 Strand 

Start 5326 End 

Name OJ990618_05 . 0120 . C7 . o2 . gp Method 

Start 7693 End 

GI. LIB3433^026-P1-K1-C1 Score 

Exons 7693.-7882 

GI Descrip. 1 58521 7Q /emb ! ALU72 65 . 1 | OST17804 1.0c-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990618JD5.0120.C7 
+ 

8376 
AAT/GAP 
7882 
246 



Seq. No. 32644 Seq. ID OJ990618_05 . 0120 . C7 

32776 



# 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



67711 Strand + 

9665 End 10289 

OJ990618_05.0120.C7.o5.np Method AAT/NAP 

9665 End 10289 

6721559 Score 580 
9665. .10127, 10158. .10289 

(AP001073) hypothetical protein [Oryza sativa] 

gi 1-6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



,np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618 05. 0120. C7 



32644 
67712 
1 

OJ990618__05.0120.C7.ol, 
1 

5042448 
1..173 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



4458 
AAT/NAP 
173 
272 



beq. no. 


32644 


Seq. ID 


OJ990618_05.0120.C7 


Gene No . 


67712 


-. Strand 




o tar z. 


1 ' 


'End'- 


4458 " . '.. . 


Name 


OJ990618 05.0120.C7.ol.gs' 


Method 


GENSCAN 


Start 


48 


End 


4458 


GI 


none 


Score 


.4 6- 


Exons 


48... 239, 2105.. 2220, 2745.. 


3090, 3223. 


..3348, 4438. .4458 


Seq. No. 


32644 


Seq. ID 


OJ990618_05.0120.C7 


Gene No. 


67713 


Strand 




Start 


6023 


End 


15999 


Name 


OJ990618 05.0120.C7.o2.gs 


Method 


GENSCAN 


Start 


6023 


End 


15888 


GI 


none 


Score 


.45 


Exons 


6023. .6273, 7382. .7468, 9102. .9407, 9453. .9518, 9611. .9647, 




10139. . 10193, 11359. .11398, 


12692. .12778, 134 67 13538 , 




14834. ..15092, 15184. .15888 






Seq. No. 


32644 


Seq. ID 


OJ990618_05.0120.C7 


Gene No. 


67713 


Strand 




Start 


602.3 


End . 


15999 


Name 


OJ990618 05.0120.C7.o4.np 


Method 


AAT/NAP 


Start ' 


6160 


' End ' . 


■ 8222 . * 


GI 


6721561 " ■ " 


Score 


* 88' 


Exons 


6160.. 6181, 8116.. 8222 " 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gil 68150861 dbj IBAA90372.1 | 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetica. 




protein [Oryza sativa] 







Seq. No. 32644 Seq. ID OJ990618_05 . 0120 . C7 

Gene No. 67713 Strand 

Start 6023 End 15999 

Name OJ990618_05 . 0120 . C7 . 06 . np Method AAT/NAP 

Start 14822 End 15999 

GI 6017938 Score 438 



32777 



Exons 14822. .15999 

GI Descrip. (AF181456) dehydrin; DHN6 [Hordeum vulgare] 



Seq. No. 32644 
Gene No. 67714 
Start 18194 

Name * OJ990618_05 . 0120 . C7 . ol . tm 

Start 5235 ■ ^ ■ 

GI none 

Exons 5235.. 5357, 5236.. 5355, 5237. 

5353.-5469, 5705. .5782, 5705. 
5782. .5865, 5784. .5873 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5359, 
.5785, 



OJ990618 05. 0120. C7 



21520 

TBLASTX: Maize 
5873 
110 

5249. .5365, 5350. .5469, 
5706. .5810, 5775. .5873, 



Seq. No. 


32644 




Seq. ID 


OJ990618_ 


05. 0120. C7 


Gene No. 


67714 




Strand 






Start 


18194 




End 


21520 




Name 


OJ990618 05. 0120. C7 


.o3 . gs 


Method 


GENSCAN 




Start 


18194 




End 


20820 




GI 


none 




Score 


.47 




Exons 


18194. .18369, 18597 


. . 18639, 


20602. .20820 




Seq. No. 


32644 




Seq. ID 


OJ-990618_ 


05. 0120. C7 


Gene No. -.. 


67714' ........ 




. Strand 






Start 


18194" 




' End 


21520 




Name 


OJ990618 05. 0120. C7 


. o7 . np 


Method 


AAT/NAP 




Start 


20641 




End 


21520 




GI 


6815097 




Score 


413 




Exons 


20641. .21520 










GI Descrip. 


(AP001081) Similar 


to putative copia polyprotein 


(AC006248 



[Oryza sativa] 



Seq. No. 


32645 


Seq. ID 


OJ990618 


Gene No. 


67715 


Strand 


+ 


Start 


2968 


End 


4410 


Name 


OJ990618 05.0120.C8.ol.gs 


Method 


GENSCAN 


Start 


2968 


End 


3860 


GI 


none 


Score 


.76 


Exons 


2968. .3168, 3696. .3860 






Seq. No. 


32645 


Seq. ID 


OJ990618 


Gene No. 


.67715 


Strand 


+ 


Start 


2968 


End 


4410 


Name 


OJ990618 05.0l20.C8.ol.np 


Method " 


AAT/NAP 


Start 


3 6'75 


End- 


4 410 


GI 


6063557 


Score 


388 


Exons 


3675. .3856, 4105. .4410 






GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


Seq. No. 


32646 


Seq. ID 


OJ990618 


Gene No. 


67716 


Strand' 


+ 


Start 


1 


End 


4069 


Name 


OJ990618 05.0120.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4069 


GI 


3080389 


Score 


60 


Exons 


1..180, 743. .831, 1231. .1284, 


4032. .4069 


GI Descrip. 


(AL022603) putative membrane 


associated protein 



thaliana] 



32778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 
Start 
Name " 
Start 
GI 

Exons 



32646 
67716 
1 

OJ990618_05.0120.C9.ol.gp 
662 

4811_1.R1084 
662.. 831, 1962.. 234?' 
1 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ990618_05.0120.C9 

Strand + 

End 4069 

Method AAT/GAP 

End 2349 

Score 983 



32646 
67717 
304 

OJ990618_05.0120.C9.o2.np 
304 

6721547 
304. .339, 3965. .4108 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990618_05.0120.C9 
Strand 

End 4108 

Method AAT/NAP 

End 4108 

Score 85 



32646 

67718 ■ , 

-6647 . . ... ; . 

OJ990618_05.0120.C9.o2.gs 
6647 
none 



Seq. ID OJ990618_05.0120.C9 

Strand •- 

End. . . 7726 . , . 

Method . GENSCAN ■ 

End * 7726 

Score .76 



6647. .6781, 7357. .7535, 7636. .7726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32647 
67719 
343 

OJ990618_05. 0120. C10. ol.gs 

343 

none 



Seq. ID OJ990618_05. 0120. C10 

Strand + 

End 1225 

Method GENSCAN 

End 1225 

Score .72 



343. .625, 640. .741, 1011. .1095, 1208. .1225 



32648 
67720 
1246'' 

OJ990618_05. 0120. Cll. ol.gs 

1246 ... 
none 



Seq. ID OJ990618_05. 0120. Cll 

Strand + ■ 

End 5257 

Method GENSCAN 

End . 5257 

Score ' .59 



1246. .1383, ' 2322. .2413, 2764. .3090, 3323. . 3347, ' 4769.. 4886, 
5130. .5257 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



32648 
67721 ■ 
2945 

OJ990618_05. 0120. Cll. ol.np 
2945 
6721512 
2945.. 3038, 4926.. 5038 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990618_05. 0120. Cll 
Strand 

End 5038 

Method AAT/NAP 

End 5038 

Score 115 



32649 
67722 
221 



Seq. ID OJ990618_05.0120.C12 
Strand + 
End 1865 



32779 



Name OJ990618_05 . 0120 . C12 . ol . gs 

Start 221 

GI none 

Exons 221.. 326, 1810.. 1865 

Seq. No. 32649 

Gene No. 67723 

Start 2646 

Name OJ990618_05 . 0120 . C12 . ol . np 

Start 2646 

GI 4680179 

Exons 2646.. 7147 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 32649 

Gene No. 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . 08 . tw 

Start 2865 

GI none 

Exons 2865.. 3125, 2877.. 3050, 2888. 



Method GENSCAN 
End 1865 
Score .96 



Seq. ID OJ990618_05.0120.C12 

Strand + 

End 7147 

Method AAT/NAP 

End 7147 

Score 4636 

sativa subsp.' indica] 

Seq. ID OJ990618_05.0120.C12 
Strand 

End ■ 8178 

Method TBLASTX : Wheat 

End 3125 

Score 192 
.3097 



.Seq. ,No.. • 32649.. • 

Gene 'No. " 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . o7 . tw 

Start 3761 

GI none 

Exons 3761.. 3982, 3811.. 3927, 3995. 



.Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX : Wheat 

End 4159 

Score 160 
.4159, 4012. .4122 



Seq. No. 32649 

Gene No. 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . o4 . tw 

Start 4309 

GI none 

Exons 4309. .4749, 4310. .4792, 4346. 



Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX : Wheat 

End 4 7 92 

Score 535 
,4789 



Seq. No. 32649 
Gene No. ' 67724 

Start . 7798 

Name OJ990618_05 . 0120 . C12 . o4 . tm 

'Start 4379 

GI none ' 

Exons 4379. .4846, 4 4 51 .. 4 633, 4 688 . 

Seq. No. 32649 

Gene No. 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . ol . ts 

Start 4733 

GI none 

Exons 4733.-4765, 4763. .4843, 4769.. 



Seq. ID OJ990618_05.0120.C12 
Strand 

8178 ... 
TBLASTX: Maize 
4846 
357 ' 



End. 
Method 
End '■ 
Score 
.4813 



Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX : Soybean 

End 5128 

Score 55 

5128, 4873. .5127 



Seq. No. 
Gene No. 
Start 



32649 
67724 
7798 



Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 



32780 



Name OJ990618_05 . 0120 . C12 . o5 . tw 

Start 4841 

GI none 

Exons 4841.. 5143, 4859.. 4948, 4873;; 

Seq. No. 32649 

Gene No. 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . o5 .-tm 

Start 4847 

GI none 

Exons 4847.. 5008, 4873.. 5010 



Method 
End 
Score 
.5142 



TBLASTX: Wheat 

5143 

387 



Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX : Mai ze 

End 5010 

Score 196 



Seq. No. 32649 

Gene No. 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . o2 . tm 

Start 5014 

GI none 

Exons 5014.. 5472, 5015.. 5455 



Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX : Maize 

End 5472 

Score 459 



-Seq.; No. - . 32649. 
Gene No. , 67724 . 

Start ' 7798 

Name OJ990618_05 . 0120 . C12 . o2 . tw 

Start 5144 

GI none 

Exons 5144.. 5647, 5149.. 5646 

Seq. No. 32649 

Gene No. 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . o3 . ts 

Start 5153 

GI none 

Exons ■ 5153.. 5395, 5155.. 5280, 5192, 



Seq. ID OJ99.0618_05.0120,C12 
Strand 

End 8178 ■ 

Method TBLASTX : Wheat 

End 5647 

Score 622 



Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX : Soybean 

End 5395 

Score 214 



,5353, 5356. .5394 



Seq. No. 32649 
Gene No. 67724 
Start 7798 

Name . OJ990618_05 . 0120 . C12 . o3 . tw . 
Start % ' 5648 

GI " 'none ' 

Exons 5648. '.6136, 5752. .6132, 5979. 



Seq. ID ■ OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX : Wheat 

End 6137' 

. Score . 584 
.6137 



Seq. No. 32649 

Gene No. 67724 

Start 7798 

Name OJ990618_05 . 0120 . C12 . o2 . ts 

Start 5924 

GI none 

Exons 5924.. 6184, 5956.. 6183 



Seq. ID OJ990618_05.0120.C12 
Strand 

End 8178 

Method TBLASTX-:. Soybean 

End 6184 

Score 272 



Seq. No. 32649- 

Gene No. 67724 

Start 7798 

Name OJ990618 05 . 0120 . C12 . o3 . tm 



Seq = ID OJ990618 05.0120.C12 

Strand - ~~ 

End 8178 

Method TBLASTX : Maize 



32781 




Start 


5982 






End 


6274 






GI 


none 






Score 


98 






Exons 


5982 . .6269, 5983 


. . 6270, 


C C\ O A 

598 4. 


. 6274 








Seq. No. 


32649 






Seq. ID 


OJ990618 


_05.0120 


.C12 


Gene No. 


67724 






Strand 


- 






Start 


i i no 
f 1 98 






End 


8178 






Name 


0Jyy(jDi8 05.0120 


. C12 . ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


614 6 






End 


6769 






GI 


none 






Score 


681 






Exons 


6146 . .6769, 6148 


. . 6648, 


f *"> C\ d 

62 96. 


f t r n 

. 67 69 








Seq. No. 


3264 9 






Seq. ID 


OJ990618 


_05.0120 


.C12 


Gene No. 


67724 






Strand 








Start 


7798 






End 


8178 






Name 


OJy9Ubl8 05.0120 


. C12 . ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


r *3 o r 

6326 






End 


6918 






GI 


none 






Score 


209 






Exons 


632 6 . . 6484 , 6330 


. . 6488 , 


6331 . 


.64 77, 64 


82 . . 6910, 


6484. .6645, 




6602 . . 6910, 6661 


. . 6918 












Seq. No.. 


32649 ... - ■_ 






Seq.- ID 


OJ990618 


_05...0120 


. .CI 2 


Gene No.- 


67724-. 






Strand 








Start 


*7 "7 n o 

7798 






End 


8178 






Name " 


OJ990618 05.0120 


.C12 . 06 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


6769 






End 


7102 






GI 


none 






Score 


305 






Exons 


6769 . . 7038, 6770 


. 7102 












Seq. No. 


32649 






Seq. ID 


OJ990618 


J)5.0120 


.C12 


Gene No. 


67724 






Strand 








Start 


T T O O 

/ /98 






End 


8178 






Name 


OJ990618 05.0120 


C12 . o3 


. gs 


Method 


GENSCAN 






Start 


77 98 






End ■ 


8178 






bl 


none 






Score 


. 99 






Exons 


7798 . .8178 














Seq. No. 


32650 






Seq. ID 


OJ990618 


_05.0120 


.C13 


Gene No. 


67725 






Strand 


+ 






Start 


2077 






End 


7163 






Name 


OJ990618 05.0120. 


C13.o3 


.np 


Method 


AAT/NAP 






Start 


2077 






'End 


7163 " 






GI 


46801-8 6* 






Score , 


373 






Exons 


' 2077. .2144,. 6078. 


.6124, 


6963*. 


.7163 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


32650 






Seq. ID 


OJ990618 


_05.0120. 


C13 


Gene No. 


67726 






Strand 








Start 


289 






End 


4806 






Name 


OJ990618 05.0120. 


C13.ol 


.np 


Method 


AAT/NAP 






Start 


289 




End 


4806 






GI 


4680179 






Score 


5312 






Exons 


289. .3690, 3724.. 


4806 












GI Descrip. 


(AF1117 09) polyprotein 


L — j „ w 


sativa si 


iKc»n -I t-v /-J 






Seq. No. 


32650 






Seq. ID 


OJ990618_ 


j05.0120. 


C13 


Gene No . 


67727 






Strand 









32782 




Start 6715 End 7096 

Name OJ990618_05 . 0120 . C13 . ol . gp Method AAT/GAP 

Start 6715 End 7096 

GI uC-osflcyp033a04bl Score 671 

Exons 6715.. 7096 



GI Descrip. V6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


32650 




Seq. ID 


OJ990618_05.0120 


.C13 


Gene No. 


67728 




Strand 






O t cLL L 


7 




£jna 


Q1 CO 

o 1 OZ 




Name 


UJ ^ ^UDIO UD.UlZU.tlj.OD, 


. tw 


Method 


i dLiAo 1a : wneat 




Olait 


^ 4 *~~ 
J Jrl 






a £ n 

DO / 




C T 


none 




Score 


1^/1 
1-34 




jjxons 


"3 "3 /I £££ ££7 
JJfi. . ODD, J^O . . DD / 










Seq. No. 


32650 




Seq. ID 


OJ990618_05.0120 


.C13 


Gene No. 


67728 




Strand 






ot art 


~7 ^0 A 
1 jZ H 




End 


8152 




Name 


ujyyubio Do . u izu . ci o . oi . 


, tm 


Method 


TBLASTX: Maize 




otart 


014 




End 


1112 




H T 


. none 




Score . 


163 •• - . , • . 




-.Exons 


ci yi Q*7fs c^n Q "7 1 QRc; 
O 1 4 . . O / U.,. J oy.. . O /■!, . OJJ. 




856. .951, 


951. ,1112, .958.. 


. 11U4- 


Seq. No. 


- ' 32650 




Seq. ID 


OJ990618_05.0120 


.C13 


Gene No. 


67728 




Strand 






otdrt 


/ DZ 4 




End 


8152 




Name 


ujyyuoio uo. uizu.Lio.oi. 


, tw 


Method 


TBLASTX: Wheat 




ot art 


£ £7 




End 


1292 






none 




Score 


62 




Exons 


££7 Q7f| (Tin 7QO ITQ 


. 0 OD/ 


855. .1292, 856. .1236 




Seq. No. 


32650 




Seq. ID 


OJ990618_05.0120, 


.C13 


Gene No. 


67728 




Strand 






C 4- -a v-+- 






End 


8152 




Name 


ujyyuoio uo.uizu.uio.o^i. 


tm 


Method 


TBLASTX: Maize 




o tail 


1 1 D 1 




End 


1453 






none 




Score 


200 




Exons 


11D1 . . 14 01, HDD . . 14jZ, 


1 o a c. 
1Z DO . 


.1453 






Seq. No. 


32650 




Seq. ID 


OJ990618_05, 0120. 


.C13 


Gene No. 


67728 




Strand 






St^rt 


" 7524 




End 


8.152 




Name 


OJ990618 05.0120.C13.o2. 


ts * 


Method 


TBLASTX : Soybean ' 




Start 


1250 




End 


1506 




GI 


none 




Score 


117 




Exons 


1250. .1432, 1251. .1454, 


1251. 


.1505, 1252. .1506 




Seq. No. 


32650 


j 


Seq. ID 


OJ990618_05.0120. 


,C13 


Gene No. 


67728 




Strand 






Start 


7524 




End 


8152 




Name 


OJ990618 05.0120.C13.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1299 




End 


1862 




GI 


none 




Score 


319 




Exons 


1299. . 1862, 1300. . 1791 










Seq. No. 


32650 




Seq. ID 


OJ990618_05.0120. 


C13 



32783 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67728 
7524 

OJ990618_05. 

1857 

none 

1857. .2219, 

32650 
67728 
7524 

OJ990618_05. 

1866 

none 

1866. .2228, 

32650 
67728 
7524 

OJ990618_05. 

2040 

none 

2Q40.. .2285, 

32650~ 

67728 

7524 

OJ990618_05. 

2256 

none 

2256. .2570, 
2602. .2748 



0120.C13.o2.tm 



1866. .2219, 1870. 



0120.C13.o3. tw 



1866. .2288, 1870. 



0120.C13.o3. ts 



2041. .2268 



Strand 
End 

Method 
End 
Score 
.2220 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2262 

Seq. ID 

Strand 

End 

Method 

End 

Score 



8152 

TBLASTX: Maize 

2220 

161 



OJ990618_05.0120.C13 
8152 

TBLASTX: Wheat 

2288 

218 



OJ990618_05.0120.C13 
8152 

TBLASTX : Soybean 

2285 

86 



Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152 

Method TBLASTX : Maize 

End 2756 

Score 50 

2299. .2349, 2372. .2428, 2377. .2505, 2577. .2756, 



0120.C13.o3. tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq... .No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32650 
67728 
7524 

OJ990618_05. 

2290 

none 

2290. .2592, 

326.50 
67728 
7524 

OJ990618J)5. 

2307 

none 

2307. .2579, 
2670. .2702, 

32650 
67728 
7524 

OJ990618_05. 

2643 

none 

2643. .2969, 
3076. .3126 



0120.C13.o5.tw 



2292. .2594, 2486. 



0120.C13.ol.ts 



2307. .2666, 2308. 
2671. .2700 



0120.C13.o4 . tw 



Seq. ID OJ990618_05.0120.C13 
Strand 

8152 

TBLASTX: Wheat 
2594 
306 



End 

Method 
End 
Score 
.2593 



Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152' 

Method ' TBLASTX: Soybean 

End 2702 

Score 117 

.2598, 2629.-2664, 2633. .2665, 



Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152 

Method TBLASTX : Wheat 

F.nH 3130 

Score 156 



2686. .2940, 2709. .2996, 2945. .3130, 2953. .3021, 



32784 



# 



Seq. No. 32650 

Gene No. 67728 

Start 7524 

Name OJ990618_05 . 0120 . C13 . o5 . tm 

Start 2824 

GI none 

Exons 2824.. 2949, 2826.. 2969, 2959. 

Seq. No. 32650 

Gene No. 67728 

Start 7524 

Name OJ990618_05 . 0120 . C13 . 08 . tw 

Start 3295 

GI none 

Exons 3295.. 3408, 3296.. 3409, 3436. 

Seq. No. 32650 

Gene No. 67728 

Start 7524 

Name OJ990618_05 . 0120 . C13 . o7 . tw 

Start - - 3979 

GI , .. none. 

Exons -3979.. 4329, 4136.. 4330 



Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152 

Method TBLASTX : Maize 

End 3115 

Score 87 
.3114, 2960. .3115 

Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152 

Method TBLASTX : Wheat 

End 3664 

Score 75 
.3663, 3455.. 3664 

Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152 

Method TBLASTX : Wheat 

■End- 4 330 . - . • . 
Score . 109 



Seq. No. 32650 

Gene No. 67728 

Start 7524 

Name OJ990618_05 . 0120 . C13 . 06 . tm 

Start 4024 

GI none 

Exons 4024.. 4329, 4223.. 4315 



Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152 

Method TBLASTX : Maize 

End 4 329 

Score 75 



Seq. No. 32650 

Gene No. 67728 

Start 7524 

Name OJ990618_05 . 0120 . C13 . o9 . tw 

Start 4366 

GI none 

Exons 4366.. 4563, 4367.. 4561, 4576. 

Seq. No. 32650 
Gene No. . 67728 
"Start ' '7524 ' 

Name OJ990618_05 . 0120 . C13 . o2 . gs 

Start 7524 

GI none 

Exons 7524.. 7609, 7894.. 7963, 7985. 



Seq. ID OJ990618_05.0120.C13 
Strand 

End 8152 

Method TBLASTX : Wheat 

End 4 623 

Score 113 
.4623 

Seq. ID OJ990618_05.0120.C13" 
Strand 

End * 8152' 

Method GENSCAN 
End ' 8152 

Score .58 
.8152 



Seq. No. 32651 

Gene No. 67729 

Start 109 

Name OJ990618_05 . 0120 . CI 4 . ol . gs 

Start 109 

GI none 

Exons 109.. 867 



Seq. ID OJ990618_05.0120.C14 

Strand + 

End 881 

Method GENSCAN 



Score 



.42 



32785 




Seq. No. 


32 651 


Seq. ID 


OJ990618 05.0120.C14 


Gene No. 


67729 


Strand 


+ 




Start 


109 


End 


881 




Name 


OJ990618 05.0120.C14 .ol.np 


Method 


AAT/NAP 




Start 


445 


End 


881 




C T 

bl 


4680185 


Score 


485 




Exons 


445. .881 








GI Descrip . 


(AF111709) unknown [Oryza sativa subsp 


. indica 




beq . jno . 


32651 


Seq. ID 


OJ99061* 


5 UD . UlzU . C14 




67730 


Strand 






Start 


119 


End 


1267 




Name 


OJ990618 05.0120.C14 .o2.np 


Method 


AAT/NAP 




Of 3 v>f 


119 


End 


1267 




bl 


6523547 


Score 


317 




Exons 


119. .177, 325. .1267 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


32652 


Seq. ID 


OJ99061* 


i_05.0120.C15 


Gene No. 


67731 


Strand 


+ 




btart - • ■ 


1236 . ....... ■ 


■ End. - . . 


4 784 




Name 


OJ990618- 05. 0120.C15.ol.gs 


. Method 


GEN SCAN 




Start 


1236 


End 


4766 




bl 


none 


Score 


.72 




Exons 


1236.. 1697, 1776.. 2405, 2520 


. .3341, 3726. .4766 




O _ —i XT — . 

beq . No . 


32652 


Seq. ID 


OJ99061E 


i_05. 0120.C15 


bene No . 


67731 


Strand 


+ 




Start 


1236 


End 


4784 




Name 


OJ990618 05.0120.C15.o2.np 


Method 


AAT/NAP 




Of -J -K.4- 

b tzar t 


1236 


End 


4784 






4680203 


Score 


1666 




Exons 


1236. .1482, 1549. .1731, 1758 


..2151, 21$ 


35. .3096, 


3256. . 3482, 




3813. .4784 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




beq . no . 


32652 


Seq. ID 


-OJ990618 


_05.0120.C15 


Gene No. 


67731 


Strand 


+ 




Start 


1236 


End 


4784 




Name 


OJ990618 05. 0120. C15. ol.np _ 


Method 


AAT/NAP, 




btart 


1238 


End 


1667 




bl 


5852182" 


Score 


87 




Exons 


i23S.'.147'0, 1561.. 1667 








GI Descrip . 


(AL117265) zhb0012.1 [Oryza sativa] 






beq. No. 


32652 


Seq. ID 


OJ990618 


_05.0120.C15 


Gene No. 


67732 


Strand 






Start 


5360 


End 


5588 




Name 


OJ990618 05.0120.C15.o2.tw 


Method 


TBLASTX: 


Wheat 


otart 


1830 


End 


2444 




GI 


none 


Score 


194 




Exons 


1830. .2129, 1949. .2080, 2199 


. .2318, 2223. .2324, 


2316. .2444, 




2316. .2426 








Seq. No. 


32652 


Seq. ID 


OJ990618 


_05.0120.C15 


Gene No. 


67732 


Strand 







32786 




Start 


5360 








End 


5588 


Name 


OJ990618 05 


. 0120 


. C15 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1850 








End 


2138 


GI 


none 








Score 


276 


Exons 


ioca a a c a 


1851 


ai in 

. .2138 








Seq. No. 


32652 








Seq. ID 


OJ990618_05.0120.C15 


Gene No. 


67732 








Strand 




Start 


5360 








rp „ _i 
End 


c c 0 0 

5588 


Name 


OJ990618 05 


A T A A 

. 0120 


. C15 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


A 1 o o 

2193 








End 


2459 


GI 


none 








Score 


189 


Exons 


2193 . . 2459, 


AAA/" 

2226 


A / A O 

. .24 38 








Seq. No. 


32652 








Seq. ID 


OJ990618 05.0120.C15 


Gene No. 


67732 








Strand 


- 


Start 


o J6U 








End 


5588 


Name 


OJ990618 05 


0120 


. C15 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


2199 








End 


2540 


GI 


none 








Score 


280 


Exons 


A T A A i r / a 

2199. .2540, 


2201 


. . 234 4, 


2384 . 


. 2533 




Seq. No. ; 


. 326.52 








Seq.. ID 


' O.J990618 05. 0120-.. CIS. 


Gene No. 


67732 








Strand ' 


- • 


Start 


5360 








End 


5588 


Name 


OJ990618_05 . 


0120 


C15 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2299 








End 


,2513 


GI 


none 








Score 


84 


Exons 


2299 . . 2511, 


2304 


.2513, 


2315 . 


.2512 




Seq. No. 


32652 








Seq. ID 


OJ990618_05.0120.C15 


Gene No. 


67732 








Strand 




Start 


c ^ <ta 

5360 








End 


5588 


Name 


OJ990618 05. 


0120 


C15 . o3 


tw 


Method 


TBLASTX: Wheat 


Start 


24 54 








End 


2780 


GI 


none 








Score 


42 


Exons 


H A C. A A A O /" 

2454 . .2486, 


A A A A 

24 90. 


a c 0 0 

. 2588 , 


A A A A 

24 92 . 


.2581, 2634. .2729, 2742. .2780 


Seq. No. 


32652 








Seq. ID 


OJ990618_05.0120.C15 


Gene No. 


67732 








Strand 




Start 


5360. 








End 


5588 .... . 


Name . 




A 1 A A 

0120. 


C15 . ol , 


tm 


Method 


TBLASTX: Maize 


Start 


3347 








End 


3785 


GI 


none 








Score 


56 " 


Exons 


n 1 /I n O /l A A 

3347 . .3400, 


3348 . 


.3416, 


3416. 


.3643, 3417. .3659, 3423. .3659, 




3701 . . 3784 , 


3702 . 


. 3785 








Seq. No. 


32652 








Seq. ID 


OJ990618_05.0120.C15 


Gene No. 


67732 








Strand 




Start 


5360 








End 


5588 








n S nl 

A. *J . U _L . 


L W 


Method 


TBLASTX: Wheat 


Start 


3372 








End 


4628 


GI 


none 








Score 


234 


Exons 


337? 3659; 


3425 = 


s 3640,- 


3693 . 


.4142, 3707.. 3979, 4191.. 43 4 9, 




4202. .4333^ 


4337. 


. 4426^ 


4338. 


. 4427 ^ 4458. .4559^ 4566. .4628' 


Seq. No. 


32652 








Seq. ID 


OJ990618_05.0120.C15 



32787 



Gene No. 


67732 








Strand 


- 




Start 


5360 








End 


5588 




Name 


OJ990618 05 


. 0120. 


C15 . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3725 








End 


4142 




GI 


none 








Score 


316 




Exons 


3725 . . 397 9, 


3726 . 


.4142 










Seq. No. 


32652 








Seq. ID 


OJ990618 


__05.0120.C15 


Gene No. 


67732 








Strand 






Start 


C C A 

5360 








End 


5588 




Name 


OJ990618 05, 


. 0120 . 


C15 . o3 , 


. tm 


Method 


TBLASTX : 


Maize 


Start 


4035 








End 


4325 




GI 


none 








Score 


161 




Exons 




A A O T 

403 / . 


. 4204 , 


A O O A 


.4324, 4221. .4325 




Seq. No. 


32652 








Seq. ID 


OJ990618 


_05.0120.C15 


Gene No. 


67732 








Strand 






Start 


c o r a 








End 


5588 




Name 


OJ990618 05. 


. 0120 . 


C15 . o2 , 


.gs 


Method 


GENSCAN 




Start 


5360 








End 


5588 




GI 


none 








Score 


.72 




Exons 


r~ ~s r~ r\ r r n n 

• 5360 . .5588 














Seq. No. 


32653 








Seq. ID 


OJ990618 


_05 . 0120 .C16 


Gene No. 


67733 








Strand 


+ 




Start 


lUb 5 








End 


7895 




Name 


OJ990618 05, 


,0120. 


C16.ol. 


.gs 


Method 


GENSCAN 




Start 


1053 








End 


7895 




GI 


none 








Score 


.63 




Exons 


1053. .1289, 


1357. 


.1445, 


1554. 


.1599, 1734. .1818, 


2385. .2583, 




2599. .2695, 


3294. 


.3470, 


3525. 


.3758, 3844. .3916, 


5484. .5514, 




6896. . 6944, 


7701. 


.7895 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32653 
67734 
1 

OJ990618_05.0120.C16.ol. 
1 

LIB3477-003-P1-K1-E9 
1. .106 

, 24 9858 6/sp|Q4 0638 IMPOl 
S 1 PRECURSOR (ORY SI)" 
sativa] 

32653 " ■ 

67735 

9153 

OJ990618_05. 0120.C16.o2. 

4348 

none 

4348.. .4440, 4425. .4460, 
4457. . 4579, 4497 . .4580 



gp 



Seq. ID OJ990618_05.0120.C16 
Strand 

End 106 

Method AAT/GAP 

End 106 

Score 172 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
>gi_1173557 (U31771) Ory s 1 [Oryza 

Seq. ID OJ990618_05.0120.C16 
Strand 

End 11958 

tm Method TBLASTX : Maize 

End 4580 

Score 92 
4427.. 44 68, 44 28.. 44 60, 4449.. 4 580, 



Seq, NO: 32653 

Gene No. 67735 

Start 9153 

Name OJ990618 05 . 0120 . C16 . ol . 



tm 



Seq. ID OJ990618 05.0120.C16 

Strand - ~ 

End . 11958 

Method TBLASTX : Mai ze 



32788 




Start 4582 

GI none 

Exons 4582.. 4773, 4585.. 4779 

Seq. No. 32653 

Gene No. 67735 

Start 9153 

Name OJ990618_05 . 0120 . CI 6 . o2 . gs 

Start 9153 

GI none 
Exons 



End 
Score 



4779 
225 



Seq. ID OJ990618_05.0120.C16 
Strand 

End 11958 

Method GENSCAN 

End 11958 

Score .49 



9153. .9570, 10163. .10452, 10836. .11091, 11639. .11742, 
11896. .11958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32654 
67736 
5208 

OJ990618_05.0120.C18.o2.gs 

5208 

none 

5208.. 5298, 5365.. 5621, 5656. 



Seq. ID OJ990618_05.0120.C18 

Strand + 

End 5844 

Method GENSCAN 

End 5844 

Score .85 
.5844 



32654 

67737 ... 
1 

OJ990618_05.0120.C18.ol.np 
1 

6539553 
1..36, 2234. .2674 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



..Seq. ID OJ990618_05,0120.C18 

. Strand,., - * ' 

End 3517 

Method AAT/NAP 

End 2674 

Score 381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. - 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32654 
67737 
1 

OJ990618_05.0120.C18.ol.gs 

42 

none 



Seq. ID OJ990618_05.0120.C18 
Strand 

End 3517 

Method GENSCAN 

End 3517 

Score . 6 



42. .536, 1878. .1943, 2394. .2561, 3384. .3517 



32654 
'67737, . 
.1 

OJ990618_05.0120.C18.ol. tw' 

2321 

none 



Seq. ID OJ990618_05.0120.C18 

Strand ; - 

End.' " 3517 

Method TBLASTX : Wheat 

End 2680 

Score 85 



2321. .2566, 2322. .2528, 2330. .2542, 2570. .2680, 2589. .2663 



32655 
67738 
1 

OJ990618_05.0120.C19.ol.np 
1 

4680179 
1. .518 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990618_05. 0120.C19 
Strand 

End 518 

Method AAT/NAP 

End 518 

Score 834 



32789 



Seq. No. 32655 

Gene No. 67738 

Start 1 

Name OJ990618_05 . 0120 . C19 . ol . tw 

Start 11 

GI none 

Exons 11.. 295, 22.. 327, 34.. 327 



Seq. ID OJ990618_05.0120.C19 

Strand 

End 518 

Method TBLASTX : Wheat 

End 327 

Score 242 



Seq. No. 32655 

Gene No. 67738 

Start 1 

Name OJ990618_05 . 0120 . CI 9 . ol . tm 

Start 26 

GI none 

Exons 26.. 82, 28.. 324, 107.. 238, 310 



Seq. ID OJ990618_05.0120.C19 
Strand 

End 518 

Method TBLASTX : Mai ze 

End 4 89 

Score 42 
489 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32655 
67738 
1 

OJ990618_05.0120.C19.ol.ts 

4 0 . ... . 
hone 



Seq. ID OJ990618_05.0120.C19 
Strand 

End 518 

Method TBLASTX : Soybean 

End . . .4 35 ..... . 

Score - 14 9 -' 'r . . - - 



40. .399, 41. .295, 16*9.". 399, '391 . . 4 35 , "4 03 . . 4 35 



32655 
67738 
1 

OJ990618_05.0120.C19.ol.gs 

185 

none 

185. .348, 382. .468 



Seq. ID OJ990618_05.0120.C19 
Strand 

End 518 

Method GENSCAN 

End 4 68 

Score .43 



Seq. No. 32655 

Gene No. 67738 

Start 1 

Name OJ990618_05 . 0120 . C19 . o2 . tw 

Start 328 

GI none 

Exons 328.. 492, 328.. 498 



Seq. ID OJ990618_05.0120.C19 
Strand 

End 518 

Method TBLASTX : Wheat 

End 4 98 

Score "" 140 



Seq. No. 32656 

Gene No. ' . 67739 / .. ^ ■ 

Start 18 ■■" ' 

Name OJ990618_05 . 0120 . C20 . ol . gs 

Start 18 

GI none 

Exons 18.. 970, 1054.. 1149 



Seq. ID' OJ990618_05.0120.C20 

Strand - 

End • 1149 ' 

Method GENSCAN * 

End 1149 

Score .56 



Seq. No. 32657 

Gene No. 6774 0 

Start 1 

,Name OJ990618_05 . 0120 . C21 . ol . np 

Start 1 

GI 3845128 

Exons 1..57, 1390.. 1438, 1636.. 1785 

GI Descrip. (AE001381) hypothetical protein [Plasmodium falciparum] 



Seq. ID OJ990618_05.0120.C21 
Strand 

End • 1785 

Method AAT/NAP 
End 17 8 5 

Score 61 



32790 




Seq. No. 


32657 


Seq. ID 


OJ990618_05.0120.C21 


Gene No . 


67740 


Strand 




Start 


1 ' 


End 


1785 


Name 


OJ990618 05.0120.C21.ol.gs 


Method 


GEN SCAN 


Start 


481 


End 


1122 


GI 


none 


Score 


. 9 


Exons 


481. .531, 881. .985, 1051. .1122 




Seq. No. 


32658 


Seq. ID 


OJ990618_05.0120.C22 


Gene No . 


67741 


Strand 


+ 


Start 


750 


End 


1536 


Name 


OJ990618 05.0120.C22.ol.gs 


Method 


GENSCAN 


Start 


750 


End 


1536 


GI 


none 


Score 


. 93 


Exons 


750. .788, 1189. .1536 






Seq. No. 


32659 


Seq. ID 


OJ990618_05.0120.C24 


Gene No. 


67742 


Strand 


+ 


Start 


1064 


End 


2426 


Name 


OJ990618 05.0120.C24.o2.np 


Method 


AAT/NAP 


.Start. 


1064 . 


End 


•2415 - : 


GI 


.\ 5852179 .... : ", . 


'. Score • 


260 . . '. 


Exons 


1064'. .1084," 1902 .'.2108, 2183. 


.2415 




GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 




Seq. No. 


32659 


Seq. ID 


OJ990618 05.0120.C24 


Gene No. 


67742 


Strand 


+ 


Start 


1064 


End 


2426 


Name 


OJ990618 05.0120.C24.ol.gs 


Method 


GENSCAN 


Start 


1335 


End 


2426 


GI 


none 


Score 


.56 


Exons 


1335.. 1360, 1857.. 2060, 2106. 


.2198, 2237.. 2426 


Seq. No. 


32659 


Seq. ID 


OJ990618_05.0120.C24 


Gene No . 


67743 


Strand 




Start . 


815 


End 


2553 


Name 


OJ990618 05.0120.C24.ol.np 


Method 


AAT/NAP 


Start 


815 


End 


2553 


GI 


6063554 


Score 


188 


Exons 


815. .9.92, 2227. .2553 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ), C7 1850 (E04 64 ), C9861 1 (E04 64 ) 




correspond to a region of the 


predicted gene , ; hypothetical 




protein [Oryza sativa] 






beq . no . 


32660 


Seq. ID 


OJ990618_05. 0120.C27 


Gene No. 


67744 


Strand 


+ 


Start 


1 


End 


2532 


Name 


OJ990618 05.0120.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1514 


GI 


5441880 


Score 


602 


Exons 


1..26, 682. .787, 1034. .1165, 


1280. . 1514 




GI Descrip. 


(AP000367) EST C28952 (C6294 5 ) 


corresponds to a region of the 




oredinh^d apnp _ ; Similar to maize trans 






(AC003981) [Oryza sativa] 






Seq. No. 


32660 


Seq. ID 


OJ990618_05.0120.C27 



32791 




Gene No. 


67744 






Strand 


+ 




Start 


1 






End 


2532 




Name 


OJ990618 05.0120.C27.ol. 


gs 


Method 


GENSCAN 




c ■)- -> -v~ 


125 






End 


2532 




C T 


none 






Score 


.62 




TP »-i O 

HiXUllb 


125. .535, 649. .720, 878. 


Q £1 


1053.. 1165, 1295.. 1397, 






2185. .2343, 2410. .2532 










oeq. in o . 


32660 






Seq. ID 


UJyyUDlo U j . UlzU 


. C27 


Gene No. 


67745 






Strand 






Start 


2718 






End 


JO 1 J 




Name 


OJ99061S 


3_05.0120.C27.o3. 


np 


Method 


7\ 7\ rp / M 7\ O 




0 tar l. 


2718 






End 


3513 




P T 


6721543 






Score 


115 




U 1 v r"i 0 


2718. ,2£ 


544, 3385.. 3513 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




O a /-r NT /-\ 

oeq. NO . 


32661 ' 






Seq. ID 


OJ990618_05.0120 


. C28 


Gene No. 


O / / 4 O 






Strand 


+ 




Start 


1 






End 


457 




Name 


OJ99061S 


}_05.0120.C28.ol. 


np 


Method 


AAT/NAP 




otd r, c 


1 






End 


454 




P T 


1360141 






Score 


489 




IT 1 t-f r^i ' 

Lxons 


1. .454 














(X97980) 


protein kinase 


[Solanum berthaultii] 




Seq. No. 


oZ DDI 






Seq. ID 


OJ990618_05.0120 


.C28 


Gene No. 


67746 






Strand 


+ 






1 






End 


457 




Name 


OJ99061£ 


__05.0120.C28.ol. 


gs 


Method 


GENSCAN 






53 






End 


457 




p t 


none 






Score 


.76 




£jX(JI lo 


53. .457 












Seq. No. 


32661 






Seq. ID 


OJ990618_05.0120 


.C28 


Gene No. 


67747 






Strand 






Q-t- a y t- 
OLalL 


2194 






End 


4713 




Name 


OJ990618 


_05.0120.C28.ol. 


tc 


Method 


TBLASTX: Cress 




OLdlL 


1 






End 


310 




P T 


none 






Score 


450 




I_iX(JIl0 


1. .270, 


2. .310 










Seq. No. 


32661 






Seq. ID' 


OJ990618JD5.. 012.0. 


.C28 


Gene No. 


'67747 






Strand 






O Lctl L 


2194 






End 


4713 




Name 


OJ990618 


_05.0120.C28.ol. 


ts 


Method 


TBLASTX: Soybean 




OtdlL 


1 






End 


313 




P T 


none 






Score 


459 




TP -it /~\ 10 c* 


1. .270, 


2. .313, 182. .295 










O . IN W » 


32661 






Seq. ID 


OJ990618_05.0120 




Gene No. 


67747 






Strand 






Start 


2194 






End 


4713 




Name 


OJ990618 


_05.0120.C28.ol. 


tw 


Method 


TRT.ASTX : WhP^h 




Start 


1 






End 


307 




GI 


none 






Score 


423 




Exons 


1. . 198, 


2. .307, 223. .270 











32792 




Seq. No. 


32661 




Seq. ID 


OJ990618 


_05 


.0120 


.C28 


Gene No. 


67747 




Strand 










Start 


2194 




End 


4713 








Name 


OJ990618 05.0120.C28.ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


1 




r-i _ _] 
End 


310 










none 




Score 


453 








Exons 


1..270, 2. .310, 179. .295 












Seq. No. 


32661 




Seq. ID 


OJ990618 


_05 


0120 


C28 


Gene No . 


&11 A *7 




Strand 










Start 


2194 




End 


4713 








Name 


OJ990618 05.0120.C28.o2 


gs 


Method 


GENSCAN 








Start 


2194 




End 


4690 








GI 


none 




Score 


.7 








Exons 


2194.. 2305, 3088.. 3298, 


4159 


. .4269, 4396. .4521, 


4630. .4690 


Seq. No. 


32661 




Seq. ID 


OJ990618 


_05. 


0120. 


C28 


Gene No. 


O / / 4 / 




Strand 


- 








Start 


2194 




End 


4713 








Name 


OJ990618 05.0120.C28.o2 


np 


Method 


TV t\ m / XT 7\ T^i 

AAT/NAP 








Start _ ■ 


4407 




End 


4713 








GI 


6721512 - 




. Score 


121 








Exons 


'4407. .4543, 4571. .4713 














GI Descrip. 


(AP001072 ) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


32662 




Seq. ID 


OJ990618 


_05. 


0120. 


C29 


Gene No. 


67748 




Strand 


+ 








Start 


CI "3 
Dl J 




End 


903 








Name 


OJ990618 05.0120.C29.ol. 


gs 


Method 


GENSCAN 








Start 


613 




End 


903 








GI 


none 




Score 


. 97 








Exons 


613. . 903 














beq. no. 


32663 




Seq. ID 


OJ990618 


_05. 


0120. 


C30 


Gene No. 


67749 




Strand 


+ 








Start 


o n q q 




End 


4524 








Name 


OJ990618 05.0120.C30.ol. 


gp 


Method 


AAT/GAP 








Start 


3099 




End 


3978 








GI 


60234 1.R1084 




Score 


725 








Exons , 


.3099. .3350, 3448. .3536,.. 


3928 


..3978 










GI Descrip. 


' 1592812/emb!CAA65195 | 1 


.Oe- 


10 (X95957) 


22 kDa 


polypeptide 




[Nicqtiana tabacum] 1 














Seq. No. 


32663 




Seq. ID 


OJ990618 


_05. 


0120. 


C30 


bene No. 


67749 




Strand 


+ 








Start 


3099 




End 


4524 








Name 


OJ990618 05.0120.C30.ol. 


gs 


Method 


GENSCAN 








Start 


3237 




.j End 


4524 








GI 


none 




Score 


. 99 








Exons 


3237. .3350, 3448. .3537, 


3930 


..4017, 4118. .4524 








Seq. No. 


32663 




' Seq. ID 


OJ990618_ 


_05. 


0120. 


C30 


Gene No. 


67749 




Strand 










Start 


3099 




End 


4524 








Name 


OJ990618 05.0120.C30.ol. 


np 


Method 


AAT/NAP 








Start 


3237 




End 


4521 









32793 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2764992 Score 355 

3237. .3350, 3448. .3537, 3930. .4017, 4118. .4217, 4263. .4521 
(Y08609) plasma membrane polypeptide [Nicotiana tabacum]/^- 



32663 
67750 
4505 

OJ990618_05.0120.C30.ol.tm 

3445 

none 



Seq. ID OJ990618__05.0120.C30 
Strand 

End 4857 

Method TBLASTX : Maize 

End 4224 

Score 149 



3445. .3555, 3459. .3548, 3927. .4019, 3929. .4018, 4114. .4224, 
4119. .4217, 4120. .4221 



32663 Seq. ID 

67750 Strand 

4505 End 
OJ990618_05.0120.C30.o2.gp Method 

4505 End 

2280641 Score 
4505. .4857 



OJ990618__05.0120.C30 

4857 
AAT/GAP 
4857 
702 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

S:eq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



32664 
67751 
1 

OJ990618_05.0120.C31.ol.np 
1 

5777617 
1..34, 823. .950 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



.Seq. ID. OJ990618_05.0120.C31 
Strand + . ... 

End '995 
Method AAT/NAP 
End 950 
Score 77 



32664 Seq. ID 

67751 Strand 

1 End 
OJ990618_05.0120.C31.ol.gs Method 

454 End 

none Score 

454. .574, 826. .995 



OJ990618_05.0120.C31 
+ 

995 

GENSCAN 

995 

.4 



32664 
67752 

951 „ . . . 

OJ990618_05.0120.C31.o2.np 
951 • 
6006372 
951.. 1158 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ990618_05.0120.C31 
Strand 

End 1158 . 

Method AAT/NAP 

End # 1158 

Score 91 



32665 

67753 .. 
1 

OJ990618_05.0120.C33.ol.np 

1 

2760331 

1..47. 497. .690- 1893. .2458- 



Seq. ID OJ990618_05.0120.C33 

Strand + 

End 4 655 

Method AAT/NAP 

End 4 655 

Score 464 

O^AA 9Q94 



(AC002130) F1N21.16 [Arabidopsis thaliana] 

32665 Seq. ID OJ990618_05 . 0120 . C33 



32794 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67753 Strand + 

1 End 4 655 

OJ990618_05 . 0120 . C33 . ol . gs Method GEN SCAN 
219 End 1551 

none Score . 8 

219. .482, 739. .978, 1281. .1419, 1501. .1551 



32665 Seq. ID 

67754 Strand 

10299 End 

OJ990618_05.0120.C33.o4 .gs Method 

10299 End 

none Score 



OJ990618_05.0120.C33 
+ 

20015 
GENSCAN 
13888 
.89 



10299. .10693, 11574 .. 11619, 11766. . 11891, 12066 .. 12536, 
12630. .12690, 12744.. 13888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



32665 Seq. ID 

67754 Strand 

10299 End 
OJ990618_05. 0120.C33.o2 .np Method 

11766 - End 

4680179 . . - . Score . 

11766. .13841 . - - . 

(AF111709) polypfotein [Oryza sativa subsp. indica] 



OJ990618_05.0120.C33 
+ 

20015 
AAT/NAP 
13841 

24 85 • ■ • 



Seq. ID OJ990618 05.0120.C33 



32665 
67754 
10299 

OJ990618__05.0120.C33.o3.np 
11766 
4680179 
117 66. . 13841, 17199. .17293 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ - 

20015 
AAT/NAP 
17293 
2483 



32665 
67754 
10299 

OJ990618_05. 0120.C33.o5.gs 

16952 

none 

16952. . 17075, 17506. . 17754, 
187 93. . 18 915, 19930. .20015 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618_ 
+ 

20015 
GENSCAN 
20015 
.65 



05.0120.C33 



18235... 18515, 18570. .18.750, 



Seq. No. 32 665 Seq.' ID 

Gene No. * 67755 Strand 

Start 20464 End 

Name OJ990618_05 . 0120 . C33 . o3 . gp Method 

Start 204 64 End 

GI 702381, Score 

Exons 20464. .20516 



OJ99061'8_05.0120.C3"3 
+ 

20516 
AAT/GAP 
20516 
86 • 



Seq. No. 32665 

Gene No. 67756 

Start 4128 

Name OJ990618_05 . 0120 . C33 . o2 . gs 

Start 4128 

GI none 



Seq. ID OJ990618_05.0120.C33 
Strand 



End 

Method 

End 

Score 



4571 
GENSCAN 
4571 
1 



32795 



Exons 4128.. 4571 

Seq. No. 32665 Seq. ID OJ990618_05 . 0120 . C33 

Gene No. 67757 Strand ' - 

Start 6102 End 6404 

Name • OJ990618_05 . 0120 . C33 . ol . gp Method AAT/GAP 

Start 6102 End 6404 

GI 61605J3.R1084 Score 451 

Exons 6102.. 6404 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 

Seq. No. 32665 Seq. ID OJ990618_05 . 0120 . C33 

Gene No. 67758 Strand 

Start 6593 End 9642 

Name OJ990618_05 . 0120 . C33 . o3 . gs Method GENSCAN 

Start 6593 End 9642 

GI none Score .78 

Exons 6593.-6866, 7547. .7644, 8875.-8965, 9497. .9642 

Seq. No. 32665 Seq. ID OJ990 618_05 . 0120 . C33 • 

Gene No. 67759 ■ - - ■ -...Strand- - 

Start 9734 ... m . • End -9807. 

Name OJ990618_05 . 01*20 . C33 . o2 . gp ' Method AAT/GAP 

Start 9734 End 9807 

GI LIB3477-003-P1-K1-E9 Score 93 

Exons 9734.. 9807 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 32665 Seq. ID OJ990 618_05 . 0120 . C33 

Gene No. 67760 Strand 

Start 20873 End 20974 

Name OJ990618_05 . 0120 . C33 . o2 . tm Method TBLASTX : Maize 

Start 617 End 2911 

GI none Score 203 

Exons ' 617. .772, 617. .748, 619. .771, 1902. .1988, 1903. .1989, 
2808.. 2909, 2819.. 2-911, 2821.. 2895 

Seq. No. . . 32665 ... . ..Seq. ID - OJ990 618_05 . 0120 . C33 

Gene No. 677 60 - Strand 

Start " 20873' , End' 20974 

Name ' OJ990618_05 . 0120". C33 . ol ; tw Method' TBLASTX : Wheat 

Start 10329 End 13837 

GI none Score 431 

Exons 10329. . 10691, 10368 10685, 104 06 .. 10690 , 13475 .. 13837 , 
13514. .13831, 1357.9. .13836 

Seq. No. 32665 Seq. ID OJ990618_05 . 0120 . C33 

Gene No. 67760 Strand 

Start 20873 End 20974 

Name OJ990618_05 . 0120 . C33 . ol . tm Method TBLASTX : Maize 

Start 10341 End 13776 

GI none Score 313 

Exons 10341. .10628, 10400 .. 10630, 134 87 .. 13774 , 13585. .13776 



32796 




Seq. No. 


32665 




Seq. ID 


OJ990618 05.0120 


.C33 


Gene No. 


67760 




Strand 






Start 


/-\ /-\ rt rt 

20873 




End 


20974 




Name 


OJ990618_05 . 0120 .C33 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11976 




End 


12359 




GI 


none 




Score 


305 




Exons 


11 97 6.. 12359, 11999. 


. 12358 








Seq. No. 


32665 




Seq. ID 


OJ990618 05.0120 


.C33 


Gene No. 


67760 




Strand 






Start 


rt rt rt rt 

20873 




End 


20974 




Name 


OJ990 618_05 . 0120 .C33 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12240 




End 


12569 




GI 


none 




Score 


202 




Exons 


12240 . . 12569 










Seq. No. 


32665 




Seq. ID 


OJ990618_05.0120 


.C33 


Gene No. 


67760 




Strand 






Start 


20873 




End 


20974 




Name 


OJ990618_05 . 0120.C33. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12893 - - 




End 


13213 ■ 




GI 


-.none . 




. Score 


197 




Exons 


128 93 .. 13213, 12937... 


13038 








Seq. No. 


32665 




Seq. ID 


OJ990618JD5.0120 


.C33 


Gene No. 


67760 




Strand 






Start 


' 20873 




End 


20974 




Name 


OJ990618_05 . 0120 .C33 . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12896 




End 


13300 




GI 


none 




Score 


150 




Exons 


12896.. 13123, 12 931.. 


13065, 


13127. .13300, 13160.. 13240 




Seq. No. 


32665 




Seq. ID 


OJ990618_05.0120 


.C33 


Gene No. 


67760 




Strand 






Start 


20873 




End 


20974 




Name 


OJ990618_05 . 0120 . C33 . 


o5 . tw 


Method 


TBLASTX: Wheat 




Start '■■ 


17427 




End 


17620 




GI 


none 




Score 


191 




Exons 


17427 . . 17606, 17429. . 


17620 








Seq. No.. 


. 32665 . . 




Seq. ID 


OJ990618_05.0120. 


. C33 


Gene No. 


67760' 




Strand 






Start 


20873 




End 


20974 . 




Name 


OJ990618_0*5 . 0120 .C33 . 


o4 tw 


Method 


TBLASTX : Wheat 




Start 


18017 




End 


18428 




GI 


none 




Score 


130 




Exons 


18017 . . 18409, 18021 . . 


18224, 


18270. .18428 




Seq. No. 


32665 




Seq. ID 


OJ990618_05.0120 


.C33 


Gene No. 


67760 




Strand 






Start 


20873 




End 


20974 




Name 


OJ990618 05.0120.C33. 


06 . gs 


Method 


GENSCAN 




Start 


20873 




End 


20974 




GI 


none- 




Scor<=s 


= 47 





Exons 20873. .20974 

Seq. No. 32666 Seq. ID OJ990618_05 . 0120 .C34 



32797 




bene inq . 


67761 


Strand 


+ 






OLall 


5536 


End 


6971 






Name 


OJ990618 05.0120.C34 .o2.np 


Method 


AAT/NAP 






Start 


5536 


End 


6971 








6630691 


Score 


94 






Exons 


5536. .5566, 6782. .6971 










GI Descrip. 


(AP000969) ESTs AU082078 (C53435) , C28061 (C538 4 8 


) correspond 




region of the predicted gene.; Similar 


to PGP224. 


(AF049928; 




[Oryza sativa] 










Seq. No. 


32666 


Seq. ID 


OJ990618_ 


_05 


.0120.C34 


Gene No. 


67761 


Strand 


+ 






o l air c 


5536 


End 


6971 






Name 


OJ990618 05.0120.C34 .ol.gp 


Method 


AAT/GAP 






Cf ar «f 

oLart 


6114 


End 


6862 








702381 


Score 


572 






Exons 


6114. .6252, 6348. .6419, 6726. .6862 








beg . djo . 


32666 


Seq. ID 


OJ990618_ 


_05 


.0120. C34 


Gene No. 


67762 


Strand 








Start 


881 


End 


6862 






Name 


OJ990618 05. 012.0. C34.ol-.np 


Method 


AAT/NAP 






btart 


4.05 ...... - • . s ' 


.End 


4209. . 






C T 


6721547' 


* Score 


87 






Exons 


405. .423, 3281. .3301, 4118.. 


4209 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib, 


. (AB013448) 


beq . NO . 


32 666 


Seq. ID 


OJ990618_ 


_05 


.0120. C34 


Gene No. 


67762 


Strand 








Start 


881 


End 


6862 






Name 


OJ990618 05.0120.C34 .ol.gs 


Method 


GENSCAN 






OH 1 v-4- 

btart 


881 


End 


6862 






C T 


none 


Score 


. 61 






Exons 


881. .961, 1569. .1611, 3094.. 


3215, 6042, 


..6241, 6274 


. . 6532, 




6752. . 6862 








Seq. No. ■ : - 


32666 


Seq. ID 


OJ990618_ 


05 


.0120. C34 


Gene No. 


67763 


Strand 








o l art 


724'4 


End 


8957 






Name 


OJ990618 05.0120.C34.o2.gs 


Method 


GENSCAN 








7244 


End 


8957 








none 


Score 


. 92 








72^44, .7437,. 8922.., 8957 










Seq. No. 


32667 


Seq. ID 


OJ990618 


05. 


.0120. C35 


Gene No. 


67764 


Strand 


+ 






otart 


218 


End 


374 






Name 


OJ990618 05. 0120. C35. ol.gs 


Method 


GENSCAN 






btart: 


218 


End 


374 






H T 


none 


Score 


.69 






Exons 


218. .374 










Seq. No. 


32667 


Seq. ID 


OJ990618_ 


05. 


0120. C35 


Gene No. 


67765 


Strand 


-L 






Start 


11965 


End 


16664 






Name 


OJ990618 05.0120.C35.o2.np 


Method 


AAT/NAP 






Start 


11965 


End 


16461 







32798 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5902444 Score 1047 

11965. .12010, 14138. .144 62, 14799. .164 61 
(AB030283) GAG-POL precursor [Oryza sativa] ' 



32667 



Seq. ID OJ990618 05.0120.C35 



67765 Strand + 

11965 End 16664 

OJ990618_05.0120.C35.o3.np Method AAT/NAP 

16352 End 16664 

4544372 Score 133 
16352.. 16664 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 32667 

Gene No. 67766 

Start 2611 

Name OJ990618_05 . 0120 . C35 . o2 . gs 

Start 2611 

GI none 
Exons 



Seq. ID OJ990618_05.0120.C35 
Strand 

End 11521 

Method GEN SCAN 

End 11447 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2611. .2987, 3635. .3972, -4190. .4218, 6440. .6571, 7529. .7707, 
7913. .8060, 8213-.. 8388, 8878. .8905, 9811. .10011, 10120 .. 10263 , 
11151... 1125.6, 11389,-. 1.1447 . ... 



32667 
67766 
2611 

OJ990618_05 
8601 

857_1.R1084 
8601. .8905, 



OJ990618 05.0120.C35 



0120.C35.ol.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9811. . 10011, 10120. . 10304, 
11151. . 11256, 11389. .11521 

•4079800 1.0e-124 (AF052503) S-phase-specif ic ribosomal protein 
[Oryza sativa] 1 



11521 
AAT/GAP 
11521 
1899 

10400. .10538, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32667 
67766 
2 611 t 

OJ990618_05.0120.C35.ol.np 



Seq. ID 
Strand 

End 11521 

Method AAT/NAP 

End 11447 

. 4 ■ Score 1116 

9811. .10011, 10119. . 10305, 10401. 
11151. ..11256, 11389.. 11447 ■ 

(AF052503) S-phase-specif ic ribosomal protein 



OJ990618 05.0120.C35 



8813 
4079800 
8813. .8905, 



10538, 

fOryza sativa] 



OJ990618 05.0120.C35 



32667 
67766 
2611 

OJ990618_05,0120.C35.ol.tm 
8837 
none 

8837. .8908, 8858. .8914, 9808. 
10121. . 10309, 10124 .. 10306, 10401 .. 10538, 104 01 .. 10535, 
i i i an ii 9sq 11149 11 9rp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11521 

TBLASTX: Maize 

11259 

65 



10014, 9809.. 10024, 10114 .. 10305, 



Seq. No. 
Gene No. 



32667 
67766 



Seq. ID 
Strand 



OJ990618 05.0120.C35 



32799 




Start 


2611 






End 


11521 




Name 


OJ990618 05.0120.C35 


.ol .ts 


Method 


TBLASTX: Soybean 




o rarr 


OO DO 






End 


11258 • 




n t 


none 






Score 


230 




Exons 


8858. . 


8914, 9536. .9619, 9701. .9745, 9808. .10014, 9809.. 


1002 




10114. 


.10305, 10121. 


.10306, 


10127. .10309, 10387. .104 61, 






10401. 


.10541, 10401. 


.10535, 


11140. .11253, 11142. .11258 




Cart M r\ 

oeq . no . 


32667 






Seq. ID 


OJ990618_05.0120 


. Coo 


oene ino . 


67766 






Strand 






Start 


2611 






End 


11521 




Name 


OJ990618 05.0120.C35 


.ol.tc 


Method 


TBLASTX: Cress 




C+- -j y +- 


9808 






End 


11258 






none 






Score 


132 




Exons 


9808. . 


10014, 9808.. 10014, 9809.. 10024, 


10114 . . 10305, 






10121. 


.10309, 10124. 


.10306, 


10387. .104 61, 104 01. . 10541, 






10401. 


.10535, 11140. 


. 11256, 


11142. . 11258 




C ^ /-r 

oeq . wo . 


32667 






Seq. ID 


OJ990618_05.0120 


. C35 


Gene No. 


67766 






Strand 






.Start . 


2611 






End 


11521 




Name- 


■ OJ990618 .05.0120.C35 


. ol ..tw 


■ Method 


TBLASTX: Wheat 




otarc ' ; 


• 9808... 






.End ... 


1125.8'. ' 




H T 
bl 


none 






Score 


172 ' "" 




Exons 


9808. . 


9885, 9809. .10012, 9877. .9927, 9928. .10014, 10114 


. . io; 




10121. 


.10306, 10145. 


1 n o a o 

. iu joy , 


10387. .10461, 10401. .10541, 






10401. 


.10535, 11142. 


.11258, 


11148. .11255 




Seq. No. 


32667 






Seq. ID 


OJ990618_05.0120 


.C35 


Gene No. 


67767 






Strand 






Q+- a 


14845 






End 


15243 




Name 


OJ990618 05.0120.C35 


. o3 . tw 


Method 


TBLASTX: Wheat 




o cart 


14845 






End 


15243 




ol 


none 






Score 


244 




TP V Y"\ C 


14845. 


.15243, 14859. 


. 14897, 


14970. .15113 




oeq . jNO . 


32667 






Seq. ID 


OJ990618_05.0120 


. C35 


Gene No . 


67768 






Strand 






Start 


15826 






End 


16593 




Name 


OJ990618 05.0120.C35 


o2. tw 


Method 


TBLASTX: Wheat 




Ot aiL. 


15826 






End 


16593 






none 






Score 


144 




Exons 


15826. 


.16008, 15834. 


15935, 


.1604 5. .16281, 1604 7. .16163, 






16057. 


.16266, 16206. 


16271, 


16383. .16442, 16429 16593, 


* 




16450. 


.16560, 16461. 


16592 








Seq. No. 


32668 






Seq. ID 


OJ990618_05.0120 


.C37 


Gene No. 


67769 






Strand 


+ 




Of av)- 


1254 






End 


1516 




Name 


OJ990618 05.0120.C37. 


ol.gp 


Method 


AAT/GAP 




o t arc 


1254 






End 


1516 




GI 


286549 






Score 


465 




Exons 


1254. . 


1516 










Seq. No. 


32668 






Seq. ID 


OJ990618_05.0120 


C37 


Gene No. 


67770 






Strand 






Start 


1 






End 


1445 





32800 



Name 


OJ990618 05.0120.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


536 




GI 


2565001 


Score 


113 




Exons 


1..268, 405. .536 








GI Descrip. 


(AC002983) putative lipid transfer protein [Arabidopsis 






thaliana] 








Seq. No. 


32668 


Seq. ID 


OJ990618 05.0120 


.C37 


Gene No. 


67770 


Strand 






Start 


1 


End 


1445 




Name 


OJ990618 05.0120.C37.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


1445 






none 


Score 


.48 




Exons 


19. .250, 255... 464, 1043. .1119, 1239.. 


14 4 5 




Seq. No. 


32669 


Seq. ID 


OJ990618_05 . 0120 


.C39 


Gene No. 


67771 


Strand 


+ 




Start 


1 


End 


84 




Name 


OJ990618 05.0120.C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


84 




GI - 


3192690 


Score 


130 




Exons . . - 


• 1. . 84, 








. GI Descrip. . 


(AFG64 539) gp.7 [Bacteriophage 


N15].. 


' . "• \. ■' \ '■ . ' 




Seq. No. 


32669 


Seq. ID 


OJ990618 05.0120 


.C39 


Gene No. 


67772 


Strand 


+ 




Start 


155 


End 


223 




Name 


OJ990618 05.0120.C39.o2.np 


Method 


AAT/NAP 




Start 


155 


End 


223 




GI 


3192691 


Score 


111 




Exons 


155. .223 








GI Descrip. 


(AF064539) gp8 [Bacteriophage 


N15] 






Seq. No. 


32670 


Seq. ID 


OJ990618JD5.0120 


.C41 


Gene No. 


67773 


Strand 


+ 




btart 


1 


End 


250 




Name 


OJ990618 05.0120.C41.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


250 






4966365 


Score 


218 




Exons 


1..125, 207. .250 








GI Descrip.. 


. .(AC006341) . Similar to gb|J04556 G11A protein. from_Oryza 


sativa 




and contains a PF| 00069 Eukaryotic protein kinase domain. 




J Arabidopsis thaliana] 








Seq. No. 


32670 


Seq. ID 


OJ990618_05.0120. 


C41 


Gene No. 


67773 


Strand 


+ 




Start 


1 


End 


250 




Name 


OJ990618 05.0120.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


249 




GI 


none 


Score 


160 




Exons 


1..126, 15. .122, 205. .249 








Seq. No. 


32670 


Seq. ID 


OJ990618_05.0120. 


C41 


Gene No. 


67773 


Strand 






Start 


1 


End 


250 




Name 


OJ990618 05.0120.C41.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


249 





32801 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 160 

1..126, 15. .122, 205. .249, 207. .245 



32670 
67773 
1 

OJ990618_05.0120.C41.ol.gs 
46 

none 
46. .125 



Seq. ID OJ990618_05.0120.C41 

Strand + 

End 250 

Method GENSCAN 

End 125 

Score .85 



Seq. No. 32671 

Gene No. 67774 

Start 125 

Name OJ990618_05 . 0120 . C4 2 . ol . gs 

Start • 125 

GI none 

Exons 125.. 200 



Seq. ID OJ990618_05.0120.C42 

Strand + 

End 200 

Method GENSCAN 

End 200 

Score .74 



Seq. No. 32671 Seq. ID OJ990618_05 . 0120 . C4 2 

Gene No. . . 67775- -■ Strand - 

Start--. 520 . -End 595 

Name ... .OJ99.0 61 8_05.. 0120 ,C4:2 . ol..gp.. ..-Method ■ AAT/GAP . 

Start * " ' 520 " ' ' End " '595 

GI LIB3477-003-P1-K1-E9 Score 94 

Exons 520.. 595 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


32672 








Seq. ID 


OJ990618 


_05 


.0120 


.C43 


Gene No. 


67776 








Strand 


+ 








Start 


76 








End 


1314 








Name 


OJ990618 05. 


.0120 


.C43.ol, 


.gs . 


Method 


GENSCAN 








Start 


76 








End 


1314 • 








GI 


none 








Score 


1 








Exons 


76. .1314 


















Seq. No. 


32672 








Seq. ID 


OJ990618 


_05 


.0120, 


.C43 


Gene No. 


67777 








Strand 










Start . . . . 


. . .1812 








■ End 


...2877 . . 








Name 


OJ990618 05. 


.0120 


.C43.o2. 


.gs 


Method 


GENSCAN 








. Start . 


1812 . ' • 








End \ 


2877 








"gi 


none 




» * 




Score 


.46 








Exons 


1812. .2092, 


2781 


. .2877 














Seq. No- 


32673 








Seq. ID 


OJ990618_ 


_05 


.0120. 


.C44 


Gene No. 


67778 








Strand 


+ 








Start 


102 








End 


938 








Name 


OJ990618 05. 


.0120 


-C44.ol. 


.gs 


Method 


GENSCAN 








Start 


102 








End 


938 








GI 


none 








Score 


.93 








Exons 


102. .938 


















Seq. No. 


32673 








Seq. ID 


OJ990618_ 


_05 


. 0120. 


,C44 


Gene No. 


67779 








Strand 


+ 








Start 


1433 








End 


1873 









32802 



Name 

Start 

GI 

Exons 



OJ990618_05.0120.C44 .ol.gp Method AAT/GAP 

1433 End 1873 

none Score 869 
1433. .1873 



Seq. No. 32673 

Gene No. 67780 

Start 991 

Name OJ990618_05 . 0120 . C44 . o2 . np 

Start 991 

GI 1176325 

Exons 991.. 1036, 1749.. 1877, 2545. 
GI Descrip. 



Seq. ID OJ990618_05.0120.C44 
Strand 

2670 
AAT/NAP 
2670 
66 



End 

Method 
End 
Score 
,2670 

GTP-BINDING PROTEIN TYPA/BIPA HOMOLOG gi f 1074543 | pir | | G64 160 
hypothetical protein HI0864 - Haemophilus influenzae (strain Rd 





KW20) gi 11573881 (U32768) GTP-binding 


protein 


[Haemophilus 




influenzae Rd] 






Seq. No. 


32673 


Seq. ID 


OJ99061 


8_05.0120.C44 


Gene No. 


67780 


Strand 


— 




Start 


991 


End 


2670 




Name ■ 


OJ99061 


8 05.-0120.C44 .o2.gs Method 


GENSCAN 




Start 


1736 


End 


1869 




GI.. : 


• none 


■ . - Score 


.92 




Exons 


1736. ".1 


869 






Seq. No. 


32673 


Seq. ID 


OJ99061 


8_05.0120.C44 


Gene No. 


67780 


Strand 






Start 


991 


End 


2670 




Name 


OJ99061 


8 05.0120.C44.ol.tm Method 


TBLASTX 


: Maize 


Start 


1738 


End 


1876 




GI 


none 


Score 


180 




Exons 


1738. .1 


872, 1742. .1876, 1745. .1870 






Seq. No. 


32674 


Seq. ID 


OJ99061 


3_05.0120.C45 


Gene No. 


67781 


Strand 






Start 


1 


End 


1504 




Name 


OJ99061 


8 05. 0120. C45. ol.gp . Method 


AAT/GAP 




Start 


1 


End 


69 




GI 


13299 1 


.R1084 Score 


110 




Exons 


1. .69 








GI Descrip 


* 3261775/emb|CAB09037 | 7.0e-32 (Z95584) hypothetical protein 




Rvll65 


[Mycobacterium tuberculosis] 1 






Se*q. No. * 


32674 * 


Seq. ID 


OJ99061 


3_05.0120.C45 ' 


Gene No. 


67781 


Strand 






Start 


1 


End 


1504 




Name 


OJ99061 


3 05.0120.C45.ol.tm Method 


TBLASTX 


: Maize 


Start 


1 


End 


1504 




GI 


none 


Score 


172 




Exons 


1. . 150, 


1..150, 3. .152, 3. .152, 745. .867, 746. 


.862, 949. .1092, 




951. .1097, 954. .1094, 1399. .1491, 1402 


. .1491, 1403. .1495, 




1404. .1496, 1406. .1504 






Seq, No , 






n.TQQO^i Q nc; mon r> a c 


Gene No. 


67781 


Strand 






Start 


1 


End 


1504 





Name 



OJ990618 05.0120.C45.ol.ts 



Method TBLASTX : Soybean 



32803 



Start 
GI 

Exons 



1 End 1496 

none Score 135 

1..150, 1..111, 2. .115, 3. .152, 738. .800, 744. .857, 745. .867, 
746. .862, 949. .1026, 951. .1097, 1046. .1087, 1386. .1496, 
1402. .1488, 1403. .1495 



Seq. No. 32674 

Gene No. 67781 

Start 1 

Name OJ990618_05 . 0120 . C4 5 . o2 . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ990618_05.0120.C45 
Strand 

End 1504 

Method TBLASTX : Cress 

End 792 

Score 139 



1..150, 1..105, 3. .152, 3. .152, 20. .166, 745. .792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene. No. 
Start "■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



32674 
67781 
1 

OJ990618_05.0120.C45.ol.np 
1 

6458935 

1..149, 745. ,861, 957.. 1102, 1.417.. 1495 

(AE001968) GTP-binding elongation factor . family, protein . 
TypA/BipA [Deinococcus radiodurans] 



Seq. ID OJ990618_05.0120.C45 
Strand 

End 1504 

Method AAT/NAP 

End 1495 

Score 276 



32674 
67781 
1 

OJ990618_05.0120.C4 5.ol.gs 

745 

none 

745. .861, 1406. .1495 



Seq. ID OJ990618_05.0120.C45 
Strand 

End 1504 

Method GENSCAN 

End 1495 

Score .77 



32674 
67781 
1 

OJ990618_05.0120.C4 5.ol.tc 
793 
none 



Seq. ID OJ990618_05.0120.C45 
Strand 

1504 

TBLASTX: Cress 
1492 
79 



End 

Method 
End 
Score 

793. .867, 794. .862, 951. .1097, 954. .1076, 970. .1092, 1365. .1487, 
1396. .1488, 1398. .1487, 1403. .1492 



32675 

67782 : _ 
1 

OJ990618_05.0120.C4 6.ol.np 
1 

3183185 
1..23, 329. .532, 746. .841 

GTP-BINDING PROTEIN TYPA/BIPA HOMOLOG gi | 2224766 | emb | CAB09712 | 
(Z97025) product highly similar to elongation factor EF-G 
[Bacillus subtilis] gi I 2633848 | emb | CAB13350 | (Z99111) similar to 
GTP-binding elongation factor [Bacillus subtilis] 



Seq. ID OJ990618_05.0120.C46 

Strand - ' m 

End ' 1821 

Method AAT/NAP 

End 841 

Score 327 



32675 
67782 
1 

OJ990618 05.0120.C46.ol.tc 



Seq s ID OJ990618 05.0120.C46 

Strand - ~ 

End 1821 

Method TBLASTX : Cress 



32804 




Start 


324 




End 


839 




GI 


none 




Score 


263 




Exons 


324. .533, 326. .535, 327 


. . 533, 


341.. 535, 


743. .832, 744. .839 


Seq. No. 


32675 




Seq. ID 


OJ990618 


_05.0120.C46 


Gene No. 


67782 




Strand 


- 




Start 


1 




End 


1821 




Name 


OJyyOolo 05 . 012U . C4 o . Ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 






End 


851 




GI 


none 




Score 


i y o 




Exons 




o o n 

. . o_y , 


"1 A A O C 1 

/4 4 . .obi 






Seq. No. 


32675 




Seq. ID 


OJ990618 


_05.0120.C46 


Gene No. 


67782 




Strand 


- 




Start 


1 




End 


1821 




Name 


OJ990618 05.0120.C46.ol 


.gs 


Method 


GENSCAN 




Start 


379 




End 


1821 




GI 


none 




Score 


. DO 




Exons 


379. .532, 746.-855, 1626. .1821 






Seq. -No. 


32676 ■ 




Seq. ID 


OJ990618 


_05.0120.C47 


Gene No . 


moo 




. Strand 


+ 




Start 


. 488 ' - 




End 


900 




Name 


*' OJ990618 05".0120.C47.ol 


.gs 


Method 


GENSCAN 




Start 


488 




End 


900 




GI 


none 




Score 


.74 




Exons 


488. .572, 776. .900 










Seq. No. 


32676 




Seq. ID 


OJ990618 


_05.0120.C47 


Gene No. 


67784 




Strand 


+ 




Start 


2679 




End 


9945 




Name 


OJ990618 05.0120.C47.ol 


np 


Method 


AAT/NAP 




Start 


2679 




End 


3738 




GI 


6721543 




Score 


164 




Exons 


2679.. 2806, 3622.. 3738 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


32676 




Seq. ID 


OJ990618 


AC AIOA f> A 1 

05 . U 120 . C4 7 


Gene No . 


67784 




Strand 


+ 




Start 


2679 




End 


9945 




Name 


.OJ990618 .05.0120.C47.o2 


gs 


Method ._ 


GENSCAN 




Start 


3580 




End 


9945 




GI- 


none 




Score 


.53 




Exons 


3580. .3948, 4024. .4573, 


4655. 


.5441, 563 


1. .5806, 


5829. . 6003, 




6635. . 6881, 7056. .7278, 


7351. 


.7466, 755 


8. .7805, 


7933. .8191, 




8284. .8409, 8436. .8533, 


8780. 


.8911, 8975. .9022, 


9027. .9144, 




9787. .9945 










Seq. No. 


32676 .. 




Seq. ID 


OJ990618_ 


_05.0120.C47 


bene no . 


67784 




Strand 


+ 




Start 


2679 




End 


9945 




Name 


OJ990618 05.0120.C47.o2. 


np 


Method 


AAT/NAP 




Start 


3751 




End 


9261 




GI 


5441880 




Score 


4 597 




Exons 


3751. .4756, 5201. .5232, 


5491. 


5806, 6365.. 6514, 


6634. .6971, 




7558. .7856, 7933. .8191, 


8436. 


8533, 8780.. 8911, 


9027. .9261 



GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 



32805 



• 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 32676 Seq. ID 

Gene No. ' 67784 Strand 
Start 2679 End 

Name OJ990618_05 . 0120 . C4 7 . ol . gp Method 

Start"' 4355 End 

GI 5701669 Score 

Exons 435S..4786 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990618_05.0120.C47 
+ 

9945 
AAT/GAP 
4786 
801 



Seq. No. 


32676 




Seq. ID 


OJ990618_05.0120.C47 


Gene No. 


67784 




Strand 


+ 


Start 


2679 




End 


9945 


Name 


OJ990618 05.0120.C47.o2 


.gp 


Method 


AAT/GAP 


Start 


7684 


End 


8183 


GI 


LIB34 75-007-P1-K1-G8 




Score 


789 


Exons 


7684. .7856, 7933. .8183 








GI Descrip. 


'54418.80/dbj IBAA82.378.1 


I 5.0e- 


-75 (AP000367) EST. C2.8952 (C62945 




corresponds to a region 


of the predicted gene .;- Similar to ma 




transposon MuDR mudrA protein 


. (AC0039 


81)" [Oryza sativa] ' 


Seq. No. 


32676 




Seq. ID 


OJ990 618_05.0120.C4 7 


Gene No. 


67785 




Strand 




Start 


10204 




End 


10607 


Name 


OJ990618 05.0120.C47.o3 


.gp 


Method 


AAT/GAP 


Start 


10204 




End 


10607 


GI 


7406 1.R1084 




Score 


644 


Exons 


10204. .10607 








GI Descrip. 


f 1122315/emb|CAA63901 | 


7.0e-10 (X94191 


) heat shock protein 17 




[ Pennisetum glaucum] 1 






Seq. No. 


32676 




Seq. ID 


OJ990618_05.0120.C47 


Gene No. 


67786 




Strand 




Start 


12879 




End 


13131 


Name 


OJ990618 05.0120.C47.ol 


. tm 


Method 


TBLASTX: Maize . 


Start 


4312 




End 


4908 


GI ...... 


none .... ... 




.Score 


95 ...... 


Exons 


4312.'. 4440, 4320. .4418, 


4474 . . 


4773, 4491. .4697, 4837. .4908 


Seq. No. 


32 67 6 




Seq. ID 


6J990*618_05 . 0120 . C4 7 


Gene No. 


67786 




Strand 




Start 


12879 




End 


13131 


Name 


. OJ990618 05.0120.C47.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4606 




End 


4986 


GI 


-jnone 




Score 


204 


Exons 


4606. .4800, 4615. .4812, 


4806. . 


4925, 48 


10. .4986, 4810. .4956 


Seq. No. 


32676 




Seq. ID 


OJ990618_05.0120.C47 


Gene No. 


67786 




Strand 




Start 


12879 




End 


13131 


Name 


OJ990618 05.0120.C47.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


6693 




End 


7124 


GI 


none 




Score 


86 



32806 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6693.. 6746*, 6755. .6874, 6756. .6884, 6939. .6974, 7092. .7124 



32676 
67786 
12879 

OJ990618_05.0120.C47 . o2 . tm 

12876 

none 



Seq. ID OJ990618_05.0120.C47 
Strand 

End 13131 

Method TBLASTX : Mai ze 

End 13032 

Score 137 



12876. .12926, 128 92 12948 , 12924 .. 13025 , 12927 13031 , 
12928. .13032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No'. * 

Start 

.Nam^ 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



32676 
67786 
12879 

OJ990618_05.0120.C47 .o3.np 
12879 
2827517 
12879. .13131 

(AL021633) protein kinase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990618_05.0120.C47 
Strand 

End 13131 

Method AAT/NAP 

End 13131 

Score 101 



32677 
67787 . 
2048- 

OJ9'906l8_05.0120.C50.ol .gs 

2048 

none 

2048. .2109, 2741. .3728 



Seq. ID OJ990618_05.0120.C50 

Strand +. 

-End 3728 

Method GENSCAN 

End 3728 

Score .97' 



32677 
67787 
2048- 

OJ990618_05.0120.C50.ol.np 
2048 
4755196 
2048. .2109, 2741. .3716 

(AC007018) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990618_05.0120.C50 

Strand + 

End 3728 

Method AAT/NAP 

End 3716 

Score 896 



32677 Seq. ID OJ990618JD5 . 0120 . C50 

67787 Strand + 

2048 End 3728 
.OJ990618_05.0120.C50.ol.gp _ Method . AAT/GAP . . 

2755 End" ' 3034 

3768354 ' . Score 548 
2755. .'3034 • 

4539369/ emb | CAB4 0063 . 1 | 1.0e-22 (AL049525) putative protein 
[Arabidopsis thaliana] 



32677 
67788 
4943 

OJ990618_05.0120.C50.o2.tm 

1999 

none 



Seq. ID OJ990618_05.0120.C50 
Strand 

End 5839 

Method TBLASTX : Mai ze 

End 2956 

Score 68 



•1 999,. 2097,- 2011.. 2118, 2012.. 2110, 2733.. 2 930, 2734.. 2944 
2740. .2937) 2741. .2956) 2742. .2954' 

32677 Seq. ID OJ990618_05 . 0120 . C50 

32807. 



Gene No. 67788 

Start 4943 

Name OJ990618JD5 . 0120 . C50 . ol . ts 

Start 2724 

GI none 

Exons 2724.. 2921, 2751.. 2951, 2801. 

3026.. 3331, 3027.. 3332 



Strand 
End 

Method 

End 

Score 



5839 

TBLASTX : Soybean 

3332 

231 



,2947, 2940. .3026, 2969. .3010, 



Seq. No. 32677 

Gene No. 67788 

Start 4943 

Name OJ990618_05 . 0120 . C50 . ol . tm 

Start 3112 

GI none 

Exons 3112.. 3369, 3113.. 3370, 3114. 

Seq. No. 32677 

Gene No. 67788 

Start 4943 

Name OJ990618_05 . 0120 . C50 . o2 . ts 

Start 3419 
GI . none 

Exons 3419.. 3583, 3420.. 3584, 3581. 



Seq. ID OJ990618_05.0120.C50 
Strand 

5839 

TBLASTX: Maize 
3374 
401 



End 

Method 
End 
Score 
.3374 



Seq. ID OJ990618_05.0120.C50 
Strand 

End 5839 

Method TBLASTX : Soybean 

End 3713 

Score - 195 .... 

3712,- .3582. .3713 \. 



Seq. No. 32677 

Gene No. 67788 

Start 4943 

Name OJ990618_05 . 0120 . C50 . o3 . tm 

Start 3480 

GI none 

Exons 3480.. 3554, 3482.. 3556, 3581. 



Seq. ID OJ990618_05.0120.C50 
Strand 

End 5839 

Method TBLASTX : Maize 

End 3716 

Score 77 
.3700, 3582. .3716 



Seq. No. 32677 

Gene No. 67788 

Start 4943 

Name OJ990618J35 . 0120 . C50 . o2 . gs 

Start 4943 

GI none 

Exons 4943.. 5066, 5429.. 5531, 5668. 



Seq. ID OJ990618_05.0120.C50 
Strand 

End 5839 

Method GENSCAN 

End 5839 

Score .76 
5839 ■ 



Seq.. No. . 32678 ... . . . , 

Gene No. 67789 

Start * 55... 

Name ' OJ990618_05 . 0120 . C51 . ol . gs " 

Start 55 

GI none 

Exons 55.. 226, 1258.. 1262 

Seq. No. 32678 

Gene No. 67790 

Start 5380 

Name OJ990618J55 . 0120 . C51 . ol . np 

Start 5131 

GI 2460203 

Exons 5131.. 5160, 5395.. 5876, 7048.. 

10534. .10663 
GI Descrip. (AF021244) coronatine-induced 



Seq. ID OJ990618_05.0120.C51 

Strand + 

.End , 1262 

Method ' GENSCAN 

End 1262 

Score .65 



Seq. ID OJ990618_05.0120.C51 
Strand 

End 14234 
Method AAT/NAP 
End 10663 
Score 184 

7226, 7956. .8029, 9257. .9345, 
protein 1 [Arabidopsis thaliana] 



32808 



Seq. No. 32678 

Gene No. 67790 

Start 5380 

Name OJ990618 _05 . 0120 . C51 . o2 . gs 

Start 5380 

GI none 
Exons 



Seq. ID OJ990618_05.0120.C51 

Strand - ; 

End 14234 

Method GENSCAN 

End 13703 

Score .61 



5380. .5667, 6427. .6471, 7186. .7400, 7543'.. 7644, 7750. .7810, 
7828. .7971, 8232. .8331, 9257. .9503, 10360 1 1301, 11352 .. 114 17 , 
11941. .12308, 12855. .13002, 13178.. 13703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



32678 
67790 
5380 

OJ990618_05.0120.C51.o4.tm 

5380 

none 



Seq. ID OJ990618_05.0120.C51 
Strand 
End 

Method 
End 
Score 



14234 

TBLASTX: Maize 

5637 

53 



5380. .5472, 5381. .5431, 5443. .5598, 5500. .5577, 5593. .5637 



32678 
67790 
5380 

OJ990618_05 . 0120 . C51 . o5 . tm - 

7 925 

none 

7925. .8029, 7942. .8031, 7942. 
9293. .9430, 9357. .9431 



Seq. ID 

Strand 

End., 

Method 

End 

Score 



OJ990618_05.0120.C51 

14234 .. 
TBLASTX: Maize 
'9431 
98 



,8028, 9233. .9346, 9250. .9345, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32678 
67790 
5380 

OJ990618_05. 0120.C51.o3.np 

9999 

4680207 



OJ990618 05.0120.C51 



Seq. ID 
Strand 

End 14234 
Method AAT/NAP 
End 14234 
Score 1020 

9999. .10158, 10366. .12224, 12855. .13713, 14196. .14234 
(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 32678 Seq. ID 

Gene No. 67790 Strand 

.Start 5380 . ... . . v . End . 14234 ... 

Name' OJ990618_05 . 0120 . C51 . o2 . np ' Method AAT/NAP 

Start . ■ 10380- , End 14234 

GI " 4680207 ' Score 1021 

Exons 10380. . 12224, 12855 .. 137 13, 14196.. 14234 
GI Descrip. 



OJ990618 05. 0.120. C51 



(AF114171) 
bicolor] 



disease resistance protein RPM1 homolog [Sorghum 



Seq. No. 32678 

Gene No. 67790 

Start 5380 

Name OJ990618_05 . 0120 . C51 . ol . ts 

Start 11042 

GI none 

Exons 11042. .11161, 11171 .. 11356, 
12185. .12274 



Seq. ID 

Strand 

End 

Method 
End 



OJ990618_05.0120.C51 
14 234 

TBLASTX : Soybean 

12274 

1 04 



11507. .12070, 11697. .11903, 



32809 



Seq. No. 32678 Seq. ID 

Gene No. 67790 Strand 

Start 5380 End 

Name OJ990618_05 . 0120 . C51 . o3 . tw Method 

Start 11108 End 

GI none Score 

Exons 11108. .11431, 11145. .11327 



OJ990618_05.0120.C51 
14234 

TBLASTX: Wheat 

11431 

57 



Seq. No. 32678 

Gene No. 67790 

Start 5380 

Name OJ990618_05 . 0120 . C51 . ol . tw 

Start 11520 

GI none 
Exons 



Seq. ID OJ990618_05.0120.C51 
Strand 
End 

Method 
End 
Score 



14234 

TBLASTX: Wheat 

11860 

43 



11520. .11540, 11573. .11860, 11577 1184 9, 11675. .11860 



Seq. No. 32678 

Gene No. 67790 

Start 5380 

Name OJ990618_05 . 0120 .C51 . ol 

Start 11579 

GI . none 

Exons , 11579. .11908, 11583.. 11 
■ 11985. .12080 

Seq. No. 32678 

Gene No. 67790 

Start 5380 

Name OJ990618_05 . 0120 . C51 . o4 

Start 11861 

GI none 

Exons 11861 .. 11968, 11861. .11 
11984. .12079, 11985. .12 



Seq. ID OJ990618_05.0120.C51 
Strand 

End 14234 

.tm Method TBLASTX : Maize 

End 12080 

Score 244 
906* 1L935-. .11967, 11972 . .'1206.4,/ • 



Seq. ID OJ990618_05.0120.C51 
Strand 

End 14234 
.tw Method TBLASTX : Wheat 

End 12093 

Score 61 
968, 11862. . 11969, 118 62 .. 11969, 
071, 11986.. 12093 



Seq. No. 32678 

Gene No. 67790 

Start 5380' 

Name OJ990618_05 . 0120 . C51 . o3 

Start 12158 

GI none 

Exons . 12158. .12316, 12159., . 12 

Seq. No. . 32 678 .' - ' 
Gene No. * 67790' 

Start 5380 

Name OJ990618_05 . 0120 .C51 . o2 

Start 13155 

GI none 

Exons 13155. . 13241, 13314.. 13 

Seq. No. 32678 

Gene No. 67790 
Start ' 5380 

Name OJ990618JD5 . 0120 . C51 . o2 

Start 13470 

GI none 

Exons 13470. . 13736, 13507.. 13 



Seq. ID OJ990618_05.0120.C51 
Strand 

End 14234 

.tm Method TBLASTX : Maize 

End 12339 

Score 205 
317, 121.69. . 12339 

.Seq'. ID OJ990618_05..0120.C51 

Strand - 

End 14234 

.tm Method TBLASTX : Maize 

End 13664 

Score 133 
388, 13416. . 13664, 13507.. 13641 

Seq. ID OJ990618_05.0120.C51 
Strand 

End 14234 

. tw Method TBLASTX: Wheat 

End 13736 

Score 175 
704, 13623.. 13706 



32810 



Seq. No. 32679 Seq. ID 

Gene No. 67791 Strand 

Start 68 End 

Name OJ990618_05 . 0120 . C52 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68.. 412 ' 



OJ990618_05.0120.C52 
412 

GENSCAN 

412 

.44 



Seq. No. 32680 

Gene No. 67792 

Start 295 

Name OJ990618_05 . 0120 . C53 . ol . gs 

Start 295 

GI none 

Exons 295.. 440 



Seq. ID OJ990618_05.0120.C53 

Strand + 

End 440 

Method GENSCAN 

End 440 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI _ 

Exons 

GI De scrip. 



32681 Seq. ID OJ990618_05 . 0120 . C54 

67793 Strand 
16 End 411 

OJ990618_05.0120.C54 .ol.np Method AAT/NAP 
16 ,.».... - . . . End . . 411 

.,.2126090 . . .Score ' 674 

16. .411 

transposase (insertion sequence IS10) - Escherichia coli \ 
gi I 455676|bbs | 140379 (S67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/R-1, Peptide 

^PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. . 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



32682 
67794 



Seq. ID OJ990618_05.0120.C56 
Strand + 



OJ990618_05 . 0120 . C56 . ol . np 
1 

4680179 
1..315 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



1554 
AAT/NAP 
315 
416 



32682- 



Seq. ID OJ990618_05.0120.C56 



67794 Strand + 

I-,.,.. • End 1554 . ' 

OJ990618_05*;0120.C56.o2.np Method AAT/NAP 

1 End ' 1554 

6063554 Score 51 

1..24, 1111. .1307, 1530. .1554 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 32682 Seq. ID 

Gene No. 67794 Strand 

Start 1 End 

Name OJ990618_05 . 0120 . C56 . ol . tm Method 

Start 1 End 

GI none Score 



OJ990618_05.0120.C56 
+ 

155 4 

TBLASTX: Maize 

219 

182 



32811 



Exons 



1..219, 16. .75, 24. .170 



beq. No. 


Z>Z OOZ 




Seq. ID 


OJ990618_05. 


0120 


. C56 


Gene No . 


C "7 H Cl A 




Strand 


+ 






Start 


l 




End 


1554 






Name 


ujyyubio uo .uizu .ljd.oi 


. tw 


Method 


TBLASTX: Wheat 




Start 


l 




End 


219 






GI 


none 




Score 


199 






Exons 


i . . z i y 












Seq. No. 


32683 




Seq. ID 


OJ990618_05. 


0120 


.C57 


Gene No. 


67795 




Strand 


+ 






0 4- 4- 

otart 


104 




End 


427 






Name 


OJ990618 05.0120.C57.ol 


.gp 


Method 


AAT/GAP 






Start 


104 




End 


427 






GI 


13299 1.R1084 




Score 


152 






Exons 


104. . 133, 329. .427 












GI Descrip. 


I 3261775/emb|CAB09037 | 


7.0e-32 (Z95584) 


hypothetical protein 




Rvll65 [Mycobacterium tuberculosis] ' 








beq. no. 


32683 




Seq. ID 


OJ990618_05. 


0120 


.C57 


Gene No • 


- 67796. , ■ 




Strand . 


...... 






Start 


334 




•End 


.4 24 






Name 


OJ990618 05.0120.C57.ol 


.gs" 


Method 


GENSCAN 






Start 


334 




End 


424 






GI 


none 




Score 


. 67 






Exons 


334. .424 












Seq. No. 


32684 




Seq. ID 


OJ990618 05. 


0120 


.C61 


Gene No. 


67797 




Strand 


+ 






Start 


1168 




End 


1964 






Name 


OJ990618 05.0120.C61.ol 


.gs 


Method 


GENSCAN 






Start 


1168 




End 


1962 






GI 


none 




Score 


.99 






Exons 


1168. .1962 












Seq. No. 


32684 




Seq. ID 


OJ990618_05. 


0120 


-C61 


Gene No . 


67797 




Strand 


+ 






Start 


1168 




End 


1964 






Name 


OJ990618 05.0120.C61.ol 


.np 


Method 


AAT/NAP 






otart 


1168 




End 


1964 , .. 






bl 


4512231. 




Score 


1272 






♦Exons 


1168.^1964 












GI Descrip. 


""(ABO 14 741") ORFO protein 


[Ofyza sativa] 








Seq. No. 


32684 




Seq. ID 


OJ990618_05. 


0120 


.C61 


Gene No . 


67798 




Strand 


+ 






Start 


2235 




End 


4983 






Name 


OJ990618 05.0120.C61.o2 


.np 


Method 


AAT/NAP -j 






Start 


2191 




End 


4983 






GI 


4680179 




Score 


1879 






Exons 


2191. .3251, 3279. .4983 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


32684 




Seq. ID 


OJ990618J)5. 


0120 


.C61 


Gene No. 


67798 




Strand 


+ 






Start 


2235 




End 


4983 







32812 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990618_05.0120.C61.o2.gs 

2235 

none 

2235. .3940, 3981. .4935 



32684 
67798 
2235 

OJ990618_05. 

"24 02 

none 

2402. .2599, 



32684 
67798 
2235 

OJ990618_05. 

2649 

none 

2649. .2846, 

32684- • 

67798 

2235 *" 

OJ990618_05. 

2652 

none 

2652. .2957, 

32684 
67798 
2235 

OJ990618_05. 

3336 

none 

3336. .3689 

32684 
67798 
2235 

OJ990618_05. 

3693 

none 

3693. .3890, 

32684 
67798 
2235 

OJ990618_05. 

3889 

none 

3889. .4461, 

32684 
67798 
2235 

OJ990618 05. 



0120.C61.o5.tw 



2403. .2600 



0120.C61.o3.tw 



2652. .3002 



0120.C61.o4 . tm 



2652. .21 



0120.C61.o4 . tw 



0120.C61.o5.tm 
3731". .3841 

0120.C61.ol.tw 
3963. .4457, 4214, 

0120.C61.o3. tm 



Method GENSCAN 
End 4935 
Score .51 



Seq. ID OJ990618_05.0120.C61 

Strand + 

End 4983 

Method TBLASTX : Wheat 

End 2600 

Score 210 



Seq. ID OJ990618_05.0120.C61 

Strand + 

End 4983 

Method TBLASTX : Wheat 

End 3002 

Score 310 



.Seq.. ID OJ990618__05. 012-0, C61. 

gtrand + 

End 4 983 

Method TBLASTX : Maize 

End 2957 

Score 255 



Seq. ID OJ990618_05.0120.C61 

Strand + 

End 4983 

Method TBLASTX : Wheat 

End 3689 

Score 247 



Seq. . ID OJ990618_05.0120.C61 

Strand + 

End 4983 

Method TBLASTX: Maize 

End 3890 

Score 181' 



Seq. ID OJ990618_05.0120.C61 

Strand + 

End 4983 

Method .-TBLASTX : Wheat 

End 4 4 62 

Score 608 
.4462 



3 e rr _ t n OJ99061S 05.0120.C61 

Strand + ~ 

End 4983 

Method TBLASTX : Mai ze 



32813 



Start 


4078 








End 


4425 






GI 


none 








Score 


258 






Exons 


4078 . . 4410, 


4104 


. . 4424 , 


4105 . 


.4425 








Seq. No. 


32684 








Seq. ID 


OJ990618 


_05.0120 


.C61 


Gene No. 


67798 








Strand 


+ 






Start 


ZZOD 








T-l „ _1 

End 


A C\ A O 

4 983 






Name 


OJ990.618 05 


. 0120 


. C61 . ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


424 9 








End 


4509 




GI 


none 








Score 


290 






Exons 


424 9. . 4 509/ 


/OTA 

4260 


. . 4 508 












Seq. No. 


32684 








Seq. ID 


OJ990618 


_05.0120 


.C61 


Gene No. 


67798 








Strand 


+ 






Start 


o o o c 

2235 








End 


4983 






Name 


OJ990618 05 


. 0120 


. C61 . ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


A A A /" 

4 426 








End 


4743 






GI 


none 








Score 


448 






Exons 


A A O /"* A ~1 A ~i 

4426 . .4743, 


4 4 37 


. . 4736, 


4438 . 


.4737, 4526. .4738 






Seq. No. 


32684 








Seq. ID 


OJ990618 


_05.0120 


.C.61 


Gene No. 


67798 








Strand 


+ 






.Start 


. 2235 








End 


4983 






Name 


OJ990618_05 , 


. 0120 


.C61 . o2 , 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4 4 68 








End 


4983 






GI 


none 








Score 


578 






Exons 


44 68 . .4 983, 


4 470, 


. .4976, 


4525 . 


. 4983 








Seq. No. 


32684 








Seq. ID 


OJ990618 


_05.0120 


.C61 


Gene No. 


67798 








Strand 


+ 






Start 


2235 








End 


4983 






Name 


OJ9906l8_05 . 


. 0120 . 


.C61 . o2 , 


. tm 


Method 


TBLASTX: 


Maize 




Start 


474 9 








End 


4983 






GI 


none 








Score 


274 






Exons 


4 749. .4 967 , 


4 750. 


. . 4 983 












Seq. No. 


32685 








Seq. ID 


OJ990618 


_05.0120 


.C64 


Gene No. 


67799 








Strand 


+ 






Start 


1 








End 


360 






Name 


OJ990618_05 . 


, 0120 . 


. C64 . ol . 


,gp 


Method 


AAT/GAP 






Start 


. 1 








End 


360 






GI 


none 








Score 


682 . 






Exons 


t ~} s~ a** ' 
1 . .360 
















Seq. No. 


32686 








Seq. ID 


OJ990618 


_05.0120 


.C65 


Gene No. 


67800 








Strand 








Start 


228 








End 


494 






Name 


OJ990618 05. 


0120. 


,C65.ol. 


gs 


Method 


GENSCAN 






Start 


228 






End 


494 






GI 


none 








Score 


.97 






Exons 


228. .310, 402. .494 












Seq. No. 


32687 








Seq. ID 


OJ990728 


_08.0114 , 


.C3 


Gene No. 


67801 










-j- 






Start 


44 








End 


319 






Name 


OJ990728 08. 


0114. 


C3.ol.gs 


Method 


GENSCAN 






Start 


44 








End 


319 







32814 



GI 

Exons 



none 
44. .319 



Score 



.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32688 
67802 
83 

OJ990728_08. 0114 ,C4 .ol.gs 
83 

none 



Seq. ID OJ990728 08. 0114. C4 



Strand 
End 

Method 

End 

Score 



+ 

4149 
GENSCAN 
4083 
.47 



83. .289, 343. .1145, 1280. .1353, 1364. .1490, 1571. .1598, 
1698. .2115, 2267. .2451, 2478. .2690, 2769. .2951, 3035. .4083 



Seq. No. 32688 Seq. ID 

Gene No. 67802 Strand 

Start 83 End 

Name OJ990728_08 . 0114 . C4 . ol . np Method 

Start 866 End 

GI 6498441 Score 

Exons 866.. 1914, 2243. .2705, 2769.. 3144, 3328 
GI Descrip. 



OJ990728_08.0114.C4 
+ 

4149 
AAT/NAP 
4149 
3891 

3462, 3637. .4149 



(AP000815) EST C72786 ( E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32688 
67802 
83 

OJ990728_08. 

1056 

none 

1056. .1109, 
1136. .1393 



Seq. ID OJ990728_08.0114.C4 

Strand + 

End 414 9 

Method TBLASTX : Wheat 

End 1393 

Score 56 

1073. .1114, 1088. .1153, 1096. .1152, 1120. .1359, 



0114.C4.o4.tw 



Seq. No. 


32688 






Gene No. 


67802 






Start 


83 






Name 


OJ990728 08 


.0114 


.C4.o3. 


Start 


2127 






GI 


none 






Exons 


2127. .2300, 


2128, 


. .2466, 


Seq. No. 


32688 . . 






Gene No. 


6780.2 






Start 


83 






Name 


OJ990728 08, 


.0114, 


.C4.ol. 


Start 


2777 






GI 


none 






Exons 


2777. .2974, 


2778. 


. .2984, 




2990. .3241 






Seq. No. 


32688 


* i 




Gene No. 


67802 






Start 


83 






Name 


OJ990728 08. 


.0114. 


,C4.o2. 


Start 


2907 






GI 


none 






Exons 


2907. .2987, 


2986. 


.3255, 



Seq. ID OJ990728_08.0114.C4 

Strand + 

End 4149 

tw Method TBLASTX : Wheat 

End 2612 

Score 282 
2140. .2460, 2322. .2477, 2457. .2612 

^ Seq. ID . OJ990728_08.0114.C4 

Strand + 

• m . End 4149 

tw Method TBLASTX : Wheat 

End 3241 

Score 226 
2979. .3221, 2986.-3237, 2989. .3234, 



Seq. ID OJ990728_08.0114.C4 

Strand + 

End 4149 

tm Method TBLASTX : Maize 

End 32 65 

Score 55 
2987.. 3265, 3149.. 3265 



32815 




Seq. No. 


32688 


Seq. ID 


OJ990728_08.0114 


,C4 


Gene No. 


67802 


Strand 


+ 




Start 


o o 


End 


414 9 




Name 


OJ990728_08 .0114.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


3292 


End 


367 6 




GI 


none 


Score 


358 




Exons 


3292. .Job// 3293. .3o/d 








Seqf^No. 


32688 


Seq. ID 


OJ990728_08.0114 


.C4 


Gene No. 


67802 


Strand 


+ 




Start 


o3 


End 


414 9 




Name 


OJ990728 08 . 0114 . C4 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


334 9 


End 


3774 




GI 


none 


Score 


493 




Exons 


3349.-3774, 3350.. 3772 








Seq. No. 


32688 


Seq. ID 


OJ990728_08.0114 


.C4 


Gene No. 


67802 


Strand 


+ 




Start 


o o 

o3 


End 


414 9 




Name 


OJ990728 08 . 0114 . C4 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


3428 


End 


3799 




GI 


none • - 


. Score . 


27 5 . 




Exons 


3428. .3799, 3445. .3588 




• 




Seq. No. 


32689 


Seq. ID 


OJ990728_08 . 0114 


.C5 


Gene No. 


d / o 0 3 


Strand 


+ 




btart 


I 


• End 


777 




Name 


OJ990728 0.8. 0114. C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


774 




GI 


6498441 


Score 


1114 




Exons 


1..400, 495. .774 








GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


32689 


Seq. ID 


OJ990728JD8.0114 


C5 


Gene No. 


67803 


Strand 


+ 




Start 


1 


End . 


777 




Name 


OJ990728 08.0114.C5.ol.gs 


Method 


GENSCAN . 




Start 


7 5 


End 


777 




GI 


none. 


Score 


. 69 ... . ... , 




Exons 


75. .400, 480. .616, 661. .777 








Seq I' No. 


32689 


Seq. *ID 


0J9 90 7 2 8^08. 01 14. 


C5 


Gene No." 


67804 


Strand 






Start 


1397 


End 


3476 




Name 


OJ990728 08.0114.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9 


End 


363 




GI 


none-- 


Score 


286 




Exons 


9. .260, . 10. .357, 97. .363 








Seq. No. 


32689 


Seq. ID 


OJ990728_08.0114. 


C5 


Gene No. 


67804 


Strand 






Start 


13-97 


End 


3476 




Name 


OJ990728 08.0114.C5.o2.gs 


Method 


GENSCAN 




Start 


1397 


End 


3453 




GI 


none 


Score 


.72 





32816 



Exons 



1397.. 1543, 1643.. 1819, I860.. 2127, 2217.. 2599, 2750.. 3278, 
3380. .3453 



Seq. No. 


32689 


Seq. ID 


OJ99072! 


3_08 . 0114 . C5 


Gene No. 


67804 


Strand 






Start 


1397 


End 


3476 




Name 


OJ990728 08.0114.C5.o2.np 


Method 


AAT/NAP 




Start 


1400 


End 


3476 




GI 


6907089 


Score 


2197 




Exons 


1400. .3278, 3380. .3476 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


32690 


Seq. ID 


OJ99072f 


3_08.0114 .C6 


Gene No. 


67805 


Strand 






Start 


1 


End 


2191 




Name 


OJ990728 08.0114.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


473 




GI 


1710521 


Score 


206 




Exons 


1..299, 387. .473 








GI Descrip. 


60S RIBOSOMAL PROTEIN L24 gi | 1154859 | emb | CAA63960 | (X94296) 




ribosomal protein [Hordeum vu 


lgare] 






Seq. No. 


32690 • 


Seq. ID 


OJ99072* 


3 JO 8 .0114 .C6 


Gene No. 


67805 


Strand 






Start 


1 


End 


2191 




Name 


OJ990728 08.0114.C6.ol.gp 


Method 


AAT/GAP 




Start 


240 


End 


2038 




GI 


16970 1.R1084 


Score 


412 




Exons 


240. .299, 387. .462, 656. .693, 


1952. .2038 




GI Descrip. 


, 1710521/sp|P50888|RL24 HORVU 


4.0e-58 60S RIBOSOMAL PROTEIN 




>gi 1154859 emb CAA63960 (X94296) L24 


ribosomal protein 




[Hordeum vulgare] 1 








Seq. No. 


32690 


Seq. ID 


OJ99072* 


3_08.0114.C6 


Gene No. 


67805 


Strand 






Start 


1 


End 


2191 




Name 


OJ990728 08.0114 .C6.ol.tm 


Method 


TBLASTX 


Maize 


Start 


240 


End 


465 




GI 


none 


Score 


95 




Exons 


240. .302, 244. .300, 244. .303, 


375. .464, 


385. .462, 385..46S 


Seq. No . . 


32690 


Seq. ID " 


OJ99072E 


3_08.0114.C6 


Gene No . ■ 


67805 


Strand 






Start 


l ' ' : . ■"*■*■ ' 


End 


2191 




Name 


OJ990728 08.0114.C6.ol.tc 


Method 


TBLASTX 


Cress 


Start 


240 


End 


465 




GI 


none 


Score 


60 




Exons 


240. .302, 241. .300, 372. .464, 


385. .465 






Seq. No. 


32690 


Seq. ID 


OJ99072E 


i_08 . 0114 .C6 


Gene No. 


67805 


Strand 






Start 


1 


End 


2191 




Name 


OJ990728 08.0114.C6.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


240 


End 


4 64 




GI 


none 


Score 


68 




Exons 


240. .302, 243. .302, 244. .303, 


375. .464, 


385. .462 



32817 



Seq. No. 


32690 


Seq. ID 


OJ990728 


_08 


.0114 


.C6 


Gene No. 


67805 


Strand 










Start 


1 


End 


2191 








Name 


OJ990728_08 .0114.C6.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


240 


End 


465 








GI 


none 


Score 


83 








Exons 


240. .302, 241. .300, 375. .464 


, 385 . . 465 










Seq. No. 


32690 


Seq. ID 


OJ990728 


_08 


. 0114 


.C6 


Gene No. 


67805 


Strand 










Start 


1 


End 


2191 








Name 


OJ990728_08 . 0114 . C6 . ol . gs 


Method 


GENSCAN 








Start 


1769 


End 


2191 








GI 


none 


Score 


. 9 








Exons 


1769. . 2191 












Seq. No. 


32691 


Seq. ID 


OJ990728 


_08 


. 0114 


,C7 


Gene No. 


67806 


Strand 


+ 








Start 


137 


End 


2022 








Name 


OJ990728 08.0114.C7.ol.gs 


Method 


GENSCAN 








Start 


137 


End 


2022 








GI- 


■ none . 


Score . 


. 64 








Exons 


137.. 273, 1053.. 1088,. 1929.. 


2022 . '. \ ' 






-\ - 




Seq. No. 


32691 


Seq. ID 


OJ990728 


_08 


. 0114 


.C7 


Gene No. 


67807 


Strand 


+ 








Start 


3130 


t End 


4342 








Name 


OJ990728_08 . 0114 , C7 . o2 . gs 


Method 


GENSCAN 








Start 


3130 


End 


4342 








GI 


none 


Score 


. 87 








Exons 


3130.. 3214, 3307.. 3405, 4278 


. .4342 










Seq. No. 


32691 


Seq. ID 


OJ990728 


_08 


. 0114 


.C7 


Gene No. 


67808 


Strand 


+ 








Start ■ 


5792 


End 


6660 








Name 


OJ9 90728 08.0114.C7.o3.gs 


Method 


GENSCAN 








Start 


5792 , 


End 


6660 








GI 


none 


Score 


. 48 








Exons 


5792.. 5876, 5968.. 6044, 6232 


. . 6660 










Seq.. No. ... 


32691 . . .. , . 


. Seq. ID 


OJ9.90728 


_0,8^ 


. 0114, 


C7 


Gene No. 


67809 


Strand 


+ 








Start \ \ 


8831 


End . 


9855* 








Name 


' OJ990728 08.0114. C7.'o2.np'" 


Method 


AAT/NAP 








Start 


8831 


End 


9855 








GI 


6907089 


Score 


1667 








Exons 


8831.. 9855 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


32691 


Seq. ID 


OJ990728_ 


_08 


.0114. 


C7 


Gene No. 


67809 


Strand 


+ 








Start 


8831 


End 


9855 








Name 


OJ990728 08.0114.C7.o5.gs 


Method 


GENSCAN 








Start 


8831 


End 


9730 








GI 


none 


Score 


.47 








Exons 


8831. .9730 













32818 



Seq. No. 32691 Seq. ID 

Gene No. 67810 Strand 

Start 7037 End 

Name OJ990728J38 . 0114 . C7 . o4 . gs Method 

Start 7037 End 

GI none Score 

Exons 7037.. 7185, 7210.. 7278, 7746.. 7806 



OJ990728__08.0114.C7 

7806 
GENSCAN 
7806 
.58 



Seq. No. 


32692 


Seq. ID 


OJ990728_08.0114.C8 


Gene No. 


67811 


Strand 


+ 


Start 


1 


End 


2681 


Name 


OJ990728 08.0114.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2681 


GI 


91206 


Score 


75 


Exons 


1..103, 1556. .1690, 2136. .2237, 2606.. 


2681 


GI Descrip. 


proline-rich protein - mouse 


(fragment) gi 1200543 (M19419) 




proline-rich .salivary protein 


[Mus musculus] 


Seq. No. 


32692 


Seq. ID 


OJ990728_08.0114.C8 


Gene No. 


67812 


Strand 




Start 


1094 


End 


3541 


Name 


OJ990728 08.0114. C8.ol,gs 


Method - 


GENSCAN 


Start 


1094 . . t . 


End 


3541 


GI 


none 


Score 


.56 


Exons 


1094. .1171, 1660. .1938, 3458.. 


3541 




Seq. No. 


32693 


Seq. ID 


OJ990728_08.0114.C9 


Gene No. 


67813 


Strand 


+ 


Start 


106 


End 


2781 


Name 


OJ990728 08.0114.C9.ol.np 


Method 


AAT/NAP 


Start 


106 


End 


2461 


GI 


6721519 


Score 


87 


Exons 


106. .146, 312. .370, 581. .751, 


2207. .2461 


GI Descrip. 


(AP001072) EST AU082116 (E4026) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


32693 


Seq. ID 


OJ990728_08.0114,C9 


Gene No. 


67813 


Strand 


+ 


Start 


106 


End 


2781 


Name 


OJ990728 08.0114 .C9.ol.gs 


Method 


GENSCAN 


Start 


8.33 


End 


14 91 . . 


GI 


none 


Score 


. 9 


Exons 


833. , 940, 1054; .1131, 1238. .1.4 91 




Seq.' No. 


32693 


Seq. ID 


OJ990728_08.0114 ,C9 


Gene No. 


67813 


Strand 


+ 


Start 


106 


End 


2781 


Name 


OJ990728 08.0114.C9.ol.gp 


Method 


AAT/GAP 


Start 


1733 


End 


2781 


GI 


72738- 1.R1084 


Score 


1382 


Exons 


1733. .1971, 2088. .2149, 2359.. 


2781 




GI Descrip. 


'1877026/dbj |BAA11351| 3.0e-42 


(D78336) ribosomal protein S19 




[Oryza sativa] 1 






Seq. No. 


32693 


Seq. ID 


OJ990728_08.0114 .C9 


Gene No. 


67813 


Strand 




Start 


106 


End 


2781 



32819 



Name 


OJ990728 08.0114 .C9.o2.gs 




Method 


GENSCAN 


Start 


1878 




End 


2584 


GI 


none 




Score 


.86 


Exons 


1878. .1971, 2359. .2441, 2477. 


. 2584 




Seq. No. 


32694 




Seq. ID 


OJ990728_08. 0114. C10 


Gene No. 


67814 




Strand 


+ 


Start 


408 




End 


1641 


Name 


■ OJ990728 08.0114.C10.ol.gs 




Method 


GENSCAN 


Start 


408 




End 


1641 


GI 


none 




Score 


. 68 


Exons 


408. .456, 974. .1128, 1411.. 


1641 




Seq. No. 


32694 




Seq. ID 


OJ990728 08. 0114. CIO 


Gene No. 


67815 




Strand 




Start 


1 




End 


5577 


Name 


OJ990728 08.0114 .C10. ol.np 




Method 


AAT/NAP 


Start 


1 




End 


5577 


GI 


188864 




Score 


71 


Exons 


1..43, 719. .789, 818. .1441, 


4700. .4943, 


50 97.. 5366, 5553.. 5577 


GI Descrip. 


(M74027) mucin [Homo sapiens] 






Seq. No. 


32695 




Seq. ID 


OJ9907 28__08 . 0114 .CI 1 


Gene No. 


67816 




Strand 


+ 


Start 


4135 




End 


4200 


Name 


OJ990728 08.0114. Cll.ol.gp 




Method 


AAT/GAP 


Start 


4135 




End 


4200 


GI 


5607332 




Score 


77 


Exons 


4135. .4200 








GI Descrip. 


1877026/dbj IBAA11351 | 3.0e- 


42 


(D78336) 


ribosomal protein S19 




[Oryza sativa] 








Seq. No. 


32695 




Seq. ID 


OJ990728_08 . 0114 .CI 1 


Gene No. 


67817 




Strand 


+ 


Start 


4199 




End 


6875 


Name 


OJ990728 08.0114.Cll.o2.np 




Method 


AAT/NAP 


Start 


4199 




End 


6875 


GI 


134045 




Score 


91 


Exons 


4199. .4346, 6850. . 6875 









GI Descrip. MITOCHONDRIAL RIBOSOMAL PROTEIN S3 gi | 708 69 | pir | | R3ZMS3 
. ribosomal protein S3 - maize mitochondrion 

gi! 13921 |emb|CAA40690 | (X57445) mitochondrial S3-like ribosomal 
. . . . protein [.Zea mays] " r ...... 



Seq.' No. 32695 

Gene No. 67818 

Start 6988 

Name OJ990728_08 . 0114 . Cll . o4 

Start 6988 

GI 3914451 

Exons 6988.. 7053, 7125.. 7280, 7802 
GI Descrip. 



,np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7939, 8409.. 8567 
SALIVARY PROLINE-RICH PROTEIN II-l gi | 410694 | bbs | 137280 PRP 
II-l=secreted proline-rich protein [human, donor D.K., parotid 
saliva, Peptide, 174 aa] 



OJ990728_08. 0114. Cll 
+ 

8567 
AAT/NAP 
8567 
58 



Seq. No. 
Gene No. 



32695 
67819 



Seq. ID OJ990728_08. 0114. Cll 
Strand + 



32820 



b car l 


Q 1 1 O 


End 


"i r\ n n c 

lUUOo 








Name 


ATQQmOQ HQ A1 1 /I f1 1 ^ O _ 

ujyyu/^o ucf . uii4 . en . oo . gs 


Metnoa 


GEN SCAN 








btart: 


yz iz 


End 


lOOUo 








bl 


none 


Score 


Q Q 

. yy 








Exons 


qoi o a/ic;Q i nnnc 
yziz . .y^oo/ yoyj. . iuuud 












beq . no . 




beq . i u 


uj y y u / zo 


Uo 


A T 1 A 
. 0114 . 


Cll 


Gene No. 


67820 


Strand 










Start 


1 


End 


628 










OJ990728 08.0114. Cll.ol.np 


Method 


AAT/NAP 








Of arf 
b LdlT. 


1 


End 


628 








c t 

bl 


4234852 


Score 


581 








Exons 


1. .628 












GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 








beq . no . 


32695 


Seq. ID 


OJ990728_ 


Uo 


n t i a 
U114 . 


Oil 


bene no . 


67821 


Strand 










Start 


5164 


End 


5536 








Name 


OJ990728 08.0114.Cll.o2.gp 


Method 


AAT/GAP 








Of 3 v-+- 

o t.ar u 


5164 


End 


5536 








C T 
bl 


67061 1.R1084 ■ 


Score 


722 








Exons • 


5164 . .5536 : .\ . 












GI Descrip. 


, 576771/gb|U16256|OSU16256 0 


,0e+00 Oryza sativa 


cone SRI 






sucrose-regulated mRNA, * 3 lf - 


end sequence' 








O tS • In \J . 


32695 


Seq. ID 


OJ990728_ 


_08. 


0114. 


r*i i 


Gene No. 


67822 


Strand 










Start 


5621 


End 


6271 








Name 


OJ990728 08.0114.Cll.o3.np 


Method 


AAT/NAP 








Start 


5621 


End 


6271 








GI 


2493132 


Score 


159 








Exons 


5621. .5684, 5812. .5911, 6009 


. . 6064, 6229. . 6271 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



VACUOLAR ATP SYNTHASE SUBUNIT B ISOFORM 2 (V-ATPASE B SUBUNIT) 
gi 1 167110 (L11873) vacuolar ATPase B subunit [Hordeum vulgare] 



32695 Seq. ID 

67822 Strand 

5621 End 

OJ990728_08 . 0114 . Cll . ol . tm Method 

5628 End 

none Score 



OJ990728_08. 0114. Cll 
6271 

TBLASTX: Maize 

6057 

83 



5628.. 5687, 5629.. 5685, 5630.. 5710, 5797.. 5910, 5824.. 5907, 
5825.. 5917., 5829. .5918, 6007. .6057, 600.9.. 6.056, 6010.. 6057 



Seq. No. 32696 Seq. ID 

Gene No. 67823 Strand 

Start 131 End 

Name OJ990728__08 . 0114 . C12 . ol . gs Method 

Start 131 End 

GI none Score 

Exons 131.. 201 



OJ990728_08.0114".C12 
+ 

201 

GENSCAN 
201 
. 62 



Seq. No. 32696. Seq. ID 

Gene No. 67824 Strand 

Start 3203 End 

Name OJ990728_08 . 0114 . C12 . o3 . gs Method 

Start 3203 End 



OJ990728_08.0114.C12 
+ 

5936 

GENSCAN 

5936 



32821 





none 


Score 


. 63 






Exons 


OCOQ A A f\H /I CCC y| 

j<:Uj. . 44U/..4DOO, 4oj / 


. .4754, 5434. .5936 






o e q . in o . 




Seq. ID 


OJ99072E 


> no 


.0114 


UCllC LN(J. 


D / O u 


Strand 


+ 






Start 


10966 


End 


11458 






Name 


OJ990728 08.0114 .C12.o2.gp 


Method 


AAT/GAP 






O Lai. L 


10966 


.. End 


11458 






PT 


576771 


Score 


843 








10966. .11221, 1124 8. .11458 












576771/gb|U16256|OSU16256 0. 


0e+00 Oryza sativa 


cone SRI 




sucrose-regulated mRNA, 3 '-end sequence 






Seq. No. 


32696 


Seq. ID 


OJ99072S 


t_08 


.0114 


Gene No. 


67826 


Strand 








O Lai i_ 


1267 


End 


2907 






Name 


OJ990728 08.0114.C12.o2.gs 


Method 


GENSCAN 








1267 


End 


2897 






PT 


none 


Score 


.88 






Hi X(JI 1 0 




..2711, 2858. .2897 






oeq.« wo . - 


.32696 


Seq. ID 


OJ99072E 


_08. 


.0114 


Gene No. 


.67.826 


Strand 








Start 


1267 


■ End- 


2907 






Name 


OJ990728 08.0114.C12.ol'.gp 


Method 


AAT/GAP 






C -t- s v+- 

otait 


2052 


End 


2907 






P T 


uC-osflcypl07gllbl 


Score 


906 






M V /A T~\ O 


2052. .2170, 2346. .2408, 2585 


. .2907 








P T 1"^ d o /■"» v i r"\ 

bl UcoCIip . 


'4204263 1.0e-10 (AC005223) 


40409 [Arabidopsis 


thaliana 


oeq. in o . 


32696 


Seq. ID 


OJ990728 


_08 


0114 


Gene No. 


67827 


Strand 








Start 


3275 


End 


11215 






Name 


OJ990728 08.0114.C12.ol.tm 


Method 


TBLASTX: 


Maize 


C +- -a v- +- 


1394 


End 


1929 






PT 


none 


Score 


56 






LAUilo 


1394. .1447, 1567. .1719, 1567 


..1896, 1568... 1810, 


18E 


39. .1 




1897. .1929 












32696 


Seq. ID 


OJ990728 


_08. 


0114 




67827 


. Strand 








Start 


3275 


End 


11215 






Name 


OJ990728 .08.0114.Cl2.ol.np 


Method 


AAT/NAP 






O Lai L 


3275 ' ' * 


End 


10445 






PT 


5257279 


Score 


969 






TT 1 v /-\ in o 


3275.. 3514, 7825.-8933, 9538 


..9805, 9971. .10445 








(AP000364) Similar to Transposon MAGGY 


gag and 


pol 


gene 




homologues." (L35053) [Oryza 


sati\ra] 








Corf Ma 


32696 


Seq. ID 


OJ990728 


_08. 


0114 


Gene No. 


67827 


Strand 








Start 


3275 


End 


11215 






Name 


OJ990728 08.0114.C12.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


7877 


End 


8296 






GI 


none 


Score 


79 






Exons 


7877. .8179, 7911. .8105, 8240 


. .8296 









32822 



Seq. No. 


32696 




Seq. ID 


OJ990728_08 


.0114. 


C12 


Gene No. 


67827 




Strand 








Start 


3275 




End 


11215 








OJ990728 08 


0114 C12 o4 as 


Mot - h nH 


\3 ill V* uj WrtlN 






Start 


8003 ~ 




End 


9118 






GI 


none 




Score 


. 61 






i_J 1 1 w 


8003 . . 9118 












Seq. No.' 


32696 




Seq. ID 


OJ990728_08 


.0114. 


C12 


Gene No. 


67827 




Strand 








Start 


3275 




End 


11215 






Name 


OJ990728 08 


0114 C12 ol tw 


Method 


TBLASTX: Wheat 






8621 _ 




End 


8986 






GI 


none 




Score 


57 






F.v on s 

J— 1 Ullu 


8621 8764, 


8622 .8723, 8789 


.8986, 8802.. 8963 






Seq. No. 


32696 




Seq. ID 


OJ990728_08 


.0114. 


C12 


Gene No. 


67827 




Strand 








Start 


3275 




End 


11215 






Name 


OJ990728 08 


.0114.C12.o5.gs 


Method 


GENSCAN 






o Lai L 


9342 _ 




End 


11215 








none 




Score 


. 98 






P von Q 


934 2 98 85 


10177. .10485, 11175.. 11215 








Qpn No 


32 697 




Seq. ID 


OJ990728_08 


0114 . 


C13 




67828 




Strand 


+ 






Start 


1 




End 


3385 






Name 


OJ990728 08 


-0114.C13.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


3385 








6815072 




Score 


104 






T7 1 v O Pi Q 
£j AU1 lO 


1..27, 1248 


..1512, 3368. .3385 












(AP001080) 


Similar to Arabidopsis thaliana chromosome II 


RAP 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


32697 




Seq. ID 


OJ990728_08 


0114 . 




Gene No. 


67828 . 




Strand 


+ 






Start 


1 




End 


3385 






Name 


OJ990728 08 


.0114 .C13.o2.np 


Method 


AAT/NAP 








1644 




End 


2572 






GI 


6862922 




Score 


233 






Pyon «=! 


1644. .1768,. 


1876.. 2209, 2238. 


.2435, .2530. .2572 






Dp qrri n 


(AC018907) 


unknown protein [Arabidopsis 


thaliana] 






Seq. No.' ■ 


32697 




Seq. ID 


OJ990728_08. 


0114 . 


C13* 


Gene No. 


67828 




Strand 


+ 






Start 


1 




End 


3385 






Name 


OJ990728 08 


.0114.C13.ol.gs 


Method 


GENSCAN 








1714 




End 


2439 






VJ J. 


none 




Score 


.96 , 






LAUl 1 O 


1714. .2439 












Seq. No. 


32697 




Seq. ID 


OJ990728_08. 


0114 . 


C13 


Gene No. 


67829 




Strand 








Start 


3622 




End 


5715 






Name 


OJ990728 08 


.0114 .C13.o2.gs 


Method 


GENSCAN 






Start 


3622 




End 


5413 






GI 


none 




Score 


.87 







32823 




Exons 3622.. 4359, 5357.. 5413 

Seq. No. 32697 Seq. ID OJ990728_08 . 0114 . C13 

Gene No. 67829 Strand 

Start 3622 End 5715 

Name OJ990728_08 . 0114 . C13 . o3 . np Method AAT/NAP 

Start 3625 End 5715 

GI 6223653 Score 606 

Exons. 3625. .3747, 3808. .4359, 4909. .4978, 5056. .5128, 5209. .5276, 

5357. .5433, 5505. .5715 
GI Descrip. (AC011698) transf actor-like [Arabidopsis thaliana] 

Seq. No. 32697 Seq. ID OJ990728_08 . 0114 . C13 

Gene No. 67830 Strand 

Start 12449 End 13123 

Name OJ990728_08 . 0114 . C13 . o3 . tc Method TBLASTX : Cress 

Start 2119 End 2444 

GI none Score. 122 

Exons 2119. .2208, 2130. .2204, 2308. .2409, 2322. .2444 

Seq. No. 32697 Seq. ID OJ990728J)8 . 0114 . C13 

Gene No.. 67830 . Strand^ - . . . -. 

Start 12449 ' *"■*■" : " End " 13123 "..".*" . 

Name OJ990728_08 . 0114 . C13 . o3 . ts Method TBLASTX : Soybean 

Start * 2125 End 2432 

GI none Score 125 

Exons 2125.. 2208, 2130.. 2204, 2293.. 2409, 2322.. 2432 

Seq. No. 32697 Seq. ID OJ990728_08 . 0114 . C13 

Gene No. 67830 Strand 

Start 12449 End 13123 

Name OJ990728_08 . 0114 . CI 3 . o2 . tm Method TBLASTX : Maize 

Start 3526 End 3782 

GI none Score 86 

Exons 3526.. 3618, 3529.. 3618, 3602.. 3655, 3618.. 3764, 3621.. 3665, 

3622. .3777, 3711. .3782, 3736. .3771 

Seq. No. 32697 ~ Seq. ID OJ990728_08 . 0114 . C13 

Gene No. 67830 Strand 

Start 12449 End 13123 

Name . OJ990728_08 . 0114 . C13 . o2 . ts Method . TBLASTX : Soybean 

Start 5223 End 5673 

GI none . , ..Score 65 

Exons 5223.. 5279, 5354.. 5428, 5357 . . 543<f , 5361.. 5432, 5504 5668", 
5506.. 5673 

Seq. No. 32697 Seq. ID OJ990728_08 . 0114 . C13 

Gene No. 67830 Strand 

Start 12449 End 13123 

Name OJ990728_08 . 0114 . C13 . o2 . tc Method TBLASTX : Cress 

Start 5253 End 5718 

GI none Score 41 

Exons 5253. .5276, 5254. .5280, 5360. .5434, 5361. .5432, 5504. .5626, 

5506.. 5637, 5506.. 5625, 5617.. 571R. 5fS?7 . . 57Q1 

Seq. No. 32697 Seq. ID OJ990728_08 . 0114 . C13 

Gene No. 67830 Strand 



32824 




Start 


12449 


End 


13123 




Name 


OJ990728 08.0114.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


5357 


End 


5607 




GI 


none 


Score 


85 




Exons 


5357.. 5434, 5358.. 5432, 5504.. 5605, 5506.. 5607 




Seq. No. 


32697 


Seq. ID 


OJ990728_08.0114 


.C13 


Gene No. 


67830 


Strand 






btart 


12449 


End 


13123 




Name 


OJ990728_08.0114.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 




End 


12913 




GI 


none 


Score 


393 




Exons 


12438. .12839, 12451 .. 12912, 


12453. . 12908, 12707.. 12913 




Seq. No. 


32697 


Seq. ID 


OJ990728_08.0114 


. C13 


Gene No. 


67830 


Strand 






Start 


12449 


End 


13123 




Name 


OJ990728_08.0114 .C13.o4 .np 


Method 


AAT/NAP 




Start 


124 4 y 


End 


13123 




GI 


4204263 


Score 


356 




Exons 


124 4 9. .12 972, 13003. .13123 








GI Des crip. 


(AC005223). 40409 [Arabidops 


is thaliana] - 




Seq. No. 


32697 ' 


Seq. ID 


- OJ990728JD8.0114 


.C13 


Gene No. 


67830 


Strand 






Start 


12449 


End 


13123 




Name 


OJ990728 08 . 0114 . C13 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


12619 


End 


12898 




GI 


none 


Score 


137 




Exons 


12619. .12897, 12688 .. 12894 , 


12713. .128 


98 




Seq. No. 


32697 


Seq. ID 


OJ990728_08.0114 


.C13 


Gene No . 


67830 


Strand 






btart 


12449 


End 


13123 




Name 


OJ9yU72o 0c . 0114 . C13 . Ol . tc 


Method 


TBLASTX: Cress 




Start 


12682 


End 


12906 




Grl 


none 


Score 


125 




Exons 


12682. .12906, 12697 .. 12897, 


12713. .12904 




Seq. No. 


32697 


Seq. ID 


OJ990728_08.0114 


.C13 


Gene No. 


67830 


Strand 






Start 


12449 


End 


13123 




Name 


OJ990728 08 . 013.4 . C13 .ol . tw , 


Method, 


TBLASTX: Wheat 




Start 


12748 ' . * " 


End 


13112 




GI 


none 


Score 


240 




Exons 


12748. .13101, 12748. .13101, 


12903. .131 


12 




Seq. No. 


32698 


Seq. ID 


OJ990728_08.0114 


.C14 


Gene No. 


67831 


Strand 






Start 


70 


End 


642 




Name 


OJ990728 08.0114.C14.ol.gs 


Method 


GENSCAN 




Start 


70 


End 


64 2 




GI 


none 


Score 


.75 




Exons 


70. . 232. 509. t 642 








Seq. No. 


32698 


Seq. ID 


OJ990728_08.0114 , 


.C14 


Gene No. 


67831 


Strand 







32825 




Start 


70 


End 


642 


Name 


OJ990728 08.0114.C14.ol.gp 


Method 


AAT/GAP 


Start 


492 


End 


585 


GI 


2428691 


Score 


133 


Exons 


492. .585 






GI Descrip. 


4204263 1.0e-10 (AC005223) 40409 [Arabidopsis thaliana] 


Seq. No. 


32699 


Seq. ID 


OJ990728JD8. 0114. CIS 


Gene No. 


67832 


Strand 


+ 


Start 


125 


End 


3291 


Name 


OJ990728 08.0114.C15.ol.gs 


Method 


GENSCAN 


Start 


125 


End 


3001 


GI 


none 


Score 


.76 


Exons 


125. .271, 404. .600, 1092. .1182, 1337.. 


1414, 1546. .1626, 




1716.. 1805, 2440.. 2505, 2665. 


.2769, 2909.. 3001 


Seq. No. 


32699 


Seq. ID 


OJ990728_08. 0114. CIS 


Gene No. 


67832 


Strand 


+ 


Start 


125 


End 


3291 


Name 


OJ990728 08.0114. CIS. ol.gp 


Method 


AAT/GAP 


Start 


382 


End 


531 


GI. _ • _ . > 


454555 


Score 


..253 . . 


Exons 


382. .531. 






Seq. No. 


32699 


Seq. ID 


OJ990728_08.0114.C15 


Gene No. 


67 832 


Strand 


+ 


Start 


125 


End 


3291 


Name 


OJ990728 08.0114.C15.ol.np 


Method 


AAT/NAP 


Start 


480 


End 


2998 


GI 


4336205 


Score 


1042 


Exons 


480. .600, 855. .996, 1092. .1182, 1337.. 


1414, 1546.. 1626, 




1716. .1805, 2440.. 2505, 2683. 


.2769, 2909. .2998 


GI Descrip. 


(AF077372) cytochrome b5 reductase [Zea mays] 


Seq. No. 


32699 


Seq. ID 


OJ990728_08.0114.C15 


Gene No. 


67832 


Strand 


+ 


Of +- 

o tart 


125 


End 


3291 


Name 


OJ990728 08.0114.C15.o2.gp 


Method 


AAT/GAP 


Start 


1297 


End 


3291 


GI 


19336 1.R1084 


Score 


1393 


Exons 


1297. .1414, 1546. .1626,. 1716. 


.1805, 24 


40. . 2505, . 2683. .2769, 




2909. .3291 






GI Descrip . " 


'4336205/.gb|AAD1769£ | "3. O.e-44 


(AF077372) cytochrome b5 .reductase 




[Zea mays] ' 






Seq. No. 


32699 


Seq. ID 


OJ990728_08 . 0114 . CIS 


Gene No. 


67833 


Strand 


+ 


Start 


6226 


End 


6536 


Name 


OJ990728 -08.0114.C15.o3.gp 


Method 


AAT/GAP 


Start 


6226 


End 


6536 


GI 


none 


Score 


590 


Exons 


6226. .6536 






Seq. No. 


32699 


Sorr t n 


o.tq Q m 9 r no m i yi c; 


Gene No. 


67834 


Strand 




Start 


4347 


End 


6491 


Name 


OJ990728 08.0114.C15.ol.tm 


Method 


TBLASTX : Maize 



32826 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



847 End 1185 

none Score 251 

847. .996, 848. .997, 865. .1005, 912. .1004, 1084. .1185, 1087, 



1185 



32699 
67834 
4347 

OJ990728_08.0114.C15.ol.tw 

847 

none 



Seq. ID OJ990728_08.0114 .C15 
Strand 

End 64 91 

Method TBLASTX : Wheat 

End 2742 

Score 246 



847. .996, 848. .997, 1084. .1185, 1086. .1193, 1328. .1414, 
1334. .1414, 1335. .1415, 1545. .1628, 1545. .1628, 1546. .1629, 
1703. .1807, 1704. .1805, 1720. .1809, 1721. .1807, 2434. .2505, 
2439. .2531, 2679. .2732, 2680. .2742, 2682. .2738 



32699 
67834 
4347 

OJ990728_08.0114 .C15.ol.ts 

853 

none 

853. .996, 854 ... 997, ..914. .997,. 
1328. .1414, 1334. .1414, 154i. 
1545. .1628, 1546. .1629, 1703. 
1735. .1809, 1736. .1807, 2434. 
2682. .2765, 2906. .3010, 2908. 

32699 
67834 
4347 

OJ990728_08. 0114 .C15.ol.tc 

857 

none 

857. .997, 859.-996, 911. .997, 
1318. .1410, 1328. .1426, 1334. 
1546. .1629, 1703. .1807, 1704. 
2434. .2505,- 2666. .2767, 2677. 
2905.. 3000, 2905.. 2997, 2906. 

32699 

67834 .... . 
4347 

OJ990728_08.0114 .C15.o2. tm 
1318 
none' 
1318. 
1545. 
1721. 
2880. 



Seq. ID OJ990728_08.0114 .C15 
Strand 

End 64 91 

Method TBLASTX : Soybean 

End 3066 

Score 224 

10.84. .11.85, 1086. .1187,, - 
..1627, 1543.. 1626, 154.5.. 1628, 
.1807, 1704. .1805, 1723. .1806, 
.2505, 2679. .2747, 2680. .2772, 
.3015, 2908.. 2997, 3031. .3066 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_08.0114.C15 
6491 

TBLASTX: Cress 

3004 

210 



1084. .1185, 1086. .1187, 
1414, 1545. .1628, 1545. .1628, 
1805, 1704. .1808, 1723. .1812, 
2769, 2680.. 2772, 2904.. 2999, 
3004, 2915. .2998 



OJ990728_08.0114.C15 
6491 

TBLASTX: Maize 
3018 
141 



.1413, 1334. 

,1628, 1546. 

,1807, 2434. 

,3002, 2886. 



,1414, 1334. 

.1629, 1704. 

.2505, 2679. 

,3002, 2905. 



Seq. ID 

Strand- 
End 

Method 
End 
Score 

.1441, 1543. .1626, 1545. 
.1805, 1710. .1799, 1715. 
.2768, 2680. .2772, 2682. 
.3003, 2905. .3018, 2906. 



.1628, 
.1807, 
.2768, 
,3004 



32699 
67834 
4347 

OJ990728_0R . 01.14 8 C15 = o2 s gs 

4347 

none 

4347. .4476, 6325. .6491 



Seq. ID OJ990728_08.0114 .C15 
Strand 

End 6491 

Method GEMSCAM 

End 6491 

Score . 4 



32827 



oeq . 1NO . 


32700 


Seq. ID 


ojyyu/zo Uo.oii4.ci6 


Gene No. 


67835 


Strand 


+ 


Start 


219 


End 


11379 


Name 


OJ990728 08.0114.C16.ol.np 


Method 


7\ 7\ T 1 /MAD 


Of -\y>f 

otar u 


219 


End 


4 Ul 1 




4056496 


Score 


/ y o 


L ' v /~s T""l o 


219. .331, 527. .755, 1076. .1209, 1651. 






2245.. 2393, 2782.. 2920, 3864. 


.4011 




o± ueocrxp. 


(AC005896) unknown protein [Arabidops 


is thaliana] 


Corf M/-v 


32700 


Seq. ID 


OJ990728JD8. 0114 .CI 6 




67835 


Strand 


+ 


Start 


219 


End 


11379 


Name 


OJ990728 08.0114.C16.ol.gs 


Method 


GENSCAN 


OuaiL 


227 


End 


11379 




none 


Score 


.73 


T7 1 /~\ t~\ t» 


227. .331, 585. .1209, 1651. .1841, 1935 


..2043, 2245.. 2393, 




2782. .3008, 5401. .5848, 5950. 


.6007, 6143.. 6247, 6489.. 6546, 




7026. .7201, 7306. .7441, 7549. 


.7812, 8 


933. .9216, 10269. . 10454, 




11209. .11379 






Seq. No. 


32700" • 


Seq. ID 


" OJ990728_08.0114-.C16 


Gene No. 


67835 


Strand 


+ - 


Start 


219 


End 


11379 


Name 


OJ990728 08.0114 .C16.ol.gp 


Method 


AAT/GAP 


Start 


1935 


End 


2974 


GI 


LIB3433-061-P1-K1-D1 


Score 


813 


Exons 


1935. .2043, 2245. .2393, 2782. 


.2974 





GI Descrip. 1 4263717/gb | AAD15403 | 4.0e-47 (AC006223) putative inositol 
polyphosphate 5-phosphatase [Arabidopsis thaliana] ' 



Seq. No. 


32700 


Seq. ID OJ990728_08.0114 .C16 


Gene No. 


67835 


Strand + 


Start 


219 


End 11379 


Name 


OJ990728 08.0114 .C16.o2.np 


Method AAT/NAP 


Start 


5652 


End 7841 


GI ■ 


6437556 


Score 757 


Exons 


5652. .5736, 5796. .5848, 5950. .6007, 6143. .6247, 6489. .6546, 




7026. .7208, 7549. .7841 




GI Descrip. 


(AC011623.) unknown . protein 


[Arabidopsis thaliana] 


Seq. No. 


32700 


Seq. ID OJ990728 " 08.0114;.C16 


Gene No. 


67835 


Strand + 


Start 


219 


End 11379 


Name 


OJ990728 08.0114 .C16.o3.gp 


Method AAT/GAP 


Start 


5717 


End 7113 


GI 


LIB34 33-055-P1-K1-A4 


Score 594 


Exons 


5717. .5741, 5798. .5848, 5950. .6007, 6143. .6247, 6489. .6546, 




7026. .7113 




GI Descrip. 


'2435511 3.0e-25 (AF024504) 


contains similarity to prolyl 




4 -hydroxylase alpha subunit 


[Arabidopsis thaliana] 1 


Seq. No. 


32700 


Sea. TH 0,T<)Qf!7?R DP .0114 ri 


Gene No. 


67836 


Strand - ~ 


Start 


4247 


End 4487 


Name 


OJ990728 08.0114.C16.o2.gp 


Method AAT/GAP 



32828 






4247 


End 


4487 






P T 


28898 2.R1084 


Score 


368 






Exons 


4247. .4487 










ol 1J6SCJ. lp . 


' 50424 37/gb| AC00778 9.1 IAC0077 


89 1.0e-69 Oryza sativa BAC T4 




genomic sequence, complete sequence 1 








O /-> <T KI 

beq . NO . 


32700 


Seq. ID 


OJ990728 08.0114. 


Lib 


Gene No. 


67837 


Strand 








Start 


10682 


End 


122 68 






Name 


OJ990728 08.0114.C16.o3.np 


Method 


AAT/NAP 






otari 


10682 


End 


12170 






P T 


3885343 


Score 


204 






Exons 


10682. .10775, 11792. .12170 










ui uescrip. 


(AC005623) hypothetical protein [Arabidopsis thaliana] 




oeq . NO . 


32700 


Seq. ID 


OJ99072S 


_08.0114. 


CI b 


Gene No. 


67837 


Strand 








Start 


10682 


End 


12268 






Name 


OJ990728 08.0114.C16.o4.gp 


Method 


AAT/GAP 








11261 


End 


12268 






P T 


OQTHQ 1 DinQyi 
^yjuy 1 . KlUo4 


Score 


1005 






Tj 1 V T~\ C7* 


..1126.17.11339, 11798.. 12268 . 










bl UcbCIip . 


•4204263 1.0e-10 (AC005223) 4 


0409 [Arabidopsis 


thaliana] 




Seq. No. 


32700 


Seq. ID 


OJ99072S 


_08.0114. 


Cl D 


Gene No. 


67837 


Strand 










10682 


End 


12268 






Name 


OJ990728 08.0114.C16.o2.gs 


Method 


GENSCAN 






o rar l 


11778 


End 


12194 








none 


Score 


.71 






Exons 


11778. .12194 










oeq. no. 


32700 


Seq. ID 


OJ990728 


_08.0114. 


C16 


bene no . 


67838 


Strand 








Start 


13634 


End 


14163 






Name 


OJ990728 08.0114.C16.o2.tc 


Method 


TBLASTX: 


Cress 




Of a y-f- 


224 


End 


2911 






\3±. 


none 


Score 


100 






TP v r"> 


224. .331, 225. .332, 589. .720, 


1075.. 1209, 1090. 


.1209, 






1648. .1842, 1936. .2049, 1936. 


.2043, 2242. .2379, 


2244 . .2378, 




2783. .2911. ....... 










o e q . no. 


• 32700 . 


Seq. ID 


OJ990728 


^08.0114. 


C16 


Gene No. 


67838 


Strand 








Start 


13634 


End' 


14163 






Name 


OJ990728 08.0114.C16.o2.tm 


Method 


TBLASTX: 


Maize 






850 


End 


1691 






PT 


none 


Score 


167 






Exons 


850. .966, 852. .965, 856. .984, 


860. .985, 


999.. 1172, 1006. 


.12C 




1042. .1209, 1650. .1691 










Seq. No. 


32700 


Seq. ID 


OJ990728 


_08.0114. 


C16 


Gene No. 


67838 ■ 


Strand 








Start 


13634 


End 


14163 






Name 


OJ990728 08.0114.C16.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


1072 


End 


2004 






GI 


none 


Score 


158 







32829 




Exons 


1072 . . 1209, 


1099 


. . 1209, 


1648 . 


.1797, 1650. .1718, 


1936. . 2004 


Seq. No. 


32700 








Seq. ID 


OJ990728 


_08.0114.C16 


Gene No. 


67838 








Strand 






Start 


13634 








End 


14163 




Name 


OJ990728 08 


. 0114 


.C16.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1693 








End 


2340 




GI 


none 








Score 


141 




Exons 


1693 . . 1815, 


1936 


. . 2058 , 


2226 . 


.2339, 2242.. 2340, 


2244 . . 2339 


Seq. No. 


32700 








Seq. ID 


OJ990728 


_08.0114.C16 


Gene No. 


67838 








Strand 






Start 


13634 








End 


14163 




Name 


OJ990728 08 


.0114 


C16. o4 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2242 








End 


2854 




GI 


none 








Score 


196 




Exons 


2242 . . 2394 , 


2250 


. 2399, 


2710. 


.2853, 2783. .2854 




Seq. No. 


32700 








Seq. ID 


OJ990728 


_08.0114.C16 


Gene No. 


67838 








Strand 






Start 


13634 








End 


14163 




:Name 


v- .OJ990728. -08 


. 0114 


C16.o4 


. tm.. : . „ 


Method 


TBLASTX: 


Maize.-. 


Start 


• 2341; .* 








End 


2998 




GI 


none 








Score 


93 




Exons 


2341 . . 2394, 


2343 . 


. 2399, 


274 9. 


.2970, 2762. .2998, 


2783 . .2971 


Seq. No. 


32700 








Seq. ID 


OJ990728 


_08 . 0114 .C16 


Gene No. 


67838 








Strand 






Start 


13634 








End 


14163 




Name 


OJ990728 08 


.0114. 


C16.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5783 








End 


7847 




GI 


none 








Score 


104 




Exons 


5783. .5848, 


5784 . 


. 5849, 


5947 . 


.6015, 5948. .6016, 


6142. . 6249, 




6143 . . 6247, 


6145 . 


. 6249, 


6479. 


. 6556, 6489. . 6545, 


7020 . .7130, 




7024 . .7203, 


7025 . 


. 7201, 


7397 . 


.7441, 7543. .7833, 


7545. .7844, 




7547 . .7843, 


7548 . 


.7847 










Seq. No. 


32700 








Seq. ID 


OJ990728 


_08 . 0114 .C16 


Gene No. 


67838 








Strand 






Start 


13634 








End 


14163 




Name . .... 


OJ990728_08 


0114. 


CI6.0I 


ts 


Method. 


.TBLASTX: 


Soybean . . - 


Start 


5805 








End 


7858 


GI 


. .none 








Score 


51 




Exons 


5805 . .5849, 


5948 . 


.6016, 


6142 . 


. 6240, 6143. . 6247, 


6488 . . 6556, 




6489. . 6545, 


7020 . 


.7133, 


7024 . 


.7203, 7025. .7201, 


7405 . . 7440,' 




7410. . 7439, 


7541 . 


. 7858 , 


7545 . 


.7847, 7547. .7855 




Seq. No. 


32700 








Seq. ID 


OJ990728 


_08 . 0114 .C16 


Gene No. 


67838 








Strand 






Start 


13634 








End 


14163 




Name 


UJ yyu/zo Uo . 


VI 14 . 


LI b.Oi 


tc 


Method 


TBLASTX: 


Cress 


Start 


6142 ~ ■ 








End . 


7847 




GI 


none 








Score 


104 




Exons 


6142. . 6240, 


6143. 


. 6247 . 




fiRSfi. 6489. . 6545, 


7024. .7212, 




7025. .7201, 


7545. 


.7844^ 


7547. 


.7834, 7548. .7847 




Seq. No. 


32700 








Seq. ID 


OJ990728 


_08. 0114 .C16 



32830 




Gene No. 


67838 




Strand 








Start 


13634 




End 


14163 






Name 


OJ990728 08.0114 


.C16.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


11799 




End 


12042 




GI 


none. 




Score 


135 






Exons 


11799. . 11903, 11901. .12041, 


11905. .12042 






Seq. No. 


32700 




Seq. ID 


OJ990728 


_08.0114 


.C16 


Gene No. 


67838 




Strand 


- 






Start 


13634 




End 


14163 






Name 


OJ990728 08.0114 


.C16.o3. tm 


Method 


TBLASTX: 


Maize 




Start 


11853 




End 


12050 






GI 


none 




Score 


233 






Exons 


11853. .12050, 11 


354. .12045 










Seq. No. 


32700 




Seq. ID 


OJ990728 


_08.0114 


.C16 


Gene No. 


67838 




Strand 


_ 






Start 


13634 




End 


14163 






Name 


OJ990728 08.0114 


.C16.o3.gs 


Method 


GENSCAN 






Start 


13634 




End 


14163 






GI 


none 




Score 


.58 






Exons 


13634... 13669, 14 041 14,163 . 











Seq. No. 


32701- 




Seq. ID 


OJ990728 


08 . 0114 


. C18 


Gene No. 


67839 




Strand 


+ 






Start 


1 




End 


2393 






Name 


OJ990728 08.0114 


.C18 .ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2393 






GI 


3319345 




Score 


386 






Exons 


1..1042, 2317. .2393 










GI Descrip. 


(AF077407) contains similarity to maize transposon MuDR 






(GB:M76978) [Arabidopsis thaliana] 








Seq. No. 


32701 




Seq. ID 


OJ990728 


JD8.0114 


C18 


Gene No. 


67839 




Strand 


+ 






Start 


1 




End 


2393 






Name 


OJ990728 08.0114 


.C18 .ol.gs 


Method 


GENSCAN 






Start 


762 




End " 


1613 






GI 


none 




Score 


. 6 '9 






Exons 


762. .1126, 1211. 


1303, 1395. 


.1613 








Seq. No. 


32701 




Seq. ID 


OJ990728 


JD8.0114 


C18 


Gena No. 


67840 




Strand 








Start' 


2000 




End 


7256 






Name 


OJ990728 08.0114 


C18 .o2.gs 


Method 


GENSCAN 






Start 


2000 




End 


7110 






GI 


none 




Score 


.84 






Exons 


2000. .2025, 2108 


.2345, 2438 


..2740, 3285. .3539, 


3612. .3760, 




3929. .4031, 4338 


.4421, 5056 


..5137, 5445. .5563, 


5905. . 6024, 




6352.. 6422, 6950 


.7110 










Seq. No. 


32701 




Seq. ID 


OJ990728 


_08-0114. 


C18 


Gene No. 


67840 




Strand 








Start 


2000 




End 


7256 






Name 


OJ990728 08.0114. 


C18.ol.gp 


Method 


AAT/GAP 






Start 


4378 




End 


7110 






GI 


452 1.R1084 




Score 


2063 







32831 




Exons 4378.-4932, 5056.. 5137, 5445.. 5563, 5905.. 6024, 6352.. 6422, 

6950. .7110 

GI Descrip. ' 1703380/sp | P51823 | ARF_ORYSA 1.0e-101 ADP-RIBOSYLATION FACTOR 
>gi_1132483_dbj_BAA04607_ (D17760) ADP-ribosylation factor 
[Oryza sativa] 1 



Seq. No. 


32701 








Seq. ID 


OJ990728 


_08 . 0114 . C18 


Gene No. 


67840 








Strand 






Start 


2000 








End 


7256 




Name 


OJ990728_08 


.0114 


,C18 . o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5033 








End 


5990 




GI 


none 








Score 


110 




Exons 


5033. .5137, 


5049 


. .5138, 


5050 


.5142, 5056.. 5142, 


5425. .5526, 




5439 . . 5525, 


5441 


. . 5566, 


5442 


.5537, 5904.. 5990, 


5905 . . 5988 


Seq. No. 


32701 








Seq. ID 


OJ990728 


_08 .0114 .C18 


Gene No. 


67840 








Strand 






Start 


2000 








End 


7256 




Name 


OJ990728 08 


. 0114 


.C18 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


504 9 








End 


7112 




GI 


none 








Score 


109 




.Exons 


. 5049. .5138,, 


5054 


. .'5137., 


5056. 


.5142, 5441. .5566, 


5442. .5537, 




f . 5904.*. 6014, 


5904 


. .6017, 


5905. 


.6027, 5905. . 6027, 


. 6341. . 6415., 




6346.. 6429, 


6353 


. . 6430, 


6948. 


.7112/ 6949. .7110 




Seq. No. 


32701 








Seq. ID 


OJ990728 


_08.0114.C18 


Gene No. 


67840 








Strand 






Start 


2000 








End 


7256 




Name 


OJ990728 08 


.0114 


.C18 . o2 


. np 


Method 


AAT/NAP 




Start 


5053 








End 


7097 




GI 


1703380 








Score 


815 




Exons 


5053. .5137, 


5445 


. 5563, 


5905. 


.6024, 6352. .6422, 


6950. .7097 


GI Descrip. 


ADP-RIBOSYLATION 


FACTOR 


gi| 11324 83 |dbj IBAA04 607 | (D177 60) 




ADP-ribosylation 


factor 


[Oryza sativa] 






Seq. No. 


32701 








Seq. ID 


OJ990728 


_08.0114.C18 


Gene No. 


67840 








Strand 






Start 


2000 








End 


7256 




Name 


OJ990728 08 


.0114 


C18 . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5054 








End 


7143 




GI 


none 








Score 


108 




Exons 


5054 . .5137, 


5056, 


. 5142, 


5057. 


.5137, 5441. .5527, 


5441. .5527, 




'.5442. .5531, 


.5528-, 


;5566, 


5904 . 


.6014-, 5905. .6027, 


" 5908. .6027,. 




6341. .6421, 


634 6. 


. 6429, 


6353. 


. 6430, 6560. . 6583, 


6948. .-7118, 




6948. .7136, 


6949. 


.7143 










Seq. No. 


32701 








Seq. ID 


OJ990728 


_08.0114 .C18 


Gene No. 


67840 








Strand 






Start 


2000 








End 


7256 




Name 


OJ990728 08 


.0114. 


C18.o2 


tm 


Method 


TBLASTX: 


Maize 


Start 


5056 








End 


6027 




GI 


none 








Score 


102 




Exons 


• 5056. .5142, 


5057. 


.5185, 


5064 . 


.5144, 5441. .5566, 


5442. .5537, 




5443. .5574, 


5904 e 


= 6026- 


5905 = 


fin? 7 qqns anon 




Seq. No. 


32701 








Seq. ID 


OJ990728 


_08.0114 .C18 


Gene No. 


67840 








Strand 







32832 



Start 
Name 
Start 
GI 

Exons 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



2000 End 

OJ990728_08 . 0114 . C18 . ol . tw Method 

5990 End 

none Score 



7256 

TBLASTX : Wheat 

7112 

64 ■ 



5990. .6025, 5990. .6025, 5992. .6027, 5992. .6027, 6346. .6429, 
6347.. 6430, 6945.. 7106, 6948.. 7112, 6949.. 7110 



32701 
67840 
2000 

OJ990728_08.0114.C18.ol.tm 

6364 
none 



Seq. ID OJ990728_08.0114 .C18 
Strand 

End 7256 

Method TBLASTX: Maize 

End 7256 

Score 91 



6364. .6429, 6365. .6430, 6948. .7103, 6949. .7104, 7194. .7256, 
7195. .7242 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI ,. . 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.;' 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32702 Seq. ID 

67841 Strand 
2169 End 
OJ990728_08 . 0114 . CI 9 . o2 . gp Method 
2169 End 
uC-psf lcypl06h-06al - ■ -. . ■ . Score- 
216,9,. 2285, 2475.. 2590.'. .:..;'* 
, 4680189/gb|AF111710. 1 IAF111710 -3.0e-34 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



OJ990728_08.0114.C19 
+ 

2590 

AAT/GAP 

2590 

392.- . • .... 



32702 
67842 
2874 

OJ990728_08.0114 .C19.ol.np 

2874 

3273764 



Seq. ID OJ990728 08.0114.C19 



Strand 
End 

Method 

End 

Score 



+ 

4992 
AAT/NAP 
4992 
459 



2874. .3083, 3123. .3470, 3769. .3840, 4915. .4992 

(AF061870) Dc3 promoter-binding factor-3 [Helianthus annuus] 



32702 • Seq. ID 

67843 Strand 

6123 End 
OJ990728_08 . 0114 .C19.o3.gp - Method 

6123 End 

LIB3434-029-P1-K1-D5 Score 
6123. .6646 

, 9611/emb|X00593|LPH3H4 8.0e-09 Lytechinus pictus H3 and H4 
gene 1 



OJ990728_08.0114 .C19 

4* 

6646 
AAT/GAP 
6646 
942 



32702 Seq. ID 

67844 Strand 

766 End 
OJ990728_08 . 0114 . CI 9 . ol . gs Method 

766 End 

none Score 

766.. 970, 2208.. 2355, 2555.. 3176, 3775 



OJ990728_08 .0114 .C19 

14211 
GENSCAN 
14211 
.52 

."_ ^ft04 aAQO 



6574. .6652, 7743. .7818, 8256. .8330, 8425.". 8555, 9097. .9124, 
9243. .9268, 9393. .9553, 10833 .. 11005, 11136 .. 11195, 
11385. .11592, 12033. . 12265, 13368 .. 13422 , 13505. .14211 



32833 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32702 Seq. ID OJ990728_08 . 01 14 . C19 

67844 ■' Strand 

766 End 14211 

OJ990728_08.0114 .C19.o4 .gp Method AAT/GAP 

7081 End 7818 

3762651 Score 700 

7081. .7385, 7743. .7818 

9611/emb 1X00593 | LPH3H4 8.0e-09 Lytechinus pictus H3 and H4 gene 



32702 
67844 
766 

OJ990728 
10832 
860676 

10832. .11005, 
12361. .12471, 



OJ990728 08.0114.C19 



08.0114.C19.o2.np 



Seq. ID 
Strand 

End 14211 
Method AAT/NAP 
End 14211 
Score 1883 
11136. .11195, 11385. .11592, 12033 .. 12265, 
13368. .13422, 13505.. 14211 
(U24188) calcium/calmodulin-dependent protein kinase [Lilium 
longiflorum] gi | 1097385 | prf | | 2113422A Ca/calmodulin-dependent 
protein kinase [Lilium longiflorum] 



Seq. No. 


32702 




Seq. ID 


OJ990728 


_08.0114.C19 


Gene No . 


o / o 4 o 




Strand 






Start 


lozl 9 




End 


15579 




Name 


OJ990728 08. 


0114 . C19 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


I DO 1 




End 


3475 






none 




Score 


78 




Exons 


i bo l . . z o u y , 


Oz-ni OOO/I OTA/" 

zool . . 2824 , 2706 


..2825, 28 


74. .3086, 


2891 . .3106, 




3155. .3178, 


3156.. 3197, 3229 


..3291, 32 


72. .3361, 


3300. .3470, 




3300. .3470, 


3407. .3475 








Seq. No. 


32702 




Seq. ID 


OJ990728 


_08.0114.C19 


Gene No . 


67845 




Strand 






Start 


15219 




End 


15579 




Name 


OJ990728 08. 


0114 ,C19.ol. tw 


Method 


TBLASTX: 


Wheat 


Start 


3.030 




End 


3381 




GI 


none 




Score 


57 . 




Exons 


3030. .3119, 


3038.. 3085, 3039 


..3086, 30 


63. .3128, 


3064. .3129, 




3155. .3187, 


3156.. 3188, 3182 


..3376, 31 


92. .3380, 


3193. .3381 " 


Seq. No. 


32702 




Seq. ID 


OJ990728 


_08.0114.C19 


Gene No. 


. .67845 




Strand 






Start 


15219' 




End 


15579 




Name 


OJ990728 08. 


0114.C19.o2.ts 


"Method 


TBLASTX: 


Soybean 


Start 


10835 




End 


12426 


GI 


none 




Score 


101 




Exons 


10835. .10996 


, 10835. .11008, 


10836. .11009, 11136 


. .11213, 




11140. .11208 


, 11380. .11613, 


11382. .1-1591, 11386 


. .11592, 




11612. .11680 


, 12023. .12265, 


12027. .12263, 12358 


. .12426 


Seq. No. 


32702 




Seq. ID 


OJ990728 


_08.0114.C19 


Gene No. 


67845 




Strand 






Start 


15219 




F.nri 


15579 




Name 


OJ990728 08. 


0114 .C19.o3. tm 


Method 


TBLASTX: 


Maize 


Start 


10835 




End 


11016 




GI 


none 




Score 


200 





32834 




Exons 


10835. . 


11008, 10836. 


i i n n c 
. 1 1UU 0, 


10838. .11008, 10933. .11016 




Seq. No. 


32702 






Seq. ID 


OJ990728 


no m 1 / 
Uo . Ul 1 4 


. CI 9 


Gene No. 


67845 






Strand 








Start 


15219 






End 


15579 






Name 


OJ990728 08.0114.C19 


. Ol . CC 


Method 


TBLASTX: 


Cress 




Start 


10868 






End 


13947 






GI 


none 






Score 


118 . 






Exons 


10868. . 


10957, 12358. 


i o a o n 


13504. .13572, 13567 


. .13947, 






13577. . 


13855, 13651. 


1 *D Q A A 

. i o y h 4 










Seq. No. 


32702 






Seq. ID 


OJ990728 


no n t 1 a 
Uo . U114 


. CI 9 


Gene No. 


67845 






Strand 








Start 


15219 






End 


15579 






Name 


OJ990728 08.0114.C19 


-t- TVI 

. oz. . tin 


Method 


TBLASTX: 


Maize 




Start 


12394 






. .. End 


13839 






bl 


none 






="■*"•■ Score 


45 






Exons 


12394 . . 


12483, 13359. 


1 "3 A 1 D 

. 1 J 4 1 o , 


13375. .13422, 13501 


. . 13839, 






13502. . 


13834 












Seq. No. 


32702 • 






Seq. ID 


OJ990728 


_08.0114 


-C19 


Gene No. ..- 


67845 






Strand 








Start . . 


. 15219 ■ 






End' 


. 15579 






Name 


OJ990728 08.0114.C19 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


13531 






End ' 


13839 






GI 


none 






Score 


248 






Exons 


13531. . 


13839, 13532. 


. 1 Joo4 , 


13579. .13839 






Seq. No. 


32702 






Seq. ID 


OJ990728 


_08.0114 


.CI 9 


Gene No. 


67845 






Strand 








Start 


15219 






End 


15579 






Name 


OJ99072 


8_08.0114.C19 


. o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


13684 






End 


13947 






GI 


none 






Score 


86 






Exons 


13684. . 


13947, 13685. 


. 1 jo 4 y 










Seq. No. 


32702 






Seq. ID 


OJ990728 


_08.0114 


.C19 


Gene No. 


' 67845 






Strand 








C 1 ■(- -w- 4- 

btart 


15219 






End 


15579 






Name 


OJ990728 08.0114.C19 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


. 13840 






End 


13972 






GI 


none 






Score 


116 






Exons 


. 13840. . 


13968, 13840. 


. l^y / 1 , 


13841. .13972 






Seq. No. 


32702 






Seq. ID 


OJ990728 


_08.0114 


.C19 


Gene No. 


67845 






Strand 








Start 


15219 






End 


15579 






Name 


OJ990728. 08.0114.C19 


. oz . gs 


Method 


GENSCAN 






Start 


15219 






End 


15530 






GI 


none 






Score 


. 99 






Exons 


15219. . 


15530 












Seq. No. 


32702 






Seq. ID 


OJ990728 


_08.0114 


.C19 


Gene No. 


67845 






Strand 








Start 


15219 






End 


15579 






Name 


OJ990728 08.0114.C19 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


15425 






End 


15579 







32835 




GI 


none 


Score 


163 




Exons 


15425.. 15577, 15444.. 15578, 


15453. . 15578, 15454 . .15579 




Seq. No. 


32703 


Seq. ID 


OJ990728_08.0114 


.C20 






Strand 


+ 




Start 


1 


End 


458 




Name 


OJ990728 08.0114.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


458 




GI 


6498441 


Score 


742 




Exons 


1. .458 








GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 32703 Seq. ID 

Gene No. 67846 Strand 

Start 1 End 

Name OJ990728_08 . 0114 . C20 . ol . gs Method 

Start 25 End 

GI none " Score 
Exons . 25.. 180 



OJ990728_08.0114.C20 
+ 

458 

GENSCAN 

180 

.68 



Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32703 \ ; Seq. ID 

67846 Strand 

1 '" End 
OJ990728_08. 0114 .C20.ol.tw Method 

33 End 

none Score 

33. .230, 55. .243, 94 . .354 ' 



OJ990728_08.0114.C20. 
+ 

458 

TBLASTX: Wheat 

354 

190 



32704 
67847 
1 

OJ990728_08. 0114 .C22.ol.np 
1 

6094049 
1..22, 392 



Seq. ID 
Strand 
End 

Method 
End 
Score 

619. .687, 776. .813 
60S RIBOSOMAL -PROTEIN L30 " gi | 2668750 (AF034949) ribosomal 
protein L30' [Zea mays] 



OJ990728_ 
+ 

816 

AAT/NAP 

813 

251 



08.0114.C22 



493, 



32704 . Seq. ID 

67847 Strand 
1 ^ End . 
OJ99072'8_08 . 0114 . C22 . ol . gs Method 
392 * End 
none Score 
392. .493, 619. .741, 776. .816 

32704 Seq. ID 

67848 Strand 
901 End 
OJ990728_08 . 0114 . C22 . ol . tm Method 
369 End 



OJ990728_08.0114 .C22 
+ 

816. . ■■ 

GENSCAN 

816 

.69 



OJ990728_08.0114.C22 
1118 

TBLASTX: Maize 
1003 

177 



369. .503, 391. .495, 395. .502, 608. .685, 613. .684, 618. .695, 
618. .695, 620. .697, 761. .817, 774. .821, 775. .822, 926. .952, 
938. .1003, 959. .988 



32836 



Seq. No. 


32704 




Seq. ID 


OJ990728 08.0114 


.C22 


Gene' No. 


67848 




Strand 






Start 


901 




End 


1118 




Name 


OJ990728_ 


08.0114 ,C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


369 




End 


820 




GI 


none 




Score 


178 




Exons 


369. . 503, 


391 . . 495, 608 . . 688, 


618 . . 695, 


619. . 693, 774 . . 


818, 




775 . .819, 


776. . 820 








Seq. No. 


32704 




Seq. ID 


OJ990728_08.0114 


.C22 


Gene No. 


67848 




Strand 






Start 


901 




End 


1118 




Name 


OJ990728_ 


08 . 0114 .C22 . ol . tc 


Method 


TBLASTX : Cress 




Start 


390 




End 


831 




GI 


none 




Score 


149 




Exons 


390. .506, 


391 . .495, 618 . . 695, 


620. . 697, 


774 . . 827, 775 . . 


831 


Seq. No. 


32704 




Seq. ID 


OJ990728 08.0114 


.C22 


Gene No. 


67848 




Strand 






Start 


901 




End 


1118 




Name - 


OJ990728_ 


08 . 0114 .C22 . ol . ts . , 


Method . . 


TBLASTX : Soybean. 




Start . 


390 




End 


825;' * ■;. : 




GI' 


none 




Score 


81 ^ 




Exons 


390. .494, 


390. .506, 391. .495, 


614 . . 688, 


61? . .695, 618 . . 


695, 




620. . 697, 


774 . . 824, 775 . .816, 


775. .825 






Seq. No. 


32704 




Seq. ID 


OJ990728_08.0114 


.C22 


Gene No. 


67848 




Strand 


~~ 




Start 


901 




End 


1118 




Name 


OJ990728_ 


08 . 0114 .C22 . ol . gp 


Method 


AAT/GAP 




Start 


901 




End 


1118 




GI. 


2799381 




Score 


359 




Exons 


901 . .1118 










Seq. No. 


32705 




Seq. ID 


OJ990608_01.0103 


.C2 


Gene No. 


67849 




Strand 


+ 




Start 


315 




End 


368 




Name 


OJ990608_ 


01 . 0103 .C2 .ol .gs 


Method 


GENSCAN 




Start 


315 




End 


368 




GI 


none 




Score 


-.69 ... . - . 




Exons 


315 . .368 










Seq. No. 


32706 




Seq. ID 


OJ990608_01.0103 


.C3 


Gene No. 


67850 




Strand 


+ 




Start 


124 




End 


197 




Name 


OJ990608_ 


01.0103.C3.ol.gs 


Method 


GENSCAN 




Start 


124 




End 


197 




GI 


none 




Score 


.78 




Exons 


124 . . 197 










Seq. No. 


32707 




Seq. ID 


OJ990608_01.0103 


.C9 


Gene No. 


67851 




Strand 


+ 




Start 


101 




End 


523 




Name 


OJ990608 


01.0103.C9.ol.gs 


Method 


GENSCAN 




Start 


101 




End 


523 




GI 


none 




Score 


.85 





32837 



Exons 



101. .523 



Seq. No. 32707 

Gene No. 67852 

Start 475 

Name OJ990608_01 . 0103 . C9 . ol . gp 

Start 475 

GI 61605_1.R1084 

Exons 475 . . 547 

GI Descrip. 1 5852170/emb I AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



Seq. ID OJ990608_01.0103.C9 

Strand + 

End 547, 

Method AAT/GAP 

End 547 

Score 89 



Seq. No. 32708 

Gene No. 67853 

Start 323 

Name OJ990608_01 . 0103 . C10 . ol . gs 

Start 323 

GI none 

Exons 323.. 371 



Seq. ID OJ990608_01. 0103. C10 
Strand 

End 371 

Method GENSCAN 

End 371 

Score .95 



Seq. No. 32709 

Gene No. . 67854 

Start .... ...... 394. ... .... 

Name OJ990608_01 . 0103 . Cll . ol . gs 

Start 394 

GI none 

Exons 394.. 549 



Seq. ID OJ990608_01. 0103. Cll 
Strand + - . ... . 

End. - 549. . . 
Method ' GENSCAN 
End 54 9 

Score .48 



Seq. No. 32710 

Gene No. 67855 

Start 257 

Name OJ990608_01 . 0103 . C12 . ol . gs 

Start 257 

GI none 

Exons 257.. 305 



Seq. ID OJ990608_01.0103.C12 

Strand + 

End 305 

Method GENSCAN 

End 305 

Score .91 



Seq. No. 32711 

Gene No. .67856 

Start 1 

Name OJ990608_01 . 0103 . C13 . ol . np 

Start . . 1 • .... 

GI ' 2586087 

Exons _ 1-. .718 . . - . . \ 

GI Descrip. (U72724) receptor kinase-like protein [Oryza "sativa] 



Seq. ID OJ990608_01.0103.C13 

Strand + 

End 718 

Method AAT/NAP 

End 718 

Score 568 



Seq. No. 

Gene No. 

Start 

Nar^e 

Start 

GI 

Exons 



32711 
67856 
1 

OJ990608__01.0103.C13.ol. ts 
73 

none 



Seq. ID OJ990608_01.0103.C13 
Strand + 
End ' 718 

Method TBLASTX : Soybean 
End 642 
Score 115 



73. .345, 76. .303, 118. .357, 150. .245, 361. .627, 460. .642 



Seq. No. 32711 

Gene No. 67856 

Start 1 

Name OJ990608 01 . 0103 . C13 . ol . tw 



Seq : ID OJ9 90 60 8 01.0103.C13 

Strand + ~ 

End 718 

Method TBLASTX : Wheat 



32838 



Start 76 End 704 

GI none Score 2 64 

Exons 76. .480, 150. .431, 505. .570, 678. .704 



Seq. No. 32711 Seq. ID 

Gene No. 67856 Strand 

Start 1 End 

Name OJ990608_01 . 0103 . C13 . ol . gs Method 

Start. 234 End 

GI none Score 

Exons 234.. 385 



OJ990608_01.0103.C13 
+ 

718 

GENSCAN 

385 

.56 



beq. no. 


jz / 1Z 








Seq. ID 


OJ990608 01.0103.C14 


Gene No . 


C. H Q EL 1 








Strand 




Start 


-\ 
X 








End 


1761 


Name 


uj y yu duo 


_01.0103. 


,C14 .ol. 


np 


Method 


AAT/NAP 


S tart 


1 








End 


17 61 




z. j o u u o ~j 








Score 


2349 


Exons 


1. .1761 












GI Descrip. 


(U72725) 


receptor kinase 


i-like 


protein 


[Oryza longistaminata 


Seq. No. 


32712 








Seq. ID 


OJ990.608_01.0103.C14 


Gene " No. .. 


67857 . . 








...Strand ' 




Start 


1 ■ 








End 


1761 ' ' 


Name 


OJ990608 


01.0103. 


C14 .ol. 


gs 


Method 


GENSCAN 


Start 


99 








End 


1394 


GI 


none 








Score 


.6 


Exons 


99. . 1394 












Seq. No. 


32712 








Seq. ID 


OJ990608_01.0103.C14 


Gene No. 


67857 








Strand 




Start 


1 








End 


1761 


Name 


OJ990608 


01.0103. 


C14.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


105 








End 


707 


GI 


none 








Score 


136 


Exons 


105. .371, 


187. .34 


:8 f 375. 


. 626, 


393. .587, 394. .588, 618. .707, 



634. .690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32712 
67857 

1 • 
OJ990608_01.0103.C14 .ol.tc 
165. , 



OJ990608 01.0103.C14 



none 
165. . 
973. , 
975. , 
1041. 
1308. 
1329. 
1347. 



1761 

TBLASTX: Cress 

1658 

57 



Seq. ID 
Strand 
End,. 
Method 
End 
Score 

903. .1157, 927. .1307, 969. .1301, 
1293, 975. .1214, 975. .1157, 975. .1301, 975. .1301, 
1301, 975. .1316, 976. .1215, 1029. .1301, 1029. .1241, 
.1115, 1044. .1304, 1050. .1307, 1188. .1301, 1260. .1301, 
.1649, 1311. .1652, 1311. .1649, 1311. .1607, 1326. .1643, 
.1658, 1329. .1649, 1330. .1449, 1338. .1658, 1341. .1658, 
.1451, 1407. .1649, 1452. .1649 



362, 378. .434, 483. .587, 



Seq. No. 32712 Seq. ID OJ990608_01 . 0103 . C14 

Gene No. 67857 Strand 

Start 1 End 1761 

Name OJ990608_01 . 0103 . C14 . ol . tm Method TBLASTX : Maize 

Start 165 End 551 



32839 





none 






Score 


1 O Q 




Exons 


165.. 350, 382.. 546, 384 


..DDI 








Q a rr \lr>, 

oeq. in o . 


32712 






Seq. ID 


UJ y yUbUo 


UI . U1U J . C14 


CZ. e± y\ d NT e\ 


67857 






Strand 






O Ld.IT L. 


i 

X 






End 


1761 




Name 


OJ990608 01 


.0103.C14.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


895 






End 


1658 


GI 


none 






Score 


88 






895. . 1170, 


969. .1301, 969. .1214, 975.. 


1304, 975 






1029. .1304, 




IUZj . 


.1103, 1050. .1307, 


IU00 . .114 4, 




1120. .1302, 


* 1 ORA 1 


IjUj . 


.1658, 1308. .1601, 


loll . . lODO , 




1311. .1649, 


10^?. • J. 0 ft y t 


1 j J j 1 


.1428, 1336. .1449, 


1J4 1 . . lboo , 




1393. .1479, 












O S CJ > IN O . 


32712 






Seq. ID 


OJ990608 


Ul . U10 J . C14 


Gene No. 


67857 






Strand 






Start 


1 






End 


1761 




in cull c 


OJ990608 01 


ni n^ pi a r\0 




Method 


TBLASTX: 


Mai ze 


ot, air L 


912 






End 


1649 






none - 






Score 


64 




■ Exons 


912. .1157, . 


J..U JJ . . 1 J U 1 , 


1 U jo . . 


1280, 1116. .1649, 


llo^..UUZ, 




1284. .1643 












O c q . LN O . 


J z / 1 z 






Seq. ID 


OJ990608 


U 1 . U1U J . C14 


bene ino . 


67857 






Strand 






Start 


1 






End 


1761 




Name 


OJ990608 01 


.0103.C14.ol 


. tw 


Method 


TBLASTX: 


Wheat 




972 






End 


1658 






none 






Score 


66 




Exons 


972. .1112, 


1038. .1130, 


1050. . 


1202, 1122.. 1301, 


11ZZ . . 1Z / 4 , 




1129. .1326, 


1194. .1307, 


1311. 


.1421, 1341. .1553, 


1 j4 1 . .14 / D , 




1342. .1434, 


1413. .1619, 


1485. 


.1658 






Can Mr^i 
oclj. IN (J . 


32713 






Seq. ID 


OJ990608 


U I . U lu j . ClO 


Gene No. 


67858 






Strand 






Start 


1 






End 


1169 




LN CtlUC 


OJ990608 01 


.0103.C15.ol 


.np 


Method 


AAT/NAP 




OLdiL 


1 






End 


1169 






2586081 






Score 


869 






1..408, 625. 


..1169 , . 










r^T Hp err "i n 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata^ 


Seq. No. 


32713 






Seq. ID 


OJ990608 


_01.0103.C15 


Gene No. 


' 67858 






Strand 






jlqi l 


1 






End 


1169 




Name 


OJ990608 01 


.0103.C15.ol 


. gs 


Method ' 


GENSCAN 




otari 


159 






End 


1169 




(ZT 
bl 


none 






Score 


.64 




Exons 


159. .457, 515. .1169 










Seq. No. 


32713 






Seq. ID 


OJ990608_ 


_01.0103.C15 


Gene No. 


67859 






Strand 






Start 


2443 






End 






Name 


OJ990608 01 


.0103.C15.o2, 


.np 


Method 


AAT/NAP 




Start 


2443 






End 


2966 




GI 


5091609 






Score 


247 





32840 




Exons 


2443. .2966 








GI Descrip. 


(AC007858) 10A19I.13 [Oryza sativa] 




Seq. No. 


32713 




Seq. ID 


OJ990608_01.0103.C15 


Gene No. 


67860 




Strand 




Start 


5653 




End 


7131 


Name 


OJ990608 01.0103.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


914 


GI 


none 




Score 


4 9 


Exons 


1..102, 217. .378, 433.. 


510, 486. .629, 486. .629, 495. .638, 




639. .905, 639. .770, 642 


. .842, 


651 . . 905, 


666 . . 905, 720 . .914 


Seq. No. 


32713 




Seq. ID 


OJ990608_01 . 0103 .CI 5 


Gene No. 


67860 




Strand 




Start 


5653 




End 


7131 


Name 


OJ990608 01.0103.C15.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


202 




End 


980 


GI 


none 




Score 


84 


Exons 


202. .351, 483. .638, 483 


. . 623, 


483 . . 632, 


483. . 614, 486. . 638, 




486. .632, 489. .626, 504 


. . 572, 


504 . . 638, 


627 . . 842, 639. . 917, 




639. . 908, 639. .710,- 639 


. . 905, 


642 . .833, 


651 . . 980, 651 . . 908, 




.651 ? .884, 651.. .91 4, .. 654 


. . 905, 


777 . .899 




Seq. No. 


32713 




Seq. ID 


OJ990608_01.0103.C15 


Gene No . 


67860 




Strand 




Start 


5653 




End 


7131 


Name 


OJ990608 01.0103.C15.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


202 




End 


929 


GI 


none 




Score 


63 


Exons 


202. .372, 289. .372, 483 


. . 632, 


483 . . 614, 


486. . 638, 636. . 884, 




639. .929, 639. .842, 642 


. . 929, 


651. .920, 


651. .908, 726. .929 


Seq. No. 


32713 




Seq. ID 


OJ990608 01.0103.C15 


Gene No. 


67860 




Strand 




Start 


5653 




End 


7131 


Name 


OJ990608 01.0103.C15.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


486 




End 


995 


GI 


none 




Score 


133 


Exons 


486. .593, 753..932, 765 


. .920, 


924. .959, 


931. .963, 966. .995 


Seq.. No. 


.327,13 . 




Seq. ID 




Gene No. 


67860 




Strand 




Start 


565 J 




End v 


71.31 . . . 


Name 


OJ990608 01. 0103.C15.o3 


.gs* 


Method 


GEN SCAN ' 


Start 


* 5653 




End 


7131 


GI 


none 




Score 


.98 


Exons 


5653. .7131 








Seq. No. 


32714 




Seq. ID 


OJ990608_01.0103.C16 


Gene No. 


67861 




Strand 




Start 


905 




End 


4930 


Name 


OJ990608 01.0103.C16.ol 


.gs 


Method 


GENSCAN 


Start 


905 




End 


4930 




none 




Score 


A 1 


Exons 


905. .960, 1042. .1422, 2220. .2345, 2351. 


.2691, 3939. .4930 


Seq. No. 


32714 




Seq. ID 


OJ990608_01.0103.C16 



32841 



Gene No. 67861 Strand 

Start 905 End 4930 

Name OJ990608_01 . 0103 . C16 . ol . np Method AAT/NAP 

Start 1025 End 4 903 

GI 2130082 Score 4834 

Exons 1025.. 1422, 2220.. 4903 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi | 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 | prf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 


32714 










Seq. ID 


OJ990608 


_01.0103.C16 


Gene No. 


67861 










Strand 






Start 


905 










End 


4930 




Name 


OJ990608 01 


.0103. 


C16.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1070 










End 


1424 




GI 


none 










Score 


86 




Exons 


1070. 


.1423, 


1308. 


. 1424 










Seq.- No. 


32714 










Seq. ID 


OJ990608 


_01.0103.C16 


.Gene .No. 


67861 










Strand 






Start 


. 905 










End . ■ 


4930 




Name * 


OJ990608 01 


.0103. 


C16.ol 


. ts - 


Method 


TBLASTX : 


Soybean 


Start 


1238 










End 


2803 




GI 


none 










Score 


66 




Exons 


1238. 


.1423, 


1329. 


. 1424, 


2221 . 


.2388, 2297.. 2389, 


2406. .2480, 




2407. 


.2463, 


2487. 


.2663, 


2488. 


.2655, 2684. .2803, 


2685. .2786 


Seq. No. 


32714 










Seq. ID 


OJ990608 


_01.0103.C16 


Gene No. 


67861 










Strand 






Start 


905 










End 


4930 




Name 


OJ990608 01 


.0103. 


C16.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1334 










End 


4651 




GI 


none 










Score 


90 




Exons 


1334 . 


.1423, 


2281. 


.2385, 


2288. 


.2380, 2499. .2558, 


2500. .2538, 




2571. 


.2651, 


3005. 


. 3385, 


3062. 


.3391, 3065. .3430, 


3065. .3394, 




3065. 


3184, 


3137. 


. 3391, 


3209. 


.3394, 3269. .3394, 


3272. .3394, 




3281. 


3397, 


3414. 


.3596, 


3429. 


.3614, 3500. .3742, 


3500. .3739, 




3500. 


3739, 


3500. 


.3739, 


3500. 


.3622, 3500.. 3739, 


3501. .3632, 




3569. 


3739, 


3827. 


.4093, 


3902. 


.4072, 3911. .4129, 


3962. .4048, 




4064 . 


4210, 


4100. 


.4198, 


4247. 


.4378, 4247. .4375, 


4247. .4366, 




' 4247. 


4381, 


4 24 7*. 


.4381, 


4248. 


.'4352,* 4268. .4375, 


4 382.. .4 64 8., 




4385. 


4651, 


4385. 


.4585, 


4385. 


.4489,' 4394. .4636, 


4394 . .4633, 




4538. 


4651, 


4538. 


.4648, 


4538. 


.4627 






Seq. No. 


32714 










Seq. ID 


OJ990608 


_01.0103.C16 


Gene No. 


67861 










Strand 






Start 


905 










End 


4930 




Name 


OJ990608 01 


0103. 


C16.ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


2275 










End 


2658 




GI 


none 










Score 


177 




Exons 


2275. 


2388, 


2406. 


.2657, 


2407. 


.2658 






Seq. No. 


32714 










Seq. ID 


OJ990608 


_01.0103.C16 


Gene No. 


67861 










Strand 






Start 


905 










End 


4930 





32842 



Name 

Start 

GI 

Exons 



OJ990608_01. 
3017 
none 
3017. 
3065. 
3426. 
3500. 
3575. 
4100. 
4247. 
4385. 



0103.C16.o2. ts 



.3391, 
.3376, 
.3596, 
.3628, 
.3739, 
.4210, 
.4375, 
.4648, 



3062. .3391, 
3066. .3185, 
3438. .3653, 
3500. .3739, 
3800. .3859, 
4100. .4210, 
4247. .4378, 
4385. .4648, 



3065. 
3270. 
3500. 
3500. 
4064. 
4100. 
4379. 
4394. 



Method TBLASTX : Soybean 
End 4651 
Score 58 

.3391, 3065. .3394, 3065. .3193, 

.3383, 3272. .3397, 3282. .3386, 

.3739, 3500.. 3739, 3500.. 3739, 

.3739, 3500. .3739, 3501. .3647, 

.4213, 4094. .4168, 4094. .4210, 

.4210, 4109. .4210, 4247. .4375, 

.4642, 4382. .4648, 4382. .4585, 
.4651, 4469. .4651 



Seq. No. 32714 
Gene No. 67861 
Start 905 

Name OJ990608_01 . 0103 . C16 . ol . tw 

Start 3065 
GI none 

Exons 3065. .3166, 3155. .3433, 3500. 

3699..3869, 3800. .3943, 3902. 
4283. .4375, 4538. .4648 



Seq. ID OJ990608_01.0103.C16 
Strand 

End 4930 
Method TBLASTX : Wheat 
End 4648 
Score 87 

.3691, 3542.. 3745, 3590.. 3733, 
.4168, 4236. .4334, 4247. .4462, 



Seq.. .No. ■ .32714 ... 
Gene No. • 678 61 
Start 905 

Name OJ990608JD1 . 0103 . C16 . o2 . tm 

Start 3065 
GI none 

Exons 3065.. 3391, 3065.. 3394, 3065, 

3155. .3391, 3198. .3305, 3411. 
3500.. 3739, 3500.. 3739, 3500. 
3617. .3733, 4236. .4334, 4247. 
4268. .4378, 4379. .4642, 4382. 
4385. .4651, 4409. .4459 



Seq. ID OJ990608_01.0103.C16 

Strand - - . ■ 

End 4930 

Method TBLASTX: Maize 

End 4651 

Score 58 

.3391, 3065.. 3376, 3068.. 3391, 
.3653, 3500.. 3739, 3500.. 3739, 
.3682, 3500. .3739, 3509. .3739, 
.4375, 4247. .4366, 4247. .4378, 
.4648, 4382. .4648, 4383. .4478, 



Seq. No. 


32714 




Seq. ID 


OJ990608_01.0103, 


.C16 


Gene No. 


67861 




Strand 






Start 


■905 




End 


4930 




Name 


OJ990608 01.0103.C16.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3812 




End 


4204 




GI.. 


. none . . .. .. 




Score 


.7.1 




Exons 


3812. .4204, 3834. .4199 










Seq. No. 


32715 




Seq. ID" 


OJ990608JU.0103. 


.C17 


Gene No. 


67862 




Strand 






Start 


779 




End 


2718 




Name 


OJ990608 01.0103.C17.ol, 


.qs 


Method 


GENSCAN 




Start 


779 




End 


2718 




GI 


none 




Score 


.79 




Exons 


779. .975, 2691. .2718 










Seq. No. 


32716 




Seq. ID 


OJ990608_01.0103. 


,C18 


Gene No. 


67863 




Strand 


+ 




Start 


4647 




Knd 


7022 




Name 


OJ990608 01.0103.C18.ol. 


.gs 


Method 


GENSCAN 




Start 


4647 




End 


7022 




GI 


none 




Score 


.46 





32843 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4647. .4750, 5097. .5323, 5362. .5492, 5807. .5988, 6704. .7022 



32716 Seq. ID 

67864 Strand 

15379 End 

OJ990608_01. 0103.C18.o2.np Method 

15379 End 

2130082 Score 



OJ990608_01.0103.C18 
+ 

18789 
AAT/NAP 
18677 
2973 



15379. .15944, 16017 .. 18 128 , 18279. .18677 

protein kinase Xa21 (EC 2.7.1.-) - rice gi | 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 Iprf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



OJ990608_01.0103.C18 
+ 

18789 
AAT/GAP 
18789 
797 



Seq. No. 32716 Seq. ID 

Gene No. 67864 Strand 

Start 15379 End 

Name OJ990608_01 . 0103 . CI 8 . ol . gp Method 

Start 18335 End 

GI LIB3432-010-P1-K1-F10 Score 

.Exons... . 18335., 18789 .. . . ...... 

GI Descrip.. ' 213008'2/pir-l I A57 67 6 5 . 0e-24 protein kinase Xa21 (EC .2.-7.1..-) - 
- " rice >gi_1122443 (U37133) receptor kinase-like protein [Oryza 

sativa] >gi_2586085 (U72723) receptor kinase-like protein .[Oryza 

longistaminata] >gi_1586408_prf 2203451A receptor kinase-like 

protein [Oryza sativa] 1 



Seq. No. 32716 

Gene No. 67865 

Start 2573 

Name OJ990608_01 . 0103 . C18 . ol . np 

Start 2573 

GI 2130082 

Exons 2573.. 2980, 3242.. 5345, 5418 
GI Descrip. protein kinase Xa21 (EC 2.7. 



OJ990608 01.0103.C18 



Seq. ID 
Strand 

End 597 9 

Method AAT/NAP 
End 5979 
Score 2822 
5979 

-) - rice gi|1122443 (U37133) 
receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 
receptor kinase-like protein [Oryza longistaminata] 
gi 1 1586408 I prf | | 2203451A receptor kinase-like protein [Oryza 
sativa] 



Seq. No. 
.^Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32716 
678§6 
20540 

OJ990608_01.0103.C18.o3.tm 

2637 

none 



Seq. ID OJ990608_01.0103.C18 
•Strand . - 
End 

Method 
End 
Score 



20769 

TBLASTX: Maize 

18628 

81 



2637. .2741," 2799. .2981, 2845. .2982, 18277 .. 18390, 18278. .18628 



32716 
67866 
20540 

OJ990608_01 . 0103.C18 .ol. ts 

2776 

none 



Seq. ID OJ990608_01.0103.C18 
Strand 
End 

Method 
End 
Score 



20769 

TBLASTX: Soybean 

18460 

73 



2776. .2982, 2799. .2981, 3243. .3500, 3325. .3495, 3493. .3720, 
3498. .3713, 3744. .3833, 3751. .3825, 17528 .. 17620, 17545 .. 17 61 9, 



32844 



17647. .17859, 17 64 8 17860, 17687 .. 17878, 17861 18058 , 
17882. .18127, 18278. .18460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32716 
67866 
20540 

OJ990608_01. 

2886 

none 

2886. .2981, 
4092. .4391, 
4098. .4391, 
4171. .4425, 
4443. .4769, 
4452. .4730, 
4461. .4766, 
4878. .5129, 
5127. .5201, 
5285. .5431, 
5633. .5662, 
15572. .15892 



0103.C18.pl.tc 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ990608 01.0103.C18 



20769 
TBLASTX: 
18379 
37 



Cress 



.3713, 4050. .4391, 

.4391, 4095. .4364, 

.4391, 4101. .4391, 

,4443, 4435. .4695, 

,4769, 4452. .4769, 

,4761, 4461. .4766, 

,4886, 4617. .4766, 

,5129, 4911. .5111, 



3318. .3494, 3609. 
4093. .4254, 4095. 
4098. .4391, 4098. 
4303.. 4413, 4315. 
4444. .4617, 4446. 
4452. .4769, 4456. 
4462. .4761, 4464. 
4884. .5129, 4902. 

5127. .5189, 5249. .5434, 5282. .5371, 
5285. .5377, 5285. .5371, 54 83. .557 8, 
15542. .15961, 1554 8 .. 15583 , 15548.. 
15602. .16069, 15604 .. 15738 , 15605 
15608. .16069, 15608. .16066, 15617 
15.629.'. 16066,' 15.634 .. 15807., 15640 
15761. . 16069, 15821. .16069, 15848 
15931. . 16086, 16136. . 16234, 16136 
16232. .16480, 16232 .. 16438 , 16232 
16464. .16511, 16481. .16552, 16481 
16562. .16894, 165 62 .. 16705, 16562 
16565. .16894, 16565 .. 16894 , 16565 
16577. . 16894, 16577 .. 16894 , 16577 
16634. .16894, 16658 .. 16894 , 16732 
16792. . 16902, 16912 1704 9, 16943 
16943. . 17263, 1694 6 .. 17269, 16946 
16946. .17266, 1694 6 .. 17314 , 16946 
17070. .17177, 17084. .17266, 17104 
17633. .17752, 17867 



17207. .17329 



.16066,.- 15623 

.15810, 15689 

.16015, 15905 

.16231, 16136 

.16429, 16256 

.16540, 16562 

,16894, 16565 

,16843, 16577 

,16762, 16577 

,16902, 16744 

,17053, 16943 

,17266, 16946 

,17266, 16948 

17313, 17146 

18067, 18278 



4050. . 

4098. . 

4162. . 

4443. . 

4452. . 

4461. . 

4666. . 

4911. . 

5285. . 

5495. . 
15940, 
. . 16066 
. .16033 
. . 1.6069 
. .16069 
. .16234 
. .16435 
. .16894 
. .16894 
. . 16894 
. . 16894 
. . 16902 
. .17062 
. .17317 
. .17064 
. .17205 
. . 18379 



4391, 
4361, 
4218, 
4769, 
4769, 
4766, 
4788, 
5066, 
5437, 
5662, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exbhs 



32716 - Seq. ID 

67866 Strand 
20540 End 

OJ990608_01.0103.C18.ol. tm . Method 
3252 End 
none ' Score 



OJ990608_01.0103.C18 
20769 

TBLASTX: Maize 
18067 
-104 



3252.. 3308, 3303.. 3494, 3313. .3483, 3504.. 3680, 3508.. 3681, 
17680. . 17853, 17 681 .. 18067 , 17938. .18057 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32716 
67866 
20540 

OJ990608_01. 

4050 

none 

4050. .4391, 
4098. .4391, 
4435. .4701, 
4452. .4661, 



0103.C18.o2.ts 



4095. 
4098. 
4443, 
4453. 



,4391, 4095 

,4391, 4225 

4769, 4446 

4797, 4455 



4615. .4842, 4666. .4833, 4674 



Seq. ID OJ990608_01.0103.C18 

Strand 
, End 20769 

Method TBLASTX : Soybean 

End 1 17314 

Score 7 6 
.4370, 4098. .4391, 4098. .4391, 
.4416, 423ft , e 4423,- 4308;. 4379, 
.4724* 4452. .4769) 4452. .4766, 
.4766, 4459. .4617, 4464. .4766, 
.4769, 4884. .5105, 4905. .5129, 



32845 



4905. . 
5274. . 
5483. . 
15602, 
15634. 
16133. 
16136. 
16232. 
16562. 
16577. 
16735. 
16932. 
16943. 
16955. 
17095. 



5129, 

5297, 

5662, 

.16066 

.15807 

.16228 

. 16234 

. 16438 

.16894 

.16762 

. 16902 

.16967 

. 17266 

. 17269 

.17265 



4909. .5010, 4948. .5067, 5127. .5189, 5127. .5186, 
5285. .5371, 5285. .5371, 5285. .5371, 5286. .5432, 
5486.. 5662, 15548 1594 0, 15569 .. 15730, 
15617. .16066, 15617. .16069, 15629. .16069, 
16069, 15803. .15874, 1 6098 .. 16151 , 
16231, 16136. . 16234, 
16483, 16232. .16435, 
16546, 16562. .16894, 
16894, 16577. . 16894, 
16894, 16703. .16894, 
16905, 16744 .. 16902, 16912 .. 1704 9, 
17127, 16939. .17070, 1 694 3 .. 17269, 
17314, 16946. . 17266, 1 694 6 .. 17266, 
17209, 17027. .17269, 17084 .. 17266, 



15743. 
16133. 
16175. 
16307. 
16565. 
16600. 
16738. 
16939. 
16946. 
16955. 



,16237, 16136. 

,16234, 16232. 

,16378, 16433. 

16894, 16577. 

16761, 16637. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32716 
67866 
20540 

OJ990608JD1. 

4095 

none 

4.095. ..4289, 
"•4626. .4766-, 
5285. ,5362, 
16163. .16435 
16712. .16894 
16946. .17104 



0103.C18.ol.tw 



Seq. ID OJ990608_01.0103.C18 
Strand 

End 20769 
Method TBLASTX : Wheat 
.End 17269 
Score .85 

4188.. 4520, 4479.. 4,724, 4573 47-82, 4578 4769, 
4801. .4959, 4830. .4973, 4908. .5189, 4971. .5129, 
15752. .15994, 15965 16063, 1 6133 . . 1 618 6, 
, 16388. .16789, 16598 .. 1674 1, 16637 .. 16885 , 
, 16760. .16894, 16832 17 122, 1 687 9 . . 17 130 , 
, 17075. .17269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32716 
67866 
20540 

OJ990608_01. 

4098 

none 

4098. .4391, 
4315. .4446, 
4443. .4769> 
4905. .5129, 
5282. .5437, 
5633. .5710, 
15617. .16066 
15928. .16026 
16562. .16894 
16577. . 16669 
16880. .17101 
16946. .17143 



0103.C18.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990608 01.0103.C18 



20769 
TBLASTX: 
17269 
62 



,4391, 4098. .4298, 

.4692, 4440. .4769, 

,4730, 4479. .4769, 

,5189, 5128.. 5169, 

,5578, 5483. .5557, 



4098. .4391, 4098. 
4388.. 4423, 4435. 
4452.. 4769, 4452. 
4911.. 5093, 5127. 
5285.. 5371, 5483. 

15524. .16060, 15572 .. 15850 , 15605 
, 15617. .15994, 15634. .15807, 15815 
, 16133... 16234, i 6232 .. 16438 , 16562 
, 16565. .16810, 16577. .16894, 16577 
, 16592. .16885, 16634 . . 1 68 94 , 16769 
, 16912. .17049, 16943. .17266, 16946 
, 16946. .17269 



Maize 



4188. .4391, 
4443. .4766, 
4884. .5129, 
5282. .5434, 
5486. .5662, 

16066, . 

. .16069, 

. .16894, . 

. .16894, 

. .16903, 

..17266, 



Seq. No. 32716 t Seq. ID 

Gene No. 67866 Strand 

Start 20540 End 

Name OJ990608_01 . 0103 . C18 . o3 . gs Method 

Start 20540 End 

GI none Score 

Exons 20540. .20769 



OJ990608_01.0103.C18 

20769 
GEN SCAN 
20769 
. 44 



Seq. No. 



32717 



Seq. ID OJ990608 01.0103.C19 



32846 



Gene No. 


67867 




Strand 


+ 


Start 


1 




End 


563 


Name 


OJ990608__01 


.0103.C19.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


262 


GI 


5852180 




Score 


34 


Exons 


1 . . 138 , 191 


. . 262 






GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 




Seq. No. 


32717 




Seq. ID 


OJ99060 


Gene No. 


67867 




Strand 




Start 


1 




End 


563 


Name 


OJ990608_01 


.0103.C19.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


560 


GI 


4 680186 




Score 


318 


Exons 


1 . .40, 359. 


.560 






GI Descrip. 


(AF111709 ) 


unknown [Oryza sativa subsp 


. indica 


Seq. No. 


32717 




Seq. ID 


OJ99060 


Gene No. 


67867 




Strand 


+ 


Start 


1 




End 


563 


Name 


OJ990608 01 


.0103.C19.ol.gs 


Method 


GENSCAN 


Start 


.35.9 . 




End 


563 


GI 


. none 




Score 


-.54 \ 


Exons 


359 . .563 








Seq. No. 


32718 




Seq. ID 


OJ99060 


Gene No. 


67868 




Strand 


+ 


Start 


417 




End 


1686 


Name 


OJ990608 01 


.0103.C20.ol.gs 


Method 


GENSCAN 


Start 


417 




End 


1686 


GI 


none 




Score 


. 48 


Exons 


417. .728, 734. .1517, 1523. .1686 




Seq. No. 


32718 




Seq. ID 


OJ99060 


Gene No. 


67869 




Strand 


+ 


Start 


4859 




End 


11612 


Name 


OJ990608 01 


.0103.C20.o3.gs 


Method 


GENSCAN 


Start 


4859 




End 


11612 


GI 


none 




Score 


.46 


Exons 


4859. .4930, 


6030. .6826, 6834. 


.6918, 7089. .8043 



.. 8473. . 9050, 9090 . .10280, 10361 .. 104 03 , 10516 10688, 
10776. .11612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Genp No. 
Start 
Name 
Start 



32718 Seq. ID 

67869 ' Strand 

4859 End 

OJ990608_01 . 0103 . C20 . ol . np Method 

7086 End 

4680179 Score 
7086. .8179, 8213. .11609 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990608__01.0103.C20 
+ 

11612 
AAT/NAP 
11609 
5316 



32718 
6787Q 
2052 

OJ990608_01.0103.C20.o2.gs 
2052 



Seq. ID OJ990608_01.0103.C20 

Of ra^r) _ 



End 

Method 
End 



3953 

GENSCAN 

3953 



32847 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . . 
Name . 
Start ... 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

2052. .2158, 

32718 
67871 
7323 

OJ990608_01. 

7323 

none 

7323. .7484, 

32718 
67871 
7323 

OJ990608_01. 

7569 

none 

7569. .7874, 

32718 

67872 

8199 . 

OJ990608J31. 

8199 

none 

8199. .8552 

32718 
67872 
8199 

OJ990608_01. 

8235 

none 

8235. .8444, 

32718 
67873 
8768 

OJ990608_01. 

8768 

none 

8768. . 9211, 

32718 
67873 
8768 

OJ990608_01. 

8783 

none 

8783. . 9073, 

32718 
67873 
8768 

OJ990608_01. 

9141 

none 



2888.. 3000, 3835. 

0103.C20.o7. tw 
7328. .7687, 7329. 

0103.C20.o6. tm 
7583. .7699 

0103. f C20.o7 . tm .. 



Score 
.3953 



.92 



Seq. ID OJ990608_01.0103.C20 
Strand 

7874 

TBLASTX: Wheat 
7688 
291 



End 

Method 
End 
Score 
.7688 



0103.C20.o8.tw 



8291.. 8383, 8490, 



0103.C20.o4.tw 



8846. .9157, 8877. 



0103.C20.o5. tm 



8784. .9071 



0103.C20.o3. tm 



Seq. ID OJ990608_01.0103.C20 
Strand 

End 7874 

Method TBLASTX: Maize 

End 7874 

Score 231 



Seq. ID OJ990608_01.0103.C20 
Strand 

.End. . .8603 ■;, 

Method. TBLASTX: Maize ~ : " 
End 8552 
Score 189 



Seq. ID OJ990608_01.0103.C20 
Strand 

End 8603 

Method TBLASTX : Wheat 

End 8603 

Score 164 
.8603, 8498.. 8602 

Seq. ID OJ990608_01.0103.C20 
Strand 

End 9641 

Method TBLASTX : Wheat 

End 9254 
Score . . 122 ..... 
.9254, 8904. .9251 

Seq. ID OJ990608_01.0103.C20 
Strand 

End 9641 

Method TBLASTX : Mai ze 

End 9073 

Score 262 



Seq. ID OJ990608_01.0103.C20 
Strand 



Method 

End 

Score 



TBLASTX: Maize 

9641 

157 



32848 



Exons 



9141. .9320, 9149. .9268, 9327. .9641, 9447. .9596 



Seq. No. 32718 

Gene No. 67873 

Start 8768 

Name OJ990608_01 . 0103 . C20 . ol . ts 

Start 9195 

GI none 
Exons 



Seq. ID OJ990608_01.0103.C20 
Strand 

End . 9641 

Method TBLASTX : Soybean 

End 9591 

Score 57 



9195. .9227, 9197. .9226, 9231. .9590, 9233. .9268, 9299. .9589, 
9322. .9591 



Seq. No. 32718 Seq. ID 

Gene No. 67873 Strand 

Start 8768 End 

Name OJ990608_01 . 0103 . C20 . o5 . tw Method 

Start 9303 End 

GI none Score 

Exons .9303.. 9605, 9305.. 9589 



OJ990608_01.0103.C20 
9641 

TBLASTX: Wheat 

9605 

374 



Seq. No. 32718 

Gene- No. 67874 

Start. 9606. _ ........ 

Name' . - 6j990608_dl . 0103*. C20 . o3 . tw 

Start 9606 

GI none 

Exons 9606.. 10028, 9638.. 10027 



Seq. ID OJ990608_01.0103.C20 
Strand 

End 10092. , , . 

Method - TBLASTX: Wheat ■ 

End 10028 

Score 592 



Seq. No. 32718 

Gene No. 67874 

Start 9606 

Name OJ990608_01 . 0103 . C20 . o3 . ts 

Start 9612 

GI none 

Exons 9612.. 9857, 9614.. 9856 



Seq. ID OJ990608_01.0103.C20 
Strand 

End 10092 

Method TBLASTX : Soybean 

End 9857 

Score 211 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI. 

Exons 
* 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32718 Seq. ID 

67874 Strand 

9606 End 

OJ990608_01. 0103.C20.o2.tm Method 

9677 End 

none .. . Score 



OJ990608_01.0103.C20 
10092 

TBLASTX: Maize 

10092 

476 



9677. .10027, 9678. .10031, 9679. .10092, 9681. .10040 

OJ990608 01.0103.C20 



32718 Seq. ID 

67875 ..... strand 

10031 End 

OJ990608_01.0103.C20.o2.tw Method 

10031 End 

none Score 
10031. .10597, 10062.. 10598 



11564 

TBLASTX: Wheat 

10598 

629 



Seq. No. 32718 Seq. ID 

Gene No. 67875 Strand 

Start 10031 , End 

Name OJ990608JD1 . 0103 . C20 . o2 . ts Method 

Start 10386 End 

GI none Score 



OJ990608_01.0103.C20 
11564 

TBLASTX : Soybean 

10646 

286 



32849 




Exons 


10386. .10646, 10391. 


. 10645 








Seq. No. 


32718 




Seq. ID 


OJ990608_01.0103 


.C20 


Gene No. 


67875 




Strand 






Start 


10031 




End 


11564 




Name 


OJ990608_01 . 0103 .C20 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10445 




End 


10736 




GI 


none 




Score 


366 




Exons 


10445 .. 10732, 10446. 


. 10736 








Seq. No. 


32718 




Seq. ID 


OJ990608_01.0103 


.C20 


Gene No. 


67875 




Strand 






Start 


10031 




End 


11564 




Name 


OJ990608_01 . 0103 .C20 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


10605 




End 


11231 




GI 


none 




Score 


681 




Exons 


10605 . . H23l, 10661. 


. 11119, 


10977 . . 112 


28 




Seq. No. 


32718 




Seq. ID 


OJ990608_01.0103 


.C20 


Gene No. 


67875 




Strand 






Start 


10031 




End 


11564 




Name. 


OJ990608_0.l_. 0103 .C20 


. ol.tm 


Method 


TBLASTX: Maize 




Start . „ . 


1 07 8.5 ' " ' . 




. l End - 


11384 : . • 




GI 


none 




Score 


226 




Exons 


107 85..10946, 10788. 


. 10940, 


10944 . . 113 


84 , 10946. . 11368 




Seq. No. 


32718 




Seq. ID 


OJ990608_01.0103. 


.C20 


Gene No. 


67875 




Strand 






Start 


10031 




End 


11564 




Name 


OJ990608JD1 . 0103 .C20 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


H23l 




End 


11564 




GI 


none 




Score 


32 9 




Exons 


H231 . . H500, H232 . 


. 11564, 


11235 . . 115 


43 




Seq. No. 


32719 




Seq. ID 


OJ990608_01.0103, 


.C21 


Gene No. 


67876 




Strand 






Start 


88 




End 


521 




Name 


OJ990608 0l.0l03.C2l 


. ol . np 


Method 


AAT/NAP 




Start 


88 




End 


521 




GI 


4680185 




Score 


481 




Exons 


88. .521 . . 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


32719 




Seq. ID 


OJ990608_01.0103. 


,C21* 


Gene No. 


' 67876 * 




Strand 






Start 


88 




End 


521 




Name 


OJ990608 01.0103.C21 


. ol . gs 


Method 


GENSCAN 




Start 


109 




End 


483 




GI 


none 




Score 


. 45 




Exons 


109. .483 










Seq. No. 


32720 




Seq. ID 


OJ990608JU.0103. 


C23 


Gene No. 


67877 




Strand 


+ 




Start 


1 




End 


377 




Name 


OJ990608 01.0103.C23, 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


377 




GI 


2130082 




Score 


278 





32850 



• • 

Exons 1..377 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi I 1586408 Iprf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. " 


32720 




Seq. ID 


OJ990608_01.0103.C23 


Gene No. 


67877 




Strand 


+ 


Start 


1 




End 


377 


Name 


OJ990608_01 . 0103 . C23 ,ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


48 




End 


335 


GI 


none 




Score 


167 


Exons 


48. . 335, 50. .319, 120. . 


266 






Seq. No. 


32720 




Seq. ID 


OJ990608_01.0103.C23 


Gene No. 


67877 




Strand 


+ 


Start 


1 




End 


377 


Name 


OJ990608 01 . 0103.C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


92 




End 


371 


■GI 


none 




Score 


186 


Exons. . • 


.92-... 217, ^117 ... 365, -/l25 . 


.301,.. 


201.. . 371 




Seq. No. 


32720 




- 

Seq. ID 


OJ990608_01.0103.C23 


Gene No. 


67877 




Strand 


+ 


Start 


1 




End 


377 


Name 


OJ990608 01.0103.C23.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


113 




End 


371 


GI 


none 




Score 


188 


Exons 


113. .367, 117. .368, 129 


. .371 






Seq. No. 


32720 




Seq. ID 


OJ990608_01.0103.C23 


Gene No. 


67877 




Strand 


+ 


Start 


1 




End 


377 


Name 


OJ990608 01.0103.C23.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


117 




End 


376 


GI 


none 




Score 


191 


Exons 


117. .371, 117. .371, 117 


. .353* 


-117. .341 


, 128. .241, 156. .371-, 




272.. 376 








Seq.. No. 


3272.1 




Seq. .ID 


OJ990608_01 .0103.C24 


Gene No. 


67878 




Strand 


+ 


Start . ■■ , 


1 • 




. End . 


592 . ■■ . ., 


Name 


OJ990608 01.0103.C24.ol 


. np 


Method 


AAT/NAP 


Start 


1 ' 




End 


592 ' ' 


GI 


2586083 




Score 


356 


Exons 


1..138, 350. .592 








GI Descrip. 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata; 


Seq. No. 


32721 




Seq. ID 


OJ990608_01.0103.C24 


Gene No. 


67878 




Strand 


+ 


Start 


1 




End 


592 


Name 


OJ990608 01.0103.C24.ol 


.gs 


Method 


GENSCAN 


Start 


21 




End 


4 72 


GI 


none 




Score 


.89 



Exons 21.. 138, 350.. 472 



32851 



OJ990608 01.0103.C25 



Seq. No. 32722 Seq. ID 

Gene No. 67879 Strand - 

Start 1 End 669 

Name OJ990608_01 . 0103 . C25 . ol . np Method AAT/NAP 

Start 1 End "669 

GI 2130082 Score 974 

Exons 1 . . 669 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 | prf | I2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 32722 

Gene No. 67879 

Start 1 

Name OJ990608_01 . 0103 . C25 . ol . tm 

Start 364 

GI none 

Exons 364.. 606, 392.. 511 



Seq. ID OJ990608_01.0103.C25 
Strand 

End 669 

Method TBLASTX : Mai ze 

End 606 

Score 85 



Seq. No. . . 32722 - , ,. . . 

Gene No. • * , 6787 9 . .. , : . 

Start 1 

Name OJ990608JD1 . 0103 . C25 . ol . gs 

Start 372 

GI none 

Exons 372. .496 



Seq... ID OJ990 608_0.1. 01.03. C25 

.Strand . - . . 

End 669 * 

Method GENSCAN 
End 4 96 

Score .71 



Seq. No. 


32723 


Seq. ID 


OJ990608_01.0103, 


.C26 


Gene No. 


67880 


Strand 


+ 




Start 


1 


End 


1604 




Name 


OJ990608 01.0103.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1604 




GI 


2586083 


Score 


594 




Exons 


1..120, 1259. .1604 








GI Descrip. 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata] 


Seq. No. 


32723 


Seq. ID 


OJ990608 01.0103. 


.C26 


Gene No. 


67880 


Strand 


+ 




Start . 


1 


End 


1604 




Name 


OJ990608 01.0103.C26.ol.gs' 


Method 


GENSCAN 




Starts 


3 . . : 


End' 


221 




GI 


none 


Score 


.93 




Exons 


3. .120/ 169. .221 








Seq. No. 


32723 


Seq. ID 


OJ990608J31.0103, 


.C26 


Gene No. 


67880 


Strand 


+ 




Start 


1 


End 


1604 




Name 


OJ990608 01.0103.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


1248 


End 


1602 




GI 


none 


Score 


73 




Exons 


1248. .1391, 1257. .1394, 1258., 


,1602, 1420. .1569 




Seq. No. 


32724 


Seq. ID 


OJ990608_01.0103. 


C27 


Gene No. 


67881 


Strand 


+ 




Start 


447 


End 


517 





32852 



Name 

Start 

GI 

Exons 



OJ990608_01 .0103 . C27 . ol . gs Method GENSCAN 

447 End 517 

none Score . 95 
447. .517 



Seq. No. 32725 Seq. ID 

Gene No. 67882 Strand 

Start 1 End 

Name OJ990608_01 .0103 . C29 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1 . . 510 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990608_01. 
+ 

510 

AAT/NAP 

510 

465 



0103. C29 



Seq. No. 32725 

Gene No. 67882 

Start 1 

Name OJ990608_01 . 0103 . C29 . ol 

Start 182 

GI none 

Exons 182.. 376, 183. .449 



. tw 



Seq. ID OJ990608_01.0103.C29 

Strand + 

End 510 

Method TBLASTX : Wheat 

End 449 

Score 230 



Seq. No. ' .. .32725 . 

Gene No. '67882 

Start 1 

Name OJ990608_01 . 0103 . C29 . ol . 

Start 183 

GI none 

Exons 183.. 425, 197.. 313 



tm 



Seq.- ID QJ990608_01.,0103..C29 

Strand + 

End 510 

Method TBLASTX : Mai ze 

End 425 

Score 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No,. . .. 

Start 

Name 

Start 

GI " 

Exons 



32726 Seq. ID 

67883 Strand 

1 End 
OJ990608_01 . 0103 . C30 . ol . np Method 

1 End 

2586081 Score 
1. .609 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



OJ990608_01.0103.C30 
609 

AAT/NAP 

609 

505 



32726 Seq. ID 

67883 ...... . Strand 

1 End 

OJ990fi08_01.0103.C30.ol.tc . ' Method 

61 End 

hone ' " Score 



OJ990608_01.0103.C30 
609 

TBLASTX: Cress „ 

510 

61 



61. .264, 61. .267, 61 . . 270, 61 . . 120 , 62. .256, 64. .264, 64. .213, 
64. .264, 64. .264, 64. .267, 64. .270, 70. .279, 73. .264, 73. .264, 
74. .256, 82. .264, 82. .204, 130. .261, 151. .270, 247. .510, 
247. .510, 274. .510, 274. .510, 284. .508, 292. .483, 293. .391, 
296. .508, 296. .457, 299. .481, 301. .510, 304. .510, 311. .463, 
355. .510 



Seq. No. 32726 Seq. ID 

Gene No. 67883 .Strand 

Start 1 End 

Name OJ990608_01 .0103 . C30 . ol . tm Method 

Start 61 End 



OJ990608_01.0103.C30 
609 

TBLASTX: Maize 
510 



32853 



GI 

Exons 



none Score 113 

61. .264, 82. .504, 82. .243, 292. .510, 373. .510 



Seq. No. 32726 

Gene No. 67883 

Start 1 

Name OJ990608_01 . 0103 . C30 . ol . ts 

Start 61 

GI none 
Exons 



Seq. ID OJ990608_01.0103.C30 

Strand 

End 609 

Method TBLASTX : Soybean 

End 510 

Score 61 



61. .267, 61. .267, 61. .279, 61. .264, 64. .264, 64. .264, 76. .270, 
77. .250, 142. .264, 247. .510, 247. .510, 271. .510, 274. .510, 
274. .510, 274. .501, 296. .478, 301. .510, 302. .508, 302. .460, 
302. .499 



Seq. No. 


32727 


Seq. ID 


OJ9.90608_01.0103. 


Gene No. 


67884 


Strand 


+ 


Start 


68 


End 


246 


Name 


OJ990608 01.0103.C31. 


ol.gp Method 


AAT/GAP 


Start 


68 


End 


246 


GI 


none 


Score 


325 


Exons 


68. .246 






S'eq.. No. 


327 2.8.*- " " ' 


■ • Seq. ID - 


.OJ990608_01. 0103. 


Gene No. 


67885 


Strand 


+ 


Start 


1 


End 


192 


Name 


OJ990608 01.0103.C37. 


ol.gp Method 


AAT/GAP 


Start 


1 


End 


192 


GI 


101153 1.R1084 


Score 


342 


Exons 


1. . 192 






GI Descrip. 


'5852170/embl AL117265 


.1IOST17804 l.Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone :t 17804 



Seq. No. 32729 Seq. ID 

Gene No. 67886 Strand 

Start 1 End 

Name OJ990608_01 . 0103 . C38 . ol . np Method 

Start 1 • End 

GI 2586082 - Score 

Exons 1..781, 3896.. 4290 

GI Descrip. (U72725) retrofit [Oryza longistaminata] 



OJ990608_01.0103.C38 
+ 

4290 
AAT/NAP 
4290 
1316 



Seq. No. 32729 
Gene No. ... 67886 ' 

Start 1" 

Name OJ990608_01 . 0103 . C3'8 . o2 . tm 

Start 84 

GI none 

Exons 84. .260, 88. .393 



Seq.. ID OJ990608_01.0103.C38 

Strand,. , + . 

End 4290 

Method TBLASTX: Maize 

End 393 

Score 276 



Seq. No. 32729 

Gene No. 67886 

Start 1 

Name OJ990608_01 . 0103 . C38 . ol . gs 

Start 198 

GI none 

Exons 198.. 433, 464.. 546 



Seq. ID OJ990608_01.0103.C38 

Strand + 

End 4290 

Method GENSCAN 

End 54 6 

Score .72 



32854 



Seq. No. 


32729 




Seq. ID 


OJ990608 01.0103.C38 


Gene No. 


67886 




Strand 


+ 


btart 


1 




End 


a 0 ft r\ 

4290 


Name 


OJ990608 01 . 0103 . C38 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


TOO 

328 




End 


768 


GI 


none 




Score 


000 
328 


Exons 




. . 614 , 


631 . .768, 


681 . .7 67 


Seq. No. 


32729'' 




Seq. ID 


OJ990608 01.0103.C38 


Gene No. 


67886 




Strand 


+ 


b tar t 


I 




End 


a 0 0 ri 
4290 


Name 


OJ990b08 01 . 0103 . C38 . o3 . 


. tm 


Method 


TBLASTX: Maize 


Start 


4 bU 




End 


696 


GI 


none 




Score 


O 1 O 

218 


Exons 


40U..OOU, 4bD..bI/, 4bO. 


, . 630, 


631 . . 6y6 




Seq. No. 


*d o ~7 o o 

32 /29 




Seq. ID 


OJ990608_01.0103.C38 


Gene No. 


67886 




Strand 


+ 


Start 


1 




End 


4290 


Name 


ujyyubUo ui.uiuj.Cjo.oi . 


. ts 


Method 


TBLASTX: Soybean 


Start 


con 

oz y 




End 


4239 


GI . , . 


- . . none ^ 




Score 


.113. .. . _ . 


Exons 


con ron c o o /*" o r\ ■ r o i 

329.. o3U, bjz . . 630 , » 63 1 . 


, . 7 83, 


726 . . 782 , 


'38 92 . . 4 089, ■ 3897 . .41 




4Uyj..4_,3y, 41U1..4133 






Seq. No. 


o o "7 o n 

32729- 




Seq. ID 


OJ990608__01.0103.C38 


Gene No . 


D/oob 




Strand 


+ 


Start 


1 




End 


4290 


Name 


OJ990608 01.0103.C38.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


699 




End 


4233 


GI 


none 




Score 


69 


Exons 


699. .746, 699. .776, 700. 


.780, 


3892. .3942, 3949. .4092, 




3955.. 4080, 4093.. 4233 









Seq. No. 32729 Seq. ID OJ990608_01 . 0103 . C38 

Gene No. 67886 Strand + 

Start 1 End 4290 

Name OJ990 608_01 . 0103 . C38 . ol . gp Method AAT/GAP 

Start 3638 End 3985 

GI 61605_3.R1084 Score 432 

Exons ... 3638.. 3889, 3957.. 3985 

GI Descrip. 1 14 02 920/emb | CAA66965 | 2. 0e-20 (X98321) peroxidase [Arabidopsis 

thaliana] 1 ... . . ... 



Seq. No. 32730 Seq. ID 

Gene No. 67887 Strand 

Start 242 End 

Name OJ990608_01 .0103 . C39 . ol . gs Method 

Start 242 Enol 

GI none Score 

Exons 242.. 289 



OJ990608_01.0103.C39 
+ 

289 

GENSCAN 

289 

.97 



Seq. No. 32730 Seq. ID OJ990608_01 . 0103 . C39 

Gene No. 67 888 Strand + 

Start 6332 End 6975 

Name OJ990608_01 . 0103 . C39 . o4 . gs Method GENSCAN 

Start 6332 End 6975 



32855 



GI 


none 








Score 


. 6 


Exons 


6332. . 6446, 


6860 


. . 6975 








Seq. No. 


32730 








Seq. ID 


OJ990608_01.0103.C39 


Gene No. 


67889 








Strand 




Start 


1043 








End 


6557 


Name 


OJ990608__01 


.0103 


.C39.ol 


.np 


Method 


AAT/NAP 


Start 


1043 








End 


6557 


GI 


6056422 








Score 


534 


Exons 


1043 . . 1737, 


3218 


. .3464, 


5261. 


.5304, 6423. .6557 


GI Descrip. 


(AC009525) 


Similar to pectinesterases 


[Arabidopsis thaliana^ 


Seq. No. 


32730 








Seq. ID 


OJ990608_01.0103.C39 


Gene No. 


67889 








Strand 




Start 


1043 








End 


6557 


Name 


OJ990608__01 


.0103, 


,C39.o2 


. gs 


Method 


GENSCAN 


Start 


1043 








End 


3638 


GI 


none 








Score 


.66 


Exons 


1043 . . 1737, 


3218, 


. .3638 








Seq. No. 


32730 








Seq. ID 


OJ990608_01.0103.C39 


. Gene No . . 


67889 ^ . .. 








.Strand 




Start 


104.3" 








"End * ' • 


6557 


Name 


OJ990608 01 


. 0103, 


,C39.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1073 








End 


1720 


GI 


none 








Score 


67 


Exons 


1073. . 1222, 


1077 . 


. . 1205, 


1253. 


.1369, 1257.. 1352, 1373.. 1720, 




1377 . . 1451, 


1503, 


. . 1574, 


1659. 


.1718 




Seq. No. 


32730 








Seq. ID 


OJ990608_01.0103.C39 


Gene No. 


67889 








Strand 




Start 


1043 








End 


6557 


Name 


OJ990608_01 


.0103, 


,C39.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1074 








End 


1738 


GI 


none 








Score 


67 


Exons 


1074 . . 1199, 


1079, 


, .1225, 


1256 . 


.1357, 1329. .1355, 1365. .1601, 




1385. . 1738, 


1389. 


, . 1601, 


1610. 


.1693 




Seq. No. 


32730 








Seq. ID 


OJ990608_01.0103.C39 


Gene No. 


67889 








Strand 




Start 


.10.4 3. 








End 


6557 


Name 


OJ990608_01 


.0103. 


C39.ol 


. tc 


Method . 


TBLASTX: Cress 


Start , 


1079 








. End .- . 


.3467 , 


GI 


none 








Score 


73 


Exons 


1079 . . 1144 , 


1130. 


.1222, 


1256. 


.1351, 1257.. 1352, -1380.. 1547, 




1382 . . 1738, 


1590. 


. 1739, 


3216. 


.3320, 3384. .3467 


Seq. No. 


32730 








Seq. ID 


OJ990608_01.0103.C39. 


Gene No . 


67889 








Strand 




Start 


1043 








End 


6557 


Name 




.0103. 


C39.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


1280 








End 


1694 


GI 


none 








Score 


44 


Exons 


1280. . 1357, 


1320. 


- 1 358,- 




1 Rflfl l^fit; uq^ noo 1601 




1659. .1694 










Seq. No. 


32730 








Seq. ID 


OJ990608_01.0103.C39 



32856 



Gene No. 


67889 








Strand 


- 








Start 


1043 








End 


6557 








Name 


OJ990608JD1 


0103 


.C39.o3 


.gs 


Method 


GENSCAN 








Start 


4740 








End 


5289 








GI 


none 








Score 


.58 








Exons 


4740 . .4833, 


5180 


. .5289 














Seq. No. 


32731 








Seq. ID 


OJ990608 


01 


.0103 


.C40 


Gene No. 


67890 








Strand 


+ 








Start 


120 








End 


2466 








Name 


OJ990608 01. 


0103 


.C40.ol 


. gs 


Method 


GENSCAN 








Start 


120 








End 


2466 








GI 


none 








Score 


. 43 








Exons 


120. .190, 1883.. 


1952, 2247.. 


2335, 2447 


. . 2466 








Seq. No. 


32731 








Seq. ID 


OJ990608 


01 


.0103 


.C40 


Gene No. 


67891 








Strand 










Start 


3623 








End 


4106 








Name 


OJ990608 01. 


0103 


.C40.o2 


. gs 


Method 


GENSCAN 








Start 


3623 








End 


4106 








GI 


none 








Score 


. 84 








Exons,, 


36.23.. .3673,, 


,4077 


- -41.06.. 




■ ■ • . .. . 


.. - - 








Seq. No. 


32732 - 








Seq. ID 


OJ990608 


01 


.0103 


.C41 


Gene No. 


67892 








Strand 


+ 








Start 


1609 








End 


2295 








Name 


OJ990608 01. 


0103 


.C41.ol 


. gp 


Method 


AAT/GAP 








Start 


1609 








End 


2073 








GI 


2427717 








Score 


868 








Exons 


1609. .2073 


















Seq. No. 


32732 








Seq. ID 


OJ990608 


01 


.0103 


.C41 


Gene No. 


67892 








Strand 


+ 








Start 


1609 








End 


2295 








Name 


OJ990608 01. 


0103 


.C41.ol 


. gs 


Method 


GENSCAN 








Start 


1636 








End 


2295 








GI 


none 








Score 


. 88 








Exons 


1636. .2295 


















Seq. No. 


32732 








Seq. ID 


OJ990608 


01 


.0103 


.C41 


Gene No . 


67893 








Strand 










Start 


3238 








End 


3896 








Name 


. 9J990608 01. 


01.03 


.C41.o2, 


.gs 


Method 


GENSCAN 








Start 


3238 








End 


3896 








GI 


none 








Score 


.49 








Exons 


3238. .3320', 


3758 


. .3896 














Seq. No. 


32733 








Seq. ID 


OJ990608 


01 


. 0103 


.C43 


Gene No . 


67894 








Strand 


+ 








Start 


1480 








End 


4120 








Name 


OJ990608 01. 


0103 


C43.ol. 


gs 


Method 


GENSCAN 








Start 


1480 








End 


4120 








GI 


none 








Score 


.69 • 








Exons 


1480. . 1517, 


3818 


.3899, 


3941 


. .4120 










Seq. No. 


32733 








Seq. ID 


OJ990608_ 


01 


.0103 


C43 


Gene No. 


67895 








Strand 


+ 









32857 



Start 


4934 


End 


16176 




Name 


UJyyUbUo 01 . UlUo . C4 J . ol . np 


Method 


AAT/NAP 




Start 


yl no 1 

4 y oi 


End 


16020 




bl 


o c o ^ n o o 
bUo J 


Score 


2834 




Exons 


/iQoi cooo cynn TCQo i cccn 


i c r\ o n 






GI Descrip. 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata^ 


Seq. No. 


32733 


Seq. ID 


OJ990608 01.0103 


.C43 


Gene No. 


67895 


Strand 


+ 






A Q ^ yl 




1 bl 7 6 




Name 


vjjyyubUo ui . uiuo . L4o . oz . gs 


Method 


GENSCAN 




Of -iyf 


A Q "5 /I 

4 y J4 


Ena 


8252 




C T 


none 


Score 


.52 




Exons 


4yj4..34Uo, Do4y../boZ, / o y4 . 








Seq. No. 


32733 


Seq. ID 


OJ990608_01.0103 


.C43 


Gene No. 


67895 


Strand 


+ 




o car c 


A Q T /I 

4 y J4 


hnd 


16176 




Name 


ujyyubUo Ul . Ul Do . L4 ^ . o4 . gs 


Method 


GENSCAN 




btart 


"\ O CL A A 

1Z b4 4 


End 


16056 




bl 


none 


Score 


.69 




.Exons . 


;lzb44. . : lp4 4 J _ -loboU .. 1 bUo o . . 








Seq. No. 


32733 


Seq. ID 


OJ990608 01.. 0103 


.C43 


Gene No. 


67895 


Strand 


+ 




o tart 


4 y o4 


End 


' 16176 




Name 


OJ y yU bUo Ql.U10J.C43.ol. gp 


Method 


AAT/GAP 




otart 


lb y 4 u 


End 


16176 






none 


Score 


423 




Exons 


lo y 4 u . . l b i / b 








beq. no. 


32733 


Seq. ID 


OJ990608 01.0103, 


.C43 




67896 


Strand 


+ 




Start 


17662 


End 


23675 




Name 


OJ990608 01.0103.C43.o5.gs 


Method 


GENSCAN . 




Start 


17662 


End 


23675 




GI 


none 


Score 


.61 




Exons 


17662. .17733, 17842 .. 17955, 194 12 .. 194 7 9, 1 9538 .. 19692 , 






20274 . .20379, 228 62 .. 23014 , 23137 .. 23210, 23479. .23675 





Seq, No. 32733 . ........ .Seq. ID 

Gene No. 678 97 Strand 

.Start- 24.18 9 . ^ : End 

Name OJ990 608_0 1 . 0103 . C4 3 . o2 . np Method 

Start 24189 . End 

GI 5739323 Score 

Exons 24189. .25400, 25551 .. 26.692, 27899.. 27935 

GI Descrip. (AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 

. f vulgare] 



OJ990608J)1.0103.C43 
+ 

27935- 
AAT/NAP 
27935 " 
1365 



Seq. No. 32733 Seq. ID 

Gene No. 67897 Strand 

Start 24189 End 

Name OJ990608_01 . 0103.C4 3.o6.gs Method 

Start 24189. " End 

GI none Score 

Exons 24189. .26234 



OJ990608_01.0103.C43 
+ 

27935 
GENSCAN 
26234 
.51 



32858 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32733 
67898. 
26823 

OJ990608_01.0103.C43.o3.tw 

5063 
none 



Seq. ID OJ990608_01.0103.C43 
Strand 

End 28213 

Method TBLASTX : Wheat 

End 14404 

Score 104 



5063.. 5143, 5065.. 5139, 12814 .. 1284 6, 12850 .. 128 97 , 
12860. .12922, 12895 .. 13071 , 12896 .. 13072 , 14294. .14404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32733 
67898 
26823 

OJ990608_01. 

5099 

none 

5099. .5134, 
5156. .5428, 
5186. .5431, 
5432. .5782, 
5438. .5779, 
.5549... .5785, 
5807. .5974, 



6155. 
6155. 
6200. 
6467. 



,6481, 
,6481, 
,6481, 
, 6817, 



6491. . 6865, 
6491. . 6817, 
6680. . 6745, 



0103.C43.ol.tc 



5141.. 5428, 5150. .5419, 5150 

5165.. 5419, 5186. .5428, 5186 

5186.. 5431, 5231. .5425, 5234 

5432. .5707, 5432. .5782, 5435 

5438.. 5782, 5444 

574 4.. .5785,. .57.8.9. 

5810. .5971, 6127 

6155.. 6259, 6155 

6155.. 6481, 6155 

6298.. 6453, 6332. .6475, 6421 

6476.. 6817, 6485. .6670, 6485 

6491.. 6817, 6491.. 6823, 6491 

6505. .6744, 6548. .6817, 6551 



Seq. ID OJ990608_01.0103.C43 
Strand 

End 28213 
Method TBLASTX : Cress 
End 26455 
Score 50 

,5434, 5153. .5431, 
,5293, 5186. .5434, 
,5443, 5309. .5431, 
,5788, 5438. .5779, 
5782, 5456.. 5782, 
5956,,. 5801. ..59.65,_ . 
6375., 6142. .6375, 
6463, 6155. .6481, 
6487, 6191. .6379, 
6453, 6457.. 6528, 
6814, 6488. .6817, 
6865, 6491.. 6823, 
6823, 6637.. 6753, 



.5782, 5444. 
,5977., . 5801. 
,6249, 6133. 
;6457, 6.155. 
.6484, 6185. 



7430. .7621, 7893.-7997, 12908 .. 13186, 12910 .. 13179, 



12911. 


.13183, 


12911. 


.13189, 


12917. 


.13186, 


12920. 


.13186, 


12920. 


.13174, 


12920. 


.13174, 


12932. 


.13186, 


12938. 


.13048, 


12941. 


.13183, 


12941. 


.13186, 


12946. 


.13173, 


13106. 


.13174, 


13124 . 


. 13186, 


13187. 


.13474, 


13187. 


. 13489, 


13190. 


.13495, 


13192. 


. 13248, 


13193. 


.13474, 


13193. 


.13489, 


13199. 


.13489, 


13199. 


.13486, 


13199. 


.13483, 


13199. 


.13477, 


13208. 


.13267, 


13.2.31. 


.13467, 


13283. 


.13486, 


13288. 


.13479, 


13300. 


.13470, 


13309. 


.13479, 


13345. 


.13485, 


13523. 


.13543, 


13559. 


.13759, 


13894. 


. 13944, 


13898. 


.14227, 


13898. 


.13942, 


13901. 


.14248, 


13901. 


. 14248, 


13901. 


.14209, 


13901. 


.14266, 


13907. 


.14224, 


13909.. 


. 14001, 


13949. 


..14158, 


13955. 


.14239, 


14018. 


.14251, 


14041. 


.14202, 


14045. 


.14197, 


14053. 


.14142, 


14216. 


.14626, 


14219. 


.14575, 


14231. 


.14575, 


14243. 


.14296, 


14246. 


.14290, 


14248. 


.14307, 


14249. 


.14578, 


14249. 


.14578, 


14249. 


.14644, 


14249. 


. 14575, 


14249. 


.14623, 


14257 . 


. 14502, 


14263. 


.14358, 


14275. 


. 14661, 


14329. 


.14646, 


14398. 


.14577, 


14413. 


.14622, 


14666. 


. 14749, 


14963. 


.15067, 


15182. 


. 15382, 


15649. 


. 15747, 


24378. 


.24446, 


24567. 


.24695, 


24567. 


.24707, 


24567. 


.24701, 


24567. 


.24707, 


24567. 


.24701, 


24570. 


.24698, 


24966. 


.25235, 


24966. 


.25088, 


24972. 


.25235, 


24984 . 


.25241, 


24993. 


.25199, 


24993. 


.25193, 


25155. 


.25208, 


25266. 


.25400, 


25272. 


.25406, 


25278. 


.25415, 


25287. 


.25415, 


25287. 


.25406, 


25299. 


.25412, 


25314 . 


.25415, 


25359. 


.25418, 


25668. 


.25808, 


25698. 


.25775, 


?S7S? . 












O C O C A 


O C O 1 o 


25857 . 


.26210, 


25865. 


.25975, 


25866. 


.26216, 


25866. 


.26219, 


25866. 


.26183, 


25872. 


.26210, 


25998. 


.26213, 


26210. 


.26266, 


26213. 


.26290, 


26216. 


.26263, 


26345. 


.26455 







32859 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No-, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32733 
67898 
26823 

OJ990608_01. 0103.C43.o4 . tm 
5135 



Seq. ID OJ990608_ 
Strand 



01.0103.C43 



none 
5135. . 
5438. , 
6142. . 
6155. . 
6419. . 
6491. . 
12920. 
13012. 
13345, 
13901. 
14090. 



5398, 

5785, 

6510, 

6457, 

6496, 

6823, 

.13174 

.13173 

.13485 

.14239 

.14248 



End 28213 
Method TBLASTX : 
End 26210 
Score 119 
5150. .5434, 5153. .5431, 5165. .5428, 
5438. .5782, 5456. .5788, 5801. .5971, 
6155. .6484, 6155. .6484, 6155. .6481, 
6155. .6436, 6200. .6481, 6295. .6318, 
6476. .6817, 6491. .6817, 6491. .6817, 
12908. .13186, 12911. .13189, 12920. . 



14249. .14575, 
24567. .24698, 
25287. .25415, 
..26001..,,26210, 

32733 . • 

67898 

26823 

OJ990608_01, 
5144 
none 
5144 . 
5186. 
5432. 



12923. .13186, 12941. 

13193. .13474, 13211. 

13565. .13759, 13898. 

13901. .14248, 13901. 

14219. .14575, 14231. 

14249. .14578, 14375. 



,13177, 12991 

,13486, 13283 

,14242, 13901 

,14248, 13955 

,14575, 14231 

14575, 24567 



24567. .24698, 24972 .. 25145, 25287 
25290. .25415, 252 99 .. 254 15 , 25299 
2 6.0.61. . 26210 . , . . - 



Maize 



,5186. 

5810. 

6155. 

6332. 

6491. 
13183, 
. .13185, 
. .13489, 
. .14242, 
. .14239, 
. .14572, 
. .24701, 
. .25415, 
. .25412, 



5434, 
5971, 
6481, 
6475, 
6817, 



0103.C43.o3. ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990608_01.0103.C43 
28213 

TBLASTX : Soybean 

26269 

256 



,5782, 
,5431, 
,5782, 
5561. .5692, 
6155. .6454, 
6226. . 6453, 
6476. . 6817, 
6524. . 6568, 
12911. .13174 
12953. .13057 
13187. .13465 
13202. .13474 
13502. .13714 



.13592. 
13901'. 
13912. 
14135. 
14249. 
14404 . 
24567. 
24966. 
25290. 
25854. 
25929. 



5150. .5419, 5153. 
5192. .5434, 5198. 
5435. .5782, 5455. 
5792. .5974, 5792. 
6155.. 6817, 6155. 
6233.. 6352, 6386. 
6485. .6745, 6491. 
6583.. 68,16, 12905 
, 12917. .13183, 12920 
, 13003. .13173, 13007 
, 13190. .13474, 13190 
, 13202. . 13474, . 13292 
, 13502. .13546, 13550 
.13786, 13799. .14248, , 13802 
.14221, 13901. .14575, 13901 
.14211, 13912. .14211, 14063 
.14581, 14221. . 14370, 14231 
.14575, 14249. .14647, 14249 
,14574, 14407. .14550, 24561 
.24698, 24570. .24707, 24606 
.25193, 24972. .25145, 24972 
.25406, 25290. .25415, 25314 
,26201, 25854 
.26216, 26216 



5437, 5153. .5425, 5156. 
5317, 5252. .5434, 5432. 
5568, 5540. .5782, 5543. 



5974, 6155.. 6463, 6155 
6463, 6155.. 6460, 6212 
6817, 6412.. 6600, 6464 
6883, 6491. .6817, 6491 
.13483, 12908-. .13186, 

13183, 12947. .13189, 
13186, 13025. .13144, 
13465, 13199. .13474, 
13486, . 13388. ..13489, 
13762, 13562. .13699, 
14221, 13901. .14239, 
14212, 13907. .14221, 
14194, 14065. .14160, 
14578, 14243. .14638, 
14575, 14257. .14370, 
24698, 24567. .24698, 
24698, 24873. .24923, 
25178, 25272. .25406, 
25466, 25788. .25850, 
,26213, 



5419, 
5965, 
5788, 
6463, 
6454, 
6820, 
6880, 



.26195, 25866. .26201, 25866. 
.26269 



Seq. No. 
Gene No. 
Start 



32733 
67898 
26823 



Seq. ID 

Strand 

End 



OJ990608 01.0103.C43 



28213 



32860 



• 



Name 

Start 

GI 

Exons 



OJ990608_01 . 0103 . C43 . o2 . tw Method TBLASTX : Wheat 
5189 End 26213 

none Score 99 

5189. .5374, 5543.-5689, 5654. .5734, 5750. .6082, 6359. .6463, 
6506.. 6700, 6752.. 6823, 13253 .. 13342 , 13427 .. 134 62, 
13493. .13921, 13591 .. 13872, 13946 .. 14011, 14045 .. 14197, 
14117. .14221, 14141. . 14284, 14447 .. 14575, 24 594 .. 24 701 , 
25239. .25415, 26073.. 26213 



Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.C43 


Gene No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 0.1.0103 


.C43.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


7082 






End 


16008 




GI 


none 






Score 


100 




Exons 


7082. .7171, 7099 


. .7164, 


7202. 


.7399, 7202. .7396, 7436. .7681, 




7438.. 7596, 7893 


. .8075, 


14843 


. .14932, 


14860. . 14928, 






14 963. .15160, 14 965. .15156, 15197. .154 


42, 15274. .15360, 






15648. .15767, 1564 9 15831 , 15883. .16008 




Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.G43 


. Gene No . 


. .. .678 98 ... . ... ... . . 






.Strand . .... 






Start . . 


T 2 6823 "■■"..}*.* ' 






End 


' 28213 ' " .. " : " ■" " 




Name 


OJ990608- 01.0103. 


.C43.o3 


.tc ■ 


Method 


TBLASTX: Cress 




Start 


7202 






End 


15169 




GI 


none 






Score 


229 




Exons 


7202. .7411, 7309, 


. .7407, 


15068 


. .15169, 


15070. . 15165 




Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.C43 


Gene No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 01.0103. 


.C43.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7232 






End 


15388 




GI 


none 






Score 


391 




Exons 


7232.. 7621, 7303. 


. .7611, 


14995 


. . 15372, 


14996. .15388 




Seq. No. 


32733 






Seq. ID 


OJ990608JU.0103 


.C43 


Gene No. 


• 67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 01.0103. 


,C43.o5 


.tm 


Method 


TBLASTX: Maize 




Start. 


■ 7634.... 






..End 


15996 




(IT 


none 






Score 


63 




Exons • 


7634.;. 7681,. 7892. 


...8029,. 


7893. 


.8102, 8139.. 8243, .1564 8 .. 15785, 




15649. .15849, 156 


592 . . 15996 








Seq. No. 


32733 






Seq. ID 


OJ990608JU.0103. 


.C43 


Gene No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 01.0103. 


C43.o7 


. gs 


Method 


GENSCAN 




Start 


26823 






End 


28127 




GI 


none 






Score 


.81 




Exons 


26823. .28127 












Seq. No. 


32733 






Q^r-r T Pi 
~ — 1 • ^ 


r>iTaon^rio m mno 

Sj'U ^ ^ V WVU U J. . J i 


r< a o 


Gene No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 01.0103. 


C43.o3. 


.np 


Method 


AAT/NAP 





32861 




Start 


26856 






End 


28213 




GI 


4586028 




Score 


1094 




Exons 


26856 


.28213 










GI Descrip. 


(AC007109) putative 


retroelement pol polyprotein [Arabiciops 




thaliana] 










Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.C43 


Gene No. 


678 98 






Strand 


-~ 




Start 


26823 






End 


28213 




Name 


OJ990608 01.0103.C43 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


26865 






End 


27518 




GI 


none 






Score 


317 




Exons 


26865. 


.27518, 26875. 


.27516 








Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.C43 


Gene No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 01.0103.C43 


.o2.tc 


Method 


TBLASTX : Cress 




Start 


26872 






End 


27527 




GI 


none 






Score 


84 




Exons 


26872. 


.27090, 26877. 


. 27098, 


.27129. .27254, 27 130 .. 27255 , 






.27255. 


27347, .,27354 . 


•27 527, 








- ... 

Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.C43 


Gene No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 01.0103.C43 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


26874 






End 


27536 




GI 


none 






Score 


70 




Exons 


2687-4. 


.27104, 26932. 


. 27108, 


27129. .27536, 27 18 1 . . 27282 , 






27325. 


.27513 










Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.C43 


Gene No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 01.0103.C43 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


27282 






End 


27668 




GI 


none 






Score 


35 




Exons 


27282. 


.27539, 27293. 


.27331, 


27409. .2754 


0, 27549. .27668, 






27577. 


.27648 










Seq. No. 


32733 






Seq.- ID 


OJ990608_01.0103 


.C43 


Gene . No «. 


67898 






Strand 






Start 


26823' 






End 


28213 . 




Name 


OJ990608 01.0103.C43 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


27678 






End 


28208 




GI 


none 






Score 


49 




Exons 


27678. 


.27887, 27684. 


.27809, 


27879. .2820 


8, 27925. .28065, 






28132. 


.28206 










Seq. No. 


32733 






Seq. ID 


OJ990608_01.0103 


.C43 


Gene' No. 


67898 






Strand 






Start 


26823 






End 


28213 




Name 


OJ990608 oi 


. r> ^ . tm 


Method 


TBLASTX: Mai zs 




Start 


27792 






End 


28212 




GI 


none 






Score 


90 




Exons 


27792. 


.28211, 27904. 


.28065, 


27918. .2807 


0, 28132. .28212 





32862 




Seq. No. 


32733 




Seq. ID 


OJ990608_01.0103. 


C43 


Gene No. 


67898 




Strand 






Start 


26823 




End 


28213 




Name 


OJ990608 01.0103.C43 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


27909 




End 


28212 




GI 


5509260 




Score 


79 




Exons 


27909 28211, 27913. 


.28065, 


28132,. 28212 




GI Descrip. 












Seq. No. 


32733 




Seq. ID 


OJ990608_01.0103. 


C43 


Gene No. 


67898 




Strand 






Start 


26823 




End 


28213 




Name 


OJ990608 01.0103.C43 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


28005 




End 


28211 




GI 


none 




Score 


96 




Exons ~ 


28005 .. 28211, 28006. 


.28206, 


28122. .28208 




Seq. No. 


32734 




Seq. ID 


OJ990608_01.0103. 


C44 


Gene No. 


67899 




Strand 


+ 




Start 


100 




End 


11245 




Name, •_ . . - : .. 


OJ990608 01.0101.C44 


. ol . gs . 


Method 


. GENSCAN 




Start.. 


.1.00 -. ........ :. . . 




....End" 


.11245 .. . 




GI 


none 




Score 


.46 




Exons 


100. .212, 444. .575, 


2159.. 239.9, 3181.. 


3198, 3448. .3798, 






3804.. 4027, 6747.. 7110, 9820 


i. .10005, 10331. .10457, 10814 


. . 1< 




10979. .11245 










Seq. No. 


32734 




Seq. ID 


OJ990608_01.0103. 


C44 


Gene No. 


67899 




Strand 


+ 




Start 


100 




End 


11245 




Name 


OJ990608 01.0103.C44 


.ol.gp 


Method 


AAT/GAP 




Start 


4434 




End 


4685 




GI 


101153 1.R1084 




Score 


386 




Exons 


4434. .4685 










GI Descrip. 


, 58 52170/emb| AL117265. 1 IOST17804 1 . Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


32734 




Seq. ID 


OJ990608_01.0103. 


C44 


Gene No. 


67899 




Strand 


+ 




Start. 


100 . 




. ..End 


. 11245 .. . 




Name 


OJ990608 01.0103.C44 


.o3.gp ' 


Method 


AAT/GAP 




Start - , 


5663 


End ' 


5938 




GI 


61605 1.R1084 




Score 


4 66 




Exons 


5663.. 5938 










GI Descrip. 


, 5852170/emb| AL117265.1 IOST17804 1 . Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


32734 




Seq. ID 


OJ990608_01.0103. 


C44 


Gene No . 


67900 




. Strand 


+ 




Start 


14823 




End 


20425 




Name 


OJ990608 01.0103.C44 


. o3 . np 


Method 


AAT/NAP 




Start 


14823 




End 


20425 




GI 


2130082 




Score 


2896 




Exons 


14823. .15320, 15390. 


. 17563, 


20023. .20425 




GI Descrip. 


protein kinase Xa21 


(EC 2.7. 


1.-) - rice gi|1122443 (U37133) 




receptor kinase-like 


protein 


[Oryza sativa] gi 12586085 (U721 



32863 



receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 |prf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 

Seq. No. 32734 Seq. ID OJ990608JU . 0103 . C4 4 

Gene No. 67901 Strand 

Start 1 End 2069 

Name OJ990608_01 . 0103 . C44 . ol . np Method AAT/NAP 

Start 1 End 1869 

GI 421954 Score 818 

Exons 1..139, 182. .545, 635. .1869 

GI Descrip. hypothetical protein 3 - potato transposon Tstl 

gi I 21433 | emb|CAA36615 | (X52387) ORF3 [Solanum tuberosum] 

Seq. No. 32734 Seq. ID OJ990608_01 . 0103 . C4 4 

Gene No. 67901 Strand 

Start 1 End 2069 

Name OJ990608_01 . 0103 . C44 . o2 . np Method AAT/NAP 

Start 1 End 1974 

GI 4996361 Score 457 

Exons 1..60, 741.. 1974 

.GI .Descrip. - (AB021263) polyprotein ^ [Arabidopsis thaliana] . 

Seq. No. 32734 Seq. ID OJ990608J31 . 0103 . C4 4 

Gene No. 67901 Strand 

Start 1 End 2069 

Name OJ990608_01 . 0103 . C4 4 . o2 . tc Method TBLASTX : Cress 

Start 740 End 1183 

GI none Score 96 

Exons 740.. 913, 894.. 1181, 935.. 1183 

Seq. No. 32734 Seq. ID OJ990608_01 . 0103 . C4 4 

Gene No. 67901 Strand 

Start 1 End 2069 

Name OJ990608_01 . 0103 . C4 4 . o4 . tm Method TBLASTX : Maize 

Start 740 ' End 1264 

GI none Score 105 

Exons 740.. 1264, 990.. 1241 

Seq. No. 32734 Seq. ID OJ990608_01 . 0103 . C4 4 

Gene No. . 67901 . .. . Strand - 

Start 1 End ' 2069 

Name " .OJ9.90608_01 . 0103 . C4 4 . ol . tw» Method TBLASTX : Wheat 

Start 800 ' End 1411 

GI none Score 98' 

Exons 800.. 877, 872. .961, 977.. 1411, 1005.. 1298 

Seq. No. 32734 Seq. ID. OJ990608_01 . 0103 . C4 4 

Gene No. 67901 Strand - 

Start 1 End 2069 

Name OJ990608_01 . 0103 . C4 4 . o3 . ts Method TBLASTX : Soybean 

Start 1019 End 1480 

GI none Score 86 

Exons 1019.. 1324, 1020.. 1286. 1334.. 1490. 1451, ,1480 

Seq. No. 32734 Seq. ID OJ990608_01 . 0103 . C4 4 

Gene No. 67901 Strand 



32864 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990608_01 .0103.C4 4 ,ol. tm 

1270 

none 



End 

Method 

End 

Score 



2069 

TBLASTX: Maize 

1724 

97 



1270. .1356, 1271. .1351, 1355. .1579, 1355. .1714, 1356. .1724 



32734 Seq. ID 

67901 Strand 

1 End 

OJ990608_01.0103.C4 4 .oS.tm Method 

1826 End 

none Score 



OJ990608_01.0103.C44 
2069 

TBLASTX: Maize 

2069 

161 



1826. .1981, 1827. .2012, 1984. .2055, 1989. .2054, 1998. .2069 



32734 Seq. ID 

67902 Strand 

14946 End 

OJ990608_01.0103.C4 4 .o3. tw Method 

14946 End 

none Score 



OJ990608_01.0103.C44 
20384 

TBLASTX: Wheat 

15180 

51 



Exons 


14946. 


.15023, 


14946. 


1 CAOQ 


14962. 


.15042, 


15002. 


.15172, 


* --■ 


.... , 15.007 . 


.15180,^ 


,15022. 


i ci on 










oeq. no. 


32734 








Seq. 


ID OJ990608 


01.0103 


Gene No . 


67902 








Strand 






Of -, 

otart 


14946 








End 


20384 




Name 


OJ990608 01.0103.C44 


. Ol . tS 


Method TBLASTX : Soybean 


Start 


15037 








End 


16749 




GI 


none 








Score 259 




Exons 


15037. 


. 15450, 


15037. 


.15375, 


15049. 


.15447, 


15052. 


. 15450, 




15052. 


.15522, 


15139. 


. 15681, 


15150. 


.15314, 


15189. 


. 15521, 




15322. 


.15453, 


15396. 


. 15665, 


15505. 


.15675, 


15610. 


. 15681, 




15667. 


.15873, 


15667. 


. 15873, 


15667. 


. 15870, 


15703. 


.15870, 




15868. 


.15981, 


16000. 


.16392, 


16000. 


. 16191, 


16003. 


.16392, 




16003. 


.16269, 


16003. 


.16365, 


16003. 


.16338, 


16012. 


.16335, 




16027. 


.16365, 


16038. 


.16193, 


16074 . 


.16337, 


16107. 


.16337, 




16138". 


.16365, 


16140. 


.16337, 


16161. 


. 16343, 


16360. 


.16701, 




16369... 


.16563, 


16372. 


.16749, 


16372. 


. 16701, 


16375. 


.16701, 




16375. 


.16704, 


16375. 


.16497, 


16375. 


.16701, 


16389. 


.16562, 




16573. 


.16701, 


16636. 


.16749 










Seq, No. 


32734 








Seq. 


ID OJ990608 


01.0103 


Gene 'No. 


. 67902 . 








Strand. 






Start 


14946 








End 


' " 20384 " 




Name 


OJ990608 01.0103.C44 


. o3 . tm 


Method TBLASTX: Maize 


Start 


15037 








End 


16701 




GI 


none 








Score 227 






Exons 


15037. 


15450, 


15052. 


.15447, 


15052. 


.15429, 


15139. 


.15672, 




15250. 


15522, 


15403. 


.15675, 


15414. 


.15.614, 


15508. 


. 15681, 




15571. 


15675, 


15667. 


.15852, 


15667. 


. 15873, 


15786. 


. 15815, 




15979. 


16365, 


16003. 


.16365, 


16003. 


. 16245, 


16012. 


.16338, 




16012. 


16356, 


16069. 


.16356, 


16156. 


.16365, 


16360. 


. 16701, 




16372. 


16701, 


16375. 


.16611, 


16375. 


.16701, 


16375. 


. 16698, 




16375. 


16701. . 


1 fi.SQI s 


, 16701 











Seq. No, 
Gene No. 



32734 
67902 



Seq. ID 
Strand 



OJ990608 01.0103.C44 



32865 



Start 
Name 
Start 
GI 

Exons 



14946 End 
OJ990608_01.0103.C44 .ol.tc Method 
15040 End 
none Score 
15040. .15450 
15136. .15450 
15151. .15387 



20384 

TBLASTX: Cress 

20123 

220 



15222. 
15502. 
15667, 
16003. 
16003. 
16045. 
16080. 
16288. 
16375. 
16375. 
16381. 
16429. 
16510. 
17215. 



.15374, 
,15675, 
,15849, 
.16389, 
,16368, 
,16377, 
,16343, 
,16338, 
,16701, 
16701, 
16701, 
16698, 
16689, 
17289, 



1 SH4 


1 S?97 


1 SOS? 

i J \J J . 


1 c:oqq 
. i j j y y , 


1 SH7 n 
X J U / U . 


1 C A C A 

, ■ X j ft j U , 


1 SI "36 

1 J1JD . 


1 S 67 S 


1 ST 

± j jl j y . 


1 S 9 R S 
. 1 j £ 0 j , 


1 S 1 4 4 
X 3 J. 4 4 . 


1 S 4 67 
. . X j 40 / , 


1 SI S7 


1 S4 SO 

. 1 J*i JU/ 


1 SI 6^ 


1 S4 4 7 


1 S9 1 6 


1 S 4 S R 
, . X J 4 J 0 , 


1 S^SI 
j. jjji . 


i S6nfl 

. uouo , 


1 S^7f) 

iJJ f u . 


1 SS99 


1 C/ITQ 
1 JO . 


- . 1JJ3J, 


i ssns 


1 S 6ft 1 


1 SS71 


1 S6R1 

. IJDOl, 


1 S607 


1 S 6R 4 
, . X J 0 0 4 , 


1 S6Q4 

± J O _7 1 • 


1 SRQ4 

. 1 JO / 


1 S7^6 

J. J / J D ■ 


1 Sft S9 


x j y u / . 


1 S Q7 S 

• x j y ' j , 


16003 


16284 


16003 . 


16371 


i 6nn^ 


1 6^6R 


16003. 


.16347, 


16003. 


.16347, 


16018. 


.16347, 


16063. 


.16254, 


16063. 


.16368, 


16078. 


.16365, 


16138. 


.16392, 


16233. 


.16337, 


16251. 


.16346, 


16360. 


.16575, 


16372. 


.16701, 


16374. 


.16703, 


16375. 


.16701, 


16375. 


.16509, 


16375. 


.16578, 


16375. 


.16551, 


16375. 


.16701, 


16375. 


.16701, 


16384. 


.16653, 


16401. 


.16577, 


16408. 


.16701, 


16429. 


.16617, 


16467. 


. 16646, 


16477 . 


.16701, 


16510. 


.16701, 


16528. 


.16701, 


16654 . 


.16701, 


17329. 


.17484, 


20016. 


.20123 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



327 34' 
■67902 
14946 

OJ990 608_01.0103.C4 4 .o2.tw 
15181 
none 

15181. .15429* 15417. .15614, 154 38 .. 1554 8 , 155 95 .. 1584 9, 
15823. .16230, 15868 .. 15960, 15870 .. 1 6223, 15997 .. 16173, 
16075. .16320, 16147 .. 1 6392 , 16267 .. 1 6611 , 16564. .16650 



Seq. ID .OJ99060 > 8_01.. 0103.C4 4 
Strand 

End 20384 

Method TBLASTX : Wheat 

End 16650 

Score 150 



32734 
67902 
14946 

OJ990608_01 .0103.C4 4 .ol.ts 
16966 
none 



End 

Method 
End 
Score 

16966. .17067, 16974. .17048, 17083. .172 95, 17 085. .1727 6, 
1708 9. . 17313, 17296. .17 562, 17296 .. 174 96 , 20022. .20231, 
20262.. 20384 



Seq. ID OJ990608_01.0103.C44 
Strand 

20384 

TBLASTX: Soybean 
20384 
94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.32734 
67902 
14946 

OJ990 608_01. 0103.C44 .o3.tc 
16966 
none 

16966. .17046, 17070 .. 17210 , 17071 .. 17211 



Seq. ID OJ990608_01.0103.C44 
Strand 
End 

Method 
End 
Score 



20384 

TBLASTX: Cress 
17211 
79 



32734 Seq. ID 

67902 Strand 

14946 End 

OJ990608_01 . 0103 . C4 4 . o2 . tm Method 

17115 End 

none Score 



OJ990608_01.0103.C44 
20384 

TBLASTX : Maize 

17502 

402 



17115. .17276, 17116. . 17502, 17 131 .. 1728 6, 17331. .17492 



32866 



Seq. No. 


32734 


Seq. ID 


OJ990608_01 


.0103. C44 


Gene No. 


67903 


Strand 






Start 


21421 


End 


21727 




Name 


OJ990608 01 . 0103 . C44 . 06 . tm 


Method 


TBLASTX: Maize 


Start 


21421 


End 


21727 




GI 


none 


Score 


57 




Exons 


21421 .. 214 65, 21423 .. 214 67 , 


21503. .21727, 21516.. 21725 


Seq. No. 


32735 


Seq. ID 


OJ990608_01, 


.0103. C47 


Gene No . 


67904 


Strand 






Start 


183 


End 


271 




Name 


OJ990608 01.0103.C47.ol.gp 


Method 


AAT/GAP 




Start 


183 


End 


271 




GI 


LIB34 77-003-P1-K1-E9 


Score 


128 




Exons 


183. .271 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


32736 


Seq. ID 


OJ990608_01, 


.0103. C48 


Gene No ._. 


-.67905. _ • .. . . • 


Strand. . 


_+ . . t ,. ... 


r. 


Start 


1 ' 


"" End ' : " 


'4 4 8 " 




Name 


OJ990608 01.0103. C48.ol.np- 


Method 


AAT/NAP 




Start 


1 


End 


448 




GI 


5852180 


Score 


113 




Exons 


1..21, 183. .448 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


32736 


Seq. ID 


OJ990608_01. 


,0103. C48 


Gene No. 


67905 


Strand 


+ 




Start 


1 


End 


448 




Name 


OJ990608 01.0103.C48.ol.gs 


Method 


GENSCAN 




Start 


183 


End 


357 




GI 


none 


Score 


.92 




Exons 


183. .357 








Seq. No. 


32737 


Seq. ID 


OJ990608_02. 


0103. CI 


Gene No. 


67906 


Strand 


+ 




Start 


1 


End 


489 




Name 


OJ990608 02.0103.Cl.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


489 




GI.. 


342 1.R1084 ' 


. . Score 


902. 




Exons 


1..489 









GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] f 



Seq. No. 32738 

Gene No. 67907 

Start 847 

Name OJ990608_02 . 0103 . C2 .ol .np 

Start 847 

GI 4680204 

Exons 847.. 1.552 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990608_02. 0103.C2 

Strand + 

End 1552 

Method AAT/NAP 

End 1552 

Score 279 



Seq. No. 



32739 



Seq. ID OJ990608 02. 0103. C3 



32867 



Gene No. 67908 Strand 

Start 1 End 1054 

Name OJ990608_02 . 0103 . C3 . ol . np Method AAT/NAP 

Start 1 ' End 1054 

GI 2924509 Score 441 

Exons 1..510, 760.. 1054 

GI Descrip. (AL022023) subtilisin proteinase-like [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32739 
67908 
1 

OJ990608__02.0103.C3.ol.tc 
1 

none 



Seq. ID OJ990608_02.0103.C3 
Strand 

End 1054 

Method TBLASTX: Cress 

End 943 

Score 133 



1.-378, 5. .208, 263. .391, 391. .453, 787. .942, 809. .943 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI 

Exons . . 



32739 
67908 
1 

OJ990608_02.0103.C3.ol.ts 
1 

none , . . .. . . , ... v . : . 

1.V408, 35.; 427, : 391 : ! . 459, 7 69 . . 942 , 812.. 943 



Seq. ID OJ990608_02.0103.C3 
Strand 

End 1054 

Method TBLASTX : Soybean 

End 943 

Score . . 219 



Seq. No. 32739 

Gene No. 67908 

Start 1 

Name OJ990608_02 . 0103 . C3 . ol . tm 

Start 10 

GI none 
Exons 



Seq. ID OJ990608_02.0103.C3 
Strand 

End 1054 

Method TBLASTX : Maize 

End 94 5 

Score 180 



10. .408, 11. .391, 271. .408, 391. .462, 392. .463, 787. .849, 
862. .945 



Seq. No. 32739 

Gene No. 67908 

Start 1 

Name OJ990608_02 . 0103 . C3 . ol . gs 

Start ir" v ' 

GI none 

Exons 11. .460, 579. .676, 688. .949 



Seq. ID OJ990608_02.0103.C3 
Strand 

End 1054 

Method GENSCAN 

End 94 9 

Score .78 



Seq. No. 32740 

Gene No. 67909 . ■ * 

Start ' 232 

Name OJ990608_02 . 0103 . C6 . ol . gs 

Start 232 

GI none 

Exons 232. .348, 691. .723, 817. .876 



Seq. ID OJ990608_02.0103.C6 

Strand . ■- . 

End 876* 

Method GENSCAN 

End 876 

Score . 67 



Seq. No. 32741 

Gene No. 67910 

Start 1 

Name OJ990608_02 . 0103 . C7 . ol . np 

Start 1 

GI 5042454 

Exons 1..78, 282.. 655 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990608_02.0103.C7 
Strand 

655 

AAT/NAP 
655 
472 



End 

Method 

End 

Score 



32068 



Seq. No. 32741 Seq. ID 

Gene No. 67 910 Strand 

Start 1 End 

Name OJ990608_02 . 0103 . C7 . ol . gs Method 

Start 278 End 

GI none Score 

Exons 278.. 613 



OJ990608_02.0103.C7 
655 

GENSCAN 

613 

1 



Seq. No. 32741 Seq. ID 

Gene No. 67910 Strand 

Start 1 End 

Name OJ990608_02 . 0103 . C7 . ol . tm Method 

Start 281 End 

GI none Score 

Exons 281.. 421, 282.. 416 



OJ990608_02.0103.C7 
655 • 

TBLASTX: Maize 

421 

122 



Seq. No. 32742 Seq. ID 

Gene No. 67 911 Strand 

Start 220 End 

Name OJ990608_02 . 0103 . CI 3 . ol . gs Method 

Start. . , .220. . ^. . , . . ; ., . ....... ...End,, 

GI' . .' none " ' Score 

Exons 220.. 411 



OJ990608_02.0103.C13 
411 

GENSCAN 

.411, _ _ .... 

.'98 . : - ' ' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32743 
67912 
1 

OJ990608_02.0103.C14.ol.np 
1 

2326759 
1..88, 973. .1143 

(Y14433) NADH dehydrogenase subunit 2 [Triticum aestivum] 



Seq. ID OJ990608_02.0103.C14 
Strand 

End 1143 

Method AAT/NAP 

End 1143 

Score 119 



32743 
67912 
1 

OJ990608_02.0103.C14 .ol.gs 

675 

none 

675. .786 



Seq. ID OJ990608_02.0103.C14 
Strand 

End 1143 

Method GENSCAN 

End 786 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



32744. ... Seq. ID 

67913 Strand 

1" " End 

OJ990608J32. 0103 . C15 . ol . np Method 

1 End 

5689465 Score 
1..61, 314. .473, 1444. .1540 

(AB028987) KIAA1064 protein [Homo sapiens] 



OJ990608_02.0103.C15 
+ 

1540 " ' 

AAT/NAP 
1540 
37 . 



32744 Seq. ID 

67913 Strand 

1 End 

OJ990608_02 . 0103 . CI 5'. ol . gs Method 

727 End 

none Score 



OJ990608_02.0103.C15 
+ 

i t/in 
_i ' ~i w 

GENSCAN 

894 

.54 



32869 



Exons 727.. 894 

Seq. No. 32745 Seq. ID OJ990608_02 . 0103 . C18 

Gene No. 67914 Strand + 

Start 52 End 678 

Name OJ990608_02 . 0103 . C18 . ol . tw Method TBLASTX : Wheat 

Start 1 End 399 

GI none Score 399 

Exons 1. .399, 18. .362, 25. .366 

Seq. No. 32745 Seq. ID OJ990608_02 . 0103 . C18 

Gene No. 67914 Strand + 

Start 52 End 678 

Name OJ990608J32 . 0103 . C18 . ol . ts Method TBLASTX : Soybean 

Start 37 End 381 

GI none Score 136 

Exons 37.. 261, 268.. 381 

Seq. No. 32745 Seq. ID OJ990608JD2 . 0103 . C18 

Gene No. 67914 Strand + 

Start 52 End 678 

.Name... . OJ?.9Q608_02 . 0103...C18 . ol . np ... Method. . .AAT/NAP ..... . w . 

■ Start -52 ' . ~ End ; 67 8 • 

GI 5902445 Score 1045 

Exons 52.. 678 

GI Descrip. (AB030283) GAG-POL precursor [Oryza satlva] 

Seq. No. 32745 Seq. ID OJ990608_02 . 0103 . C18 

Gene No. 67914 Strand + 

Start 52 End 678 

Name OJ990608_02 . 0103 . C18 . ol . gs Method GENSCAN 

Start 69 End 342 

GI none Score .52 

Exons 69.. 342 

Seq. No. 32745 Seq. ID OJ990 608_02 . 0103 . C18 

Gene No. 67914 Strand + 

Start 52 , End 678 

Name OJ990 608_02 . 0103 . C18 . ol . tm Method TBLASTX : Maize 

Start 127 End 482 

GI none . Score .238 

Exons 127.. 360, 168.. 359, 386... 472, 387.. 482 

* ' ., .- • ... . - 

Seq* No. 32745 " Seq.' ID OJ990608_02 . 0 103 . C18 

Gene No. 67914 Strand + 

Start 52 End 678 

Name OJ990608_02 . 0103 . C18 . o2 . tw Method TBLASTX : Wheat 

Start 400 End 674 

GI none Score 61 

Exons 400.. 576, 400. .582, 401.. 673, 402. .674 

Seq. No. 32746 Seq. ID OJ990608_02 . 0103 . C19 

Gene No. 67915 Strand + 

Start 1 End 252 

Name OJ990608_02 . 0103 . C19 . ol . np Method AAT/NAP 

Start 1 End 252 

GI 6015578 Score 66 



32870 




Exons 


1. .252 










GI Descrip. 


(X02451) URF 4 [Zea mays] 








Seq. No. 


32746 




Seq. ID 


OJ990608_02.0103 


.C19 


Gene No. 


67916 




Strand 


+ 




Start 


236 




End 


1314 




Name 


OJ990608 02.0103.C19.ol 


. gs 


Method 


GEN SCAN 




Start 


236 




End 


1314 




GI 


none 




Score 


.41 




Exons 


236. .510, 1212. .1314 










Seq. No. 


32747 




Seq. ID 


OJ990608_02 . 0103 


.C20 


Gene No. 


67917 




Strand 


+ 




Start 


1 




End 


226 




Name 


OJ990608 02.0103.C20.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


226 




GI 


4680179 




Score 


381 




Exons 


1. .226 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


32747 




Seq. ID 


OJ990608__02.0103 


.C20 


Gene.. -No... , v _ , 


67918. . •_- , 




. Strand 


-.■ * - - . ...... 




Start 


305 . 




' End 


.1377 . . 




Name 


OJ990608 02.0103.C20.ol 


. gs 


Method 


GENSCAN 




Start 


305 




End 


1377 




GI 


none 




Score 


. 64 




Exons 


305 . . 310, 604 . . 656, 948 


. . 1155 


, 1282 . . 


1377 




Seq. No. 


32747 




Seq. ID 


OJ990608_02.0103 


.C20 


Gene No. 


67919 




Strand 






Start 


1428 




End 


2172 




Name 


OJ990608 02.0103.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


202 




GI 


none 




Score 


197 




Exons 


5 . . 202 










Seq. No. 


32747 




Seq. ID 


OJ990608_02.0103 


.C20 


Gene No. 


67919 




Strand 






Start 


1428 




End 


2172 




Name 


OJ990608 02.0103.C20.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 






End 


181 




GI 


none 




Score 


192 




Exons 


. 5 . . 181, 5 . . 160 






* 




Seq. No. 


32747 




Seq. ID 


OJ990608JD2.0103 


C20 


Gene No. 


67919 




Strand 






Start 


1428 




End 


2172 




Name 


OJ990608 02.0103.C20.o2 


. as 


Method 


GENSCAN 




Start 


1428 




End 


2172 




GI 


none 




Score 


.79 




Exons 


1428. .1586, 1603. .1763, 


2157. 


.2172 






Seq. No. 


32748 




Seq. ID 


OJ990608_02.0103 


C22 


Gene No. 


67920 




Strand 


-f 




Start 


1 




End 


174 




Name 


OJ990608 02.0103.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


174 





32871 



GI 

Exons 

GI Descrip. 



5922623 
1. .174 

(AP0004 92 ) hypothetical 
gi | 6016856 | dbj IBAA85199. 
[Oryza sativa] 



Score 



63 



protein [Oryza sativa] 

1| (AP000570) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32748 Seq. ID 

67920 Strand 

1 End 
OJ990608_02 . 0103 . C22 . ol . gs Method 

2 6 End 
none Score 
26. .80, 99. .174 



OJ990608_02. 0103.C22 
+ 

174 

GEN SCAN 

174 

.71 



Seq. No. 32749 Seq. ID 

Gene No. 67921 Strand 

Start 1092 End 

Name OJ990608_02 . 0103 . C25 . ol . tw Method 

Start 1067 End 

GI none Score 

Exons 1067.. 1399, 1068.. 1400 



OJ990608_02.0103.C25 
+ 

1737 

TBLASTX: Wheat 

1400 

265 



Seq. No. ... 32749 . v . .Seq... ID 

Gene No. -67921 . Strand 

Start 1092 End 

Name OJ990608_02 . 0103 . C25 . ol . tc Method 

Start 1091 End 

GI none Score 

Exons 1091. .1435, 1092. .1436, 1439. .1486, 
1627. .1701 



OJ990608._02 . 01.03 ..C2.5.. 
+ 

1737 

TBLASTX: Cress 
1701 
330 

1458. .1607, 1462. .1617, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32749 
67921 
1092 

OJ990608 

1091 

none 



02.0103.C25.ol.ts 



Seq. ID OJ990608_02.0103.C25 

Strand + 

End 1737 

Method TBLASTX : Soybean 

End 1722 

Score 398 



1091. . 1435, 1098. .1436, 1439. .1486, 1458. .1718, 1468. .1722 



32749 Seq. ID 

.67921, .. . Strand 

1092 End 
OJ99D608_02. 0.103... C25. ol. np . Method 

1092 " End 

1171579 " ■" Score 
1092. .1725 

(X95342) cytochrome P450 [Nicotiana tabacum] 



OJ990608_02 .0103.C25 
+ 

1737 

AAT/NAP . 
1725 
641 " 



OJ990608_02.0103.C25 
+ 



32749 
67921 
1092 

OJ990608_02. 0103.C25.ol. tm 
1092 

none Score 393 

1092. .1439, 1097. .1438, 1230. .1484, 1399. .1440, 1414. .1485, 
1439. .1486, 1464. .1550, 1464. .1715, 1465. .1737, 1627. .1737 



Seq. ID 
Strand 
End 1737 
Method TBLASTX : Maize 
End 1737 



32872 




Seq. No. 


32749 








Seq. ID 


OJ990608 


_02.0103 


.C25 


Gene No. 


67921 








Strand 


+ 






Start 


1092 








End 


1737 






Name 


OJ990608_02 


. 0103 


.C25.ol 


.gs 


Method 


GENSCAN 






Start 


1101 








End 


1731 






GI 


none 








Score 


.89 






Exons 


1101 . . 1535, 


1555 


. . 1731 












Seq. No. 


32749 








Seq. ID 


OJ990608 


_02.0103 


.C25 


Gene No. 


67921 








Strand 


+ 






Start 


1092 








End 


1737 






Name 


OJ990608_02 


. 0103 


.C25.o2 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1465 








End 


1679 






GI 


none 








Score 


214 






Exons 


14 65. .1671, 


1468 


. • 1530, 


1473 . 


. 1679 








Seq. No. 


32750 








Seq. ID 


OJ990608 


_02.0103 


.C2 6 


Gene No. 


67922 








Strand 








Start 


231 








End 


282 






Name 


OJ990608 02 


. 0103 


.C26.ol 


.gs 


Method 


GENSCAN 






Start 


231 








End 


282 






GI.>. ■-. 


none . - . 


.•:---..-••> 






- SI core . 


,. 7 5 . . : 


, . 




Exons . 


231.. 282 








■ : 








Seq.'- No. 


32751 








Seq. ID 


OJ990608 


_02.0103 


.C29 


Gene No. 


67923 








Strand 








Start 


197 








End 


290 






Name 


OJ990608 02 


.0103 


.C29.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1 








End 


290 






GI 


none 








Score 


222 






Exons 


1 . . 159, 2 . . 


160, 3. .176, 


162. . 


245, 163. 


.246, 170 


..253, 230... 




240 . .290 
















Seq. No. 


32751 








Seq. ID 


OJ990608 


_02.0103 


C29 


Gene No. 


67923 








Strand 








Start 


197 








End 


290 






Name 


OJ990608 02 


.0103 


,C29.ol 


.gs 


Method 


GENSCAN 






Start 


197 








End 


250 






GI 


none 








Score 


. 63 






Exons 


197 . . 250 
















Seq. No. 


32752 






■ 


Seq. ID 


OJ990608 


_02.0103. 


C30 


Gene No'. 


,67924 








Strand 


.+ 






Start 


37 








End 


135 






Name 


OJ990608 02 


.0103 


C30.ol 


gs 


Method 


GENSCAN 






Start 


37 






End 


135 






GI 


none 








Score 


• 94 






Exons 


37 . . 135 
















Seq. No. 


32752 








Seq. ID 


OJ990608_ 


_02.0103. 


C30 


Gene No. 


67925 








Strand 








Start 


1 








End 


661 






Name 


OJ990608 02 


0103. 


C30.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


661 






GI 


5902445 








Score 


926 







Exons 1 . . 661 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 

32873 




Seq. No. 


32752 








Seq. ID 


OJ990608 


_02.0103 


.C30 


Gene No. 


67925 








Strand 


— 






Start 


1 








End 


661 






Name 


OJ990608 02 


.0103 


.C30.ol 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1 








End 


371 






GI 


none 








Score 


54 






Exons 


1..93, 61.. 


114, 


71. .'94, 


96. .248, 147.. 


371, 164. 


.370 




Seq. No. 


32752 








Seq. ID 


OJ990608 


_02.0103 


.C30 


Gene No. 


67925 








Strand 


— 






Start 


1 








End 


661 






Name 


OJ990608 02 


.0103 


.C30.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


17 








End 


377 






GI 


none 








Score 


57 






Exons 


17. .64, 67. 


.96, 


110. .376, 159 


. . 377 








Seq. No. 


32753 








Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No. 


67926 








Strand 


+ 






Start 


1078 








End 


1440 . 






Name 


OJ990608 02 


.0103 


.C32.ol. 


gp 


Method 


AAT/GAP 






Start 


:!Q78,_ ...... 








.End-. 


14.4 0 . 


. . .... . . . ■ 




Gl" ' "... 


. none _ 








Score 


645 






Exons 


1078. .1440 
















Seq. No. 


32753 








Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No. 


67927 








Strand 


+ 






Start 


3968 








End 


7508 






Name 


OJ990608 02 


.0103 


.C32.ol. 


gs 


Method 


GENSCAN 






Start 


3968 








End 


7445 






GI 


none 








Score 


.83 






Exons 


3968. .4543, 


5507 


. .5698, 


6572. 


.6747, 7322. .7445 






Seq. No. 


32753 








Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No . 


67927 








Strand 


+ 






Start 


3968 








End 


7508 






Name 


OJ990608 02 


.0103 


.C32.o2. 


np 


Method 


AAT/NAP 






Start 


3995 






. / 


End 


7442 






GI 


6456166 








Score 


19-94 






Exons 


3995.'. 4543, 


5507 


. .5757, 


5842. 


.6217, 6357. .6488, 


6572. . 6747, 




7322, .7442 
















GI Descrip. 


(AC011622) 


GMP synthase 


[Arabidopsis thaliana] 






Seq. No. 


32753 








Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No. 


67927 








Strand 


+ 






Start 


3968 








End 


7508 






Name 


OJ990608 02 


.0103 


,C32.o2. 


gp 


Method 


AAT/GAP 






Start 


5983 








End 


7508 






GI 


59252 1.R1084 






Score 


1307 






Exons 


5983. .6217, 


6357 


. . 6488, 


6572. 


6747, 7322. .7508 






GI Descrip. 


• f 2982942 1. 


Oe-52 


(AE000679) GMP synthase [Aquifex aeolicus] 


Seq. No. 


32753 








Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No. 


67928 








Strand 








Start 


8412 








End 


14433 






Name 


OJ990608 02 


.0103 


.C32.o2. 


gs 


Method 


GENSCAN 






Start 


8412 








End 


14433 







32874 




GI 


none 


Score 


.72 




Exons 


8412. .8446, 8625. .8910, 9840 


..9949, 10120. .10217, 10312. 


.10 




10698. .10809, 11362. .11974, 


12013. .12110, 12229. .13312, 






13801. .14433 








Seq. No. 


32753 


Seq. ID 


OJ990608_02.0103. 


C32 


Gene No. 


67928 


Strand 


+ 




Start 


8412 


End 


14433 




Name 


OJ990608 02.0103.C32.o3.gp 


Method 


AAT/GAP 




Start 


9586 


End 


10773 




GI 


uC-osflM202043hl2bl 


Score 


928 




Exons 


9586. .9652, 9840. .9949, 10120 .. 10217 , 


10312. .10476, 10698.. 


GI Descrip. 


, 3695019/gb|AAC62611.1| 3.0e 


-43 (AF055848) subtilisin-like 




protease [Arabidopsis thaliana] 1 






Seq. No. 


32753 


Seq. ID 


OJ990608_02.0103. 


C32 


Gene No. 


67928 


Strand 


+ 




Start 


8412 


End 


14433 




Name 


OJ990608 02.0103.C32.o3.np 


Method 


AAT/NAP 




Start 


9758 


End 


13339 




GI 


4218991 


Score 


1703 




Exons 


. 9758... 994 9,. 10120 .. 10217 , 10312 . .10476 


, 10698 ... 10809, , 






11362. .11896, 12013. ..12110, • 


12229.. 13339 




GI Descrip. 


(AF098632) subtilisin-like protease [Arabidopsis thaliana] 


Seq. No. 


32753 


Seq. ID 


OJ990608_02 .0103. 


C32 


Gene No. 


67929 


Strand 


+ 




Start 


26786 


End 


30013 




Name 


OJ990608 02.0103.C32.o4.np 


Method 


AAT/NAP 




Start 


26786 


End 


30010 




GI 


6907089 


Score 


4082 




Exons 


26786. .28047, 28141. .30010 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 





Seq. No. 


32753 




Seq. ID 


OJ990608_02.0103.C32 


Gene No. 


67929 




Strand 


+ 


Start 


26786 




End 


30013 


Name 


OJ990608 02.0103.G32..o5.gs 


Method 


GENSCAN 


Start 


26786 




End 


30013 


GI 


none 




Score 


.91 


Exons . .. . 


. 26786, 


.30013. . .... 






Seq. No. 


32753 




Seq. ID 


OJ990608 02.0103.C32 


Gene No. 


67930 




Strand 


+ 


Start 


36821 




End 


40040 


Name 


OJ990608 02.0103.C32.o8.np 


Method 


AAT/NAP 


Start 


36821 




End 


40040 


GI 


81286 




Score 


148 


Exons 


36821. 


.36913, 37279. .37361, 38 473 .. 38754 , .. 387 91 .. 38852 , 




39983. 


.40040 






GI Descrip. 


extensin - Volvox carteri 


(fragment) gi I 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox 


carteri] 




Seq. No. 


32753 




c ^ « t r\ 




Gene No. 


67930 




Strand 


+ ~ 


Start 


36821 




End 


40040 


Name 


OJ990608_02.0103.C32.o6.np 


Method 


AAT/NAP 



32875 



Start 


36852 


End 


37696 




GI 


5922623 


Score 


413 




Exons 


36852. .36932, 37306. . 37453, 


37621. .37696 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 601 6856 | dbj 1 BAA85199.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


32753 


Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67931 


Strand 






Start 


18785 


End 


21355 




Name 


OJ990608_02. 0103 . C32 . o3 . gs 


Method 


GENSCAN 




Start 


18785 


End 


21355 




GI 


none 


Score 


.6 




Exons 


18785. .18971, 19810 .. 20006, 


21134 . .21355 




Seq. No. 


32753 


Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67932 


Strand 






Start 


23710 


End 


25658 




Name 


OJ990608 02.0103.C32.o4.gs 


Method 


GENSCAN 




Start 


23710 


End 


25658 




GI 


none 


• . Score 


.53 




Exons 


23710. .23837, 24738 . .-24 783, 


.24797. .24863, 24 915 .. 25051, 






. .25545. ...25658.. • . . . . * 








Seq. No. 


32753 


Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67933 


Strand 






Start 


30623 


End 


36269 




Name 


OJ990608 02.0103.C32.o5.np 


Method 


AAT/NAP 




Start 


30623 


End 


36269 




GI 


6498441 


Score 


6793 




Exons 


30623. .30904, 30998 .. 32395, 


32567. .33051, 33244 .. 334 82 , 






33657. .33791, 33975.-34348, 


34412. .34875, 35206.. 36269 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


32753 


Seq. ID 


OJ990608JD2.0103. 


C32 


Gene No. 


67934 


Strand 






Start 


37012 


End 


41133 




Name 


OJ990608 02.0103.C32.o8.tm 


Method 


TBLASTX: Maize 




Start. 


796 ... . 


End. . 


1025 




GI 


none 


Score ■ 


287 




Exons ♦ 


796. .1005, 797. .1006, 797. .1021,. 801.. 


1025 




Seq: No. 


32753 


Seq. ID 


OJ990608_02.0103. 


C32 


Gene No. 


67934 


Strand 






Start 


37012 


End 


41133 




Name 


OJ990608 02.0103.C32.o3.tm 


Method 


TBLASTX: Maize 




Start 


4006 


-End 


4356 




GI 


none 


Score 


495 




Exons 


4006. .4356, 4013. .4351 








Seq. No. 


32753 


Seq. ID 


OJ990608_02.0103. 


C32 


Gene No = 


67934 


t_/ i_ J_ UliU 






Start 


37012 


End 


41133 




Name 


OJ990608 02.0103.C32.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4019 


End 


4426 





32876 




GI none Score 380 

Exons 4019. .4348, 4021. .4344, 4394. .4426 

Seq. No. 32753 Seq. ID OJ990608_02 . 0103 . C32 

Gene No. 67934 Strand 

Start 37012 End 41133 

Name OJ990608_02 . 0103 . C32 . o4 . tc Method TBLASTX : Cress 

Start 4024 End 4423 

GI none Score 373 

Exons 4024.. 4350, 4025.. 4351, 4367.. 4423 

Seq. No. 32753 Seq. ID OJ990608_02 . 0103 . C32 

Gene No. 67934 Strand 

Start 37012 End 41133 

Name OJ990608_02 . 0103 . C32 . o7 . tm Method TBLASTX : Maize 

Start 4502 End 5701 

GI none Score 80 

Exons 4502.. 4546, 5504.. 5701, 5506.. 5700 

Seq. No. 32753 Seq. ID OJ990608_02 . 0103 . C32 

Gene No. 67934 Strand 

Start -37012- ....... . ..End.: ,.41133 

. . Name _ . /. OJ99060.8_02 . 0103 . C32 . o4 . ts Method .. TBLASTX : Soybean 

Start 5516 End 5760 

GI none Score 360 

Exons 5516.. 5758, 5522.. 5746, 5524.. 5760 

Seq. No. 32753 Seq. ID OJ990 608JD2 . 0103 . C32 

Gene No. 67934 Strand 

Start 37012 End 41133 

Name OJ990608_02 . 0103 . C32 . o2 . tc Method TBLASTX : Cress 

Start 5636 End 6217 

GI none Score 185 

Exons 5636. .5758, 5650. .5760, 5845. .5979, 5846. .6043, 6098. .6163, 
6149. .6217 

Seq. No. 32753 Seq. ID OJ990608_02 . 0103 . C32 

Gene No. 67934 Strand 

Start 37012 End 41133 

Name OJ990608_02 . 0103 . C32 . ol . tm Method TBLASTX : Maize 

Start . .. 5702 ...... . End 7450 

GI none Score 98 

Exons . 5702. .5758, ^5704. .5760, 5704. .5760, 5834. .6220, 5839. .6159, 

5843.. 6217, 5985.. 6218, 6353.. 6490, 6354..6491, 6355.. 6501, 

6355. . 6489, ' 6356. . 6490, 6550. .6750, 6551. .6751, 6554. .6751, 

7320. .7445, 7321. .7446, 7322. .7447, 7322. .7450, 7323.-7448 

Seq. No. 32753 ' Seq. ID OJ990608JD2 . 0103'. C32 

Gene No. 67 934 .. Strand 

Start 37012 End 41133 

Name OJ990608_02 . 0103 . C32 . 06 . ts Method TBLASTX : Soybean 

Start 5854 End 6043 

GI none Score . 209 

Exons 5854.. 6039, 5864.-6043 

Seq. No. 32753 Seq. ID OJ990608_02 . 0103 . C32 

Gene No. 67934 Strand 



32877 



Start 
Name 
Start 
GI 

Exons 



37012 End 

OJ990608_02 . 0103 . C32 . o3 . tw Method 

6185 End 

none Score 



41133 

TBLASTX: Wheat 

6752 

59 



6185. .6220, 6354. .6491, 6355. .6489, 6356. .6490, 6551. .6751, 
6554. .6751, 6564.. 6752 



Seq. No. 32753 Seq. ID 

Gene No. 67934 Strand 

Start 37012 End 

Name OJ990608_02 . 0103 . C32 . o3 . tc Method 

Start 6354 End 

GI none Score 
Exons 



OJ990608_02.0103.C32 
41133 

TBLASTX: Cress 

7463 

205 



6354. .6491, 6356. .6490, 6550. .6708, 6551. .6688, 6568. .6690, 
6680. .6751, 6701. .6748, 7323. .7463, 7328. .7444 



Seq. No. 


32753 






Seq. ID 


OJ990608 


_02 .0103 


.C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


10142 






End 


11896 






GI - - 


none • 






Score v 


.4 0 , 






Exons . 


10142. 


.10222, 10305.' 


.10421, 


11360. .11392, 11435 


. -.11668," 






11551. 


.11667, 11687. 


. 11896, 


11722. .HE 


J 80 






Seq. No. 


32753 






Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


. o9. tm 


Method 


TBLASTX: 


Maize 




Start 


10284 






End 


36596 






GI 


none 






Score 


60 






Exons 


10284. 


.10421, 10416. 


. 10478, 


11359. .11439, 11438 


. . 11668, 






11545. 


.11667, 36450. 


. 36596 










Seq. No. 


32753 






Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name ' ' 


' OJ990608 02.0103.C32 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


10697 






End 


13336 






GI 


none 






Score 


56 






Exons 


10697. 


.10732, 10730... 


.10801, 


11360. .11386, 11438 


...11668, 






11545. 


.11667, 11690. 


.11896, 


11707. .11880, 12236 


. .12298, 






12298. 


.12426, ■ 12311. 


: 12844, 


12481. .12834, 12850 


. .12963.,. 






12851. 


.13021, 13022. 


.13072, 


13163. .13336 






Seq. No. 


32753 






Seq. ID 


OJ990608 


JD2.0103 


C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ99060 t 8 02.0103.C32 


.o9. tw 


Method 


TBLASTX: 


Wheat 




Start 


11504 






End 


11881 






GI 


none 






Score 


95 






Exons 


11504. 


11587, 11591. 


.11674, 


11699. .11881, 11707 


. .11880 




Seq. No. 


32753 






c^^r t ni 


r\ t d r\n c r\n 
- z> y \j \j \j v 




C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


.o2. tm 


Method 


TBLASTX: 


Maize 





32878 




Start 


11699 






End 


13342 




GI 


none 






Score 


101 




Exons 


11699. . 


11839, 11734. 


.11838, 


11839. .11895, 11840. . 118 96, 






12226. . 


12297, 12227. 


. 12298, 


12281. .1284 4, 12281. .12418, 






12298. . 


12825, 12850. 


. 12963, 


12851. .12964, 13016 .. 13066, 






13130. . 


13249, 13277. 


. 13342 








Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


12235 






End 


13333 




GI 


none 






Score 


139 




Exons 


12235. . 


12432, 12236. 


. 12433, 


-12470. .12985, 12508 .. 12972, 






13040. . 


13072, 13088. 


. 13216, 


13274. .13333 




Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ99060 


8_02.0103.C32 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


13216 






End 


13349 




GI.. • . 


none. . 






Score . 


182. ...... . , 




Exons 


. 13216. . 


13347, 13220. 


. 13348",- 


13271. . 13348,' 13299. . 13349 




Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ99060 


8_02.0103.C32 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


24711 






End 


34991 




GI 


none 






Score 


157 




Exons 


24711. . 


24875, 34508. 


. 34990, 


34536. .34796, 34818. .34991 




Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ99060 


8_02.0103.C32 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


30632 






End 


31234 




GI 


none 






Score 


83 




Exons 


30632. . 


30757, 30636. 


. 30758, 


30950. .31234, 30951. .31229 




Se.q. No. 


32753 






T Seq... ID , 


OJ990.608_02.0103 


£32 


Gene No. 


67934 






Strand 






Start 


37012 - 






End 


41133 




Name 


OJ99060 


8_t)2.0103.C32 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


31235 






End 


31616 




GI 


none 






Score 


166 




Exons 


31235. . 


31615, 31266. 


.31514, 


31560. .31616 




Seq. No... 


32753 






Seq. ID 


OJ990608_02.0103. 


C32 


Gene No. 


67934 






Strand 






oian 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


31421 






End 


31753 




GI 


nonp 








97 




Exons 


31421. . 


31633, 31430. 


.31753, 


31443. .31736 




Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103. 


C32 



32879 




Gene No. 


67934 






Strand 


- 




Start 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32 


. olO.tw Method 


TBLASTX: Wheat 




Start 


31946 






End 


32258 




GI 


none 






Score 


66 




Exons 


31946. . 


32206, 32082. 


.32258 








Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32 


.o7.ts 


Method 


TBLASTX: Soybean 




Start 


32006 






End 


32572 




GI 


5666795 




Score 


68 




Exons 


32006. . 


32206, 32261. 


.32398, 


32474. .32572 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


32261 






End 


32719 




GI . ... : : 


.. none 






. Score • ■ 


.92 - 


. 


Exons 


"32261"!'. 


32410,' 32262. 


32399, 


32457: - 32.630, 32471. .32719, 






32471. . 


32695 










Seq. No. 


32753 






Seq. ID 


OJ990608 02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


33320 






End 


33691 




GI 


none 






Score 


90 




Exons 


33320. . 


33691, 33531. 


33674 








Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


.C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


33345 






End 


33770 




GI 


none 






Score 


328 




Exons 


33345. . 


33770, 33350. 


33769 








Seq. No. 


32753" 






Seq. ID 


' OJ990608_02.0103 


"C32 


Gene No., 


67934 






Strand 






Start 


'37012 






End 


41133 




Name 


OJ990608 02.0103.C32. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


33443 






End 


33827 




GI 


none 






Score 


• 221 




Exons 


33443. . 


33826, 33462.. 


33827 








Seq. No. 


32753 






Seq. ID 


OJ990608_02.0103 


. C32 


Gene No. 


67934 






Strand 






Start 


37012 






End 


41133 




Name 


OJ990608 02.0103.C32. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


33854 






End 


34210 




GI 


none 






Score 


114 




Exons 


33854. . 


34159, 33854.. 


34210, 


33864. .34175 





32880 




Sea No 


32753 






Seq. ID 


OJ990608 


02 . 0103 


.C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


33878 






End 


34340 






GI 


none 






Score 


399 






Exons 


33878. 


.34339, 33879. 


.34340 










Seq. No. 


32753 






Seq. ID 


OJ990608 


02 . 0103 


.C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


.08. ts 


Method 


TBLASTX : 


Soybean 




Start 


33935 






End 


34300 






GI 


none 






Score 


117 






Exons 


33935. 


.34069, 34076. 


.34300 










Seq. No. 


32753 






Seq. ID 


OJ990608 


_02. 0103 


.C32 


Gene No . 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


. o7 . tw 


Method 


TBLASTX: 


Wheat 




Start 


35729 






End 


36121 






GI..., 


none 






. Score . 


89--. . 




. — '. 


Exons 


35729'. 


.3598 6", 357 63.' 


.36002, 


35969. .36067, 35970 


. .36050,. 






36074 . 


.36121 - . 












Sea No 


32753 






Seq. ID 


OJ990608 


02 .0103 


.C32 


Gene No. 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


.ol0. tm 


Method 


TBLASTX: 


Maize 




Start 


35831 






End 


36116 






GI 


none 






Score 


103 






Exons 


35831. 


.36079, 35832. 


.36116 










Seq. No. 


32753 






Seq. ID 


OJ990608 


_02.0103 


.C32 


Gene No . 


67934 






Strand 








Start 


37012 






End 


41133 






Name 


OJ990608 02.0103.C32 


. o7.np 


Method 


AAT/NAP 






Start 


37012 






End 


41133 






GI 


5042454 




Score 


136 






Exons 


37012. 


.37067, 37291. 


.37453, 


41089. .41133 






GI Descrip. 


(AC007789.) putative .p.plypro-tein .[Oryza sativaL 






Seq-. No. 


32754 






Seq. ID 


, OJ990608 


_02.0103 


.-C33 


Gene No . 


67935 






Strand 


+ 






Start 


37 59 






End 


8467 






Name 


OJ990608 02.0103.C33 


.ol.gs 


Method 


GEN SCAN 






Start 


3759 






End 


8467 






GI 


none 






Score 


. 99 






Exons 


3759. . 


3867, 4003. .4037, 4273 


. .4366, 4496. .4692, 


5958. .6202, 




6320. . 


6677, 6761. .7336, -8192 


. .8467 








Seq. No. 


32754 






Seq. ID 


OJ990608 


_02.0103 


C33 


Gene No. 


67935 






Strand 


+ 






Start 


3759 






End 


8 4 67 






Name 


OJ990608 02.0103.C33 


ol . np 


Method 


AAT/NAP 






Start 


6007 






End 


8464 






GI 


6850880 




Score 


1494 







32881 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6007. .6202, 6320. .6677, 6761. .7336, 8192. .8464 
(AL137898) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990608_02.0103.C33 

Strand + 

End 84 67 

Method AAT/GAP 

End 6634 

Score 835 



32754 
67935 
3759 

OJ990608_02.0103.C33.ol.gp 
6049 

96544_1.R1084 
6049.. 6202, 6320.. 6634 

•3786007 3.0e-20 (AC005499) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 32754 

Gene No. 67935 

Start 3759 

Name OJ990608_02 . 0103 . C33 . o2 . gp 

Start 6115 

GI 96544_1.R1084 

Exons 6115.. 6202, 6320.. 6696 

GI Descrip. 1 3786007 3.0e-20 (AC005499) hypothetical protein [Arabidops.is 

, . .... thaliana! 1 . : ., . : 



Seq. ID OJ990608_02.0103.C33 

Strand + 

End 84 67 

Method AAT/GAP 

End 6696 

Score 743 



Seq. No. 


32754 


Seq.^ ID 


OJ990608_02 


0103. C33 


Gene No. 


67935 


Strand. 


+ 




Start 


3759 


End 


8467 




Name 


OJ990608 02.0103.C33.o3.gp 


Method 


AAT/GAP 




Start 


6920 


End 


7356 




GI 


LIB3431-034-P1-K1-D3 


Score 


794 




Exons 


6920. .7356 








GI Descrip. 


■4539335/emb|CAB37483.1| 5. 


Oe-56 (AL035539) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


32754 


Seq. ID 


OJ990608_02 


0103. C33 


Gene No . 


67936 


Strand 


+ 




Start 


15777 


End 


16363 




Name 


OJ990608 02.0103.C33.o6.gp 


Method 


AAT/GAP 




Start 


15581 • 


End 


15671 




GI 


90742 1.R1084 


Score 


101 




Exons 


15581.. 15671 








GI. Descrip. 


, 5734 61.6/dbj.| AP000391..1 IAP000391 4 .0e- 


29 Oryza sativa genomic. 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


32754 


Seq. ID 


.OJ990'608_02 


0103. C33" 


Gene No. 


67936 


Strand 


+ 




Start 


15777 


End 


16363 




Name 


OJ990608 02.0103.C33.o3.gs 


Method 


GENSCAN 




Start 


15777 


End 


16363 




GI 


none 


Score 


.69 




Exons 


15777. .15863, 15869. .16363 








Seq. No. 


32754 


Seq. ID 


OJ990608_02, 


0103. C33 


Gene No. 


67937 


Strand • 


+ 




St Art 


20256 




SJ \J 2 




Name 


OJ990608 02.0103.C33.o7.gp 


Method 


AAT/GAP 




Start 


20256 


End 


20309 




GI 


60938 1.R1084 


Score 


84 





32882 




Exons 20256. .20309 

GI Descrip. 1 2653285/emb | CAA058 16 | 6.0e-40 (AJ003025) enoyl-ACP reductase 
[Oryza sativa] 1 



Seq. No. 


32754 




Seq. ID 


OJ990608_02.0103.C33 


Gene No. 


67938 




Strand 




Start 


8320 




End 


8824 


Name 


OJ990608 02.0103.C33.o4.gp 


Method 


AAT/GAP 


Start 


8320 




End 


8824 


GI 


3460 


1.R1084 


Score 


909 


Exons 


8320. 


.8824 






GI Descrip. 


'3786007 3.0e-10 (AC005499) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


32754 




Seq. ID 


OJ990608_02.0103.C33 


Gene No. 


67939 




Strand 




Start 


10347 




End 


12337 


Name 


OJ990608 02.0103.C33.o2.gs 


Method 


GENSCAN 


Start 


10347 




End 


12037 


GI 


none 




Score 


.67 


Exons 


10347 


. .10573, 10647. -.11165, 


11262. . 114 38, 114 56. . 11663, 




.....116.87 


.-.12037.. .. . , ,. . 






Seq. No. 


-.. 32754 




Seq. ID 


OJ990608_02.0103.C33 


Gene No. 


67939 




Strand 




Start 


10347 




End 


12337 


Name 


OJ990608 02.0103.C33.o2.np 


Method 


AAT/NAP 


Start 


10358 




End 


11773 


GI 


2832691 


Score 


780 


Exons 


10358 


. .10573, 10647. .11165, 


11262. . 11438, 1164 5. . 11773 


GI Descrip. 


(AL021713) polygalacturonase 


-like protein [Arabidopsis thaliana 


Seq. No. 


32754 




Seq. ID 


OJ990608_02.0103.C33 


Gene No. 


67939 




Strand 




Start 


10347 




End 


12337 


Name 


OJ990608 02.0103.C33.o5.gp 


Method 


AAT/GAP 


Start 


11714 




End 


12337 


GI 


none 




Score 


1004 


Exons 


11714 


..11773, 11870. .12337 






Seq. No . , 


. .32754 




.Seq. ID 


.OJ9.90608_02 . 0103 . C33, 


Gene No. 


67940 




Strand 




Start 


17910 




End- 


20291 


Name 


OJ990608 02.0103.C33.o2.tm ' 


Method 


TBLASTX: Maize 


Start 


6036 




End 


8469 


GI 


none 




Score 


94 


Exons 


6036. 


.6194, 6318. .6677, 6413 


..6679, 6567. .6680, 6758. .6967, 




6775. 


.6981, 6958.. 7332, 6980 


..7336, 6989. .7333, 8191. .8469, 




8192. 


.8461 






Seq. No. 


32754 




Seq. ID 


OJ990608_02.0103.C33 


Gene No. 


67940 




Strand 




Start 


17910 




End 


20291 


Name 






TOT 7\CTiV . 

j. i-i J-iriu x / \ . v_/ _L O O 


Start 


6317 




End 


7297 


GI 


none 




Score 


467 


Exons 


6317. 


6535, 6318.. 6677, 6474 


..6656, 6563. .6661, 6752. .7297, 



32883 






6758. 


7288 














Seq. No. 


32754 








Seq. ID 


OJ990608 


_02.0103 


.C33 


Gene No. 


67940 








Strand 








Start 


17910 








End 


20291 






Name 


OJ990608 02. 


0103. C33 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


6318 








End 


8389 






GI 


none 








Score 


359 






Exons 


6318. . 


6677, 


6380. .6514, 6552. . 6677, 6605. .667 9, 


6752. .6976, 




6764. . 


6985, 


6775. .6981, 697 6. .7332, 6980. .7336, 


6983. .7333, 




8191. . 


8382, 


8192. .8389, 8270. .8383 








Seq. No. 


32754 








Seq. ID 


OJ990608 


_02 .0103 


.C33 


Gene No. 


67940 








Strand 








Start 


17910 








End 


20291 






Name 


OJ990608 02. 


0103. C33 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


6977 








End 


7342 






GI 


none 








Score 


459 






Exons 


6977. . 


7333, 


6988.-7329, 7157. .7342, 7162. .7335 






Seq-" No. 


32754 








Seq. ID 


OJ990608 


_02.0103 


.C33 


• Gene No . 


v .67.940 








._, Strand .. 




..^ •_- 




Start 


17910 








End 


20291"' * 






Name 


OJ990608 02. 


0103. C33 


o3 . tc 


" Method 


TBLASTX: 


Cress 




Start 


8192 








End 


8508 






GI 


none 








Score 


329 






Exons 


8192. . 


8455, 


8200. . 8508 










Seq. No. 


32754 








Seq. ID 


OJ990608 


_02.0103 


.C33 


Gene No. 


67940 








Strand 








Start 


17910 








End 


20291 






Name 


OJ990608 02. 


0103. C33. 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


8234 








End 


8487 






GI 


none 








Score 


289 






Exons 


8234. . 


8464, 


8236. .848 


J7 










Seq. No. 


32754 








Seq. ID 


OJ990608 


_02. 0103 


C33 


Gene No. 


67940 








Strand 








Start 


17910 








End 


20291 






Name 


OJ990608 02. 


0103. C33. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


. 10338 . 








. End 


11920 . 






GI 


none 








Score 


255 






Exons 


10338. 


.10571 


, 10355.. 


10576, 


10376. . 10576, 10647 


. .10703, 






10648. 


.10701 


, 10695.. 


11165, 


10696'. . 11163, 10993 


. .11166,' 






11096. 


. 11164 


, 11260.. 


11310, 


11262. . 11345, 11263 


.'.11346, 






11352. 


. 11444 


, 11353.. 


11442, 


11364. . 11444, 11632 


. .11664, 






11654. 


.11722, 11655.. 


11714, 


11870. . 11920 






Seq. No. 


32754 








Seq. ID 


OJ990608 


_02.0103. 


Q33 


Gene No. 


67940 








Strand 








Start 


17910 








End 


20291 






Name 


OJ990608 02. 


0103. C33. 


o2. tc 


Method 


TBLASTX: 


Cress 




Start 


10433 








End 


11722 






GT 


none 








>~J \^ J_ ^ 


c n 






Exons 


10433. 


.10507, 10434.. 


10484, 


10487. . 10567, 10488 


. .10562, 






10674 . 


.10751 


, 10678.. 


10752, 


10729. . 11046, 10761 


. . 11165, 






11092. 


.11157, 11262.. 


11336, 


11639. . 11722 







32884 



Seq. No. 


32754 


Seq. ID 


OJ990608 


_02.0103.C33 


Gene No. 


67940 - 


Strand 






Start 


17910 


End 


20291 




Name 


OJ990608_02 .0103.C33.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


10434 


End 


11141 


GI 


none 


Score 


39 




Exons- 


10434 10481, 10487 .. 10567 , 


10503. .10562, 10647 


. . 11141, 




10669.. 10 971, 11008.. 11106 








Seq. No. 


32754 


Seq. ID 


OJ990608 


_02.0103.C33 


Gene No. 


67940 


Strand 






Start 


17910 


End 


20291 




Name 


OJ990608_02 . 0103 . C33 . o4 . gs 


Method 


GENSCAN 




Start 


17910 


End 


20291 




GI 


none 


Score 


.72 




Exons 


17910.. 18 00 3, 187 69.. 18 951, 


19213. . 19277, 19342 


. .19442, 




20222 . . 20291 








Seq. No. 


32755 


Seq. ID 


OJ990608 


_02 . 0103 . C34 


Gene No. 


67941 


Strand 


+ 




Start 


.. 79 _ . _ . : . 


- E Ad . 


. 4015. , : . 




Name 


OJ990608 02 . 0103 .C34 . ol . gp 


Method 


AAT/GAP 




Start 


79 


End 


' 1760 




GI 


60938_1 . R1084 


Score 


860 




Exons 


79. .334, 1351. .1460, 1552.. 


1607, 1696. 


.1760 




GI Descrip. 


2653285/ emb | CAA05816 | 6 . Oe 


-40 (AJ003025) enoyl 


-ACP reductase 




[Oryza sativa] 1 








Seq. No. 


32755 


Seq. ID 


OJ990608 


_02.0103.C34 


Gene No. 


67941 


Strand 


+ 




Start 


79 


End 


4015 




Name 


OJ990608 02.0103.C34.ol.gs 


Method 


GENSCAN 




Start 


85 


End 


3680 




GI 


none 


Score 


.76 




Exons 


85. .334, 1351. .1460, I860.. 


1907, 2063. 


.2137, 3018.. 3075, 




334 5.. 3443, 3550.. 3 680 








Seq. No. 


32755 


Seq. 'ID 


OJ990608 


_02.0103.C34 


Gene No. 


67941 


Strand 


+ 




Start.. 


. 79 . . 


= .. End.. 


4015 . . 




Name 


OJ990608 02.0103.C34.ol.np 


Method 


AAT/NAP 




Start 


85 , . . 


End. . 


3677 




GI ' 


2653285' 


Score 


1494 




Exons 


" 85. .334, 1351. .1460, 1552. . 


1607, 1696. 


.1780, 18 


60. .1907, 




2063.. 2137, 2242.. 2353, 2665.. 2716, 28 


01. .2852, 


3018. .3092, 




3338. .3443, 3550. .3677 








GI Descrip. 


(AJ003025) enoyl-ACP reductase [Oryza 


sativa] 




beq. no. 


32755 


Seq. ID 


OJ990608_ 


_02.0103.C34 


Gene No. 


67941 


Strand 


+ 




Start 


79 


End 


4015 




Name 


OJ990608 02.0103.C34.o2.gp 


Method 


AAT/GAP 




Start 


3327 


End 


-2 \J -K ^> 




GI 


86185 1.R1084 


Score 


1015 




Exons 


3327. .3443, 3550. .4015 








GI Descrip. 


? 2653285/emb|CAA05816! 2 . Oe 


-23 (AJ003025) enoyl- 


-ACP reductase 



32885 




[Oryza sativa] f 



Seq. No. 


32755 






Seq. ID 


OJ990608J32. 0103.C34 


Gene No. 


67942 






Strand 


+ 


Start 


4477 






End 


7004 


Name 


OJ990608 02 


.0103.C34.o2.gs 




Method 


GENSCAN 


Start 


4477 






End 


7004 


GI 


none 






Score 


.51 


Exons 


4477. .4781, 


6974. .7004 








Seq. No. 


32755 






Seq. ID 


OJ990608_02.0103.C34 


Gene No. 


67943 






Strand 


+ 


Start 


11783 






End 


14376 


Name 


OJ990608 02 


.0103.C34 .o3.np 




Method 


AAT/NAP 


Start 


11783 






End 


14376 


GI 


4960154 






Score 


116 


Exons 


11783. . 11822, 12641. . 12918, 


14348. .14376 


GI Descrip. 


(AF153283) 


putative progesterone-binding protein homolog 




[Arabiciopsis thaliana] 








Seq. No. 


32755 






Seq. ID 


OJ990608_02.0103.C34 


Gene . No 


. 67944. . j ■ . . 






Strand 




Start 


9960 






End 


12066 ' - * 


Name 


OJ990608 02 


.0103.C34.o2.np 




Method 


AAT/NAP 


Start 


9960 






End 


12066 


GI 


4678270 






Score 


92 


Exons 


9960. . 9982, 


11985\ . 12066 








GI Descrip. 


(AL049660) 


protein kinase-like protein 


[Arabidopsis thaliana 


Seq. No. 


32755 






Seq. ID 


OJ990608_02.0103.C34 


Gene No. 


67945 






Strand 




Start 


15759 






End 


17865 


Name 


OJ990608 02 


.0103.C34 .ol.tm 




Method 


TBLASTX: Maize 


Start 


78 






End 


3751 


GI 


none 






Score 


94 


Exons 


78. .170, 79 


..174, 81. .161, 82 


..174, 261 


..338, 262. .336, 




264. .338, 1339. .1458, 1340.. 


1459, -1341. 


.1502, 1341. .1460, 




1551. .1607, 


1551.. 1610, 1552 




.1608, 1694. .1783, 1700. .1780, 




1859. .1909, 


I860.. 1907, 2050 




.2139, 2063.. 2140, 2241.. 2360, 




2241. .2360, 


2627.. 2719, 2654 




.2716, 2775. .2849, 2802. .2855, 




2804 . .2854, 


2999.. 3076, 3018 




.3077, 3336.. 3440, 334 3 . . 34 4.1 ,. 




3344 . .3442, 


3530.. 3685, 3549 




.3686, 3549. .3686, 3553. .3687, 


« . .. 


3556. .3687, 


3557... .3688, 3688 




.3750, 3689*. 3751 


Seq. No. 


32755 






Seq. " ID 


OJ990608_02.0103.C34 


Gene No. 


67945 






Strand 




Start 


15759 






End 


17865 


Name 


OJ990608 02 


.0103.C34.ol.tc 




Method 


TBLASTX: Cress 


Start 


1340 






End ... 


2334 


GI 


none 






Score 


156 


Exons 


1340. .1459, 


1341.. 1502, 1551 




.1610, 1552. .1605, 1697. .1783, 




1697. .1783, 


1859.. 1903, 1860 




.1907, 2050. .2139, 2063. .2140, 




2239. .2334, 


2241. .2333 








Seq. No. 


32755 






Seq. ID 


OJ990608_02.0103.C34 


Gene No. 


67945 






Strand 




Start 


15759 






End 


17865 



32886 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990608_02 . 0103 . C34 . o2 . ts Method TBLASTX : Soybean 
1697 End 2361 

none .* Score 136 

1697. .1783, 1703. .1783, 1860. .1907, 2062. .2139, 2063. .2140, 
2239.. 2361, 2241.. 2354 



32755 Seq. ID 

67 94 5 Strand 

15759 End 

OJ990608_02.0103.C34 .ol.tw Method 

2269 End 

none Score 



OJ990608_02.0103.C34 
17865 

TBLASTX : Wheat 

3650 

75 



2269. .2361, 2277. .2360, 2326. .2361, 2628. .2717, 2651. .2737, 

2659. .2715, 2661. .2720, 2793. .2855, 2800. .2862, 2802. .2855, 

2999. .3076, 3018. .3077, 3343. .3441, 3344. .3442, 3530. .3646, 

3546. .3650, 3549. .3650 



Seq. No. 32755 
Gene No. 67945 
Start 15759 

Name OJ990608_02 . 0103 . C34 . o2 . tc 

Start - . ,2628,,. _ 

GI . none 

Exons 2628.. '2717, 2654.. 2719, 2661. 

2801. .2854, 2802.. 2855, 3017. 
3344. .3442, 3344. .3442, 3546. 
3612. .3650 



Seq. ID 
Strand 
End 

Method 
End , , 
Score 



OJ990608 02.0103.C34 



17865 

TBLASTX: Cress 
3650 
90 * \ 

2720, 2663.. 2734, 2793. 
3082, 3018.. 3077, 3343. 
3590, 3548.. 3607, 3549. 



.2849, 
.3441, 
.3611, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32755 
67945 
15759 

OJ990608_02. 0103.C34 .ol.ts 

2652 

none 

2652.. 2717, 2660.. 2719, 2663. 
3017.. 3076, 3018.. 3077, 3343. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990608_02.0103.C34 
17865 

TBLASTX: Soybean 

3667 

87 



.2734, 2801, 
.3441, 3344, 



.2854, 2802. 
.3442, 3355. 



.2855, 
.3444, 



3530.. 3667, 3545.. 3661, 35.49. .3665 



32755 Seq. ID OJ990608_02 . 0103 . C34 

67945 Strand 

15759 ... _ ... End 17865 

OJ990608_02.0103.C34.o4.np Method AAT/NAP 

15759 .. End 17865 

4678270 Score 99 

15759. . 15793, 17746. .17865 

(AL049660) protein kinase-like protein [Arabidopsis thaliana] 

32756 Seq. ID OJ990608_02 . 0103 . C35 

67946 Strand + 
888 End 3688 
OJ990608_02 . 0103 . C35 . ol . np Method AAT/NAP 
888 End 3685 
4680179 Score 4752 
888.. 3685 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 



32756 



Seq. ID OJ990608_02.0103.C35 



32887 



Gene No. 


67946 


Strand 


+ 




Start 


888 


End 


3688 




Name 


OJ990608_02 . 0103 . C35 . ol . gs 


Method 


GENS CAN 




Start 


918 


End 


2017 




GI 


none 


Score 


. 74 




Exons 


918 . .2017 








Seq. No. 


32756 


Seq. ID 


OJ990608 02.0103. 


C35 


Gene No. 


67946 


Strand 


+ 




Start 


888 


End 


3688 




Name 


OJ990608JD2. 0103.C35 .o2 .gs 


Method 


GEN SCAN 




Start 


2138 


End 


3688 




GI 


none 


Score 


.81 




Exons 


2138. .2564, 2712. .2900, 3051 


. . 3688 






Seq. No. 


32756 


Seq. ID 


OJ990608_02.0103. 


C35 


Gene No. 


67947 


Strand 


+ 




Start 


7711 


End 


7853 




Name 


OJ990608 02.0103.C35.ol.gp 


Method 


AAT/GAP 




Start 


7711 


End 


7853 




GI 


LIB3431-027-P1-K1-D5 


Score 


228 




Exons 


7711. .7853 








GI .Descrip.. 


'2190552 l.Oe-21 (AC001229) 


Similar to 


Holcus major pollen 




allergen (gb_Z27084) . [Arabidopsis thaliana] 1 




Seq. No. 


32756 


Seq. ID 


OJ990608_02.0103. 


C35 


Gene No. 


67948 


Strand 


+ 




Start 


9492 


End 


9944 




Name 


OJ990608 02.0103.C35.o4 .gs 


Method 


GENSCAN 




Start 


9492 


End 


9944 




GI 


none 


Score 


.99 




Exons 


9492. . 9944 








Seq. No. 


32756 


Seq. ID 


OJ990608_02.0103. 


C35 


bene No . 


67948 


Strand 


+ 




Start 


9492 


End 


9944 




Name 


OJ990608 02.0103.C35.o4.np 


Method 


AAT/NAP . 




Start 


9492 


End 


9941 




GI 


81812 


Score 


254 




Exons 


9492. . 9941 








GI Descrip. 


seed maturation protein - soybean gi | li 


S750|emb|CAA45126| 





(X63-565) soybean seed maturation polypeptides [Glycine max] 
gi 1 169963 (M97285) maturation protein [Glycine max] gi 11079650 
(U38246) late embryogenesis abundant protein [Glycine soja] 
gi | 445632 |prf | I1909377A maturation protein GmPM9 [Glycine max] 



Seq. No. 32756 

Gene No. 67949 

Start 10820 .. 

Name OJ990608_02 . 0103 . C35 . o5 . gs 

Start 10820 

GI none 

Exons 10820. . 10836, 114 42 .. 1 14 8 6, 
12611. .12679 



Seq. ID OJ990608_02.0103.C35 

Strand + 

End 12679 

Method GENSCAN 

End 12679 

Score .73 
12160. .12312, 12538. .12574, 



Seq. No. 
Gene No. 



32756 
67950 



Seq. ID OJ990608_02.0103.C35 
Strand 



32888 




Of- p. r +- 
Old! u 


J Z> *J f 




End 


4602 




Name 


OJ990608 02.0103.C35.o2 


.np 


Method 


AAT/NAP 




Start 


3957 




End 


4602 




PT 


67 91 R S Q 




Score 


379 




Exons 


jyj / . . 4 u y y , 3 ± z o . .4duz 










bl uebcrip. 


t/\rrUUXU/JJ nypotfieLlCal 


protein [Oryza 


sativa] 






rr-i 1 £Q 1 1 HK-i IRZiQQn-^n 

yi | Doiouoft | osj j \ sdhj\ "u j / u 


.11 


(APuuiuy i ) 


hypothetical protein 




f rU7 2 C ^1 f" 1 TT Q 1 

lUiyZa baLlVaj 










Seq. No. 


32756 




Seq. ID 


OJ990608 02.0103 


. C35 


Gene No. 


67951 




Strand 






a -r t- 


4539 




End 


13560 




Name 


OJ990608 02.0103.C35.o4" 


. tw 


Method 


TBLASTX : Wheat 




uLdl L 


907 




End 


1330 




O J. 


none 




Score 


76 




IT* v^ti q 


907. .1131, 917. .1330, 952.. 


1287, 959. . 


1321 




Seq. No. 


o o n C £T 
/ 0 0 




Seq. ID 


OJ990608 02.0103 


. C35 


Gene No. 


67951 




Strand 






q+- = r -h 

OL.Cti.l_ 


4539 




End 


13560 




Name 


OJ990608 02.0103.C35.o4 


.ts 


Method 


TBLASTX : Soybean 






917. - . ,- .. - 




End__ . _ - : 


.1198 . .. 




uJ. 


none 




Score 


182 






917.. 1198 










Seq. No. 


j^! / ob 




Seq. ID 


OJ990608_02 . 0103 


.C35 


Gene No. 


67951 




Strand 








4539 




End 


13560 




Name 


OJ990608 02.0103.C35.o5 


tm 


Method 


TBLASTX: Maize 




C -(- 

OLalL 


917 




End 


1210 




bl 


none 




Score 


257 




Exons 


917. .1210, 988. .1209 










Seq. No. 


32756 




Seq. ID 


OJ990608_02.0103 


.C35 


Gene No. 


67951 




Strand 






OLai L 


4539 




End 


13560 




Name 


OJ990608 02.0103.C35.o3. 


tm 


Method 


TBLASTX: Maize 




qt* ^ 


1217 




End 


1717 




O J. 


none 




Score 


161 






1217. .1396, 1382. .1717, 


1468.. 1599, 1469.. 1672, 1624.. 1674 


Seq. No. 


32756 




Seq. ID 


OJ990608_02.0103 


.C35 


Gene No. 


67951 




Strand 






u Lai L 


4539 




End 


13560 " 




Name 


OJ990608 02.0103.C35.ol. 


ts 


Method 


TBLASTX : Soybean 




Of- 2 v-f- 


1271 




End 


1666 






none 




Score 


57 




Exons 


1271. .1303, 1307. .1666, 


1307. . 1351, 1402. .1665 




O C ^ . IN L>> • 


32756 




Seq. ID 


OJ990608_02.0103 


C35 


Gene No. 


67951 




Strand 






Start 


4539 




End 


13560 




Name 


OJ990608 02.0103.C35.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1379 




End 


1681 




GI 


none 




Score 


400 




Exons 


1379. . 1681, 1399. .1680 











32889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
* GI 
Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32756 
67951 
4539 

OJ990608_02, 

1682 

none 

1682. .2191, 

32756 
67951 
4539 

OJ990608_02. 

1688 

none 

1688. .1933 

32756 
67951 
4539 

OJ990608_02. 
1754 . 
..none ... 

1754 . .2107,' " 

32756 
67951 
4539 

OJ990608JD2. 
2195 
none 

2195. .2674, 

32756 
67951 
4539 

OJ990608_02. 
2381 
none 

2381. .2554, 

32756 
67951 
4539 

OJ990608_02. 

"24 62 
none 

2462. .2722, 

32756 
67951 
4539 

OJ990608_02. 
2521 
none 

2521. .2808, 



0103.C35.o2. tw 



1714.. 2025, 1760. 



0103.C35.o3. ts 



Seq. ID OJ990608_02.0103.C35 
Strand 

13560 

TBLASTX: Wheat 
2191 
620 



End 

Method 
End 
Score 
.2107 



.0103.C35.o2.tm 
"1756. .20-22," 1808-. 

0103.C35.o3.tw 
2228. .2668, 2419. 

0103.C35.ol.tc 
2555. .2698, 2557. 

0103.C35.o2.ts 
2467. .2721 

0103.C35.o4.tm 
2522. .2812 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 

Method TBLASTX : Soybean 

End 1933 

Score 202 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 
Method TBLASTX : Mai ze 
End 2119 . 

Score. . 479.. -. • 



.2119, 1915. .2112 



Seq. ID OJ990608_02.0103.C35 
Strand 

13560 

TBLASTX: Wheat 
2674 
593 



End 

Method 
End 
Score 
.2673 



Seq. ID OJ990608_02.0103.C35 
Strand 

13560 

TBLASTX: Cress 
2698 
89 



End 

Method 
End 
Score 
.2697 



Seq. ID OJ990608_02.0103.C35 
Strand 

End .13560 ■ 

Method ' TBLASTX : Soybean ' 

End ' 2722 

Score 294 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 

Method TBLASTX : Mai ze 

End 2812 



Seq. No. 



32756 



Seq. ID OJ990608 02.0103.C35 



32890 



Gene No. 67951 Strand 

Start 4539 End 

Name OJ990608_02 . 0103 . C35 . ol . tw Method 

Start 2681 End 

GI none Score 

Exons 2681.. 3307, 2683.. 3306 



13560 

TBLASTX: Wheat 

3307 

722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32756 
67951 
4539 

OJ990608_02. 0103 . C35 . ol . tm 

2861 

none 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 

Method TBLASTX: Maize 

End 34 60 

Score 225 



2861. .3019, 2869. .3015, 3019. .3447, 3023. .3460 



32756 
67951 
4539 

OJ990608_02 . 0103 . C35 . 06 . tw 

3307 

none 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 

Method TBLASTX : Wheat 

End 3640 

Score 368 



33.07. .351.6:,. 33.0.8 ... 364 0, ; .3458...., 3619. 



32756 
67951 
4539 

OJ990608_02. 0103 . C35 . 06 . tm 

3464 

none 

3464. .3661 



Seq. ID OJ990608_02. 0103.C35 
Strand 

End 13560 

Method TBLASTX: Maize 

End 3661 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons ■ 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32756 
67951 
4539 

OJ990608_02 . 0103 . C35 . o3 . gs 

4539 

none 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 

Method GENSCAN 

End 7044 

Score .71 



4539. .5166, 5863. .'5989, 6506. .6586, 6948. .7044 



32756 
67951, 
4539 

OJ990§08_02. 0103.C35.o3.np 
5819 . 
4680183 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 
.Method AAT/NAP 
End' ' ' 13560 
Score 179 



5819. .5908, 6516. .6586, 13539. .13560 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



32756 
67951 
4539 

OJ990608_02. 0103 . C35 . 06 . gs 

13284 

none 

13284. .13385 



Seq. ID OJ990608_02.0103.C35 
Strand 

End 13560 

Method GENSCAN 

End 13385 



Seq. No. 



32757 



Seq. ID OJ990608_02.0103.C36 



32891 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



67952 
349 

OJ990608 
349 
none 
349. . 962 



02.0103.C36.ol.gs 



Strand 
End 

Method 

End 

Score 



+ 

962 

GEN SCAN 

962 

.54 



Seq. ID OJ990608_02.0103.C40 
Strand 

466 

AAT/NAP 
466 
143 



End 

Method 

End 

Score 



32758 
67953 
1 

OJ990608_02.0103.C40.ol.np 
1 

462078 
1. .466 

FERROUS IRON TRANSPORT PROTEIN B gi | 54 1069 I pir | | A36932 iron(II) 
transport system protein FeoB - Escherichia coli 

gi|1199515|emb|CAA50387| (X71063) ferrous iron transport protein 
B [Escherichia coli] gi 11789813 (AE000416) ferrous iron 
transport protein B [Escherichia coli] 



Seq. No. 


32759 






Seq. ID 


OJ990608_02.0103 


.C41 


Gene No .. 


.67954.. . r 






Strand- - 




_~ — 


Start,' 


" 1 ' . . 






.End ' . 


" .623 




Name 


OJ990608 


_02.0103.C41.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End* 


623 




GI 


4680179 






Score 


683 




Exons 


1. .623 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


32759 






Seq. ID 


OJ990608_02.0103 


.C41 


Gene No. 


67954 






Strand 


+ 




Start 


1 






End 


623 




Name 


OJ990608 


_02.0103.C41.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


24 






End 


398 




GI 


none 






Score 


339 




Exons 


24 . .398, 


35. .385 










Seq . No . 


32759 






Seq. ID 


OJ990608_02.0103 


.C41 


Gene No. 


67954 






Strand 


+ 




Start 


1 






End 


623 




Name 


O.J990608 


JD2..0103.C41.O1 


. tw 


Method 


TBLASTX: Wheat . 




Start 


83 






End 


461 




GI 


none 






Score • 


345 




Exons 


83. .4 60*, 


108.. '461, 120. 


.4 61 








Seq. No. 


32759 






Seq. ID 


OJ990608JD2.0103 


.C41 


Gene No. 


67954 






Strand 


+ 




Start 


1 






End 


623 




Name 


OJ990608 


_02.0103.C41.ol 


.gs 


Method 


GENSCAN 




Start 


324 






End 


446 




GI 


none 






Score 


.62 




Exons 


324 . .446 












Seq. No. 


32760 






Con t n 
— ~*i ■ ^ v 


OJ990608 02.0103 


. viz. 


Gene No. 


67955 






Strand 


+ 




Start 


1 






End 


143 




Name 


OJ990608 


_02. 010.3. C42.ol 


.np 


Method 


AAT/NAP 





32892 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



143 
119 



6498441 
1. .143 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



32761 Seq. ID 

67956 Strand ■ 

66 End 
OJ990608_02.0103.C4 4 .ol.gs Method 

66 End 

none Score 
66. .100, 383. .498 



OJ990608_02.0103.C44 
498 

-GENSCAN 
498 
.86 



Seq. No. 32762 Seq. ID 

Gene No. 67957 Strand 

Start 8 9 End 

Name OJ990608_02 . 0103 . C46 . ol . gs Method 

Start 89 End. 

GI none Score 

Exons ... . .89. .214: • ... .. ....... 



OJ990608_02.0103.C46 
214 

GENSCAN 

214 

.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32762 Seq. ID OJ990608_02 . 0103 . C4 6 

67958 Strand 

258 End 331 

OJ990608_02 .0103 . C4 6 . ol . np Method AAT/NAP 
258 End 331 

114409 Score 105 

258. .331 

ATP SYNTHASE ALPHA CHAIN, MITOCHONDRIAL gi | 67 822 | pir | | PWRZAM 
H+-transporting ATP synthase (EC 3.6.1.34) alpha chain - rice 
mitochondrion gi | 13959 | emb | CAA35787 | (X51422) F-l-ATPase alpha 
subunit (AA 1-509) [Oryza sativa] 

32763 Seq. ID OJ990608_02 . 0103 . C50 

67959 Strand 

612 End 1301 

OJ990608_02.0103.C50.ol.np Method AAT/NAP 
253 End 479 

1169032 . .. . . .Score 367 

253. .479 

CYTOCHROME C OXIDASE POLYPEPTIDE I gi 1868015 (M14453) cytochrome 
c oxidase subunit I [Sorghum bicolor] 



32763 .Seq. ID 

67959 Strand 

612 End 
OJ990608_02 . 0103 . C50 . ol . gs Method 

612 End 

none Score 
612. .1228 



OJ990608_02.0103.C50 

1301 
GENSCAN 
1228 
.88 



Seq. Nn, 32763 

Gene No. 67959 

Start 612 

Name OJ990608JD2 . 0103 . C50 . o2 . np 



Strand 
End 

Method 



1301 
AAT/NAP 



32893 



Start 681 End 1301 

GI 629811 Score 1047 

Exons 681.. 1301 

GI Descrip. hypothetical protein 33 (coxl 5' region) - rice mitochondrion 
gi 1 870713 (M57903) unknown protein [Oryza sativa] 



Seq. No. 32764 Seq. ID 

Gene No. 67960 Strand 

Start 1 End 

Name OJ990608_02 . 0103 . C51 . ol . np Method 

Start 1 End 

GI 4680183 Score 

Exons 1 . . 555 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990608_02.0103.C51 
+ 

555 

AAT/NAP 
555 
902 



Seq. No. 32764 Seq. ID 

Gene No. 67960 Strand 

Start 1 . End 

Name OJ990608_02 . 0103 . C51 . ol . gs Method 

Start 4 8 End 

GI none - - Score - 

Exons . .... 48. . 500 • . -. . . ... 



OJ990608_02.0103.C51 
+ 

555 

GENSCAN 
500 

.94 ■ - ■ 



Seq. No. 32765 Seq. ID 

Gene No. 67961 Strand 

Start. 373 End 

Name OJ990608_02 . 0103 . C52 . ol . gs Method 

Start 373 End 

GI none Score 

Exons 373.. 431 



OJ990608_02.0103.C52 
+ 

431 

GENSCAN 

431 

.4 



Seq. No. 


32766 




Seq. ID 


OJ99060* 


3_02 


.0103 


.C53 


Gene No. 


67962 




Strand 










Start 


1 




End 


653 








Name 


OJ990608 02.0103.C53.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


653 








GI 


4680204 




Score 


136 








Exons 


1..120, 232. .653 














GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq^. No..... 


327 66 .... ... . 




t ..Seq. ID 


OJ99060E 


J_02 


..0103 


.C53 


Gene No. 


67962 




Strand 










Start 


1 . ' 




End 


653 








Name 


. OJ990608. 02.0103.C53.ol 


.gs 


Method 


GENSCAN 








Start 


269 




End 


600 








GI 


none 




Score 


.79 








Exons 


269. . 600 














Seq. No. 


32767 




Seq. ID 


OJ99060E 


_02 


.0103 


.C54 . 


Gene No. 


67963 




Strand 


+ 








Start 


1 




End 


359 








Name 


OJ990608 02.0103.C54 .ol 


• gp 


Method 


AAT/GAP 








Start 


1 




End 


359 








GI 


uC— os f 1 cypO 3 3o0 4 bl 




Score 


/ 1 A 








Exons 


1..359 














GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomic 



DNA, chromosome 1,. clone : P07 11E10 1 



32894 



Seq. No. 32767 

Gene No. 67964 

Start 1 

Name OJ990608JD2 . 0103 . C54 . ol . np 

Start 1 

GI 4680186 

Exons 1..108, 791.. 829 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID QJ990608_02.0103, 
Strand 

End 829 

Method AAT/NAP 

End 829 

Score 170 



C54 



Seq. No. 32768 

Gene No. 67965 

Start 171 

Name OJ990608_02 . 0103 . C56 . ol . gs 

Start 171 

GI none 

Exons 171.. 268 



Seq. ID OJ990608_02.0103, 

Strand 

End 268 

Method GENSCAN 

End 268 

Score . 9 



C56 



Seq. No. 

Gene No. 

Start 

t Name. .. v _ 

'■Start"'..""".. 

GI * 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32769 
67966 
1 

.OJ990608_02.0103,C58 .ol .np 

1 . . ... . 

6456166 
1. .472 

(AC011622) GMP synthase [Arabidopsis thaliana] 



Seq. ID OJ990608_02.0103. 

Strand + 

End 472 

Method.^ AAT/NAP - . 

End .4 7 2 " * ~ " 

Score 502 



C58 



32769 
67966 
1 

OJ990608_02.0103.C58.ol. ts 
1 

none 

1..255, 2. .259, 305. .337 



Seq. ID OJ990608_02.0103, 

Strand + 

End 472 

Method TBLASTX : Soybean 

End 337 

Score 280 



C58 



Seq. No. 32769 

Gene No. 67966 

Start 1 

Name OJ990608_02 . 0103 . C58 . ol . tc 

Start 1 

GI.. .none 

Exons 1..261, 2.. 262, 278.. 334 



Seq. ID OJ990608_02.0103, 

Strand + 

End 472 

Method TBLASTX : Cress 

End 334 

Score 278 



C58 



Seq. No. . 32769 

Gene No. 67966 

Start 1 

Name OJ990608_02 . 0103 . C58 . ol . tm 

Start 1 

GI none 

Exons 1. .267, 2. .262 



Seq. ID ' " OJ990608__02 . 0103 , 

Strand ' + 

End 472 

Method TBLASTX: Maize ' 

End . 267 

Score 367 



C58 



Seq. No. 32769 

Gene No. 67966 

Start 1 

Name OJ990608_02 .0103 . C58 . ol . gs 

Start 128 

GI none 



Seq. ID OJ990608JD2.0103. 

Strand + 

End 4 72 

Method GENSCAN 

End 454 

Score .99 



C58 



32895 




Exons 


128 . . 454 






Seq. No. 


32770 


Seq. ID 


OJ990608_02 . 0103 


Gene No. 


67967 


Strand 


+ 


Start 


1 


End 


208 


Name 


OJ990608 02.0103.C59.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


208 


GI 


976284 


Score 


111 


Exons 


1. .208 






GI Descrip. 


(L47194) reverse transcriptase [Arabidopsis thaliana] 


Seq. No. 


32771 


Seq. ID 


OJ990608JD2.0103 


Gene No. 


67968 


Strand 


+ 


Start 


1 


End 


127 


Name 


OJ990608 02.0103.C61.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


127 


GI 


2499245 


Score 


203 


Exons 


1. .127 






GI Descrip. 


NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 2 




Seq. No. 


32772 


Seq. ID 


OJ990608 02.0103 


Gene No..__ 


67969. . - 


Strand, 




Start 


,931 


End ~7 


1257 ~ 7" \77 


Name 


. OJ990608 02.0103.C62.ol.gs 


Method 


GEN SCAN 


Start 


931 


End 


1257 


GI 


none 


Score 


.43 


Exons 


931.. 1054, 1124.'. 1257 






Seq. No. 


32773 


Seq. ID 


OJ990608_02.0103 


Gene No. 


67970 


Strand 


+ 


Start 


48 


End 


533 


Name 


OJ990608 02.0103.C63.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


524 


GI 


none 


Score 


.46 


Exons 


48. .524 






Seq. No. 


32773 


Seq. ID 


OJ990608_02.0103 


Gene No . 


67970 


Strand 


+ 


Start 


48 


End 


533 


Name 


OJ990608 02.0103. C63.ol.np 


Method 


AAT/NAP 


Start 


114 


End . 


533 . 


GI 


5042448 


Score 


705 


Exons 


114 . .533 






GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza s'ativa. 






Seq. No. 


32774 


Seq. ID 


OJ990608 02.0103 


Gene No. . 


67971 


Strand 


+ 


Start 


1 


End 


;615 


Name 


OJ990608 02.0103.C64.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


615 


GI 


4680179 


Score 


1014 


Exons 


1..615 






GI Descrip . 


fAF11170Ql nnlunrnfoir rOv*w-T = 

- - , L j £ w — ** L VJ. J I-U 






Seq. No. 


32774 


Seq. ID 


OJ990608_02.0103 


Gene No. 


67971 


Strand 


+ 



32896 



Start 


1 


End 


615 




Name 


OJ990608 02.0103.C64.ol.tw 


Method 


TBLASTX: Wheat 




Start 


43 


End 


489 




GI 


none 


Score 


136 




Exons 


43. .303, 133. .210, 343. .489, 


360. .461 






Seq. No. 


32775 


Seq. ID 


OJ990608 02.0103. 


C65 


Gene No. 


67972 


Strand 






Start 


321 


End 


696 




Name 


OJ990608 02.0103.C65.ol.gs 


Method 


GENSCAN 




Start 


321 


End 


696 




GI 


none 


Score 


.52 




Exons 


321. .696 








Seq. No. 


32776 


Seq. ID 


OJ990608_02.0103. 


C67 


Gene No. 


67973 


Strand 






Start 


1 


End 


661 




Name 


OJ990608 02.0103.C67.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


661 




GI 


6815072 


Score 


161 




Exons 


-1..288, 382. .661 








GJ^De scrip v 


(AP001080). Similar to .Arabidopsis . thaliana chromosome- II BA( 


- 


.T13P21; . hypothetical .protein 


(AC006067) 


.. [Oryza* sativa] 




Seq. No. 


32776 


Seq. ID 


OJ990608_02.0103. 


C67 


Gene No. 


67973 


Strand 


- 




Start 


1 


End 


661 




Name 


OJ990608 02.0103.C67.ol.gs 


Method 


GENSCAN 




Start 


104 


End 


511 




GI 


none 


Score 


.67 




Exons 


104. .276, 376. .511 








Seq. No. 


32776 


Seq. ID 


OJ990608_02.0103. 


C67 


Gene No. 


67973 


Strand 






Start 


1 


End 


661 




Name 


OJ990608 02.0103.C67.ol.tm 


Method 


TBLASTX: Maize 




Start 


359 


End 


661 




GI 


none 


Score 


176 




Exons 


359. .661, 367. .648, 375.-656 








Seq . -No . 


327 77 - 


Seq. ID 


OJ990608_02.0103, 


C6? 


Gene No. 


67974 


Strand 






Start 


112 


End 


480 




Name 


OJ990608 02.0103.C69.oI.gs 


Method 


GENSCAN 




Start 


112 


End 


480 




GI 


none 


Score 


.88 




Exons 


112. .363, 449. .480 








Seq. No. 


32778 


Seq. ID 


OJ990218_02.0121. 


CI 


Gene No. 


67975 


Strand 


+ 




Start 


1 


End 


340 




Name 


OJ990218 02.0121.Cl.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


340 




GI 


4680183 


Q r* r\ ire* 


8 9 




Exons 


1..38, 249. .340 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 





32897 



Seq. No. 32778 Seq. ID OJ990218_02 . 0121 . CI 

Gene No. 67976 Strand 

Start . 128 End 218 

Name OJ990218_02 . 0121 . CI . ol . np Method AAT/NAP 

Start 128 End 218 

GI 6721561 Score 99 

Exons 128. .218 * 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of 

predicted gene.; hypothetical protein [Oryza sativa] 

gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 



the 



corresponds to 
protein [Oryza 



a region 
sativa] 



of the predicted gene.; hypothetical 



Seq. No. 32778 Seq. ID 

Gene No. 67977 Strand 

Start 128 End 

Name OJ990218_02 . 0121 . CI . ol . gs Method 

Start 128 End 

GI none Score 

Exons 128.. 218 



OJ990218_02.0121.C1 
218 

GENSCAN 

218 

.45 



Seq,, .No... . _ 

Gene . No 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. Seq... .ID .OJ?90218._.02. 0121.,C5_, 



32779 . 

679.78 " /. . 

1 

OJ990218_02. 0121.C5.ol.np 
1 

4220523 
1..411, 497. .994 

(AL035356) putative alliin lyase [Arabidopsis thaliana] 



..Strand 
End 

Method 

End 

Score 



994 

AAT/NAP 

994 

429 



Seq. No. 32779 Seq. ID OJ990218_02 . 0121 . C5 

Gene No. 67978 Strand 

Start 1 End 994 

Name OJ990218_02 . 0121 . C5 . ol . gs Method GENSCAN 

Start 16 End 712 

GI none Score .78 

Exons 16.. 411, 476.. 712 

Seq. No. 32779 Seq. ID OJ990218_02 . 0121 . C5 

Gene No. ■ 67978 Strand 

Start . . 1 ... . . End . 99.4 . 

Name OJ990218_02 . 0121 . C5 . ol . tm Method TBLASTX: Maize 

Start '97 End 760 

GI none Score 126 

Exons ' 97. .240, " 110. .244, 262.. 411, 308 . . 4 12, 328 . . 420 , 477.. 752, 
494 . .760 

Seq. No. 32779 Seq. ID OJ990218_02 . 0121 . C5 

Gene No. 67978 . } Strand 

Start 1 End 994 

Name OJ990218_02 . 0121 . C5 . ol . tc Method TBLASTX : Cress 

Start 548 End 761 

GI none Score 111 

Exons 548.. 694, 558.. 689, 698.. 760, 711.. 7G1 

Seq. No. 32779 Seq. ID OJ990218_02 . 0121 . C5 

Gene No. 67978 Strand 



32898 




Start 


1 


End 


994 






Name 


OJ990218__02 . 0121 .C5 .ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


554 


End 


757 




GI 


none 


Score 


89 






Exons 


554. .694, 573. .689, 699. .746, 


704 . .757 








Seq. No. 


32780 


Seq. ID 


OJ990218 


_02. 0121 


.C6 


Gene No. 


67979 


Strand 








Start 


160 


End 


324 






Name 


OJ990218_02 .0121.C6.ol.gs 


Method 


GENSCAN 






Start 


160 


End 


•324 






GI 


none 


Score 


. 58 






Exons 


160 . . 324 










Seq. No. 


32780 


Seq. ID 


OJ990218 


_02.0121 


.C6 


Gene No. 


67980 


Strand 








Start 


516 


End 


624 






Name 


OJ990218 02.0121.C6.ol.gp 


Method 


AAT/GAP 






Start 


516 


End 


624 






GI 


uC-osflcyp088bl2bl 


Score 


150 






Exons 


516. .624 










GI , De scrip . 


' 52 57 2 55 /dbjj AP 0 0 0 3 6 4 . . 1 \ A P 0 0 0 3 6 4 , . 3 . .0 e - 


3 ,6 .Oryza; 


s at iya ..gen omic 


.- - .. - - 


DNA , . chromosome .8 , ' clone : P0026F07 1 .. . 




* 




Seq. No. 


32781 


Seq. ID 


OJ990218 


_02. 0121 


.C7 


Gene No . 


67981 


Strand 








Start 


189 


End 


274 






Name 


OJ990218 02.0121.C7.ol.gs 


Method 


GENSCAN 






Start 


189 


End 


274 






GI 


none 


Score 


.51 






Exons 


189. .274 










Seq. No. 


32782 


Seq. ID 


OJ990218 


_02.0121 


.C8 


Gene No. 


67982 


Strand 








Start 


486 


End 


896 






Name 


OJ990218 02.0121.C8.ol.gs 


Method 


GENSCAN 






Start 


486 


End 


896 






GI ' * 


none 


Score 


. 96 






Exons 


486. .896 










Seq. No. 


32783 


Seq.- ID. 


OJ990218 


_02 r 0121 


C9. 


Gene No. 


67983 


Strand 








Start 


382' . 


End ' 


451 






Name 


OJ990218 02.0121.C9.ol.gs 


Method 


GENSCAN 






Start 


382 " 


End 


451 






GI 


none 


Score 


. 53 






Exons 


382. .451 










Seq. No. 


32784 


Seq. ID 


OJ990218 


_02.0121. 


C10 


Gene No. 


67984 


Strand 


+ 






u Lai L 


56 


End 


£ ^ £ 






Name 


OJ990218 02.0121.C10.ol.gs 


Method 


GENSCAN 






Start 


56 


End 


636 






GI 


none 


Score 


. 8 4 






Exons 


56. .325, 400. .636 










Seq. No. 


32785 


Seq. ID 


OJ990218_ 


JD2.0121. 


C12 



32899 




Gene No. 


67985 








Strand 






Start 


1 








End 


1242 




Name 


OJ990218 02 . 0121 .CI 2 


.ol. 


np 




Method 


AAT/NAP 




Start 


1 








End 


1242 




GI 


4220523 








Score 


366 




Exons 


1 . . 81, 985. . 1242 














GI Descrip. 


(AL035356) putative 


alliin 


lyase [Arabidopsis thaliana] 




Seq. No. 


32785 








Seq. ID 


OJ990218_02.0121 


.C12 


Gene No. 


67985 








Strand 






Start 


1 








End 


1242 




Name 


OJ990218 02.0121.C12 


• ol. 


tm 




Method 


TBLASTX: Maize 




Start 


1 








End 


1240 




GI 


none 








Score 


64 




Exons 


1..81, 2. .82, 985. .1239, 


986. 


. 1240 






Seq. No. 


32785 








Seq. ID 


OJ990218_02.0121 


.C12 


Gene No. 


67985 








Strand 






Start 


1 








End 


1242 




Name 


OJ990218 02.0121.C12 


.ol. 


tc 




Method 


TBLASTX: Cress 




Start 


4 








End 


1237 




GI. ... ..... 


_none 








Score 


71 . 





Exons . -~ . 


* 4. 81, '..17. ".79, 985. .. 


1236;.. 


395 


. . 1237 - : " 






Seq. No. 


32785 








Seq. ID 


OJ990218 02.0121 


.C12 


Gene No. 


67985 








Strand 






Start 


1 








End 


1242 




Name 


OJ990218 02.0121.C12 


.ol. 


gs 




Method 


GENSCAN 




Start 


304 








End 


1209 




GI 


none 








Score 


.46 




Exons 


304. .385, 828. .927, 


985. 


.1209 








Seq. No. 


32786 








Seq. ID 


OJ990218_02.0121 


.C13 


Gene No . 


67986 








Strand 


+ 




Start 


3131 








End 


3470 




Name 


OJ990218 02.0121.C13 


.ol. 


gp 




Method 


AAT/GAP 




Start 


3131 








End 


3470 




GI 


uC-osflcypll7e01al 








Score 


672 




Exons 


3131.. 3470 














GI Descrip. 


' 5441880/dbj IBAA8237 


8.1| 


5 


Oe- 


-75 (AP000367) EST C28952 (C62 945 ) 



corresponds to a region of the predicted gene.; Similar to. maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


32786 








Seq. ID 


OJ990218_02.0121 


-C13 


Gene No. 


67987 








Strand 






Start 


3016 








End 


5808 




Name 


OJ990218 02 


.0121 


C13.o2 


.gs 


Method 


GENSCAN 




Start 


3016 








End 


5712 




GI ... 


none 








Score 


.88 




Exons 


3016. .3082, 


4419 


.4542, 


5164. 


.5422, 5620. .5712 




Seq. No. 


32786 








Seq. ID 


OJ990218_02.0121 


.C13 


Gene No. 


67987 








Strand 






Start 


3016 








End 


c; o n o 




Name 


OJ990218 02 


0121 


C13.o2 


tm 


Method 


TBLASTX : Maize 




Start 


3410 








End 


5808 




GI 


none 








Score 


60 





32900 



Exons 3410. .3505, 3432. .3506, 5296. .5418, 5309. .5422, 5316. .5423, 

5614.. 5808, 5615.. 5806 





Seq. No. 


32786 








Seq. ID 


OJ990218_02.0121. 


C13 




Gene No. 


67987 








Strand 








Start 


3016 








End 


5808 






Name 


OJ990218 02 


.0121. 


C13.ol. 


np 


Method 


AAT/NAP 






Start 


3416 








End 


5808 






GI 


2623295 








Score 


571 






Exons 


3416. . 3503, 


4419. 


.4542, 


5164. 


.5422, 5620. .5808 






GI Descrip. 


(AC002409) 


hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


32786 








Seq. ID 


OJ990218_02.0121. 


C13 




Gene No. 


67987 








Strand 








Start 


3016 








End 


5808 






Name 


OJ990218_02 


.0121. 


C13.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


3431 








End 


5694 






GI 


none 








Score 


120 






Exons 


3431. .3505, 


4415. 


.4543, 


4419. 


.4547, 5150. .5422, 5163. .5231, 






5310. .5423, 


5614. 


.5694, 


5615. 


.5692 








Seq. .Np : 


.32-78 6 








Seq. . ID 


.pJ99p218__02,0121, 


£13 




Gene No. 


67 987 








Strand : 








Start 


3016 








End' 


5808 






Name 


OJ990218_02 


.0121. 


C13.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


4413 








End 


5231 






GI 


none 








Score 


157 




hi 


Exons 


4413. .4547, 


4415. 


.4543, 


4480. 


.4545, 5163. .5231 






Seq. No. 


32787 








Seq. ID 


OJ990218_02.0121. 


C14 




Gene No. 


67988 








Strand 


+ 






Start 


321 








End 


689 




;" ■ ; 


Name 


OJ990218 02 


.0121. 


C14.ol. 


gs 


Method 


GENSCAN 




!; : . ! 


Start 


321 








End 


689 






GI 


none 








Score 


.85 






Exons 


321. .458, 541. .689 












Seq. No. 


32788 








Seq. ID 


OJ990218_02.0121. 


C15 




Gene No. 


67989 








Strand 








Start 


406 








End 


2230 






Name 


OJ990218 .02 


.0121.. 


C15.ol. 


gp 


. Method 


.. AAT/GAP 






Start 


406 








End 


1304 






GI : 


• 301 1.R1084 








Score 


1156 






Exons 


406. .660, 8 


37. .91 


8, . 1023 


..1304 







GI Descrip. ' 2500353/sp | Q4'064 9 | R103_ORYSA 2.0e-42 60S RIBOSOMAL PROTEIN 

L10-3 (QM/R22) >gi_1293784 (U55048) similar to human QM protein, 
a putative tumor supressor, and to maize ubiquinol-cytochrome C 
reductase complex subunit VI requiring protein SC34 [Oryza 
sativa] ' 



Seq. No. 32788 Seq. ID OJ990218_02 . 012 1 . C15 

Gene No. 67 98 9 Strand 

Start 406 End 2230 

Name OJ99021 8_02 = 0121 . C15 . ol . np Method 

Start 598 ~ End 1534 

GI 2500353 Score 1079 

Exons 598.. 660, 837.. 918, 1023.. 1534 



32901 



GI Descrip. 60S RIBOSOMAL PROTEIN L10-3 (QM/R22) gi | 1293784 (U55048) similar 
to human QM protein, a putative tumor supressor, and to maize 
ubiquinol-cytochrome C reductase complex subunit VI requiring 
protein SC34 [Oryza sativa] 



Seq. No. 


32788 




Seq. ID 


OJ990218_02. 


0121 .C15 


Gene No. 


67989 




Strand 


— 




Start 


406 




End 


2230 




Name 


OJ990218_02.0121 


.C15.ol.gs 


Method 


GENSCAN 




Start 


GOT 

837 




End 


o o t n 




GI 


none 




Score 


.99 




Exons 


837. .918, 1023.. 


1524, 2221.. 


2230 






Seq. No. 


32788 




Seq. ID 


OJ990218_02. 


0121. C15 


Gene No. 


67989 




Strand 






Start 


406 




End 


2230 




Name 


OJ990218 02.0121 


.C15.o2.gp 


Method 


AAT/GAP 




Start 


1141 




End 


1524 




GI 


4878923 




Score 


635 




Exons 


1141. .1524 










GI Descrip. 


2500353/sp|Q4064 


9|R103_ORYSA 


3.0e-33 


60S RIBOSOMAL 


PROTEIN L10 



_(QM/R22) >gi_1293784^ (U5504 8) . similar to. human J}M .protein^... a . 
putative., tumor supressor,. and .to maize . ubiquinol-cytochrome :C 
reductase complex subunit VI requiring protein SC34 L . [Oryza 
sativa] 



Seq. No. 


32788 






Seq. ID 


OJ990218_02.0121 


.C15 


Gene No. 


67990 






Strand 






Start 


2221 






End 


2277 




Name 


OJ990218 


02.0121.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


599 






End 


1420 




GI 


none 






Score 


84 




Exons 


599. .661, 


616. .663, 834. 


.917 


, 835. .918 


, 845. .922, 1021. 


.132( 




1022. .1420, 1023. .1418 










Seq. No. 


32788 






Seq. ID 


OJ990218_02.0121 


-C15 


Gene No. 


67990 






Strand 






Start 


2221 






End 


2277 




Name 


OJ990218 


02.0121.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


602 






End 


1533 




GI„ ... 


none. 






. Score 


72 . 




Exons 


• 602. .661, 


616. .663, 834. 


. 917 


, 835.. 918 


, 837. .920, 844.. 


918, 




845. . 922, 


. 1022. .1522, 1023. . 


1523, 1134 


..1526, 1369. .1533 


Seq. No. 


32788 






Seq. ID 


OJ990218_02.0121 


.C15 


Gene No. 


67990 






Strand 






Start 


2221 






End 


2277 




Name 


OJ990218 


02.0121.C15.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


834 






End 


1526 




GI 


none 






Score 


77 




Exons 


834. .917, 


835.. 918, 1009 


..1407, 1022.. 


1522, 1023. .1523, 






1134. .152 


6 


















Seq. ID 


OJ9902I6 02.0121 


.CI5 


Gene No. 


67990 






Strand 






Start 


2221 






End 


2277 




Name 


OJ990218 


02.0121.C15.ol. 


tc 


Method 


TBLASTX: Cress 





32902 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



837 End 1526 

none Score 65 

837. .917, 838. .918, 1022. .1522, 1023. .1523, 1134. .1526 



Seq. ID OJ990218_02.0121.C15 
Strand 

End 2277 

Method . AAT/GAP 

End 2277 

Score 87 



32788 
67990 
2221 

OJ990218_02.0121.C15.o3.gp 
2221 
700383 
2221. .2277 

2500353/sp|Q40649|R103_ORYSA 2.0e-42 60S RIBOSOMAL PROTEIN L10-3 
(QM/R22) >gi_1293784 (U55048) similar to human QM protein, a 
putative tumor supressor, and to maize ubiquinol-cytochrome C 
reductase complex subunit VI requiring protein SC34 [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 
Name 

Start.;.. , .... : 
' GT • 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32789 
67991 
1 

OJ990218_02.0121.C16.ol.np 

1 . 

■1085953 : ... . . ..\, ... " ..... 

1..30, 352.. 425, 536.. 630 

hypothetical protein S2 - Phalaris coerulescens 



Seq. ID OJ990218_02.0121.C16 
Strand + 
End 630 
Method AAT/NAP 

End,.. _ _;.630_„ , 

Score. . 181 . . 



32789 
67991 
1 

OJ990218_02.0121.C16.ol.gp 
357 

54795JL.R1084 
357. .425, 533. .630 

1 1085952/pir | | S49352 3.0e-30 hypothetical protein SI 
coerulescens 1 



Seq. ID OJ990218_02.0121.C16 

Strand + 

End 630 

Method AAT/GAP 

End 630 

Score 297 



Phalaris 



Seq. No. 32790 

Gene No. 67 992 

Start 594 

Name OJ990218_02 . 0121 . C17 . ol . tm 

Start.. 593 . ., 

GI none 

Exons 593. .718, 594. .716, 596. .718, 1288. .1452, 1292. .1453, 
1296. .1466, 1318. .1464 



Seq. ID OJ990218_02. 0121 .C17 
Strand + 
End 1785 
Method TBLASTX : Mai ze 
End . .1466 
Score 218 



Seq. No. 32790 

Gene No. 67992 

Start 594 

Name OJ990218_02 . 0121 . C17 . ol . gp 

Start 594 

GI 54795_1.R1084 

Exons 594.. 723 

GI Descrip. ' 1085952/pir || S4 9352 3.0e-30 hypothetical protein SI - Phalaris 

mornlacponc' 



Seq. ID OJ990218_02.0121.C17 

Strand + 

End 1785 

Method AAT/GAP 

End 723 

Score 192 



Seq. No. 
Gene No. 



32790 
67992 



Seq. ID OJ990218_02.0121.C17 
Strand + 



32903 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



594 End 1785 

OJ990218_02 . 0121 . C17 . ol . np Method AAT/NAP 
594 End 1453 

1085953 Score 362 

594. .716, 1319. .1453 

hypothetical protein S2 - Phalaris coerulescens 



32790 Seq. ID 

67992 Strand 

594 End 
OJ990218_02 . 0121 .C17 . ol . gs Method 

5 94 End 

none Score 

594. .716, 1319. .1456 



OJ990218_02.0121.C17 
+ 

1785 
GENSCAN 
1456 
.99 



Seq. No. 32790 Seq. ID OJ990218_02 . 0121 . C17 

Gene No. 67992 Strand + 

Start 594 End 1785 

Name OJ990218_02 . 0121 . C17 . o2 . gp Method AAT/GAP 

Start 1136 End 1785 

GI 20568_1 .R1084 Score 848 

Exons _ . .1136.. -.1195-, 1319. . 1785.. _ • 

.GI Descrip..;. . 5/Z327aiy.g^ {AF1.593.8.6) . 

thioredoxin-like protein [Secale cereale] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start ' 
GI 

Exons . 



32791 
67993 
1921 

OJ990218_02.0121.C18.ol.np 

1921 

1946369 



Seq. ID OJ990218 02.0121.C18 



Strand 
End 

Method 

End 

Score 



+ 

4217 
AAT/NAP 
3991 
362 



1921. .2045, 2223. .3098, 3389. .3616, 3672. .3761, 3804. .3991 
(U93215) unknown protein [Arabidopsis thaliana] 



32791 Seq. ID 

67993 Strand 

1921 End 
OJ990218_02 . 0121 . C18 . ol . gs Method 

2225 End 

none Score 

2225.. 3994 _ 



OJ990218_02.0121.C18 
+ 

4217 
GENSCAN 
3994 
.88 



Seq. No. 32791 Seq. ID 

Gene No. 67993 Strand 

Start 1921 'End 

Name OJ990218_02 . 0121 . C18 . ol . gp Method. 

Start 3893 End 

GI 3769203 Score 

Exons 3893.. 4217 



OJ990218_02.0121.C18- 
+ 

4217 
AAT/GAP 
4217 
603 



Seq. No. 32791 

Gene No. 67994 

Start 11753 

Name OJ990218 02 . 0121 . CIS . c4 , 

Start 11753 

GI 5852084 

Exons 11753. . 11836 



Seq. ID OJ990218_02.0121.C18 

Strand + 

End 11836 

i ici,iiwu nn _l / LVir\r 

End 11836 

Score 73 



32904 



GI Descrip. (AL117264) zwh0007 . 1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990218_02.0121.C18 
+ 



32791 Seq. ID 

67995 Strand 
12315 End 15368 

OJ990218_02 . 0121 . C18 . o2 . gp Method AAT/GAP 
12315 End 14227 

18211_1.R1084 Score 1291 

12315. .12415, 12497. .12719, 
14082. .14227 

•1946372 2.0e-18 (U93215) yeast hypothetical protein YDBl_SCHPO 
isolog [Arabidopsis thaliana] 1 



13412. . 13596, 13941 14008, 



32791 Seq. ID 

67995 Strand 

12315 End 

OJ990218_02.0121.C18.o5.np Method 

12599 End 

1946372 Score 



OJ990218_02.0121.C18 
+ 

15368 
AAT/NAP 
15306 
608 



12599. .12719, 134 12 .. 13537 , 14853 .. 15080, 15186. .15306 

(U93215) putative integral -membrane protein [Arabidopsis 
thaliana] _ , - _ _ . . c 



Seq. No. 32791 _ Seq. ID OJ990218_02 . 012 1 .C18 

Gene No. 67995 Strand + 

Start 12315 End 15368 

Name OJ990218_02 . 0121 . C18 . o3 . gp Method AAT/GAP 

Start 14831 End 15368 

GI LIB3433-054-P1-K1-F8 Score 758 

Exons 14831. .15082, 15194.. 15368 

GI Descrip. '1946372 3.0e-35 (U93215) yeast hypothetical protein YDBl_SCHPO 
isolog [Arabidopsis thaliana] ? 



Seq. No. 32791 

Gene No. 67996 

Start 3203 

Name OJ990218_02 . 0121 . C18 . o2 . tm 

Start 2586 

GI none 

Exons 2586.. 2642, 2589.. 2642, 
2835. .3557, 2920. .357.0, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2621. .2857, 2621. .2836, 
3248. ,3589, 3596. .3727 



OJ990218_02.0121.C18 
5564 

TBLASTX: Maize 

3727 

40 

2804 . .3589, 



Seq. No.- 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



a - - — • - 

Gene No. 

Start 

Name 



32791 ■ Seq. ID -OJ990218_02.-0121.C18 

67996. Strand - 

3203 " End 5564 

OJ990218_02 . 0121 . C18 . o3 . np Method AAT/NAP 

3203 End 5564 

5922634 Score 94 

3203. .3247, 5441. .5564 .. 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



32791 
67996 
3203 

OJ990218 02.0121.C18.o2.tw 



c ^ ~ 
^ ■ 



Strand 
End 

Method 



5564 

TBLASTX: Wheat 



32905 



Start 
GI 

Exons. 



3487 End 3867 

none Score 60 

3487. .3651, 3492. .3641, 3493. .3651, 3509. .3859, 3699. .381-8, 
3706. .3867 



Seq. No. 32791 Seq. ID 

Gene No. 67996 Strand 

Start 3203 ■ .End 

Name OJ990218_02 . 0121 . C18 . o2 . ts Method 

Start 3677 End 

GI none Score 

Exons 3677.. 3994, 3871.. 3912 



OJ990218_02.0121.C18 
5564 

TBLASTX: Soybean 

3994 

240 



Seq. No. 32791 Seq. ID 

Gene No. 67996 Strand 

Start 3203 End 

Name OJ990218JD2 . 0121 .C18 . o3 . tm Method 

Start 3728 End 

GI none Score 

Exons 3728.-3994, 3754.. 3912 



OJ990218_02.0121.C18 
5564 

TBLASTX: Maize 

3994 

335 



O 

m 
o 

w 



O 
h 

o 

o 



. §eg.... : No. 
..Gene. .No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 
Name 
Start _ 
GI 

.Exons 



32791-. 

6.7 9.97 _ 

12593 

OJ990218JD2. 
12593 
none 

12593. . 12739, 
13411. . 13524, 
13940. . 14008, 
14085. . 14213, 
14814. . 15083, 
15191. . 15331, 
15319. . 15432, 
15474. . 15503 



0121. C18.ol.tm 



12595. 
13411. 
13941. 
14574. 
14815. 
15191. 
15320. 



12744, 
13608, 
14006, 
14735, 
15093, 
15334, 
15436, 



32791 
67997 
12593 

OJ990218_02.0121.C18.o2.tc 

12607. 
none 

12 607.-. 1274 7, 12 608. .12739, 
13416. .13520 



..Seq. ID 
.....Strand. 
End 

Method 
End 
Score 

12616 

13413 

14079 

14597 

14816 

15310 

15320 



.0 J? 9.0 2 1.8_0 2 -.01 21, CI a 



15523 

TBLASTX : Maize '< 
15523 
142 

12774, 13410. . 13595, 
13595, 13938. . 14006, 
14207, 14083. . 14217, 
14749, 14803. . 15084, 
15094, 15186. . 15320, 
15426, 15312. . 15425, 
15439, 15473. . 15523, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990218_02. 0121.C18 
15523 

TBLASTX: Cress 

13520 . . 

101 



13410. .13520, 13411. .13518, 



Seq. No. 32791 

Gene No. 67997 

Start 12593 

Name OJ9902 18_02 . 0121 . C18 . o3 . ts 

Start 13381 

GI none 

Exons 13381. . 13524, 13407 .. 13586, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990218_02.0121.C18 
15523 

TBLASTX: Soybean 

13592 

167 



13410. .13592 



Seq. No. 32791 Seq. ID 

Gene No. 67997 Strand 

Start 12593 End 

Name OJ990218 02 . 0121 . C18 . ol . tw Method 



OJ990218_02.0121.C18 
15523 

TBLASTX: Wheat 



32906 




Start 14536 End 15046 

GI none Score 139 

Exons 14536. . 14730, 14556. . "14735, ■ 14597. . 14716, 14 625 .. 14732, 

14 644. .14 733, 14806. .15006, 14814. .15038, 14 815. .1504 5, 

14816. .15046 



Seq. No. 32791 Seq. ID 

Gene No. 67997 Strand 

Start 12593 End 

Name OJ990218_02 . 0121 . C18 . ol . ts Method 

Start 14574 End 

GI none Score 

Exons 14574. .14738, 14 574 .. 14720, 

14819. .15079, 14925. .15071 



OJ990218_02.0121.C18 
15523 

TBLASTX: Soybean 
15079 
223 

14600. .14737, 14 8 18 .. 15066, 



Seq. No. 32791 Seq. ID 

Gene No. 67997 Strand 

Start 12593 End 

Name OJ990218_02 . 0121 . CI 8 . ol . tc Method 

Start 14893 End 

GI none . Score 

Exons.,, 14893 V .J503.6, . J4.8?4,,._..15064. -, ; . 



OJ990218_02.0121.C18 
15523 

TBLASTX: Cress 

15064 

230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32792 - Seq. ID OJ990218JD2 . 0121 . C19 

67998 Strand + 

1926 End 2691 

OJ990218_02 . 0121 . CI 9 . ol . np Method AAT/NAP 

1926 End 2691 

6907106 Score 303 

1926. .2201, 2229. .2416, 2490. .2691 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


32792 








Seq. ID 


OJ990218 


_02.0121.C19 


Gene No. 


67999 








Strand 






Start 


1583 








End 


2178 




Name 


OJ990218 02 


.0121. 


C19.ol 


.gs 


Method 


GENSCAN 




Start 


1583 








End 


2178 




GI 


none . 








Score 


.43 




Exons 


1583. .1777, 


1942. 


.2178 










Seq. No. 


327 92 








Seq. ID 


OJ990218 


_02.0121.C19 


Gene No. 


68000 








Strand 






Start 


2226 








End 


2577 




Name 


OJ990218' 02 


.0121. 


C19.ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


2226 








End 


2577 




GI 


none 








Score 


74 




Exons 


2226. .2285, 


2227. 


.2286, 


2287. 


.2442, 2290. .2442, 


2312. .2443, 




2411. .2506, 


2433. 


.2492, 


2447. 


.2518, 2448.. 2519, 


2448. .2576, 




2528. .2572, 


2533. 


.2577 











Seq. No. 32793 Seq. ID OJ990218_02 . 0121 . C20 

Gene No. 68001 Strand + 

Start 1 End 341 

Name OJ990218_02 . 0121 . C20 . ol . gp Method AAT/GAP 

Start 1 End 341 

GI 91923 1.R1084 Score 318 



32907 



Exons 1..105, 126.. 341 

GI Descrip. 1 4006878 /emb | CAB1 67 96 . 1 J 7.0e-ll (Z99707) MAP3K-like protein 
kinase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • „ 
-GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32793 Seq. ID 

68002 Strand 
2886 End 
OJ990218_02 . 0121 . C20 . ol . np Method 
2886 End 
5257264 Score 
2886. .2957, 3283. .5179 

(AP000364) ESTs AU0648 13 ( E40579) , D24 600 (R2232 ) correspond to a 
region of the predicted gene.; Similar to Human mRNA for 
KIAA0255 gene. (D87444) [Oryza sativa] 



OJ990218_02.0121.C20 
+ 

5507 
AAT/NAP 
5179 
2687 



32793 Seq. ID 

68002 Strand 
2886 End 
OJ990218_02.0121.C20.o2.gp Method 
3878 End 
428450 Score 
3878. ..4286 - . - , , . 

.525726,4./ dbj j BAA8.L7 63....1J . 2 . Oe-5.6. ,.(AP0 0.03 6.4 j:;.ESTs., ... . ......... J. 

AU064813 (E40579) , D24600 (R2232) correspond to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0255 gene. 
(D87444) [Oryza sativa] 



OJ990218_02.0121.C20 
+ 

5507 
AAT/GAP 
4286 
805 



32793 
68002 
2886 

OJ990218_02.0121.C20.o4.gp 
4899 

86580_1.R1084 
4899. .5507 

, 5823576/emb|CAB53758.1| 3.0e-43 (AL049730) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990218_02.0121.C20 

Strand + 

End 5507 

Method AAT/GAP 

End 5507 

Score 1171 



32793 
68003 
826 

.OJ990218_02.0121.C20.ol.gs 

826 
none 

826. .940, 1051. .1093 



Seq. ID OJ990218_02.0121.C20 

Strand - 

End 1093 

Method GEN SCAN 

End 1093 

Score . 65 



Seq. No. 32793 

Gene No. 68004 

Start 4390 

Name OJ990218_02 . 0121 . C20 ; . ol . tm 

Start 3238 

GI none 

Exons 3238.. 3828, 3252.. 3800, 3802. 

4743. .4958, 4744. .4962, 4991. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990218 02.0121.C20 



5185 

TBLASTX: Maize 
5185 
712 

4740, 3819. .4727, 4415. 
5185, 4999. .5178, 5063. 



4738, 
5179 



Seq. No. 
Gene No. 
Start 



32793 
68004 
4390 



Seq. ID 

Strand 

End 



OJ990218 02.0121.C20 



5185 



32908 




Name 


OJ990218 02 


.0121 


.C20.O4 


.ts 


Method 


TBLASTX: Soybean 


Start 


3253 








End 


3438 


GI 


none 








Score 


189 


Exons 


3253. .3438, 


3288 


. .3422 








Seq. No. 


32793 








Seq. ID 


OJ990218 02 0121 C20 


Gene No. 


68004 








Strand 




Start 


4390 








End 


5185 


Name 


OJ990218 02 


.0121 


.C20.o3 


,tc 


Method 


TBLASTX: Cress 


Start 


328 6 








End 


3636 


GI 


none 








Score 


141 


Exons 


3286. .3423, 


3424 


. .3636 








Seq. No. 


32793 








Seq. ID 


OJ990218 02.0121 C20 


Gene No. 


68004 








Strand 




Start 


4390 








End 


5185 


Name 


OJ990218 02 


.0121 


.C20.O3 


.ts 


Method 


TBLASTX: Soybean 


Start 


3439 








End 


3660 


GI 


none 








Score 


259 


Exons 


3439. .3660, 


3441 


. .3656, 


3589. 


.3660 




Seq.. .No. 


.-. .32793. 








Seq-.. ID 


OJ990218 .02 . 0121 . C2.0. 


.Gene- .No.. - - 


' T l 68004. U!V.. 


— - ... 


- 





Strand ... 




Start 


4390 ■ 








End 


5185 


Name 


OJ990218 02 


.0121 


C20.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3648 








End 


4050 


GI 


none 








Score 


472 


Exons 


3648. .4049, 


3648 


.4049, 


3649. 


.4050 




Seq. No. 


32793 








Seq. ID 


OJ990218_02.0121.C20 


Gene No . 


68004 








Strand 




Start 


4390 








End 


5185 


Name 


OJ990218 02 


.0121 


C20.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


3801 








End 


4293 


GI , 


none 








Score 


50 


Exons 


3801. .3932, 


3804. 


.3917, 


3817. 


.3927, 3962. .4060, 3964. .4293, 




3964 . .4167, 


3990. 


.4292 








Seq. No. 


32793 








Seq. ID 


OJ990218_02.0121.C20 


Gene No. 


68004 








Strand 




Start. 


. 4390 








.End 


5185. 


Name 


OJ990218 02 


.0121. 


C20.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3955 








End 


4206 


GI 


none 








Score 


250 


Exons 


3955. .4164, 


3958 . 


.4206, 


3972. 


.4205 




Seq. No. 


32793 








Seq. ID 


OJ990218_02.0121.C20 


Gene No. 


68004 








Strand' 




Start 


4390 








End 


5185 


Name 


OJ990218J32 


.0121. 


C20.ol 


. tc 


Method 


TBLASTX: Cress 


btart 










End 


5140 


GI 


none 








Score 


179 


Exons 


4215. .4535, 


4218. 


.4535, 


4219. 


.4539, 4511. .4855, 4515. .4931, 




4522 . .4 947, 


4 524. 


A QA -3 


a c; a n 

"3 ~J I w/ . 


.4944, 4892. .5017, 4916. .4984. 




5096. ,5140' 












Seq. No. 


32793 








Seq. ID 


OJ990218_02.0121.C20 



32909 



Gene No. 68004 Strand 

Start 4390 End 

Name OJ990218_02 .0121 .€20 . o2 . tw Method 

Start 4251 End 

GI none Score 

Exons 4251.. 4595, 4252.. 4593 



5185 

TBLASTX : Wheat 

4595 

571 



Seq. No. 32793 

Gene No. 68004 

Start 4390 

Name OJ990218_02 . 0121 . C20 . ol . ts 

Start 4303 

GI none 

Exons 4303.. 4962, 4303.. 4944, 4308, 
5093. .5182, 5099. .5164 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4958, 



OJ990218 02.0121.C20 



5185 

TBLASTX : Soybean 
5182 
939 

4991. .5092, 4999. .5091, 



Seq. No. 32793 Seq. ID 

Gene No. 68004 Strand 

Start 4390 End 

Name OJ990218_02 . 0121 . C20 . o3 . gp Method 

Start 4390 End 

GI _ . 6025013, . . ■ j . ... ,- . Score,. . ... _ . . 

Exons 4390. ._4 6 8.8 . . . . ~ ".. " "..f * 1~ //.J™-.." 

GI Descrip. 5257264/dbj | BAA81763. 1 | 4.0e-40 (AP000364) ESTs 

AU064813 (E40579) , D24600 (R2232) correspond to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0255 gene. 
(D87444) [Oryza sativa] 



OJ990218_02.0121.C20 

5185 

AAT/GAP 

4688 

.502 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



32794 
68005 
5908 

OJ990218_02.0121.C21.o2.gp 
5708 

11260_1.R1084 

5708. .5797, 5890. .5982, 6650 
8096. .8169, 8419. .8502, 8589 
9265. .9645 
• ' 6016697/gb|AAF01524 . 1 1 AC009991_20 
protein [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6718, 
8729, 



OJ990218_ 
+ 

12283 
AAT/GAP 
9645 
2296 
6823. . 6927, 
8851. .8916, 



02.0121.C21 



7675, 
9002. 



.7729, 
.9111, 



1.0e-74 (AC009991) unknown 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32794 . . . Seq. : ID 

68005 Strand 
5908 End - 12283 

OJ990218_02 . 0121 . C21 . o2 . gs Method GENSCAN 
5908 End 12283 

none Score . 63 

5908. .5982, 6650. .6718, 6823. .6927, 7675.. 7729, 
8419. .8502, 8589. .8729, 9002. .9111, 9265. .9390, 
10716. .10845, 11953. .12033, 12154. .12283 



OJ990.218_02.0121.C21 
+ 



8096. . 
10182, 



8169, 
. 10301, 



Seq. ID 

Strand 

End 



OJ990218_02.0121.C21 
+ 

12283 



Seq. No. 32794 

Gene No. 68005 

Start 5908 

Name OJ99021 R_0 ? s 0121 s C21.o2.np 

Start 8134 End 9430 

GI 6016697 . Score 613 

Exons 8134. .8169, 8419. .8502, 8589. .8729, 8851. .8916, 9002. .9111, 



32910 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9265. .9430 

(AC009991) unknown protein [Arabidopsis thaliana] 



32794 
68006 
975 

OJ990218_02.0121.C21.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990218 02.0121.C21 



3798 
AAT/GAP 
1040 
612 



676 

2799230 
676. .1040 

1698774/gb|U70311|CVU70311 3.0e-09 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 



32794 
68006 
975 

OJ990218_02.0121.C21.o2.tm 

915 

none 

915. . 1046, 925. . 1041, 1349 



OJ990218 02.0121.C21 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1423, 1351.. 1425, 1605.. 1664, 
1607. .1663, :x 1609, .1665,: 1612,. L665, 1765.. 184.2, . 1772 .. 1852., . 

.177.3.... 1853,- 2565.... 2 6-60.,. .258.7...:. 2.65 8V- .2.605.. ..2.6;61,;.\2.6D6 ijS.62,_ 

2734 . .2847, . 274 6. .2838, 327 6. .3335, 3277 ... 3333, 34 36. .3501, 
3436. .3501, 3605. .3652, 3610. .3660, 3763. .3798 



3798 

TBLASTX: Maize 

3798 

77 



Seq. No. 32794 

Gene No. 68006 

Start 975 

Name OJ990218_02 . 0121 . C21 . ol . gs 

Start 975 

GI none 
Exons 



Seq. ID OJ990218_02.0121.C21 
Strand 

End 37 98 

Method GENSCAN 

End 3753 

Score .82 



975. .1038, 1358. .1421, 1609. .1664, 1773. .1854, 2601. .2661, 
2746. .2839, 3277. .3332, 3439. .3501, 3610. .3753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



32794 Seq. ID OJ990218_02 . 0121 . C21 

68006 Strand 

975. End 3798 

OJ990218_02.0121.C21.ol.np Method AAT/NAP 

978 End 3636 

4902482 .Score . 457 

978. .1038, 1358. .1421, 1609. .1664, 1773. .1854, 2601. .2661, 
2746.. 2839, 3277 3332, - 3439 3501, 3610.. 3636 
(AJ238805) hypothetical protein [Arabidopsis thaliana] 
gi|6572082|emb|CAB63025.1! (AL133452) putative protein ' 
[Arabidopsis thaliana] 



32794 Seq. ID 

68006 Strand 

975 End 
OJ990218_02 . 0121 . C21 . ol . tw Method 

1349 End 

none Score 

134Q i: 1423 f 1351. .1425, 1607. .1663, 16 



OJ990218_02.0121.C21 
3798 

TBLASTX: Wheat 

2842 

95 

J w . . iuui, 1U1U. . -L <U U U , 



1765. .1848, 1766. .1852, 1772. .1852, 1773. .1886, 2598. .2660, 
2606. .2659, 2608. .2661, 2746. .2838, 2747. .2842 



32911 



Seq. No. 


32794 










Seq. ID 


OJ990218 


_02.0121.C21 


Gene No. 


68006 










Strand 






Start 


975 










End 


3798 




Name 


OJ990218 02 


. 0121 


.C21.o3 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2608 










End 


3660 




GI 


none 










Score 


60 




Exons 


2608. 


2661, 


2609 


. .2659, 


2746. 


.2871, 27 


46. .2838, 


3276. . 3335, 




3277. . 


3333, 


3436 


. . 3501, 


3613. 


. 3660 






Seq. No. 


32794 










Seq. ID 


OJ990218 


_02.0121.C21 


Gene No. 


68007 










Strand 






Start 


5683 










End 


9575 




Name 


OJ990218 02 


. 0121 


.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5683 










End 


9575 




GI 


none 










Score 


44 




Exons 


5683. . 


5721, 


5774 


. .5797, 


5889. 


.5987, 58 


90. .5982, 


6638. .6718, 




6640. . 


6720, 


6649 


. . 6720, 


6823 . 


. 6927, 6849. . 6926, 


7674 . .7733, 




7675. . 


7731, 


8093 


. .8170, 


8094 . 


.8171, 8095. .8172, 


8386. . 8529, 




8407. . 


8505, 


8547 


. . 8708, 


8556. 


.8714, 85 


88. .8728, 


8594 . . 8719, 




8845. . 


8916, 


8850 


. .8915, 


8998 . 


.9117, 8999. .9115, 


9000. . 9116, 




9264... 


9434, 


9265 


. . 9438, 


9266. 


. 9439, 9531. . 9575 




-Seq.... No_. t . , 


. ..-.32.194 






. \~ — ■ . \ 
— " - 


*:-.:'..- 
— ' - *-v • 


, Seq ..-ID; 


\0.J99d218 


. . . ..... : 

_02.012L.-C21. 


Gene No. 


68007 










Strand 






Start 


5683 










End 


9575 




Name 


OJ990218 02 


0121 


.C21.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


6628 










End 


6933 




GI 


none 










Score 


118 




Exons 


6628. . 


6720, 


6638 


. . 6718, 


6640. 


. 6720, 6812. . 6919, 


6822. .6920, 




6823. . 


6927, 


6823 


. . 6933 










Seq. No. 


32794 










Seq. ID 


OJ990218 


_02 . 0121 .C21 


Gene No. 


68007 










Strand 






Start 


5683 










End 


9575 




Name 


OJ990218 02 


0121 


.C21.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8690 










End 


9441 


GI 


none 










Score 


103 




Exons 


8690. . 


8725, 


8845 


. . 8916, 


8849. 


.8908, 8850. .8909, 


8999. . 9115, 




8999. . 


9115, 


9001 


. . 9117, 


9264 . 


.9287, 9265. .9327, 


9266. . 9352, 




9329. . 


9433, 


9330 


. . 9434, 


9331 . 


.9438, 9331.. 9441, 


9363. . 9440 


Seq. No. 


32795 






- 




Seq. ID 


OJ990218 


02.0121.C22 


Gene No. 


68008 










Strand 


+ 




Start 


3 










End 


999 




Name 


OJ990218 02. 


0121 


,C22.ol. 


gs 


"Method 


GENSCAN 




Start 


3 










End 


999 




GI 


none 










'Score 


. 67 




Exons 


3..35S, 975. 


. 999 












Seq. No. 


32796 










Seq. ID 


OJ990218 


02.0121.C23 


Gene No. 


68009 










Strand 






Start 


1273 










End 


1713 




Name 


OJ990218 02. 


0121 


.C23.ol. 


gs 


Method 


GENSCAN 




Start 


1273 










End 


17 1 ^ 




GI 


none 










Score 


.51 




Exons 


1273. . 


1445, 


1633 


. . 1666, 


1693. 


. 1713 







32912 




Seq. No. 


32797 






Seq. ID 


OJ990218 


02 . 0121 .C26 


Gene No. 


68010 






Strand 






Start 


1931 






End 


2021 




Name 


OJ990218 02 


.0121.C26.ol 


.gs 


Method 


GENSCAN 




Start 


1931 






End 


2021 




GI 


none 






Score 


.88 




Exons 


1931 . . 2021 












Seq. No. 


32798 






Seq. ID 


OJ990218 


02.0121.C27 


Gene No. 


68011 






Strand 


+ 




Start 


286 






End 


3624 




Name 


OJ990218 02 


.0121.C27.ol 


.gs 


Method 


GENSCAN 




Start 


286 






End 


3624 




GI 


none 






Score 


.54 




Exons 


286. .312, 4 


42. .464, 624 


. . 771, 


1319. .1374, 1828. 


.2045, 3149. .3624 


Seq. No. 


32798 






Seq. ID 


OJ990218 


_02.0121.C27 


Gene No. 


68011 






Strand 


+ 




Start 


286 






End 


3624 




Name 


OJ990218 02 


.0121.C27.ol 


.np 


Method 


AAT/NAP 




Start 


1745 






End 


2076 - 




GI. v. .. . 


,_6539588. .. 






, Score 






Exons r ...... 


..-114 5... ..202 6-.. 


r v '" : 








, „.. . 


GI Descrip. 


(AP000837) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


32799 






Seq. ID 


OJ990218 


_02.0121.C28 


Gene No. 


68012 






Strand 


+ 




Start 


1000 






End 


1082 




Name 


OJ990218 02 


.0121.C28.ol 


.gp 


Method 


AAT/GAP 




Start 


1000 






End 


1082 




GI 


5455354 






Score 


113 




Exons 


1000. .1082 












GI Descrip. 


6016845/dbj 


IAP000570. 1 IAP000570 6.0e-28 


! Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 



Seq. No. 32800 

Gene No. 68013 . 

Start 4 687- 

Name OJ9902 18_02 . 012 1 . C2 9 . ol . gp 

Start 4687 

GI. .... . uC-osflcyp088bl2bl . 

Exons 4687.. 4797 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990218_02.0121.C29 

Strand + 

End 4797 

Method AAT/GAP 

End 4797 

Score 154 



Seq. No. 32800 

Gene No. 68014 

Start 1 

Name OJ9902 18_02 . 0 12 1 . C2 9 . ol . np 

Start 1 

GI 6539558 

Exons 1..243, 552.. 1299 

GI Descrip. (AP000836) Similar to putative polyprotein (AC006248) [Oryza 
s a t i vh ] 



Seq. ID OJ990218_02.0121.C29 
Strand 

End 7332 

Method AAT/NAP 

End 1299 

Score 906 



Seq. No. 
Gene No. 



32800 
68014 



Seq. ID OJ990218_02.0121.C29 
Strand 



32913 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI - 
Exons. ,-, v 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq. No. . . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990218_02.0121.C29.ol.gs 

532 

none 



End 

Method 

End 

Score 



7332 
GENS CAN 
5151 
.41 



532. .679, 811. .1033, 1038. .1307, 2508. .2629, 2778. .3242, 
4070. .4188, 5024. .5151 



32800 
68014 
1 

OJ990218_02.0121.C29.ol.ts 

778 

none 



Seq. ID OJ990218_02.0121.C29 
Strand 

End 7332 

Method TBLASTX : Soybean 

End 1269 

Score 4 0 



778. .918, 789. .935, 976. .1269, 977. .1264 



Seq. ID OJ990218_02.0121.C29 
Strand 

End 7332 

Method TBLASTX: Cress 

End 1254 

■Score 158 



32800 
68014 
1 

OJ990218_02.0121.C29.ol.tc 
813 
none 

813 .9.35,, 97.0..,;. 1?54., : ^ 

32800 ' ' • ' - 

68014 
1 

OJ990218_02 . 0121 .C29 . ol . tm 
872 
none 

872. .922, 873.-983, 873. .968, 970. .1296, 971. .1297, 1164. .1298 



Seq. ID OJ990218_02.0121.C29 
Strand 

End 7332 

Method TBLASTX : Mai ze 

End 1298 

Score 128 



32800 
68014 
1 

OJ990218_02.0121.C29.o2.np 
3967 
4680183 
3967.. .4110, 7311.. 7332 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990218_02.0121.C29 
Strand 

End- 7332 

Method AAT/NAP 

End 7332 

Score / 138 



32801 : 

68015 

330 

OJ990218_02.0121.C30.ol.gs 

330 

none 

330.. 399 



Seq. ID OJ990218_02.0121..C30. 
Strand 

End 399 

Method GENSCAN 

End 399 

Score .73 



Seq. ID OJ990218_02.0121.C33 
Strand + 

152 

AAT/NAP 
152 



32802 
68016 
67 

OJ990218_02.0121.C33.ol.np 
67 

672 1561- 
67. . 152 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



End 

Method 
End 



32914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. -..No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



32802 
68017 
67 

OJ990218_02.0121.C33.ol.gs 
67 

none 

67. .158, 637. .697 



Seq. ID OJ990218_02.0121.C33 

Strand + 

End 697 

Method GENSCAN 

End 697 

Score .94 



32803 
68018 
3423 

OJ990218_02.0121.C34.ol.np 
3423 
5295955 



Seq. ID OJ990218_02.0121.C34 
Strand + 

5272 
AAT/NAP 
5272 
440 



End 

Method 
End 
Score 

3423.-3546, 4293.-4436, 4468. .4732, 4811. .4890, 4930. .5272 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] . 



..328.03.:, 

68019 
43 

OJ990218_02.0121.C34.ol.gs 
43 

none 



.Seq.. ID.-.OJ990.21.8_.0.2. 012.1...C34-, 
Strand 

End 4 941 

Method GENSCAN 
End 4941 
Score . 67 



43. .119, 789. .849, 1817. .2000, 2305. .2427, 4650. .4735, 
4827. .4941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. - 

Start" 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ990218_02.0121.C34 
Strand 

End 4941 

Method AAT/GAP 

End 2852 

Score 153 



32803 
68019 
43 

OJ990218_02.0121.C34 .ol.gp 
2743 

uC-osflcyp088bl2bl 
2743.. 2852 

f 5257255/dbj IAP000364 . 1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990218 02.0121.C34 



32803 
68019 
43 

OJ990218 J)2 . 0121 . C34 . o2 . gp 
3976 

LIB34 34-017-P1-K1-F5 
3976.. 4056 

f 5257255/dbj IAP000364 . 1 IAP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 ' 



4941 ' 
AAT/GAP 
4056 
88 



32804 
68020 
a 67 

OJ990218J)2. 0121. C36. ol.gp 
467 

11260 1.R1084 



Seq. ID OJ990218_02.0121.C36 
Strand 



Method 

End 

Score 



AAT/GAP 

543 

105 



32915 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



467. .543 

'6016697/gb|AAF01524 .1 |AC009991_ 
protein [Arabidopsis thaliana] ' 



20 1.0e-74 (AC009991) unknown 



32804 
68021 
471 

OJ990218_02.0121.C36.ol.gs 

471 

none 

471. .575 



Seq. ID OJ990218_02.0121.C36 

Strand 

End 575 

Method GENSCAN 

End 575 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene^ No. , _ ; _ 
.Start." ^,1;.. 
Name 
Start 
GI 

Exons 

GI Descrip. 



32805 Seq. ID 

68022 Strand 

4 3 End 
OJ990218_02.0121.C37 .ol.gs Method 

4 3 End 

none Score 
43. .163, 165. .273 



OJ990218_02.0121.C37 
273 

GENSCAN 

273 

.5 



OJ990218 02.0121.C38 



32806 Seq. ID _ 

J8023 ... . . ^ ..■ .Strand . . . ■. ..^.^ . 

\\ . .'.*."* . . ".End ' 608. „ ~ ,~ 7 " V. .." 

OJ990218_02.0121.C38.ol.np Method AAT/NAP 
1 End 608 

1196998 Score 1048 

1..608 

(J01829) unknown protein [Transposon TnlO] 

gi | 5103202 | dbj | BAA78838 . 1 | (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens ] gi 15738092 | gb | AAD50250 . 1 |AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 





gi | 6721110 |gb|AAF2 67 64 . 


1IAC007396 13 


(AC007396) 


T4012.21 




[Arabidopsis thaliana] 












Seq. No. 


32807 




Seq. ID 


OJ991108 


_20.0222. 


CI 


Gene No. 


68024 




Strand 


+ 






Start 


553 




End 


741 






Name 


OJ991108 20. 0222. CI. ol. 


gs 


Method 


GENSCAN 






Start 


553 




End 


741 






GI 


none .... 




Score 


.4.8 . 






Exons 


553. .741 












Seq. No. 


32807 




Seq.. ID. 


OJ991108 


_20.0222. 


CI 


Gene No. 


68025' 




Strand 


+ 






Start 


2094 




End 


6228 






Name 


OJ991108 20. 0222. CI. o2. 


gs 


Method 


GENSCAN 






Start 


2094 




End 


5879 






GI 


none 




Score 


.57 






Exons 


2094. .2223, 3066. .3154, 


4105. 


.4187, 5032. .5477, 


5614. .58 


79 


Seq. No. 


32807 




Seq. ID 


OJ991108_ 


_20.0222. 


CI 


Gene No. 


68025 




Strand 


+ 






Start 


2094 




T7> 1 

UllU 


6228 






Name 


OJ991108 20. 0222. CI. ol. 


np 


Method 


AAT/NAP 






Start 


4722 




End 


6228 






GI 


6907086 




Score 


1225 







32916 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



4722. .5485, 5545. .5706, 5946. .6228 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108 20. 0222. CI 



194 

AAT/GAP 

194 

73 



32807 
68026 
134 

OJ991108_20.0222.Cl.ol.gp 
134 

4715947 
134. .194 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 98 82_gb_AAF027 97 . 1_AF1 95115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


32807 


Seq. ID 


OJ991108_20.0222 


.CI 


Gene No. 


68027 


Strand 






Start 


2786 


End . 


3259 




Name 


OJ991108 20.0222.Cl.o2.gp 


Method 


AAT/GAP 




Start 


" 2786 


End 


3259 




:GI.. :: . 


..387.82 1.R1084 .. . 


.Score ... 


749 




..Exons . 


. .2786 3259.., . , 








GI Descrip. 


1 6069643/dbj IAP000616. 1 | AP000616 0.0e+00 Oryza sativa genomi 




■ DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


32808 


Seq. ID 


OJ991108_20.0222 


.C2 


Gene No. 


68028 


Strand 


+ 




Start 


203 


End 


7438 




Name 


OJ991108 20.0222.C2.ol.gs 


Method 


GENSCAN 




Start 


203 


End 


7415 




GI 


none 


Score 


.44 




Exons 


203. .348, 406. .586, 1251. .1429, 1915.. 


2286, 3668. .3820, 






3890. .4148, 4335. .5510, 5691. 


.7415 






Seq. No. 


32808 


Seq. ID 


OJ991108_20.0222 


.C2 


Gene No. 


68028 


Strand 


+ 




Start ■ 


203 


End 


7438 




Name 


OJ991108 20.0222.C2.ol.np 


Method 


AAT/NAP 




Start 


2840 


End 


7438 




GI.. . ,. 


.64.66937 


. Score. 


1406 . 




Exons 


2840. .2925, 4546. .7438 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsi 




■ thaliana] 








Seq. No. 


32808 


Seq. ID 


OJ991108_20.0222 


.C2 


Gene No. 


68028 


Strand 


+ 




Start 


203 


End 


7438 




Name 


OJ991108 20.0222.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


5997 


End 


6315 




GI 


none 


Score 


231 




Exons 


5997. .6311, 6075. .6314, 6181. 


. 6315 






Seq. No. 


32808 


Seq. ID 


OJ991103 20.0222 




Gene No. 


68028 


Strand 


+ ~~ 




Start 


203 


End 


7438 




Name 


OJ991108 20.0222.C2.ol.tm 


Method 


TBLASTX: Maize 





32917 




Start 


C f\ 1 o 

6012 








End 


6497 






GI 


none 








Score 


460 






Exons 




C1 no 
OlOZ 


CO Q A 

. . bzo 4 , 


/"AAA 

6302 . 


.6454, 6312. .6494 






Seq. No. 


32808 








Seq. ID 


OJ991108 20.0222 


.C2 


Gene No. 


68028 








Strand 


+ 






Start 


z Uo 








End 


7438 






Name 


ojyyiiUo 20 


n o o o 


. C2 . Ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


60 / Z 








End 


6443 






GI 


none 








Score 


389 






Exons 




Dl 1 J 


coco 
. . bz bo , 


/■i o^ 

6126 . 


.6401, 6302.. 6439 






Seq. No. 


32808 








Seq. ID 


OJ99110E 


!_20 . 0222 


.C2 


Gene No. 


68028 








Strand 


+ 






btart 










End 


7438 






Name 


ojyyiioo 20 


n o o o 

. 0222 


. C2 . ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


r a o n 

6420 








End 


6767 




GI 


none 








Score 


337 






Exons 


64 zU . . b / 6 / , 


CC/io 
D04Z 


. .6/66 












Seq. No. 


32808 








Seq. ID 


OJ99110S 


!_20 . 0222 


-C2 


Gene No. 


., 68028 . : .. # 








. Strand 








..Start, ... ; 


o n *3 




* - 




..End , 


'.,7.4 38.'. ~„ 







Name 


OJ991108 20, 


. 0222 , 


. C2 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


64 92 








End 


6890 






GI 


none 








Score 


227 






Exons 


64 92 . . 67 67, 


/" c o n 

6530 , 


. . 67 66, 


67 62 . 


.6857, 6774.. 6890 






Seq. No. 


32808 








Seq. ID • 


OJ991108 


:_20.0222 


■ C2 


Gene No. 


68028 








Strand 


+ ' 






Start 


20o 








End 


7438 






Name 


OJ991108 20. 


. 0222 . 


. C2 . o2 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


6516 








End 


7058 






GI 


none 








Score 


249 






Exons 


6516 . . 6 / /0, 


6527 . 


. .67 69, 


6774 . 


.7058, 6836. .6964 






Seq. No. 


32808 








Seq. ID 


OJ99110.8 


_20 . 0222 


.C2 


Gene No. 


68028 








Strand 


+ 






Start 


o n *d 
20J 








End 


7438 






Name 


a Trim 1 ao on 

OJ991108 20, 


, 0222 . 


, C2 . o3 . 


ts 


Method 


TBLASTX: 


Soybean 




Start, _ .. 


/ 7 O O 

.6798,, . . 








End 


704 3 ., 




GI 


none 








Score 


216 






Exons 


• 6/yy..704o / 


conn 

6800 . 


/" A /I A 

. ..6943, 


/~ CI c o 

6852 . 


.6944 








Seq. No. 


32808 " 








Seq. ID 


OJ991108 


_20.0222, 


.C2 


Gene No. 


68028 








Strand 


+ 






Start 


o n o 
20 J 








End 


7438 






Name 


OJ991108 20. 


0222 . 


C2 . o3 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


A A A 

6900 








End 


7226 






GI 


none 








Score 


204 






Exons 


6900 . . 7226 
















Seq. No. 


32808 








Seq. ID 


OJ991108 


_20.0222, 


,C2 


Gene No. 


68028 








Strand 


X 






Start 


203 








End 


7438 






Name 


OJ991108 20. 


0222. 


C2.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


7059 








End 


7421 







32918 




GI 


none 




Score 


115 


Exons 


7059. .7214, 7254. .7421 








Seq. No. 


32809 




Seq. ID 


OJ991108_20 . 0222 ,C3 


Gene No. 


68029 




Strand 


+ 


Start 


145 




End 


4175 


Name 


OJ991108 20 . 0222 . C3 . ol . 


np 


Method 


AAT/NAP 


Start 


145 




End 


1590 


GI 


2792238 




Score 


1603 


Exons 


145 . . 1590 








GI Descrip. 


(AF032697) NBS-LRR type 


! resistance protein [Oryza sativa] 


Seq. No. 


32809 




Seq. ID 


OJ991108 20. 0222. C3 


Gene No. 


68029 




Strand 


+ 


Start 


145 




End 


4175 


Name 


OJ991108_20 . 0222 .C3 . ol . 


gs 


Method 


GENSCAN 


Start 


242 




End 


4175 


GI 


none 




Score 


.45 


Exons 


242. . 2510, 2533.. 2637, 


3306. . 


3358, 3937.. 4175 


Seq. No. 


32809 




Seq. ID 


OJ991108_20.0222.C3' 


Gene No. ^ , 


68030 . . .... 




Strand. 


+ • ,. 




7393 _ ... _/ . 




' End., /. 


8670 ":"„'." ".. J^I 77 


Name 


OJ991108_20 . 0222 . C3 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


138 




End 


8547 


GI 


none 




Score 


49 


Exons 


138 . . 179, 223 . . 390, 448 


. .690, 


796. .906, 


1210. .1431, 7981. .8058, 




8302.. 8547, 8310.. 8426, 


8466. 


.8498 




Seq. No. 


32809 




Seq. ID 


OJ991108 20. 0222. C3 


Gene No. 


68030 




Strand 


+ 


Start 


7393 




End 


8670 


Name 


OJ991108_20 . 0222 . C3 . ol . 


tm 


Method 


TBLASTX : Maize 


Start 


166 




End 


8625 


GI 


none 




Score 


66 


Exons 


166. .279, 361. .471, 436 


. .474, 


505. .564, 


574. .975, 595. .732, 




759. .878, 8296.-8334, 8 


431. .8529, 8551. 


.8625 


Seq. No. 


32809 




Seq. ID 


OJ991108_20.0222.C3 


Gene No. 


68030 




Strand 


+ 


Start , , 


. 7393 




.End . 


.8 670 


Name 


OJ991108_20 . 0222 .C3 .ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


322 




End • 


8514 


GI 


none 




Score 


59 


Exons 


322. .402, 448. .561, 592 


. .708, 


721. .894, 


8302. .8430, 8443. .8514 


Seq. No. 


32809 




Seq. ID 


OJ991108_20.0222.C3 


Gene No. 


68030 




Strand 


+ 


Start 


7393 




End 


8670 


Name 


OJ991108 20.0222.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


592 




End 


8589 


GI 


none 




Score 


92 


Exons 


592. .738, 609. .707, 733 


. .876, 


762. .878, 


8446. .8523, 8521. .8589 


Seq. No. 


32809 




Seq. ID 


OJ991108_20.0222.C3 


Gene No. 


68030 




Strand 


+ 


Start 


7393 




End 


8670 



32919 



Name OJ991108_20 . 0222 . C3 . o2 . tm 

Start 1015 

GI none 

Exons 1015.. 1542, 1246.. 1533 

Seq. No. 32809 

Gene No. 68030 

Start 7393 

Name OJ991108_20 . 0222 . C3 . o2 . gs 

Start 7393 

GI none 

Exons 7393. . 8667 



Method 

End 

Score 



TBLASTX: Maize 

1542 

238 



Seq. ID OJ991108_20.0222.C3 

Strand + 

End 867 0 

Method GEN SCAN 

End 8667 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

..Seq.... No - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32809 
68030 
7393 

OJ991108_20.0222.C3.o4.np 
7816 
2792222 
7816. .8670 

(AF032689) NBS-LRR type resistance protein [Oryza sativa] 



Seq. ID OJ991108_20.0222.C3 

Strand + 

End 8 67 0 

Method ^AT/NAP 

End 8 67 0 

Score 1278 



32.8.10 - 

68031 
1 

OJ991108_20. 0222.C4 .ol.np 
1 

2792238 
1. .910 

(AF032697) NBS-LRR type resistance protein [Oryza sativa] 



, Seq. ID .OJ991108 J _2Q. .0222...C4, 

Strand + 

End 1480 

Method AAT/NAP 

End 910 

Score 1481 



32810 
68031 
1 

OJ991108_20.0222 .C4 .o2.np 
1 

2258315 
1..921, 950. .1433 

(AF004878) resistance complex protein I2C-1 [Lycopersicon 
esculentum] 



Seq. ID OJ991108_20.0222.C4 

Strand + 

End 1480 

Method AAT/NAP 

End 1433 

Score 365 



Seq. No. 32810 

Gene No. 68031 . 

Start 1 

Name OJ991108_20 . 0222 . C4 . ol . gs 

Start 50 

GI none 

Exons 50.. 1480 



Seq. ID OJ991108_20.0222.C4 

Strand ' + 

End 1480 

Method GENSCAN 

End 1480 

Score .53 



Seq. No. 32810 

Gene No. 68032 

Start 1874 

Name OJ991108_20 . 0222 . C4 . o3 . tm 

Start 14 

GI none 

Exons 14. .295, 79. .204, 104. .211 



Seq. ID OJ991108_20.0222.C4 
Strand 

End 2514 

Method TBLASTX : Mai ze 

c^^i one 

Score 252 



32920 



Seq. No. 


32810 






Seq. ID 


OJ991108_20.0222 


.C4 


Gene No. 


68032 






Strand 






Start 


1874 






End 


2514 




Name 


OJ991108_20 


. 0222 


,C4 .o2 . tm 


Method 


TBLASTX : Maize 




Start 


335 






End 


1006 




GI 


none 






Score 


307 




Exons 


335 . . 1006, 


562 . . 


873, 889. . 978 








Seq. No. 


32810 






Seq. ID 


OJ991108 20.0222 


.C4 


Gene No. 


68032 






Strand 






Start 


1874 






End 


2514 




Name 


OJ991108_20 


.0222 


.C4 .o3.np 


Method 


AAT/NAP 




Start 


1858 






End 


2514 




GI 


3810596 






Score 


377 




Exons 


1858 . . 2514 












GI Descrip. 


(AC005398 ) 


putative retroelement pol polyprotein [Arabidop. 




thaliana] 












Seq. No. 


32810 






Seq. ID 


OJ991108_20.0222 


.C4 


Gene No. 


68032 






Strand 






Start 


1874 . 






End 


2514 




Name . , _ . _ 


..0 J? 91 108^20 


.0222 


,C4 .pi ,tm.. ; . 


•.Method 


^TBLASTX: Maize w . 




.Start... - 


. . 18 68 






End ..... .V. 


'2 5.00". "7. 7. .7"- -777 




GI 


none 






Score 


44 




Exons 


1868 . . 2023, 


2033 


..2398, 2112. 


.2201, 2250.. 2336, 2456.. 2500 


Seq. No. 


32810 






Seq. ID 


OJ991108_20.0222 


.C4 


Gene No. 


68032 






Strand 






Start 


1874 






End 


2514 




Name 


OJ991108_20 


. 0222 


.C4 .o2 .gs 


Method 


GEN SCAN 




Start 


1874 






End 


2491 




GI 


none 






Score 


.99 




Exons 


1874 . .2491 












Seq. No. 


32810 






Seq. ID 


OJ991108_20.0222 


C4 


Gene No. 


68032 






Strand 






Start 


1874 






End 


2514 




Name 


OJ991108_20 


.0222 


.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1988 






End 


2392 




GI 


none 






Score 


74 




Exo.ns 


1988 . . 2392, 


2121 


. .22Q1, .2259. 


.2339. : 






Seq. No. 


32811 






Seq. ID 


OJ991108_^20.0222. 


C5 


Gene No. 


68033 






Strand 


+ 




Start 


1575 






End 


2027 




Name 


OJ991108_20 


.0222 


. C5 . ol . gp 


Method 


AAT/GAP 




Start 


1575 






End 


2027 




GI 


none 






Score 


877 




Exqns 


1575 . . 2027 












Seq. No. 


32811 






Seq. ID 


OJ991108_20.0222. 


C5 


Gene No. 


68034 






Strand 


+ 




Start 


5003 






End 


10020 




Name 


OJ991108 20 


.0222 


. C5 . o2 . np 


Method 


n_nT / MAP 




Start 


5003 






End 


10020 




GI 


2258317 






Score 


634 




Exons 


5003. .5119, 


5395 


..7867, 9965. 


.10020 







32921 



GI Descrip. (AF004879) resistance complex protein I2C-2 [Lycopersicon 
esculentum] 



Seq. No. 


32811 






Seq. ID 


OJ991108 20. 0222. C5 


Gene No. 


68034 






Strand 


+ 


Start 


5003 






End 


10020 


Name 


OJ991108 20 


.0222 


. C5 . ol . np 


Method 


AAT/NAP 


Start 


5904 






End 


7346 


GI 


2792238 






Score 


1503 


Exons 


5904. .7346 










GI Descrip. 


(AF032697) 


NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


32811 






Seq. ID 


OJ991108_20.0222.C5 


Gene No. 


68035 






Strand 




Start 


8539 






End 


9126 


Name 


OJ991108 20 


.0222 


.C5.o2.gs 


Method 


GENSCAN 


Start 


8539 






End 


9126 


GI 


none 






Score 


.96 


Exons 


8539. .9126 










Seq. No. 


32811 






Seq. ID 


OJ991108_20.0222.C5 


Gene ...No.. ^ 


68036 ^ ...... ^ . 






..Strand. 




Start 


.. :i4506 . ,. 






. End .... .. .. 


.14.617. . ..Z.. ™ 


Name 


OJ991108 20 


.0222 


.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


5931 






End 


6731 


GI 


none 






Score 


69 


Exons 


5931. .6137, 


6114 


. . 6185, 6264 . 


.6341, 6330. .6731, 6357. .6650 


Seq. No. 


32811 






Seq. ID 


OJ991108_20.0222.C5 


Gene No. 


68036 






Strand 




Start 


14506 






End 


14617 


Name 


OJ991108_20 


. 0222 


. C5 . ol . tc 


Method 


TBLASTX: Cress 


Start 


5967 






End 


7187 


GI 


none 






Score 


71 


Exons 


5967. .6149, 


6207 


. . 6449, 6555. 


.6650, 6981. .7187 


Seq. No. 


32811 






Seq. ID 


OJ991108_20.0222.'C5 


Gene No. 


68036 






Strand 




Start 


14506 






End 


14617 


Name 


OJ991108_20 


.0222 


.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6081 






End 


.6821 . 


GI 


none 






Score 


79 


Exons 


6081. .6161> 


6195 


..6320, 6348. 


.6467, 64 


33. . 6692, 6759. . 6821 


Seq. No. 


32811 






Seq. ID 


OJ991108_20.0222.C5 


Gene No . 


68036 






Strand 




Start 


14506 






End 


14617 


Name 


OJ991108 20 


.0222 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6351 






End 


6635 


GI 


none 






Score 


95 


Exons 


6351. . 6491, 


6368 


..6466, 6509. 


.6595, 6510.. 6635 


Seq. No. 


32811 






Seq. ID 


OJ991108_20.0222.C5 


Gene No. 


68036 






Strand 




Start 


14506 






End 


14617 


Name 


OJ991108 20 


.0222 


.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


6972 






End 


7301 



32922 




GI 


none 


Score 


184 




Exons 


6972. .7301 








Seq. No. 


32811 


Seq. ID 


OJ991108 20.0222 


.C5 


Gene No. 


68036 


Strand 






Start 


14506 


End 


14617 




Name 


OJ991108 20.0222.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


6999 


End 


7400* 




GI 


. none 


Score 


69 




Exons 


6999.. 7094, 7002.. 7400, 7055. 


. 7309 






Seq. No. 


32811 


Seq. ID 


OJ991108_20.0222, 


.C5 


Gene No. 


68036 


Strand 






Start 


14506 


End 


14617 




Name 


OJ991108 20.0222.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


13969 


End 


14172 




GI 


none 


Score 


286 




Exons 


13969. .14124, 13980 . . 14 17 1 , 13981. .14172 




Seq. No. 


32811 


Seq. ID 


OJ991108_20.0222, 


.C5 


Gene No. 


68036 


Strand 






Starts . : , 


14506 , , 


End 


.14 6,17_ a 




.Name.., .... . , 


.. .OJ9911G8 .20... 0.222. .C5.o3...np 


Method _ 


...AAT/NAE. - " 17 





Start 


14506 


End 


14617 




GI 


5777617 


Score 


75 




Exons 


14506. .14617 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


32812 


Seq. ID 


. OJ991108_20.0222. 


.C6 


Gene No. 


68037 


Strand 


+ 




Start 


66 


End 


3389 




Name 


OJ991108 20.0222.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


24 


End 


309 




GI 


none 


Score 


92 




Exons 


24. .104, 32. .94, 114. .143, 209. .304, 235. .309, 236. .307 




Seq. No. 


32812 


Seq. ID 


OJ991108_20.0222. 


C6 


Gene No. 


68037 


Strand 


+ 




Start 


66 


End 


3389 




Name 


OJ991108 20.0222.C6.ol.gs 


Method 


GENSCAN 




Start 


66 . 


End 


3357 




GI 


none 


Score 


.69 




Exons 


66. .129, 1678. .3357. 








Seq. No. 


32812 


Seq. ID 


OJ991108_20.0222. 


C6 


Gene No. 


68037 


Strand 


+ 




Start 


66 


End 


3389 




Name 


OJ991108 20.0222.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


2307 


End 


3092 




GI 


none 


Score 


66 




Exons 


2307. .2405, 2424. .2591, 2649., 


.2891, 2997. .3092 




Seq. No. 


32812 


Seq. ID 


OJ991108_20.0222. 


C6 


Gene No. 


68037 


Strand- 


4- 




Start 


66 


End 


3389 




Name 


OJ991108 20.0222.C6.ol.np 


Method 


AAT/NAP 




Start 


2346 


End 


3389 





32923 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2792238 Score 1158 

2346.. 3389 

(AF032697) NBS-LRR type resistance protein [Oryza sativa] 



32812 
68037 
66 

OJ991108_20.0222.C6.ol.tm 

2355 

none 



Seq. ID OJ991108_20.0222.C6 

Strand + 

End 3389 

Method TBLASTX : Mai ze 

End 3175 

Score 65 



2355. .2579, 2556. .2627, 2642. .2683, 2643. .2708, 2772. .3173, 
2798. .2842, 2799. .3161, 2960. .3175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. : . No . ./ 

Gene .No— . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI . 
hixons 



32812 
68037 
66 

OJ991108_20.0222.C6.ol.ts 

2523 

none 



Seq. ID OJ991108_20.0222.C6 

Strand + 

End 3389 

Method TBLASTX : Soybean 

End 3263 

Score 111 



2523. .2762, 2790. .2909, 2925. .3134, 3201. .3263 



32812 

.68037.. ".. • .„•■ 

66 

OJ991108_20.0222.C6.ol.tw 

2793 

none 



Seq. , ID. OJ?91108_20.0222.,C6... 

Strand . . .+.. ' r „ . 

End 3389 

Method TBLASTX : Wheat 

End 3077 

Score 99 



2793. .2933, 2951. .3037, 2952. .3077 



32813 
68038 
1 

OJ991108_20. 0222.C7.ol.np 

1 

4689223 
1..321 

(AF118127) disease resistance protein 12 [Lycopersicon 
esculentum] 



Seq. ID OJ991108_20.0222.C7 

Strand + 

End 838 

Method AAT/NAP 

End 321 

Score 106 



32813 

68038 . ... 
1 

OJ991108_20.0222.C7.o2 . np 
1 

4234955 
1..327, 445. .508, 638. .716 

(AF098971) NBS-LRR-like protein cD8 [Phaseolus vulgaris] 



Seq. ID OJ991108_20.0222.C7 

Strand + , , . 

End 838 

Method AAT/NAP 

End 716 

Score 133 



32813 
68038 
1 

OJ991108_20.0222.C7.ol.gs 
99 

none ■..*.- : 

99. .239, 258. .444, 697. .838 



Seq. ID OJ991108_20.0222.C7 

Strand + 

End 838 

Method GENSCAN 

End 838 



Seq. No. 



32813 



Seq. ID OJ991108_20.0222.C7 



32924 



# • 

Gene No. 68039 Strand + 

Start 124 82 End 1382 6 

Name OJ991108_20 . 0222 . C7 . o3 . np " Method AAT/NAP 

Start 12482 End 13826 

GI 6630699 Score 101 

Exons 12482. .12516, 13676.. 13826 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 

Seq. No. 32813 Seq. ID OJ991108_20 . 0222 . C7 

Gene No. 68040 Strand + 

Start 15356 End 17411 

Name OJ991108_20 . 0222 . C7 . o4 . gs Method GENSCAN 

Start 15356 End 15915 

GI none Score .87 

Exons 15356. .15389, 15527 15706, 15746.. 15915 

Seq. No. 32813 Seq. ID OJ991108_20 . 0222 . C7 

Gene No. 68040 Strand + 

Start 15356 End 17411 

Name . .. . OJ991108_20 . 0222 . C7 . o5 . np - . Method „ . AAT/NAP ._ . . _ . .. . 

..." Start^ .1553.8 „ ■ ... - ..End 17.411 , 

GI 4680186 • Score 270 

Exons 15538. .15659, 17226.. 17411 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 32813 Seq. ID OJ991108_20 . 0222 . C7 

Gene No. 68041 Strand 

Start 2216 End 2560 

Name OJ991108_20 . 0222 . C7 . o2 . gs Method GENSCAN 

Start 2216 End 2560 

GI none Score . 72 

Exons 2216.. 2560 

Seq. No. 32813 Seq. ID OJ991108_20 . 0222 . C7 

Gene No. 68042 Strand 

Start 3843 End 13748 

Name OJ991108__20 . 0222 . C7 . o3 . gs Method GENSCAN 

Start 3843 End 13748 

GI none Score .52 

Exons 3843. .3932, 4696. .4753, 5275. .5596, 8448. .8543, 8926. .9111, 
13366. .13404, 13700.. 13748 

Seq. No. 32813 Seq.' ID OJ991108_20 . 0222 . C7 

Gene No. 68043 Strand 

Start 13746 End 17719 

Name OJ991108_20 . 0222 . C7 . ol . gp • Method AAT/GAP 

Start 13746 End 14169 

GI LIB3479-006-Q6-K1-B11 . Score 618 

Exons 13746. . 14169 

GI Descrip. * 5734616/dbj I AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 

Seq. No. 32813 Seq. ID OJ991 108_20 . 0222 . C7 

Gene No. 68043 Strand 

Start 13746 End 17719 



32925 



Name OJ991108_20 . 0222 . C7 . o4 . np Method AAT/NAP 

Start 13965 End 17719 

GI 5922620 Score 466 

Exons 13965. .14096, 15432 .. 15790 , 1604 6 .' . 16088 , 17682.. 17719 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 

hypothetical protein [Oryza sativa] 
IBAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



predicted gene, 
gil 6016853 | dbj 
corresponds to 
protein [Oryza 



Seq. No. 32813 Seq. ID OJ991108_20 . 0222 . C7 

Gene No. 68043 Strand 

Start 13746 End 17719 

Name OJ991108_20 . 0222 . C7 . o2 . gp Method AAT/GAP 

Start 16980 End 17359 

GI uC-osflcyp033a04bl Score 633 

Exons 16980.. 17359 

GI Descrip. 1 601 684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


32813 


Seq. ID 


OJ991108_20.0222.C7 


Gene No. 


- 68044 


; _ Strand 




Start 


...17798 . 


'..End".. 1 


"* 25271 J '„.'.'"*'" 


Name 


OJ991108 20.0222. C7.o5.gs 


Method 


GENSCAN 


Start 


17798 


End 


192 63 


GI 


none 


Score 


.61 


Exons 


177 98. .17902, 18454. .192 63 






Seq. No. 


32813 


Seq. ID 


OJ991108_20.0222.C7 


Gene No. 


68044 


Strand 




Start 


17798 


End 


25271 


Name 


OJ991108 20.0222.C7.o6.np 


Method 


AAT/NAP 


Start 


17801 


End 


25269 


GI 


6907087 


Score 


931 


Exons 


17801. . 17902, 18454. . 19133, 


19179. .19233, 24953.. 25269 


GI Descrip. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 


(E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


32813 


Seq. ID 


OJ991108_20.0222.C7 


Gene No. 


.68044. . 


Strand 




Start 


17798 


End 


25271 


Name 


OJ991108 20.0222.C7.o6.gs 


Method 


GENSCAN 


Start 


22922 


End 


23847 


GI 


none 


Score 


.48 


Exons 


22922. .22941, 23215 .. 23364 , 


23395. .234 


84, 23718. .23847 


Seq. No. 


32813 


Seq. ID 


OJ991108_20.0222.C7 


Gene No. 


68044 


Strand 




Start 


17798 


End 


25271 


Name 


OJ991108 20.0222.C7.o3.gp 


Method 


AAT/GAP 


Start 


24951 


End 


25271 


GI 


uC-osflM202037g01bl 


Score 


472 


Exons 


24951. .25271 






GI Descrip. 


1 4 52 11 94 /dbj | AB013613 . 1 | AB013613 8 . Oe- 


12 Oryza sativa DNA, 




centromere sequence RCB11 1 
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Seq. No. 


32814 


Seq. ID 


OJ991108 20. 0222. C8 


Gene No. 


68045 


Strand 


+ 


Start 


1 


End 


1200 


Name 


OJ991108 20.0222.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1200 


GI 


6630699 


Score 


89 


Exons 


1..79, 1117. .1200 






GI Descrip. 


(AP000969) hypothetical protein [Oryza sativa] 




gil 6721536 | dbj I BAA89566 . 1 | (AP001073) 


hypothetical protein 




[Oryza sativa] 








32814 


Seq. ID 


OJ991108 20. 0222. C8 


Gene No. 


68046 


Strand 


+ 


Start 


8797 


End 


11895 


Name 


OJ991108 20.0222.C8.o2.gs 


Method 


GENSCAN 


Start 


8797 


End 


11895 


GI 


none 


Score 


- .64 


Exons 


8797.. 10884, 11194.. 11895 






Seq. No. 


32814 


Seq. ID 


OJ991108_20.0222.C8 


Gpnp No 


68046 


Strand 


-h 


Starts 


- 8797 . . .. . ..... . 


End. 


118.95-,.. , ■ . .-.„>„. 


Name 


. OJ99.1 108720-.. 0.22.2 .'.C8;. o3lnp . 7 


Method ... 


.AAT/NAP. : , f 


Start 


9394 


End 


10836 


GI 


2792238 


Score 


1540 


Exons 


9394. .10836 






GI Descrip. 


(AF032697) NBS-LRR type resistance protein [Oryza sativa]. 




32814 


Seq. ID 


OJ991108_20.0222.C8 


Gene No. 


68047 


Strand 


+ 


Start 


15359 


End 


15958 


Name 


OJ991108 20.0222.C8.o3.gs 


Method 


GENSCAN 


Start 


15359 


End 


15958 


GI 


none 


Score 


.99 


Exons 


15359. .15958 






Seq. No. 


32814 


Seq. ID 


OJ991108_20.0222.C8 


Gene No. 


68048 


Strand 




Start 


259 


End 


6985 


Name 


OJ991108 20.0222.C8.ol.gs 


Method 


GENSCAN 


Start. 


.259... 


End 


6985 


GI 


none 


Score 


.52 


Exons 


259. .467, 767. .791, 837. .1015, 


1024. .1177, 3126. .3165, 




3644.. 3783, 5360.. 5390, 5900.. 


6225, 6230. .6339, * 6551. . 6646, 




6769. .6985 






Seq. No. 


32814 


Seq. ID 


OJ991108_20.0222.C8 


Gene No. 


68048 


Strand 




Start 


259 


End 


6985 • 


Name 


OJ991108 20.0222.C8.o2.np 


Method 


AAT/NAP 


Start 


1339 


End 


3109 


GI 


5922620 


Score 


175 


Exons 


1339. .1472, 3082. .3109 






GI Descrip'. 


(AP00D492) EST D15357 ( C05 14 ) correspor 


ids Lo a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853 | dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 



32927 



protein [Oryza sativa] 

Seq. No. 32814 Seq. ID 

Gene No. 6804 9 . Strand 

Start 19100 End 

Name OJ991108_20 . 0222 . C8 . ol . tm Method 

Start 9418 End • 

GI none Score 

Exons 9418. .9627, 9688.-9756, 9814. .9981, 
9988. .10221 



OJ991108_20.0222.C8 
21015 

TBLASTX: Maize 
10221 
94 

9841.. 9981, 9984.. 10106/- 



Seq. No. 32814 Seq. ID 

Gene No. 68049 Strand 

Start 19100 End 

Name OJ991 108_20 . 0222 . C8 . o2 . tm Method 

Start 10261 End 

GI none Score 

Exons 10261. .10800, 10488.. 10799 



OJ991108_20.0222.C8 
21015 

TBLASTX : Maize 

10800 

268 



Seq. No. 
Gene No. 
Start , ... 
Name 
Start 
GI 

Exons 

GI Descrip. 



32814. Seq. ID OJ991108_20 . 0222 . C8 

68049 Strand 

.19100 -.-..End. 21015.. ... , „ . „,-_. 

OJ991108_20. 0222 ,.C8.*o4 . np Method AAT/NAP - ' ■ 

19100 End 21015 

6907106 Score 343 

19100. . 19345, 19380. .19543, 20979.. 21015 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32814 
68049 
19100 

OJ991108_20.0222 .C8 .o3.tm 
19196 



none 

19196. 

19310. 

19348. 

19397. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19243, 19197. .19244, 19201 .. 19329, 19201 
19369, 19318. .19446, 19344 .. 19379, 19345 
19383, 19370. .19453, 19370 .. 194 14 , 19372 
19486, 19397. .19489 



OJ991108 20. 0222. C8 



21015 

TBLASTX: Maize 
19489 
53 



,19329, 
,19380, 
,19446, 



Seq. No. . ,32814 . . 

Gene No. 68050 

Start 20977 

Name OJ991108_20 . 0222 . C8 . o4 . tm 

Start 20977 

GI none 
Exons 



Seq. ID OJ991108_20.0222.C.8... 
Strand 

End 21138 

Method TBLASTX: Maize 

End 21138 

Score 184 



20977. .21021, 20984 .. 21031, 21017 . . 2 104 0 , 2101 9 .. 21138 , 
21020. .21127 



Seq. No. 32815 Seq. ID OJ991108_20 . 0222 . C9 

Gene No. 68051 Strand 

Start 1 End 716 

Name OJ991108_20 . 0222 . C9 . ol . np Method AAT/NAP 

Start 1 End 716 

GI 2792238 Score 759 

Exons 1 . .716 

GI Descrip. (AF032697) NBS-LRR type resistance protein [Oryza sativa] 



32928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

-Start . . 
.GI . . .. 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
.Gene No. 
Start 
Name 
Start 



32815 






-Seq. ID 


OJ991108_20.0222.C9 


68051 






Strand 


— 


1 






End 


716 


OJ991108 20. 0222. C9. 


ol. 


ts 


Method 


TBLASTX: Soybean 


291 






End 


714 


none 






Score 


58 


291. .323, 336..S69, 


430 


. .552, 


615. .710, 


616. .714 


32815 






Seq. ID 


OJ991108_20.0222.C9 


68051 






Strand 


- 


1 






End 


716 


OJ991108 20. 0222. C9. 


ol. 


tm 


Method 


TBLASTX: Maize 


346 






End 


716 


none 






Score 


78 


346. .561, 348. .716, 


567 


. .632, 


589. .714 




32815 






Seq. ID 


OJ991108_20.0222.C9 


68051 






Strand 


— 


1 






End 


716 


OJ991108 20. 0222. C9. 


ol. 


tw 


Method 


TBLASTX: Wheat 


442 . - . . 






.End. ■ 


711 ,. . 


none ..... 






Score 


,7 3 . . ... 


'442. .552,' 444. .569, 


588 


. .710, 


613. .711 




32816 






Seq. ID 


OJ991108_20.0222.C11 


68052 






Strand 




1 






End 


731 


OJ991108 20.0222.C11 


.ol 


.np 


Method 


AAT/NAP 


1 






End 


731 


6630685 






Score 


633 


1. .731 










(AP000969) Similar to copia-type pol polyprotein. (AF105716 


[Oryza sativa] 










32816 






Seq. ID 


OJ991108_20.0222.C11 


68052 






Strand 




1 






End 


731 


OJ991108 20.0222.C11 


.ol 


. tm 


Method 


TBLASTX: Maize • 


260 






End 


667 


none 






Score 


1.84 . 


260. .286, 293. .526, 


294 


. .512, 


538. . 666, 


550. .651, 632. .667 


32816 






Seq. ID 


OJ991108_20. 0222.C11 


68052 






Strand 




1 






End 


731 


OJ991108 20.0222.C11 


.ol 


. ts 


Method 


TBLASTX: Soybean 


330 . 






End 


711 


5509260 - j 






Score 


174 


330. .515, 335. .526, 


338 


. .526, 


535. .711, 


576. .704, 632. .709 



32816 
68052 
1 

OJ991108_20.0222.Cll.ol.tw 
351 



Seq. ID OJ991108_20.0222.C11 

End 731 

Method TBLASTX : Wheat 

End 720 



32929 



GI 


none 


Score 


140 




Exons 


351. .518, 359. .517, 541. .690, 


545. .682, 556. .684, 700.. 


720 


Seq. No. 


32817 


Seq. ID 


OJ991028 18.0207 


.CI 


Gene No. 


68053 


Strand 






Start 


1 


End 


788 




Name 


OJ991028_18 . 0207 .CI .ol . np 


Method 


AAT/NAP 




Start 


1 


End 


788 




GI 


4680203 


Score 


427 




Exons 


1 . .788 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


32817 


Seq. ID 


OJ991028__18.0207 


.CI 


Gene No. 


68053 


Strand 






Start 


1 


End 


788 




Name 


OJ991028_18 . 0207 .CI . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


417 




GI 


none 


Score 


52 




Exons 


1..417, 80. .193, 284. .328 








Seq. No. 


32817 


Seq. ID 


OJ991028_18.0207 


.CI 


Gene No 


68053 ... 


..Strand 






.Start 


. 1 ... \ 


■ End. . " ' 


'.,788. - .'V."*\7' :; . 




Name 


OJ991028 18.0207.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8 


End 


345 




GI 


none 


Score 


156 




Exons 


8. .292, 10. .291, 135. .296, 296. .340, 298. .345 




Seq. No. 


32818 


Seq. ID 


OJ991028_18.0207 


.C2 


Gene No. 


68054 


Strand 


+ 




Start 


3444 


End 


3827 




Name 


OJ991028 18.0207.C2.ol.gp 


Method 


AAT/GAP 




Start 


3444 


End 


3827 




GI 


uC-osflcyp033a04bl 


Score 


657 




Exons 


3444. .3827 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


32818 


Seq. ID 


OJ991028_18.0207 


.C2 


Gene No. 


68055 


Strand 


+ 




Start 


.5776 


End 


10296 




Name 


OJ991028 18.0207.C2.ol.np 


Method 


AAT/NAP 




Start 


5776 


End 


10296 




GI 


4680179 


Score 


5418 




Exons 


5776. .6861, 6895. .10296 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


32818 


Seq. ID 


OJ991028_18.0207 


.C2 


Gene No. 


68056., 


Strand 






Start 


2062 


End 


3018 




Name 


OJ991028 18.0207 .C2.ol.gs 


Method 


GENSCAN 




Start 


2062 


End 


3018 




GI 


none 


Score 


.88 




Exons 


2062.. 2507, 2592.. 2695, 28S2 : 


= 3018 






Seq. No. 


32818 


Seq. ID 


OJ991028_18.0207 


.C2 


Gene No. 


68057 


Strand 







32930 



Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. -.No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start .. 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



5983 

OJ991028_18, 

5983 

none 

5983. .6003, 

32818 
68058 
6249 

OJ991028_18, 

6249 

none 

6249. .6443, 

32818 
68058 
6249 

OJ991028_18. 

6250 

none 

6250. . 6555, 



0207.C2.o9.tw 
6016.. 6213, 6039. 

0207.C2.o7.tw 
6250. .6600 

0207.C2.o6.tm 
6264. . 6428 



End 

Method 
End 
Score 
.6215 



6215 

TBLASTX: Wheat 

6215 

205 



-328 18 _ 

68059 
6886 

OJ991028_18 .0207.C2.o7.tm 

6886 
none 

6886. .7239 



32818 
68059 
6886 

OJ991028_18. 

6922 

none 

6922. .7131, 



0207.C2.o8.tw 



Seq. ID OJ991028_18.0207.C2 
Strand 

End 6600 

Method TBLASTX : Wheat 

End . 6600 

Score 293 



Seq. ID OJ991028_18.0207.C2 
Strand 

End 6600 

Method TBLASTX : Maize 

End 6555 

Score 232 



. S.eq . - 1 D ... 0 J9 9 1 02,8^1 8... 02 0,7 ..C2 ... 
Strand 

End 7344 

Method TBLASTX: Maize 

End 7239 

Score' 189 



Seq. ID OJ991028_18. 0207 . C2 
Strand 

End 7344 

Method TBLASTX : Wheat 

End 7344 

Score 163 



6978. .7130, 7176. .7289, 7177. .7344 



32818 
68060 
7459 

OJ991028_18. 

7459 

none 

7459. .7509, 

32818 
68060 
7459 

OJ991028_18. 

7471 

none 

7471. .7758, 

32818 
68060 
7459 



0207.C2.o4.tw 



7563. .7898, 7564, 



0207.C2.o5.tm 



7567. .7758, 7569. 



Seq. ID OJ991028_18.0207.C2 
Strand 

8328 

TBLASTX: Wheat 
7941 
51 



End 

Method 
End 
Score 
.7941 



Seq. ID OJ991028_18.0207.C2 
Strand 

8328 

TBLASTX: Maize 
7760 
277 



End 

Method 
End 
Score 
.7760 



Seq. ID OJ991028_18.0207.C2 
Strand 

End 8328 



32931 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene -No- 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ991028_18. 

7828 

none 

7828. .8007, 

32818 
68060 
7459 

Oj'991028_18. 

7882 

none 

7882. .7914, 

32818 
68060 
7459 

OJ991028_18. 

7990 

none 

7990. .8292, 

32818. . 

..68.061... 

8293 

OJ991028JL8. 

8293 

none 

8293. .8715, 

32818 
68061 
8293 

OJ991028_18. 

8299 

none 

8299. .8544, 

32818 
68061 
8293 

OJ991028_18. 

8364 

none 

8364. .8714, 

32818 
68062 
8718 

OJ991028_18. 

8718 

none 

8718. .9284, 

32818 
68062 
8718 

OJ991028 18. 



0207.C2.o3.tm 
7836. .7982, 8014. 

0207.C2.ol.ts 
7884. .7913, 7918, 

0207.C2.o5.tw 
7992. .8276 

0207.C2.o3.tw 
8325. .8714 

0207.C2.o3.ts 
8316. .8444 

0207.C2.o.2.tm 
8365. .8718, 8365. 

0207.C2.o2.tw 
8749. . 9285 

0207.C2.ol.tc 



Method TBLASTX : Mai ze 
End 8328 
Score 167 

.8328, 8154. .8207, 8235. .8285 

Seq. ID OJ991028_18.0207.C2 
Strand 

End - 8328 

Method TBLASTX : Soybean 

End 8277 

Score 57 

.8277, 7920. .7958, 7986. .8276 

Seq. ID OJ991028_18.0207.C2 
Strand 

End 8328 

Method TBLASTX : Wheat 

End 8292 

Score 381 



Seq. . ID ; .. OJ991028_18.02p.7.,C2.. 

Strand. : ^ 

End 8727 

Method TBLASTX : Wheat 

End 8715 

Score 595 



Seq. ID OJ991028_18.0207.C2 
Strand 

End 8727 

Method TBLASTX : Soybean 

End 8544 

Score 204 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8727 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Strand 
End 

Method 



OJ991028JL8 .0207.C2 
8727 

TBLASTX: Maize , 

8727 

479 . 



OJ991028__18.0207.C2 
10251 

TBLASTX: Wheat 

9285 

653 



10251 

TBLASTX: Cress 



32932 




Start 


8992 








End 


9309 




GI 


none 








Score 


90 




Exons 


8992 . . 9165, 


9166 


. 9309, 


9168 . 


. 9308 






Seq. No. 


32818 








Seq. ID 


OJ991028 18.0207 


.C2 


Gene No. 


68062 








Strand 






Start 


8718 








End 


10251 




Name 


OJ991028 18 


0207 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


9073 








End 


9333 




GI 


none 








Score 


296 




Exons 


9073 . . 9333, 


9078 . 


. 9332 










Seq. No. 


32818 








Seq. ID 


OJ991028_18.0207 


.C2 


Gene No. 


68062 








Strand 






Start 


8718 








End 


10251 




Name 


OJ991028_18 . 


0207 . 


C2 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


9131 








End 


9423 




GI 


none 








Score 


91 




Exons 


9131 . . 9292, 


9132 . 


. 9419, 


9133. 


. 9423 






Seq. No. 


32818 








Seq. ID 


OJ991028__18.0207 


.C2 


Gene No. 


; 68062:,. 






... ■ 


_Strand ■ 






J Start ,„ . . 


8718 . 









■ End 1 


' 102.51 





: i Name 


OJ991028 18. 


0207 . 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




; Start 


9292 








End 


9918 




GI 


none 








Score 


704 




Exons 


9292 . . 9918, 


9298 . 


. 9633, 


9348 . 


.9806, 9793.. 9915 




* Seq. No. 


32818 








Seq. ID 


OJ991028JL8.0207 


.C2 


Gene No. 


68062 








Strand 






; Start 


8718 








End 


10251 




Name 


OJ991028 18. 


0207 . 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9472 








End 


10071 




! GI 


none 








Score 


231 




1 Exons 


9472 . . 9633, 


9478 . 


. 9624, 


9480. 


.9626, 9630. .10055, 9631.. 


10071 


Seq. No. 


32818 








Seq. ID 


OJ991028_18.0207 


.C2 


Gene No . 


68062 








Strand 






Start 


8718 








End 


10251 




Name 


OJ991028_18 . 


0207 . 


C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


. 9918 








End 


10251. „ . 




GI 


none 








Score 


322 




Exons 


9918 . . 10187, 


991$ 


..10251, 9922.. 10230 






Seq. No. 


32819 








Seq. ID 


OJ991028_18.0207 


. C3 


Gene No. 


68063 








Strand 






Start 


1 








End 


761 




Name 


OJ991028 18. 


0207. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


761 




GI 


4680179 








Score 


696 




Exons 


1. .761 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


3281 .9 








C ^ ~ TO 


/™\ Trt A 1 A ^ A "l i*N s\ si •— i 

uoJ7XU-iO 10.UZU/ 


. C3 


Gene No. 


68063 








Strand 






Start 


1 








End 


761 




Name 


OJ991028 18. 


0207. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 





32933 



Start 
GI 

Exons 



66 

none 

66. .416, 223. .417 



End 
Score 



417 
104 



Seq. No. 32819 

Gene No. 68063 

Start 1 

Name .OJ991028_18 . 0207 . C3 . ol . gs 

Start 78 

GI none 

Exons 78.. 281, 333.. 725 

Seq. No. 32819 

Gene No. 68063 

Start 1 

Name OJ991028JL8 . 0207 . C3 . ol . tm 

Start 111 

GI none 

Exons 111.. 416, 286.. 402 

Seq. No. 32819 

Gene No. . 68063-. .... £ , 

Start . 1 - ■:• 

Name OJ991028_18 . 0207 . C3 . o2 . tw 

Start 451 

GI none 

Exons 451.. 648, 453.. 650 



Seq. ID OJ991028_18.0207.C3 
Strand 

End 761 

Method GEN SCAN 

End 725 

Score .8 



Seq. ID OJ991028_18.0207.C3 
Strand 

End 761 

Method TBLASTX : Mai ze 

End 416 

Score 88 



Seq. ID OJ991028_18.0207.C3 

, Strand - - - 

End J 61., S..l.'...\'.".„ /.„'.:„7," 

Method TBLASTX : Wheat 

End 650 

Score 117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



32820 
68064 
1 

OJ991028_18 -0207.C5.ol.np 
1 

6705984 
1..24, 954. .1991 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ991028_18.0207.C5 
Strand 

1991 
AAT/NAP 
1991 
1437 



End 

Method 

End 

Score 



32820 
68064 
1 

.O.J991028_18.0207.C5.o2.tw 
633 
. none . 
633.. 686, 1014.. 1133, 1021. 
1230. . 1373, 1245. . 1373 

32820 
68064 
1 

OJ991028_18.0207.C5.ol.tm 

1129 

none 



Seq. ID OJ991028_18.0207.C5 
Strand 

End 1991 
. Method TBLASTX.: Wheat 

End 1373 

Score -49 
1131,' 112 9. .1236, 1228. .1368, 



Seq. ID OJ991028_18.0207.C5 
Strand 

End 1991 

Method TBLASTX: Maize 

End 1467 

Score 76 



1129. .1239, 1129. .1236, 1215. .1466, 1228. .1467 



32820 
68064 
1 



Seq. ID OJ991028_18.0207.C5 
Strand 

End 1991 



32934 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq., No.... 
..Gene .No.... " 
- Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991028_18 -0207.C5.ol.tc Method 
1189 End 
none Score 



TBLASTX: Cress 

1544 

44 



1189. .1230, 1189. .1233, 1216. .1512, 1218. .1544 



32820 
68064 
1 

OJ991028JL8 .0207.C5.ol.tw 

1500 

none 



Seq. ID OJ991028_18.0207.C5 
Strand 

End 1991 

Method TBLASTX : Wheat 

End 1926 

Score 371 



1500. .1925, 1501. .1926, 1840. .1926 



32820 
68064 
1 

OJ991028_18 .0207.C5.ol.ts 

1642 

none 



Seq. ID OJ991028_18.0207.C5 
Strand 

End 1991 

Method TBLASTX : Soybean 

End 1914 

Score 54 



1642. .1731, 1647. .1733, 1729. .1914, 1737. .1913 



32820. . 

68064 -. 

1 

OJ991028_18.0207.C5.o2.tm 

1686 

none 

1686. .1988, 1699. .1920 



Seq... ID. OJ991028_18,p207^CJL 

Strand.... -. . , ..... ... 

End 1991 

Method TBLASTX: Maize 

End 1988 

Score 87 



32821 
68065 
1 

OJ991028__18.0207.C6.ol.np 
1 

6705984 
1..1478, 1506. .2289 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ991028_18.0207.C6 
Strand 

End 2289 

Method AAT/NAP 

End 2289 

Score 1663 



32821 
68065 

1 , 
OJ991028JL8 .0207.O6.o3.tw 

2 

none 

2. .328, 5. .169 

32821 
68065 
1 

OJ991028JL8. 0207 . C6 . o3 . ts 
5 

none 
5. .289 



Seq. ID OJ991028_18.0207.C6 
Strand 

End .228 9 

Method TBLASTX : Wheat 

End 328 

Score 68 



Seq. ID OJ991028_18.0207.C6 

Strand. 

End 2289 

Method TBLASTX : Soybean 

End 289 

Score 178 



Seq. No. 
Gene No. 
Start 



32821 
68065 
1 



Seq. ID OJ991028_18.0207.C6 
Strand 

End 2289 



32935 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991028_18 . 0207 . C6 . ol . tm Method 
8 End 
none Score 

8.-373, 68. .232, 258. .374, 380. .430 



TBLASTX: Maize 

430 

71 



32821 
68065 
1 ' 

OJ991028_18.0207 ."C6.ol.gs 
222 
none 

222. .639, 854. .880, 967. .2263 



Seq. ID OJ991028_18.0207.C6 
Strand 

End 2289 

Method GENSCAN 

End 2263 

Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 
. Gene, No. 
Start 
Name 
Start 
GI 

Exons 



32821 
68065 
1 

OJ991028_18.0207 .C6.ol.tw 

624 

none 



Seq. ID OJ991028_18.0207.C6 
Strand 

End 2289 

Method TBLASTX : Wheat 

End 1096 

Score 150 



624. .812, 632. .814, 638. .811, 769. .813, 815. .1096, 849. .1076 



• 32821 . 

6.8.0.6.5.-™. - ... ._. .. - 

1 

OJ991028_18.0207.C6.ol.ts 

638 

none 

638. .850, 638.-856 



.Seq... ID ... 0J?.?1Q28^18 ,0.207.. C_6__. 
.Strand .„ .... 

End 2289 ' 

Method TBLASTX : Soybean 

End. 856 

Score 125 



Seq. No. 32821 

Gene No. 68065 

Start 1 

Name OJ991028_18 . 0207 . C6 . o2 . tm 

Start 638 

GI none 

Exons 638.. 850, 638.. 856 



Seq. ID OJ991028_18.0207.C6 
Strand 

End 2289 

Method TBLASTX : Mai ze 

End 856 

Score 131 



Seq.- No. 
Gene No. 
Start 
.Name. 
Start 
GT 

Exons 



32821 Seq. ID 

68065 Strand 
1 End 

OJ991028_18..0207..Q6.o2. tw , Method 
1358 End 
none Score 



OJ991028 18. 0207. C6 



2289 

TBLASTX: Wheat 

2005 

36 



1358. .1420, 1413. .1466, 1466. .1813, 1506. .1784, 1571. .1807, 
1835. .2002, 1838. .1984, 1964. .2005 



Seq. No. 32821 

Gene No. 68065 

Start 1 

Name OJ991028_18 . 0207 . C6 . o2 . ts 

Start 1583 

GI none 

Exons 1583.. 1804, 1796.. 1972 



Seq. ID OJ991028_18.0207.C6 
Strand 

End 2289 ~ 

Method TBLASTX: Soybean 

End 1972 

Score 105 



Seq. No. 
Gene No. 
Start 



32821 
68065 
1 



Seq. ID OJ991028_18.0207.C6 
Strand 

End 2289 



32936 



Name 

Start 

GI 

Exons 



OJ991028_18 .0207.C6.o3. tm 

1835 

none 

1835. .1876, 1838.. 2026, 1839. 



Method TBLASTX : Mai ze 
End 2026 
Score 41 
.1994, 1916.. 2002 



Seq. No. 32822 Seq. ID 

Gene No. 68066 Strand 

Start 67 End 

Name OJ991028_18 . 0207 . C7 . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67.. 203, 280.. 492 



OJ991028_18.0207.C7 
+ 

492 

GENSCAN 

492 

.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32822 
68067 
2430 

OJ991028_18. 

1011 

none 

1011. .1166, 
1138. .1281, 
.1182. .1271,. 
12.17. .1288.,. 



0207.C7.o2.tm 



1359. 
1520. 
1635. 
1664 . 
1714 . 
1865. 
1883. 



,1418, 
. 1636, 
,1733, 
.1828, 
.1839, 
.1948, 
.1948, 



1012. 

1153. 

1183. 

.1324 ... 

1478. 

1526. 

1655. 

1672. 

1715. 

1870. 

1891. 



1170, 

1275, 

1281, 

.1431,.- 

1633, - 

1633, 

1813, 

1806, 

1828, 

1965, 

1980 



1012. 
1157, 
1183. 
1324„ 
1514". 
1580. 
1661. 
1688. 
1716. 
1871. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1167, 
.1279, 
.1287, 
.14.4 3, 
.1585, 
. 1672, 
. 1807, 
.1807, 
.1817, 
.1954, 



D OJ991028 18. 0207. C7 



3518 

TBLASTX: Maize 
1980 
60 

1039. .1200 
1167. .1274 
1214 . .1288 
1337. .1429 
1514. .1600 



1047. .1169, 
1169. .1282, 
1216. .12,90, 
1339.... Il4 6,_ 



1580. 
1661. 
1699. 
1832. 
1877. 



1672, 
1828, 
1806, 
1951, 
1954, 



1516. 
1633. 
1663. 
1711. 
1862. 
1880. 



, 1599, 
,1725, 
, 1809, 
1806, 
,1942, 
,1948, 



Seq. No. 32822 Seq. ID 

Gene No. 68067 Strand 

Start 2430 End 

Name OJ991028_18 . 0207 . C7 . o2 . gs Method 

Start 2430 End 

GI none Score 

Exons 2430.. 2527, 3279.. 3291 



OJ991028_18.0207.C7 

3518 
GENSCAN 
3291 
.66 



Seq. No. 32822 Seq. ID 

Gene. No. . 68.067 . . . ..Strand 

Start 2430 End 

Name OJ991028_18 . 0207 ,C7 . ol . tm Method 

Start 3123 ... 

GI none Score ' 

Exons 3123.. 3269, 3363.. 3518 



OJ991028_18.0207.C7 
3518 

TBLASTX: Maize 

3518 

113 



Seq. No. 32823 Seq. ID 

Gene No. 68068 Strand 

Start 275 End 

Name OJ991028_18 . 0207 . C8 . ol . gs Method 

Start 275 End 

GI none Score 

Exons 275.. 503, 587.. 703. 787= ,870, 935.. 1019 



OJ991028_18.0207.C8 
+ 

1018 
GENSCAN 
1018 
.63 



Seq. No. 
Gene No. 



32823 
68069 



Seq. ID 
Strand 



OJ991028 18. 0207. C8 



32937 



Start 


3325 








End 


4520 


Name 


OJ991028 18, 


.0207 


.C8.o3. 


.gs 


Method 


GENSCAN 


Start 


3325 








End 


4520 


GI 


none 








Score 


.71 


Exons 


3325. .3842, 


4457 


. .4520 








Seq. No. 


32823 








Seq. ID 


OJ991028 


Gene No. 


68070 








Strand 




Start 


5091 








End 


9544 


Name 


OJ991028_18 . 


, 0207 


.C8.ol. 


tm 


Method 


TBLASTX: 


Start 


54 








End 


521 


GI 


none 








Score 


79 


Exons 


54 . . 152, 91 . 


. 156 


, 267 . . 


392, 


272 . .391, 


405 . . 521, 


Seq. No. 


32823 








Seq. ID 


OJ991028 


Gene No. 


68070 








Strand 




Start ■ 


5091 








End 


9544 


Name 


OJ991028_18 . 


0207 


.C8 . o4 . 


gs 


Method 


GENSCAN 


Start 


5091 








End 


9544 


GI 


none 








Score 


.99 


Exons 


5091. .5138, 


6123 


. . 6384, 


6529 


. .7319, 9542. . 9544 


Seq No. .... 


"32824 ' "T. 








....Seq. ..ID. 


"'"Oja9i02.8 


Gene No. 


68071 . 








Strand 


+ 


Start 


426 








End 


1844 


Name 


OJ991028 18. 


0207 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


426 








End 


1844 


GI 


none 








Score 


. 71 


Exons 


426. .499, 1397..: 


1439, 1635.. 


1844 




Seq. No. 


32824 








Seq. ID 


OJ991028 


Gene No. 


68072 








Strand 


+ 


Start 


4832 








End 


5803 


Name 


OJ991028 18. 


0207 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


4832 








End 


5803 


GI 


none 








Score 


.86 


Exons 


4832. .5065, 


5191 


. .5290, 


5646 


. .5803 




Seq. No. 


32824 








Seq. ID 


OJ99102'8_ 


Gene No. 


68073 








Strand 


+ 


Start 


.11038 „. 








End 


11907 


Name 


OJ991028 18. 


0207 


.C9.ol. 


np 


Method 


AAT/NAP 


Start 


11038 








End 


11907 


GI 


1666236 








Score 


322 


Exons 


11038. .11907 












GI Descrip. 


(U76261) unknown 


[Hordeum vulgare] 




Seq. No. 


32824 








Seq. ID 


OJ991028_ 


Gene No. 


68074 








Strand 




Start 


7205 








End 


8246 


Name 


OJ991028 18. 


0207, 


.C9.o3. 


gs 


Method 


GENSCAN 


Start 


7205 








End 


8246 


GI 


none 








Score 


.93 


Exons 


7205 : ; 7303, 


7 629 , 






O O A c 
. • (J £. 1 u 




Seq. No. 


32824 








Seq. ID 


OJ991028_ 


Gene No. 


68075 








Strand 





,463 



32938 



Start 


y d f 2 


End 


9961 


Name 


OJ991028_18 .0207.C9.ol.tm 


Method 


TBLASTX : Maize 


Start 


O f~ T O 

9672 


End 


9961 


GI 


none 


Score 


166 


Exons 


n^rio dine n/rn /■ nnnn none 

9o/z..y//o / yb/D..9y(J0, 9896. 


. 9961 




Seq. No. 


32824 


Seq. ID 


OJ991028_18.0207. 


Gene No. 


68076 


Strand 




Start 


t i o n a 
112U6 


End 


11553 


Name 


OJ991U2o_lo .U2U/.C9.01. tw 


Method 


TBLASTX: Wheat 


Start 


112U6 


End 


11553 


GI 


none 


Score 


114 


Exons 


11206 .. 11 322 , 11341. .11553 






Seq. No. 


o o o o c 

32825 


Seq. ID 


OJ991028_18 . 0207 . 


Gene No. 


68077 


Strand 


+ 


Start 


1 


End 


1825 


Name 


OJ991028 18.0207.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


970 


GI 


6691193 


Score 


281 


Exons 


1..699, 814. .970 






GI pes crip v _ 


.JAC007534J. F7F22..17 JArabidopsia . thalianaj 


Seq. No. 


32825 ■ - 


Seq. ID 


OJ991028 18.0207. 


Gene No. 


68077 


Strand 


+ ~~ 


Start 


1 


End 


1825 


Name 


OJ991028 18.0207.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


126 


End 


497 


GI 


none 


Score 


103 


Exons 


126. .269, 312. .497, 314. .496 






Seq. No. 


32825 


Seq. ID 


OJ991028_18.0207. 


Gene No. 


68077 


Strand 


+ 


Start 


1 


End 


1825 


Name 


OJ991028 I8.0207.C10.ol.gs 


Method 


GENSCAN 


Start 


417 


End 


1825 


GI 


none 


Score 


. 69 


Exons 


417. .737, 768. .959, 1795. .1825 




Seq. No. 


32826 


Seq. ID 


OJ991028_18.0207. 


Gene' No., 


68078 . 


. Strand 




otart 


" 341 


End 


745 


Name 


OJ991028 -18.0207.Cll.ol.gs 


Method 


GENSCAN 


Start 


341 


End 


745 


GI 


none 


Score 


.96 


Exons 


341. .745 






Seq. No. 


32827 


Seq. ID 


OJ991028_18.0207. 


Con NT r\ 


68079 


Strand 




Start 


1881 


End 


2208 


Name 


OJ991028 18.0207.C12.ol.np 


Method 


AAT/NAP 


Start 


1881 


End 


2208 


GI 


477578 


Score 


119 


Exons 


1881. .2208 






GI Descrip. 


sialidase - Actinomyces viscosus gi|141 


852 (L06898) sial 



[Actinomyces viscosus] 



32939 



Seq. No. 


32827 








Seq. ID 


OJ991028_18.0207 


.C12 


Gpnp> No 


68080 

w KJ \J \J v 








Strand 






Start 


3096 








End 


3578 




Name 


OJ991028 18 


.0207 


.C12.o2 


.np 


Method 


AAT/NAP 




Start 


3027 








End 


3578 




GI 


4680203 








Score 


236 




Exons 


3027. .3578 














GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


32827 








Seq-. ID 


OJ991028 18 0207 


. C12 


Gene No. 


68080 








Strand 






Start 


3096 








End 


3578 




Name 


OJ991028 18 


.0207 


n 7 r>7 


. y b 


Method 


GENSCAN 




Start 


3096 








End 


3559 




GI 


none 








Score 


.56 




Exons 


3096. .3368, 


3389 


355 9 










Seq. No. 


32827 








Seq. ID 


OJ991028_18.0207 


.C12 


(Ip-np Mr) 


68080 

\j \j \J \J \J 








Strand 






Start 


3096 








End 


3578 




Name 


OJ991028 18 


.0207 


PI 7 n1 


• L W 


Method 


TBLASTX: Wheat 




Start. ... 


3105_ 




.• . 




. End - ^ 


3577 




GI 


.none _ 








...Score — 


4^ 




Exons 


3105. .3224, 


3267 


^7 Q 


^717 


.3328, 3347. .3400, 3401.. 3457, 




3403. .3444, 


'3499 


• . JJJO/ 


o j u zf • 


.3577 






Q per ]\Jn 


32827 








Seq. ID 


OJ991028_18.0207 


.C12 


Gene No. 


68080 








Strand 






Start 


3096 








End 


3578 




Name 


OJ991028 18 


.0207 


.C12.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3168 








End 


3415 




GI 


none 








Score 


146 




Exons 


3168. .3269, 


3263 


. .3415 










Seq. No. 


32828 








Seq. ID 


OJ991028_18.0207 


.C13 


Gene No . 


68081 








Strand 






Start 


1 








End 


700 




Name 


OJ991028 18 


.0207 


.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


700 




GI" 


6742729 








Score 


576 




Exons . 


..1..700.. 














GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 






cjprr Wo 

tw> C. V-J * J.M W * 


32828 








Seq. ID 


OJ991028_18.0207 


.C13 


Gene No. 


68081 








Strand 






Start 


1 








End 


700 




Name 


OJ991028 18 


.0207 


.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


345 




GI 


none 








Score 


186 




Exons 


1..345, 20. 


.343 












Seq. No. 


32828 








Seq. ID 


OJ991028_18.0207 


.C13 


Gene No. 


68081 








Strand 






Start 


i 








End 


700 




Name. 


OJ991028 18 


.0207 


.C13.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


31 








End 


346 




GI 


none 








Score 


124 





32940 



Exons 



31. .345, 50. .346 



Seq. No. 32828 

Gene No. 68081 

Start 1 

Name OJ991028_18 . 0207 . C13 . ol . gs 

Start 38 

GI none 

Exons 38.. 134, 364.. 523, 644.. 697 



Seq. ID OJ991028_18.0207.C13 
Strand 

End 700 

Method GEN SCAN 

End 697 

Score .56 



Seq. No. 32828 

Gene No. 68081 

Start 1 

Name OJ991028_18 . 0207 . C13 . o2 . tw 

Start 365 

GI none 

Exons 365.-487, 578. .697, 617. .697 



Seq. ID OJ991028_18.0207.C13 
Strand 

End 700 

Method TBLASTX : Wheat 

End 697 

Score 64 



Seq. No. 32828 

Gene No. 68081 

Start 1 

Name.. ... - OJ991028_18 . 0207... C13 . p2_. tm, 

fs.t ant -.5.03.", !. .." * " " 

GI none 

Exons 503.. 694, 504 .. 623 



Seq. ID OJ991028_18.0207.C13 
Strand 

End ■ 700 

.Method. TBLASTX; Maize .. 

."End.... -.694 1"..1T ' Sll. 

Score 72 



Seq. No. 32829 

Gene No. 68082 

Start 39 

Name OJ991028_18 . 0207 . C14 ol . gs 

Start 39 

GI none 

Exons 39.. 136 



Seq. ID OJ991028_18.0207.C14 
Strand 

End 136 

Method GENSCAN 

End 136 

Score . 5 



Seq. No. 32830 

Gene No. 68083 

Start 1 

Name OJ991028_18 . 0207 . C15 . ol . np 

Start 1 

GI 4680179 

Exons_ .. . 1. .513 „ . 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ991028_18.0207.C15 

Strand + 

End 513 

Method * AAT/NAP 

End 513 

Score 375 

sativa subsp. indica] 



Seq. No. " 32830 " 

Gene No. 68083 

Start , 1 

Name OJ991028_18 . 0207 . C15 . ol . gs 

Start 5 

GI -j none 

Exons 5.. 342, 358.. 448 



Seq. ID OJ991028_18:0207.C15 

Strand + 

End 513 

Method GENSCAN 

End 448 

Score .83 



Seq. No. 32831 

Gene No. 68084 

Start 703 

Name OJ991028_18 . 0207 . C16 . ol . gs 

Start 703 

GI none 



Seq. ID OJ991028_18.0207.C16 
Strand 



Method 

End 

Score 



GENSCAN 

1313 

.8 



32941 



Exons 



703. .834, 1248. . 1313 



Seq. No. 32832 

Gene No. 68085 

Start 7672 

Name OJ991028_18 . 0207 . C17 . o2 . gp 

Start 7567 

GI uC-osflcyp033a04bl 

Exons 7567.. 7950 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ991028_18.0207.C17 

Strand + 

End 9726 

Method AAT/GAP 

End 7950 

Score 661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32832 
68085 
7672 

OJ991028_18. 0207 .C17.o4 . gs 

7672 

none' 



Seq. ID OJ991028_18.0207.C17 

Strand + 

End 9726 

Method GENSCAN 

End 9726 

Score . 8 



7672. .7737, 8839. .9604, 9643. .9726 



Seq. No. 32832 

Gene No... . : . 68086 ■ , - ....... 

.Start , . . 1". ..".„■"„ "**.. 

Name OJ991028_18 . 0207 . C17 . ol . np 

Start 1 

GI 5902445 

Exons 1..26, 898. .1140, 1180. .3005 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991028_18.0207.C17 
Strand - - : -_ w ■ 

End . .!/3*d05_.V^^L7." ' .Z . Z " 

Method AAT/NAP ■ 
End 3005 
Score 2031 



Seq. No. 32832 

Gene No. 68086 

Start 1 

Name OJ991028_18 . 0207 . C17 . ol . gs 

Start 892 

GI none 

Exons 892.. 2214 



Seq. ID OJ991028_18.0207.C17 
Strand 

End 3005 

Method GENSCAN 

End 2214 

Score .98 



Seq. No. 32832 

Gene No. 68086 

Start 1 

Name .OJ991028_18 . 0207 . CI 7 . o2 . gs. 

Start 2328 

GI none 

Exons .2328. '.2939 ' 



Seq. ID OJ991028_18.0207.C17 
Strand 

End 3005 

Method GENSCAN. 

End 2939 

Score .99 



Seq. No. 32832 

Gene No. 68087 

Start 3072 

i Name OJ991028_18 . 0207 . C17 . 06 . tw 

Start 1228 

GI none 

Exons 1228.. 1482, 1355.. 1480 



Seq. ID OJ991028_18 . 0207 .C17 
Strand 

End 9921 

Method TBLASTX : Wheat 

End 1482 

Score 63 



Seq. No. 32832 

Gene No. 68087 

Start 3072 

Name OJ991028 18 . 0207 . C17 . o2 . ts 



Seq. ID OJ991028_18 . 0207 . 
Strand 

End 9921 

Method TBLASTX : Soybean 



32942 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
-"atart" \i 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene -No . 
Start 
Name 
Start . 
GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1426 
none 

1426. .1674, 



1448. .1546, 1684, 



End 
Score 
. 1812 



32832 Seq. ID 

68087 Strand 

3072 End 
OJ991028_18 . 0207 . C17 . o4 . tw Method 

1525 End 

none Score 

1525. .1596, 1525. .1698, 1706. .1933, 1708. .1932 



1812 
63 



OJ991028 18.0207.C17 



9921 

TBLASTX: Wheat 
1933 
58 



32832 
68087 
3072 

OJ991028_18. 

1930 

none 

1930. .1956, 

32832 
68087 

.3072 

OJ991028_18. 

2023 

none 

2023. .2424, 

32832 
68087 
3072 

OJ991028_18. 

2078 

none 

2078. .2449, 



0207.C17.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_18.0207.C17 
9921 

TBLASTX: Maize 

2352 

113 



2008.. 2082, 2101.. 2352, 2123.. 2332 



0207.C17.ol. ts 
2264. .2425 

0207.C17.o2.tw 
2080. .2445, 2442. 



32832 
68,0.87 
3072 

OJ991028_18.0207.C17.ol.tm 
2574 ... 
none 

2574. .2876, .2574. .2930, 2575, 



32832 
68087 
3072 

OJ991028_18. 

2604 

none 

2604. .3059, 



32832 
68087 
3072 

OJ991028_18. 
2655 



0207.C17.ol.tw 
2605. .3060 

0207.C17.o3.ts 



Seq. ID 
,Strand 
.End.'"-. \-~ 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2489 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2895 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 
End 



OJ991028_18.0207.C17 

9921 r L. ". ."" ~_\ 

TBLASTX: Soybean 
2425 
81 



OJ991028_18.0207.C17 
9921 

TBLASTX: Wheat 

2489 

251 



OJ991028_18.0207.C17 
9921 

TBLASTX: Maize 

2930 

156 



OJ991028_18.0207.C17 
9921 

TBLASTX: Wheat 

3060 

356 



OJ991028_18.0207.C17 
9921 

TBLASTX: Soybean 
3026 



32943 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Score 95 



none 

2655. .2789, 2796. .3026 

32832 
68087 
3072 

OJ991028_18.0207.C17.o2.np 
3072 
5902444 

3072. .5116, 6317. .6528, 9840. .9921 
(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991028_18.0207.C17 
Strand 

End 9921 

Method AAT/NAP 

End 9921 

Score 1038 



Seq. No. 32832 

Gene No. 68087 

Start 3072 

Name OJ991028_18 . 0207 . C17 . o3 

Start 3209 

GI none 

Exons 3209.. 3262, 3252.. 3488, 
3525. .3707, 3598. .3699 

Se.q...-.,No. ■ .- 32832 _ . . . „ 

.Gene No. „. ' 6.8087 

Start 3072 

Name OJ991028_18 . 0207 . C17 . o5 

Start 4338 

GI none 

Exons 4338.. 4613, 4339.. 4566, 



Seq. ID OJ991028_18.0207.C17 
Strand 

End 9921 

.tw Method TBLASTX: Wheat 

End 3707 

Score 38 
3262. .3327, 3267. .3482, 3370. .3486, 



... .„ Seq. ID_OJ991028_18,0207. ? C17 

Strand. . - . 

End 9921 
.tw Method TBLASTX: Wheat 
End 4730 
Score 89 
4572. .4685, 4624. .4659, 4686. .4730 



Seq. No. 


32832 




Seq. ID 


OJ991028_18.0207.C17 


Gene No. 


68087 




Strand 




Start 


3072 




End 


9921 


Name 


OJ991028 18.0207.C17.o3. 


tm 


Method 


TBLASTX :Maize 


Start 


4452 




End 


4691 


GI 


none 




Score 


186 


Exons 


4452. .4691 








Seq. No. 


32833 




Seq. ID 


OJ991028_18.0207.C18 


Gene No. 


68088 




Strand 


+ 


Start 


31 




End 


414 


Name 


OJ991028 18.0207.C18.ol. 


gp • 


. _ Method . 


AAT/GAP- . 


Start 


31 




End 


414 


GI 


uC-osflcyp033a04bl 




Score 


665 


Exons 


31. .414 








GI Descrip. 


'60168 45/dbj IAP000570.il 


AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone 


J :P0711E10' 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991028_18.0207.C18 



32833 
68089 
4914 

OJ991028_18.0207.C18.o2.np 
4914 
4680179 
4914. .9384 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



9384 
AAT/NAP 
9384 
5688 



Seq. No. 32833 Seq. ID OJ991028_18 . 0207 . C18 

32944 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



68090 Strand 

1 End 
OJ991028_18 . 0207 .C18 .ol .np Method 

1 End 

4680186 Score 
1..173, 1868. .1913 

(AF111709) unknown [Oryza sativa subsp, 



32833 Seq. TD 

68090 Strand 

1 End 
OJ991028_18.0207.C18.ol.gs Method 

825 End 

none Score 
825. .1529 



1913 
AAT/NAP 
1913 
243 

indica] 

OJ991028_18.0207, 

1913 
GENSCAN 
1529 
.46 



C18 



Seq. No. 32833 Seq. ID 

Gene No. 68091 Strand 

Start 9810 End 

Name OJ991028_18 . 0207 . C18 . o9 . tw Method 

Start 5127 . . End 

GI . ■ . none _ Score. . 

Exons . '.. * 5127."". 5324, _512¥L 532.5*' '" ^/ Jl.f._. " "J. 1 



OJ991028_18.0207.C18 
10015 

TBLASTX: Wheat 
5325 - - 

215 



Seq. No. 32833 Seq. ID 

Gene No. 68091 Strand 

Start 9810 End 

Name OJ991028_18 . 0207 . C18 . o7 . tw Method 

Start 5376 End 

GI none Score 
Exons 



5376. .5549, 5377. .5727, 5525. .5593 



Seq. No. 32833 Seq. ID 

Gene No. 68091 Strand 

Start 9810 End 

Name OJ991028_18 . 0207 . CI 8 . 06 . tm Method 

Start 5377 End 

GI none Score 

Exons 5377.. 5682 



OJ991028_18.0207.C18 
10015 

TBLASTX: Wheat 

5727 

312 



OJ991028_18.0207.C18 
10015 

TBLASTX: Maize 

5682 

247 



Seq. No. 32833 .. . . . . Seq. ID 

Gene No. 68091 Strand 

■Start . 9810 End 

Name OJ991028_18 . 0207 . C18 . 08 . tw ' Method 

Start 6061 End 

GI none Score 

Exons 6061.. 6414 



OJ991028_18.0207.C18 
10015 

TBLASTX: Wheat 

6414 

250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32833 Seq. ID 

68091 Strand 

9810 End 
OJ991028_18 . 0207 . C18 . o7 . tm Method 

6418 End 

none ; Score 

6418. .6609, 6456. .6611 



OJ991028_18.0207.C18 
10015 

TBLASTX: Maize 

6611 

1 88 



Seq. No. 



32833 



Seq. ID OJ991028_18.0207.C18 



32945 



Gene No. 68091 

Start 9810 

Name OJ991028_18 . 0207 . C18 . o4 . tw 

Start 6546 

GI none 

Exons 6546.. 6986, 6547 



Strand 
End 

Method 
End 
Score 
7029, 6550.. 7026 



10015 

TBLASTX: Wheat 

7029 

535 



Seq. No. 32833 ■ Seq. ID 

Gene No. 68091 Strand 

Start 9810 End 

Name OJ991028_18 . 0207 . C18 . o4 . ts Method 

Start 6583 End 

GI none Score 

Exons 6583. . 6897 



OJ991028_18.y0207.C18 
10015 

TBLASTX: Soybean 

6897 

198 



Seq. No. 32833 Seq. ID 

Gene No. 68091 Strand 

Start 9810 End 

Name OJ991028_18 . 0207 . C18 . o4 . tm Method 

Start 6612 End 

GI none Score 

Exons , .6612... 7 049,. 6616.. 7059 _ 



OJ991028_18.0207.C18 
10015 

TBLASTX: Maize 

7059 

373 



Seq. No. 32833 

Gene No. 68091 

Start 9810 

Name OJ991028_18 . 0207 . C18 . ol . ts 

Start 6969 

GI none 

Exons 6969.. 7001, 6970.. 7002, 6970, 
7023.. 7169, 7114.. 7365, 7122, 



Seq. ID OJ991028_18.0207.C18 
Strand 

End 10015 

Method TBLASTX : Soybean 

End 7365 

Score 39 

.7002, 7006. .7059, 7008. .7049, 
.7355 



Seq. No. 32833 Seq. ID 

Gene No. 68091 Strand 

Start 9810 End 

Name OJ991028_18 . 0207 . C18 . o5 . tm Method 

Start 7114 End 

GI none Score 

Exons 7114. .7446, 7167. .7445 



OJ991028_18.0207.C18 
10015 

TBLASTX: Maize 

7446 

311 • 



Seq. No. 


32833 








Seq. ID 


OJ991028_18.0207 


.C18 


Gene No. 


68091 








Strand 






Start „ 


9810 








End 


10015 




Name 


OJ991028 18 


.0207 


C18.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


7117 








End 


7380 




GI 


none 








Score 


372 




Exons 


7117. .7380, 


7119 


.7379 










Seq. No. 


32833 








Seq. ID 


OJ991028_18.0207 


cis- 


Gene No. 


68091 








Strand 






Start 


9810 








End 


10015 




Name 


OJ991028 18 


0207 


C18.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


7381 








End 


7806 




GI 


none 








Score 


591 




Exons 


7381. .7806, 


7383 


.7799 










Seq. No. 


32833 








Seq. ID 


OJ991028_18.0207 


cis 



32946 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ; 

Exons _ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



68091 
9810 

OJ991028_JL8, 

7387 

none 

7387. .7635 

32833 
68091 
9810 

OJ991028_18. 
7453 
none 

7453. .7806, 

32833 
68091 
9810 

OJ991028_18. 
7834 
none 

7834. ...8373, . 

32833 
68091 
9810 

OJ991028_18. 
8071 
none 

8071. .8253, 

32833 
68091 
9810 

OJ991028_18. 
8161 
none 

8161. .8421, 

32833 
68091 
9810 

OJ991028_18. 
8219 
none 

8219. .8422, 

32833 
68091 
9810 

OJ991028__18, 
8380 
none 

8380. .9006, 

32833 
68091 



0207.C18.o3.ts 



Strand 
End 

Method 

End 

Score 



10015 

TBLASTX: Soybean 

7635 

206 



.0207.C18.o2.tm 
7458. .7799 

,0207.C18.o2.tw 
.8016, .836? 

0207.C18.ol.tc 
8254. .8397, 8256. 

0207.C18.o2.ts 
8172. .8420 

0207.C18.o3-. tm 
8220.. 8507, 8220. 

0207.C18.ol.tw 
8439. .8885, 8946. 



Seq. ID OJ991028_18.0207.C18 
Strand 

End 10015 

Method TBLASTX : Mai ze 

End 7806 

Score 464 



Seq. ID OJ991028_18.0207.C18 
Strand 

End 10015 

Method TBLASTX : Wheat 

End 8373 

Score 633 



Seq. ID OJ991028_18.0207.C18 
Strand 

10015 

TBLASTX: Cress 
8397 
90 



End 

Method 
End 
Score 
.8396 



Seq. ID OJ991028_18.0207.C18 
Strand 

End 10015 

Method TBLASTX : Soybean 

End 8421 

Score 301 



Seq. ID OJ991028_18.0207.C18 

Strand, - . . . 

End 10015 

Method TBLASTX : Mai ze 

End 8511 

Score 160 



,8507, 8221. .8511 



Seq. ID OJ991028_18.0207.C18 
Strand - 

10015 

TBLASTX: Wheat 
9006 
723 



End 

Method 
End 
Score 
.9005 



Seq. ID OJ991028__18.0207.C18 
Strand 



32947 



Start 
Name 
Start 
GI 

Exons 



9810 End 

OJ991028_18 . 0207 . C18 . ol . tm Method 

8559 End 

none Score 



10015 

TBLASTX: Maize 

9144 

229 



8559. .8714, 8560. .8721, 8718. .8882, 8719. .9144, 8878.-8964, 
8946. .9143 



Seq. No. 32833 Seq. ID- 
Gene No. 68091 Strand 
Start 9810 End 
Name OJ991028_18 . 0207 . C18 . 06 . tw Method 
Start 9006 End 
GI none Score 
Exons 9006.. 9287, 9007.. 9339 



OJ991028_18.0207.C18 
10015 

TBLASTX: Wheat 

9339 

315 



Seq. No. 32833 Seq. ID 

Gene No. 68091 Strand 

Start 9810 End 

Name OJ991028_18 . 0207 . C18 . o3 . gs Method 

Start 9810 End 

GI none Score 

Exons 9810. . 10015 



OJ991028_18.0207.C18 

10015 
GENSCAN 
10015 
. 95 



Seq. No. 32834 . - Seq. ID 

Gene No. 68092 Strand 

Start 3379 End 

Name OJ991028_18 . 0207 . C19 . ol . gs Method 

Start 3379 End 

GI none Score 

Exons 3379.. 3863, 3894.. 4302 



OJ991028_18.0207.C19 
+ 

7046 
GENSCAN 
4302 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

S Ldl c 

GI 

Exons 



32834 Seq. ID 

68092 Strand 

3379 End. 

OJ991028_18 .0207 .C19.o3.np Method 

3724 End 

6721512 Score 



OJ991028_18.0207.C19 
+ 

7046 
AAT/NAP 
7046 
94 



3724. .3781, 5284. .5430, 7021. .7046 

(AP001072) hypothetical protein [Oryza sativa] 



. 32834 . . . . . Seq. ID 

68093 Strand 
9067 . ■ • End 

OJ991028_18.0207.C19.o4.gp Method 
9067 End 
LIB3434-018-P1-K1-E3 Score 
9067. .9143 

, 5852170/emb|AL117265.1'|OST17804 1.0e-50 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome^ 4, BAC clone : t 17804 1 



OJ991028_18.0207.C19 
+ 

914 3 
AAT/GAP 
9143 
133 



32834 Seq. ID 

68094 Strand 

1556 End 

OJ991028_18 . 0207 .C19.o2.np Method 

1556 End 

5852175 Score 



OJ991028_18.0207.C19 
9143 

AAT/NAP 

9143 
132 



1556. .1588, 2205. .2300, 2874. .2930, 3580. .3755, 9092. .9143 



32948 



GI Descrip. (AL117265) zhb0005.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32834 
68094 
1556 

OJ991028_18. 0207.C19.ol.np 

2065 

6063554 

2065.. 2238, 2877.. 2905, 3583. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_18.0207.C19 

9143 
AAT/NAP 
4063 
250 



,3802, 3909.. 4063 



(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



32834 Seq. ID 

68094 Strand 

1556 End 
OJ991028_18. 0207 .C19.o2.gs Method 

4754 End 

none Score 
4754.. 5383 



OJ991028_18 .0207 .C19 

9143 
GENSCAN 
5383 
.97 



. Seg.. No. .32834,. _ : _ ; _ ^ . , ■ 

.Gene' No.-, 68094. " " " " *. 

Start - 1556 

Name OJ991028_18 . 0207 . C19 . o3 . gs 

Start 6784 

GI none 
Exons 



.Seq ... ID- . OJ991028_18 . 0207 t £19 



Strand 
End 

Method 

End 

Score 



9143 - 
GENSCAN 
8425 
.58 



6784. .6878, 7257. .7509, 7988. .8064, 8242. .8425 



Seq. No. 32834 Seq. ID OJ991028_18 . 0207 . C19 

Gene No. 68094 Strand 

Start 1556 End 9143 

Name OJ991028_18 . 0207 . C19 . o2 . gp Method AAT/GAP 

Start 6965 End 7275 

GI 72524_1.R1084 Score 403 

Exons 6965.. 7275 

GI Descrip. 1 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

Seq. No. 32834 Seq. ID OJ991028_18 . 0207 . C19 

Gene. No. 68094 . Strand - 

Start 1556 End 9143 

Name OJ991028_18 . 0207 . C19 . o3 . gp Method AAT/GAP 

Start 7749 End 7848 

GI LIB3477-003-P1-K1-E9 Score 133 

Exons 7749. .7848 

GI Descrip. ' 24 98 58 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 32835 Seq. ID 

Gene No. 68095 Strand 

Start 1 End 

Name OJ991028_18 . 0207 . C2Q , ol , gp 

Start 1 ^ L End 

GI LIB3434-018-P1-K1-E3 Score 

Exons 1..82, 1120.. 1152, 1759.. 1877 



OJ991028_18.0207.C20 
+ 

1877 

7\ 7\ T» / f 

J. ii 1 j. / v 

1877 
410 



32949 




GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


32835 




Seq. ID 


/"\ T A A 1 AAA 

OJ991028 


l_18 . 0207 


. C20 


Gene No . 


68095 




Strand 


+ 






Start 


1 




End 


1877 






Name 


ujyyiu^o ib . U2U i . L2U . oi 


.gs 


Method 


GLNoLAJM 






Start 


o o 
22 




End 


1 1 C A 

1152 






GI 


none 




Score 


.64 






Exons 


22. .82, 1120. . 1152 












Seq. No. 


o o o o r 

328 3o 




Seq. ID 


a Trtfll AAA 

OJ991028 


"1 A A O T 

18.0207 


. C21 


Gene No . 


(~ o r\ o c 
DO 0 9 O 




Strand 


+ 






Start 


3 / o 




End 


52 o 






Name 


A Tfini rtlO TO A A A 1 ^ A 1 _ 1 

OJ991028 lo . 0207 . C21 . ol 


.gs 


Method 


GENSCAN 






Start 


O T O 

3 /o 




End 


52 6 






GI 


none 




Score 


0 1 
. 81 






Exons 


378. .526 












Seq. No. 


32837. 




Seq. ID 


OJ991028 


_18.0207 


. C22 


Gene No. 


68097 




Strand 


+ 






Start ; 






End 


■1418. ; , 






Name. .... 


.OJ99102.8_18 ..0207. .£22 . ol 


.np . 


Method . 


. AAT/NAP. 






Start 


1 




End 


1418 






GI 


A f A A "1 T A 

4680179 




Score 


1911 






Exons 


1. . 1418 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


32837 




Seq. ID 


OJ991028 


_18.0207, 


. C22 


Gene No. 


68097 




Strand 


+ 






Start 


1 




End 


1418 






Name 


/^VTAAIAAO IO A A A *7 O a „ O 

OJ991028 lb . 020 7 . C22 . o2 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


34 




End 


612 






GI 


none 




Score 


649 






Exons 


34. .612, 157. .606, 228. 


.611 










Seq. No. 


32837 




Seq. ID 


OJ991028 


_18.0207, 


. C22 


Gene No. 


/~ o a m 

68097 




Strand. 


+ 






Start 


1 




End 


1418 






Name 


a TOm A A O TO A A A *7 A A ~ 1 

OJ9ylU2o lo . 020 / . C22 . ol 


.gs 


Method 


GENSCAN 






Start 


1 A A 

100 . 




End 


1341. 




- 


GI 


none 




Score 


.74 






Exons 


100.. 1341 






* 






Seq. No. 


32837 




Seq. ID 


OJ991028 


_18.0207. 


, C22 


Gene No. 


68097 




Strand 


+ 






Start 


1 




End 


1418 






Name 


OJ991028 18 . 0207 . C22 . ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


319 .. 




End 


636 






GI 


none 




Score 


78 






Exons 


319. .492, 493. .636, 495 


. .635 










Seq. No. 


32837 




Seq. ID 


OJ991028 


_18.0207. 


C22 


Gene No. 


.68097 




Strand 


j. 






Start 


1 




End 


1418 






Name 


OJ991028 18.0207.C22.ol, 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


400 




End 


661 







32950 



GI 


none 


Score 


284 






Exons 


400. .660, 405. .659, 479. .661 










Seq. No. 


32837 


Seq. ID 


OJ991028 


18 . 0207 


.C22 


Gene No. 


68097 


Strand 


+ 






Start 


1 


End 


1418 






Name 


OJ991028_18 . 0207 .C22 . o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


458 


End 


750 






GI 


none 


Score 


118 






Exons 


458. .646, 459. .746, 460. .750 










Seq. No. 


32837 


Seq. ID 


OJ991028 


18 . 0207 


.C22 


Gene No. 


68097 


Strand 


+ 






Start 


1 


End 


1418 






Name 


OJ991028 18.0207.C22.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


619 


End 


1245 






GI 


none 


Score 


705 






Exons 


619. .1245, 675. .1133, 1120. .1242 








Seq. No. 


32837 


Seq. ID 


OJ991028 


_18.0207 


.C22 


Gene No. 


68097 


Strand 


+ 






Start . 


. 1. : . .. i , , 


End. 


1418. 






Name 


. .OJ9910~28..18.0207..C22\ol. tm . : „ 


Method - 


. TBLASTX : 


Maize 




Start 


799 


End 


1399 






GI 


none 


Score 


231 






Exons 


799. .960, 807. .953, 957. .1259, 


958.. 1311, 1120. 


.1308, 1313. .1399 


Seq. No. 


32838 


Seq. ID 


OJ991028 


_18.0207 


.C23 


Gene No. 


68098 


Strand 


+ 






Start 


738 


End 


847 






Name 


OJ991028 18.0207.C23.ol.gs 


Method 


GENSCAN 






Start 


738 


End 


847 






GI 


none 


Score 


.48 






Exons 


738. .847 










Seq. No. 


32839 


Seq. ID 


OJ991028 


_18.0207 


C24 


Gene No. 


68099 


Strand 


+ 






Start 


1 


End 


567 






Name 


OJ991028 18.0207.C24.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


567 






GI . 


6815052 . . ... 


Score. 


252 . 






Exons 


1..86, 129. .258, 307. .567 










GI* Descrip . 


(AP001080.) hypothetical protein (Oryza 


sativa] 






Seq. No. 


32839 


Seq. ID 


OJ991028 


_18.0207. 


C24 


Gene No. 


68099 


Strand 


+ 






Start 


1 


End 


567 






Name 


OJ991028 18.0207.C24 .ol.gs 


Method 


GENSCAN 






Start 


21. 


End 


437 






GI 


none 


Score 


.81 






Exons 


21. .258, 310. .437 










Seq. No. 


32840 


Seq. ID 


OJ991208 


_11.0211. 


C8 


Gene No*. 


68100 


Strand 


.1- 






Start 


4 


End 


3177 






Name 


OJ991208 11. 0211. C8. ol.gs 


Method 


GENSCAN 






Start 


4 


End 


3128 







32951 






none 


Score 


.64 




Exons 


A 1 m 191 7DQ "347 OHQ/I 


2113. .2267, 2282. .3128 




Seq. No. 


32840 


Seq. ID 


OJ991208JL1.0211 


■ C8 


Gene No. 


68100 


Strand 


+ 




OLart. 




End 


3177 




Name 


riTQQi ono 11 n?i 1 r*p -t- T i 


Method 


TBLASTX : Wheat 






J / 


End 


485 






none 


Score 


59 




Exons 


"} 7 1 "3 P. 1 1 C 9 Q9 1 one; 
J / . . 1 JO , 110. . Z yZ , 1Z 0 . . JU 0/ 


295. .450, 


312. .485 




oeq . no . 


O ft U 


Seq. ID 


OJ991208JL1.0211 


r> o 

. to 


Gene No. 


68100 


Strand 


+ 




Start 


4 


End 


3177 




Name 




Method 


AAT/NAP 




o uair L 


o 0 


End 


3177 




C T 
tl 


0 yUZfl 4 0 


Score 


1450 




Exons 




3177 






ti uescrip. 




[Oryza sativa] 




Seq. No. 


32840 


Seq. ID 


OJ991208_11.0211 


.C8 


Gene No . _ . 


,..68100, .... _ _ . . _ v , . 


Strand. 


- .+ 








/End' 


3177."" ' ; 


... 


Name 


fi TQQ1 9HQ 11 H911 PQ ^9 4- ™ 

ujyyi/uo ii . uzn . to . . tin 


Method 


TBLASTX: Maize 




otarL 


9 n c\ 


End 


495 




C T 


none 


Score 


105 






OAA oni 9ni Qnc; 9Qn >i qc 
z uu . . jUI/ z u i . . jud, z o u . . 4 yo 








Seq. No. 


32840 


Seq. ID 


OJ991208_11.0211 


.C8 


Gene No. 


68100 


Strand 


+ 








End 


3177 




Name 


r\TQQi ono 11 aoi i r* o — i +- _ 

ujyyizuo l i . Uz i i . to . oi . tm 


Method 


TBLASTX: Maize 




Q -j- n v-t- 
jLai L 


A Q Q 

4 y y 


End 


927 




r* T 
bl 


none 


Score 


386 




Exons 


A Q Q Q9"7 CHQ Q99 

4yy. . yz / , ouo. . ozz 








Seq. No. 


32840 


Seq. ID 


OJ991208_11.0211, 


.C8 


Gene No. 


68100 


Strand 


+ 




o l air l 


4 


End 


3177 




Name 


OJ991208 11.0211.C8.o2.tw 


Method 


TBLASTX: Wheat 




otarc . 


.604 


. End 


1020 




ol 


none 


Score 


333 




T7* v ir\ c 


604.. 1020, '654. .'800, 742.. 813, 873..95'6 




Seq. No. 


32840 


Seq. ID 


OJ991208_11.0211, 


,C8 


Gene No. 


68100 


Strand 


+ 




o l air l 


4 


End 


3177 




Name 


OJ991208 11.0211.C8.ol.ts 


Method 


TBLASTX: Soybean 




C -I- -3 V--I- 


646 


End 


1176 




pT 


none 


Score 


380 




Exons 


646. .1125, 657. .803, 1105. .1176 






Seq. - No. 


32840 


Seq. ID 


OJ991208_11.0211. 


,C8 


Gene No. 


68100 


Strand 


+ 




Start 


4 


End 


3177 




Name 


OJ991208 11.0211.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1264 


End 


1734 





32952 



GI none Score 136 

Exons 1264.. 1401, 1471.. 1509, 1606.. 1734, 1608.. 1661 



Seq. No. 32840 

Gene No. 68100 

Start 4 

Name OJ991208_11 . 0211 . C8 . o3 . tm 

Start 2149 

GI none 

Exons 2149.. 2448 



Seq. ID OJ991208_11.0211.C8 

Strand + 

End 3177 

Method TBLASTX : Mai ze 

End 2448 

Score 204 



Seq. No. 32840 Seq. ID 

Gene No. 68100 Strand 

Start 4 End 

Name OJ991208_11 . 0211 . C8 . o4 . tw Method 

Start 2149 End 

GI none Score 

Exons 2149.. 2424 



OJ991208_11.0211.C8 
+ 

3177 

TBLASTX: Wheat 

2424 

184 



Seq. No. 32840 Seq. ID 

Gene No. 68100 Strand 

■ Start . „ 4 . . • End 

-Name ' '. ... OJ991208.-11.. 0211*.! C8 . o3.. ts' 7"! Method". 

Start 2290 End 

GI none Score 

Exons 2290.. 2679, 2391.. 2612 



OJ991208_11.0211.C8 
+ 

3 17 7_ - 

. TBLASTX : Soybean 

2679 
225 



Seq. No. 32840 Seq. ID 

Gene No. 68100 Strand 

Start 4 End 

Name OJ991208_11 . 0211 . C8 . o5 . tw Method 

Start 2437 End 

GI none Score 

Exons 2437.. 2802 



OJ991208_11.0211.C8 
+ 

3177 

TBLASTX: Wheat 

2802 

179 



Seq. No. 


32840 








Seq. ID 


OJ991208_11.0211 


.C8 


Gene No. 


68100 








Strand 


+ 




Start 


4 








End 


3177 




Name 


OJ991208 11 


.0211 


,C8.o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2823 








End 


3051 




GI . 


none 








Score 


186. . 




Exons 


2823.. 2909, 


2824 


. .3051 










Seq. No. 


32840' 








Seq. ID 


OJ991208_11/0211 


.C8 


Gene No. 


68100 








Strand 


+ 




Start 


4 








End 


3177 




Name 


OJ991208 11 


0211 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2833 








End 


3174 




GI 


none 








Score 


350 




Exons 


2833. .3174, 


2841 


. .2915, 


2997. 


.3161 






Seq. No. 


32841 








Seq. ID 


OJ991208_11.0211 


C9 


Gene No. 


68101 








Strand 


+ 




Start 


1185 








End 


13 60 




Name 


OJ991208 11. 


0211 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


1185 








End 


1360 




GI 


none 








Score 


. 6 





32953 




Exons 1185.. 1360 



oeq. IN o . 


*5 9 Q A 1 
0 H 1 






Seq. ID 


OJ991208_11 


.0211 


.C9 


Gene No . 


toi no 

DO 






Strand 


+ 






otdit 


DODl 






End 


7709 






Name 


Pi TQ Q 1 9 HQ 11 


n 9 1 i 

. 1 1 


. uy . Oj . gs 


Method 


GENSCAN 






Otail 


^ ^ £1 
0 0 D 1 






End 


7709 






P T 


none 






Score 


.54 






Exons 


5561. .5651, 


5711 


..5900, 6273 


..6537, 7123. .7282, 7639. .7709 


O C ■ IN O . 








Seq. ID 


OJ991208_11 


.0211 


.C9 


Gene No. 


Do IUj 






Strand 


+ 






OLdrt 


q £ c n 






End 


10121 






Name 


Pi TQ Q1 ODQ 11 

uj yyizuo 1 1 


noii 


. by . oh . gs 


Method 


GENSCAN 






OLalU 


ft £ £H 
oDDU 






End 


10121 






p t 

bl 


none 






Score 


.77 






Exons 


8660. .8731, 


9800 


..9951, 9956 


..9974, 10044. .10121 






O c . IN O . 


"39 ft 4 1 






beq. id 


A TOQ1 OHO 11 

ujyyi^uo 11 


.0211 


.C9 


Gene No . 


bo 1U4 






Strand 








Of i yf 


9 9 C / 






End 


4112 






Name . : • 


ATQQ1 OOQ IT 

uj yyizUo ii 


.JJ/t 11 




. ; ^Method 


GENSCAN 






Of -5 yf 


9 9 £ yl 


' 


• " " — - : 


" End 


.. 4.112- 






P T 

bl 


none 






Score 


.53 






Exons 


2264 . .3135, 


3245 


..3434, 3528 


. .4112 








oeq. in o . 


32841 






Seq. ID 


OJ991208_11 


n 9 1 i 


. by 


Gene No. 


68105 






Strand 








C f v- f 


11438 






End 


12111 






Name 


OJ991208 11 


.0211 


.C9.o5.gs 


Method 


GENSCAN 






otart 


11438 






End 


12111 






P T 

bl 


none 






Score 


.49 






Exons 


11438. .11526, 12018. .12111 










Seq. No. 


32842 






Seq. ID 


OJ991208_11 


.0211 


.C10 


bene ino • 


68106 






Strand 


+ 






btarc 


1119 






End 


1540 






Name 


OJ991208 11 


0211 


C10.ol.np 


Method 


AAT/NAP 






Of ar-f 


1119 






End 


1540 






PT 


4539291 






Score 


400 






Exons 


1119. .1540 














GI Descrip. 


(AL049480) putative protein 


[Arabidops 


is thaliana] 






o e CJ . LN o . 


32842 






Seq. ID 


OJ991208JL1. 


0211 


.Cl'O 


Gene No . 


68107 






Strand 


+ 






Of -iy>f 


9641 






End 


10945 






Name 


OJ991208 11. 


0211. 


C10.ol.tc ' 


Method 


TBLASTX: Cress 




Of 3 v-f 

otart 


1107 






End 


1466 






P T 
bl 


none 






Score 


274 






Exons 


1107. .1352, 


1118. 


.1171, 1190 


. .1354, 1335. . 1466 






Seq. No. 


32842 






Seq. ID 


OJ991208_11. 


0211 


C10 


Gene No. 


68107 






Strand 


+ 






Start 


9641 






End 


1094 5 






Name 


OJ991208 11. 


0211. 


C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


1113 






End 


1562 






GI 


none 






Score 


372 







32954 




Exons 


1 1 1 o -i o c c 


1110 
1 1 lo 


. . 1 JJ 4 , 


1 01 /; 
1 J 1 0 . 


..1519, 1335.. 1562 




Seq. No. 


32842 








Seq. ID 


OJ991208_11.0211 


.C10 


Gene No. 


68107 








Strand 


+ 




Of ayf 


Q £>A 1 
y 0 fi 1 








End 


10945 




Name 


Pi TQQ1 9 HQ 11 

uu y y iz uo 11 


n 9 1 1 
. uz 1 1 


pi n ^9 

.LIU . OZ , 


. L S 


Method 


TBLASTX: Soybean 




Of a v+- 


1 1 1 -3 

lllj 








End 


1352 




P T 


none 








Score 


281 






1110 i ^ r 9 
iiij . . ijji/ 


1 1 i p 
1110 


1 ^ ^ 1 
. . 1001 










Seq. No. 


32842 








Seq. ID 


OJ991208_11.0211 


.C10 


Gene No. 


68107 








Strand 


+ 




Of- a -r t- 


Q £>A 1 

-7 D 4 1 








End 


10945 




Name 


PiTQQI 9 fl Q 11 

u j yyizuo 11 


Pi 9 1 1 
. UZ11 


pi n /-si 
. LIU . 01 . 


. t s 


Method 


TBLASTX: Soybean 




Of- a r-f- 


7 911 ~~ 

/ Z 1 1 








End 


7505 




PT 


none 








Score 


379 




TT" v /"*\ t™i c 
Hi A\J I i O 


7911 7c.n1 

/^.ll . • / JUl/ 


7 919 


. . / JUJ 










Seq. No. 


32842 








Seq. ID 


OJ991208_11.0211 


.C10 


Gene No. 


68107 








Strand 


+ 






Q £ A 1 
y Off 1 








End 


10945 




Name ^ • 


ATQQ1 OHQ 11 

ujyyizuo-. ii_ 


n 9 1 1 


PI n rvO 


tc : . 


Method 


TBLASTX: Cress 




Of a v-f- 


7 "5 1 1 


>■ ~" — - * 




■ 


*.End.i...".".. 


-..7 6.9.1. 




PT 


none 








Score 


262 




Exons 


/Oil. . / JJJ/ 


/ 0-51 


7 R 9 9 

. . / DZ Z , 


7 yl 9 H 
/ 4 / U . 


.7667, 7590. .7697 




Seq. No. 


32842 








Seq. ID 


OJ991208_11.0211 


.C10 


Gene No. 


68107 








Strand 


+ 




Qf 2 V--H 


Q £ ^ 1 

y 0 ft 1 








End 


10945 




Name 


PTQQ19HQ 11 


C\ 9 1 1 
, UZ 1 1 


pin a"3 
. LIU . Oo . 


ts 


Method 


TBLASTX: Soybean 




Q +- -a v-+- 


7 C 1 *7 








End 


7991 




P T 

bi 


none 








Score 


77 




Exons 


7 617 7 £7 n 
/Dl / . . / O / U , 


7 £ 1 Q 

/ 0 1 y 


. . / 0 D 0 / 


7 7 9 Q 
/ / Z O . 


.7853, 7872. .7991, 7889. .7942 


Seq. No. 


32842 








Seq. ID 


OJ991208_11.0211 


.C10 


Gene No. 


68107 








Strand . 


+ 




OLdiL 


Q &A 1 








End 


10945 




Name 


n TQQ1 9flP 11 

uj yyizub 11. 


n 9 1 1 

. Uz 1 1 , 


pi n /->9 
. bl U . OZ . 


gs 


Method 


GENSCAN 






Q £M 1 
y Oft 1 








End 


10945 




PT 
bl 


none 








Score 


.63 




F vnn c 
CjAvJIIo, 


.7 O fi 1 . . .7 0 / J , 


y y d 0 . 


10119 
. . 1 U 1 1 Z , 


.10.75.9. .10945 






Seq. No. 


32843 








Seq. ID 


OJ991208_11.0211, 


.Cll 


Gene No. 


* ' 68108 * 








Strand 


+ 




Cf arf 


1 Q P) j4 
1 O U f± 








End 


2642 




Name 


HTQQ1 OHQ 11 


n 9 1 1 
UZ 1 1 , 


ibll. Ol . 


gs 


Method 


GENSCAN 




otdrt 


1 q n /i 








End 


2642 




P T 


none 








Score 


.9 




Exons 


loU4 . . lo40, 


zo Jo . 


O C A O 

, . Z o4 Z 










Seq. No. 


32843 








Seq. ID 


OJ991208_11.0211, 


,C11 


Gene No . 


68109 








Strand 


+ 




Start 


3523 








End 


4429 




Name 


OJ991208 11. 


0211. 


Cll.ol . 


nn 


Me t hod 


AAT ^NAP 




Start 


3523 








End 


4429 




GI 


5430771 








Score 


308 





Exons 3523.. 4429 

32955 



uescrip. 


v/\uuu/DUfi; unKnown riotein 


[Arabidopsis thaliana] 






O £. 0 H O 


Seq. ID 


OJ991208_11.0211 


pi i 


Gene No. 


68110 


Strand 


+ 




Start 


8015 


End 


9236 




Name 




Method 


AAT/NAP 




o Lai L. 


fin i ^ ~~ 

QUI J 


End 


9076 




P T 


JU / X 


Score 


938 




T7 1 v r^i o 










Ljx L/cbCIip. 


f Z\Pfl fl R n 1 1 \ nnVnm.m r~\voi+- oin 
In^UUOUl / ) unKnown piOLclIl 


[Arabidopsis thaliana] 




C ^ j^r M r\ 

oeq. IN o . 


34. 0 f± O 


Seq. ID 


OJ991208_11.0211 


pi i 


Ucllc IN (J. 


fifi 1 1 n 


Strand 


+ 




Start 


8015 


End 


9236 




Name 


OJ991208 11.0211.Cll.ol.gp 


Method 


AAT/GAP 




O Lai L 


8921 


End 


9236 




Pt 
ox 


3759857 


Score 


591 




TT 1 v i—\ t™i a 


8921. .9236 








P. T Ho q /-> > — i ys 


590307 l/gb|AAD5562 9.1 |AC00£ 


5017 2 2.0e- 


15 (AC008017) Unknown 




protein [Arabidopsis thaliana] 






Seq... No. ■ 


32843 • • .. . 


_ Seq... ID 


0 J 9 912 08JL1. 0211 


pi 1 

..LI 


Gene -No... . , 


68in , „ 


...... ... Strand .... 




— " — 




3430 


End 


4419 




Name 


OJ991208JL1. 0211. Cll. o2.gs 


Method 


GEN SCAN 




Of 2r f 

onarr. 


j4 JU 


End 


4419 




P T 


none 


Score 


.79 




Exons 


3430. .4419 








Seq. No. 


32843 


Seq. ID 


OJ991208_11.0211 


pi i 

CI 1 


Gene No. 


68112 


Strand 






O Lai L 


11868 


End 


16052 




Name 


OJ991208 11.0211.Cll.o2.ts 


Method 


TBLASTX: Soybean 






3535 


End 


3819 






none 


Score 


272 




Exons 


3535. .3819, 3537. .3800 








Seq. No. 


32843 


Seq. ID 


OJ991208_11.0211 


Cll 


Gene No. 


68112 


Strand 








11868 


End 


16052 




Name 


OJ991208 11. 021.1. Cll.o2.tc 


Method 


TBLASTX: Cress 






3622 


End 


4005 




GT 

O J. 


none 


Score 


154 




Exons 


3622.. 3819, 3642.. 3812, 38S 


3. .4005, 3900. .3968 * ' 




Seq. No. 


32843 


Seq. ID 


OJ991208_11.0211. 


Cll 


Gene No. 


68112 


Strand 






OCdlL 


11868 


End 


16052 




Name 


OJ991208 11.0211.Cll.o3.ts 


Method 


TBLASTX: Soybean 






3892 


End 


4152 




P T 
la x 


none 


Score 


242 




Exons 


3892. .4152, 3906. .4142 








Seq. No. 


32843 


Seq, ID 


O-J991208 11.0211. 


Cll 


Gene No. 


68112 


Strand 






Start 


11868 


End 


16052 




Name 


OJ991208 11.0211.Cll.o3.tm 


Method 


TBLASTX: Maize 





32956 



CM , -v f- 

otart 


7 oo 7 
i yz / 








p t 


none 








Exons 


7 Q97 7QfiQ 
/ :?Z /. . / ?D0 / 


O U fl z 


ft 1 ft ^ 
. . 0 X O D f 


ft 0Q9 
o u ,?z . 


beq. no. 










Gene No. 


68112 








Start 


11868 








Name 


O.TQQ1 90ft 1 1 


• U Z X X 


PI 1 n1 


. L. o 




ouoy 








p t 

bl 


none 








Exons 


oncQ pipe 


0 Z D Z 


Q *5 c: Q 

. . o jj y / 


P 4 £7 
0 4 O / . 




Ojj?. . ODjO, 


ft ^ £4 


ft fill 


ft 7 fiS 
O / Oj . 


Seq. No. 


32843 








Gene No. 


68112 








ot art 


i i p£;p 

1 X 0 DO 








Name 


r\ to Qi ono ii 
uj y y izuo ii 


noil 
. Uz 1 1 


pi i 
. LI 1 . 04 


. t C 


otart 


buoy 








P T 
bl 


none 








Exons 


pn^Q pi p r 


ft 

0 z o z 


. . o jjy, 


ft R ^7 


Seq. No. • 


~. 32843 . 








.Gene.. Nq....... „ 


6 8.1 12 


■; .- 







btart 


I 1 Q^Q 

I I O DO 








Name 


r\TQQ1 ODQ 11 

uj y y izuo ii 


noii 
. Uz 1 1 


. LI 1 . 04 , 


. tm 


b tart 


o J bo 








bl 


none 








Exons 


oof:: QCific. 
o O 03 . . ojUj, 


q "3 £ £ 


. . oou y / 


Q R a ^ 
0 D 4 O . 


Seq. No. 










Gene No. 


68112 








Start 


11868 








Name 


HTQQ1 OOP 11 

uj y y izuo ii, 


noii 
. Uz 1 1 


pi 1 _ o 

.Lll . Oz , 


. tm 


Of -, vf 

otart 


o / 4 u 








p t 
bl 


none 








Exons 


Q-J A r\ QQQQ 

o / 4 U . . ooo y , 


on a n 
o / 4 / 


. . o yzo , 


o / 4 y . 




oqcc Qfl17 

o yoo . . y u i / 








Seq. No. 


32843 








Gene No. 


68112 








Cf a v*+- 

o l a II, 


1 1 OCR 

... 1 1 0 DO _ . 








Name 


uj y yizuo ii . 


noil 
. Uz 1 1 


pi i — i 

. bl 1 . Ol . 


. tc 


btart 


- Q 7 Q A ' 

o / y 4 








p t 
bl 


none 








Exons 


Ql OA PRQC 

o / y4 . .oooO/ 


OOO/ 


OQQ7 
. .OOO/, 


QQm 
o y u 3 . 


Seq. No. 


32843 








Gene No. 


68112 








o car i. 


110D0 








Name 


ATQQ1 OflQ 11 

uj y yizuo ii . 


. Uz 1 1 . 


1 1 c 
. bl 1 . OO . 


ts 


Start 


o ri r» o 

o yoo 








GI 


none 








Exons 


8903. .9088/ 


8980. 


. . 9045 




Seq. No. 


'^32843 








Gene No. 


68112 








Start 


11868 









End 8365 
Score 170 

.8184, 8251. .8355/ 8252. .8365 

Seq. ID OJ991208_11.0211.C11 
Strand 

End 16052 

Method TBLASTX : Soybean 

End 8902 

Score 149 

.8514, 8468. .8512, 8S28..8683, 
.8899, 8837. .8902 

Seq. ID OJ991208_11.0211.C11 
Strand 

16052 

TBLASTX: Cress 
8647 
140 



End 

Method 
End 
Score 
.8647 



■ Seq. ID.. .OJ991208_11/.0211.C11- 
..St.ran.d-. - 

End 16052 

Method TBLASTX: Maize 

End 8674 

Score 74 
.8670, 8549.. 8674 

Seq. ID OJ991208_11.0211.C11 
Strand 

End 16052 

Method TBLASTX : Mai ze 

End 9022 

Score 180 

.8883, 8891. .9022, 8894. .8962, 



Seq. ID OJ991208_11.0211.C11 
Strand 

End. _ 160.52 

Method TBLASTX: Cress 

End . 9058 

Score' 81 
.9058, 8980. .9048 

Seq. ID OJ991208_11. 0211.C11 
Strand 

End 16052 

Method TBLASTX : Soybean 

End 9088 

Score 222 



Seq. ID OJ991208_11. 0211.C11 
Strand 

End 16052 



32957 



Name OJ991208_11 . 0211 . Cll . o3 . tc Method TBLASTX : Cress 

Start 11827 End 15671 

GI none Score 117 

Exons 11827. .11907, 11831 .. 11908, 11834 11917 , 12122 12271, 

12130. .12249, 12272. .12388, 12322 12390 , 12720 12797 , 

15577. .15669, 15585. .15671 

Seq. No. 32843 Seq. ID OJ991208_11 . 0211 . Cll 

Gene No. 68112 Strand 

Start 11868 End 16052 

Name OJ991208_11 . 0211 . Cll . o4 . ts Method TBLASTX : Soybean 

Start 11833 End 15626 

GI none Score 35 

Exons 11833. .11907, 1264 3 .. 12696, 12645 .. 12812 , 12657 .. 12791, 
12751. .12795, 15585. .15626 

Seq. No. 32843 Seq. ID OJ991208JL1 . 02 11 . Cll 

Gene No. 68112 Strand 

Start 11868 End 16052 

Name 0 J9 9 1 2 08_1 1.0211. Cll. ol . tm Method TBLASTX : Mai ze 

Start 11864 End 15683 

.GI . . -none Score 7 3 . .. . 

'.Exons.,. .^„„, 1.1864..,!.1190.8,._11866... 1.1907, J.12122~. 12316, . 12 130.. ..-123 18 ,!„"*„.. 

12130. .12282, 12147; . 12329,, 12317 .. 12382 , 12322 12390 , •■ 

12484. .12555, 12651 .. 12770 , 12657 .. 12773, 15585. .15683 

Seq. No. 32843 * Seq. ID OJ991208_11 . 02 11 . Cll 

Gene No. 68112 Strand 

Start 11868 End 16052 

Name OJ991208_11 . 0211 . Cll . o2 . gp Method AAT/GAP 

Start 11868 End 12241 

GI 287014 Score 698 

Exons 11868. .12241 

GI Descrip. 3608128 1.0e-08 (AC005314) hypothetical protein [Arabidopsis 
thaliana] >gi_42 63794_gb_AAD15454_ (AC006068) hypothetical 
protein [Arabidopsis thaliana] 

Seq. No. 32843 "" Seq. ID OJ991208_11 . 02 11 . CI 1 

Gene No. 68112 Strand 

Start 11868 End 16052 

Name...._ _ _OJ99120,8_11 .0211 ..Cll.. o3 . np t Method , AAT/NAP . 

Start - 12127 End 16043 

GI 3608128 Score 401 

Exons 12127.*. 12251, 12444 .. 12556, 12608 .. 12792, 15583 15861, 
15960. .16043 

GI Descrip. (AC005314) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 32843 Seq. ID OJ991208_11 . 02 11 . Cll 

Gene No. 68112 Strand 

Start 11868 End 16052 

Name OJ991208_11 . 0211 . Cll . o5 . gs Method GENSCAN 

Start 15534 End 16052 

GI none Score .58 

Exons 15534 . .16052 

Seq. No. 32844 Seq. ID OJ991208_11 . 0211 . C12 

Gene No. 68113 Strand + 



32958 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



7667 
AAT/NAP 
7667 
349 

.6586, 7639. 



630 End 
OJ991208_11.0211.C12.ol.np Method 
630 End 
6324335 Score 

630. .651, 3763. .3884, 5956. .6198, 6317. .6586, 7639. .7667 
Lrolp gi|732207|sp|P40345|YN84_YEAST HYPOTHETICAL 75.4 KD 
PROTEIN IN AUT1-CSE2 INTERGENIC REGION gi | 6264 66 | pir | | S45131 
probable membrane protein YNR008w - yeast {Saccharomyces 
cerevisiae) gi | 4 96725 | emb | CAA54576 | (X77395) N2042 
[Saccharomyces cerevisiae] gi | 1302482 | emb | CAA96285 I (Z71623) ORF 
YNR008w [Saccharomyces cerevisiae] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32844 
68113 
630 

OJ991208_11.0211.C12.ol.gs 

714 

none 



Seq. ID OJ991208 11.0211.C12 



Strand 
End 

Method 

End 

Score 



+ 

7667 
GENSCAN 
7169 
.71 



714. .800, 912. .1080, 1193. .1346, 1491. .1590, 1761. .1845, 
3089. .3213, 3327. .3898, 5179. .5235, 5976. . 6198, 7116. .7169 



Seq v No . 
. Gene -No . 
Start 
Name 
Start 
GI 

Exons 



32844 ... 

.68113 .. 

630 

OJ991208_11.0211.C12.ol.tm 
3581 



none 
3581. 
5982. 
6565. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3898, 3582. .3899, 3836. .3904, 5973. .6200, 5974 
6203, 6305.. 6574, 6309.. 6572, 6314.. 6583, 6564 
6600, 6566. .6601 



0 J 9 9 1-2 0 8_1 1 . 0 2 1,1 ._C 1 2 

.+ .. 

7667 

TBLASTX: Maize 
6601 
582 



, 6201, 
, 6599, 



Seq. No. 32844 Seq. ID 

Gene No. 68113 Strand 

Start 630 End 

Name OJ991208_11 . 0211 . C12 . ol . tc Method 

Start 3591 End . 

GI none Score 

Exons 3591.. 3734, 3593. .3733, 3710.. 3754, 3711.. 3755, 3734.. 3898, 
3735.. 3899 



OJ991208_11.0211.C12 
+ 

7667 

TBLASTX: Cress 
3899 
214 



Seq,...Np. 3284.4. . 

Gene No. 68113 

Start . 630 ■ - 

Name OJ991208_11 . 0211 . C12 . o2 . ts 

Start 3657 

GI none 

Exons 3657.. 3788, 3686.. 3898, 3687, 
5973. .6134, 5974. .6135, 5977. 



...Seq. .ID OJ9.91208_11..0211.C12 

Strand + 

End 7667 ' - . 

Method TBLASTX : Soybean 

End 6135 

Score 75 

.3899, 5948. .6055, 5973. .6134, 
.6135 



Seq. No. 32844 

Gene No. 68113 

Start 630 

Name OJ991208_11 . 0211 . C12 . ol . ts 

Start 6160 

GI none 

Exons 6160.. 6201, 6161.. 6199, 6309. 

6509.. 6601, 6517. .6600, 6522. 



Seq. ID OJ991208_11.0211.C12 

Strand + 

End 7667 

Method TBLASTX : Soybean 

End 6614 

Score 71 

.6491, 6314. .6517, 6316. .6453, 
.6614 



32959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32845 
68114 
1 

OJ991208 
1 

6324335 
1..36, 998. 



_11.0211.C13.ol.np 



, 1028, 1290. . 1423, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1452 



OJ991208_ 
+ 

1771 
AAT/NAP 
1768 
106 
1768 



11.0211.C13 



Lrolp gi|732207|sp|P40345|YN84_YEAST HYPOTHETICAL 75.4 KD 
PROTEIN IN AUT1-CSE2 INTERGENIC REGION gi | 6264 66 | pir | | S4 5131 
probable membrane prot ein YNR008w - yeast (Saccharomyces 
cerevisiae) gi | 4 96725 | emb | CAA5457 6 | (X77395) N2042 
[Saccharomyces cerevisiae] gi 1 1302482 | emb | CAA96285 | (Z71623) ORF 
YNR008w [Saccharomyces cerevisiae] 



32845 Seq. ID 

68114 Strand 

1 End 
OJ991208_11.0211.C13.ol.gs Method 

8 98 End 

none Score 

898.. 1028, 1290.. 1423, 1503. .1771, 



OJ991208_11.0211.C13 
+ 

1771 
GENSCAN 
1771 
. 61 



32845 Seq. ID OJ991208_11 . 02 11 . C13 

68114 Strand + 

1 End 1771 

OJ991208_11.0211.C13.ol.gp Method AAT/GAP 
933 End 1468 

LIB3475-011-P1-K1-C9 Score 485 

933. .1028, 1290. .1468 

' 732207/ sp | P40345 | YN84_YEAST 1.0e-10 HYPOTHETICAL 75.4 KD 

PROTEIN IN AUT1-CSE2 INTERGENIC REGION >gi_62 64 66_pir S45131 

probable membrane protein YNR008w - yeast (Saccharomyces 
cerevisiae) ■ >gi_4 96725_emb_CAA54 57 6_ (X77395) N2042 
[Saccharomyces cerevisiae] >gi_13024 82_emb_CAA96285_ (Z71623) 
ORF YNR008w [Saccharomyces cerevisiae] 1 

32845 Seq. ID OJ991208_11 . 0211 . C13 

68115 Strand + 
20201 End 24004 
OJ991208_1.1.0211.C13.o2.np .. Method . AAT/NAP . 
20201 End 24004 

.6630696 Score ' 6536. 

20201. .24004 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

32845 Seq. ID OJ991208_11 . 0211 . C13 

68115 Strand + 

20201 End 24004 

OJ991208_11 .0211.C13.o2.gp Method AAT/GAP 

20243 End 21133 

101595_1.R1084 Score 1423 

20243. .20943, 21059. .21133 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



32960 



Seq. No. 


32845 


Seq. ID 


OJ991208_ 


_11 


.0211 


-C13 


Gene No. 


68116 


Strand 


-f 








Start 


33830 


End 


36163 








Name 


OJ991208 11.0211.C13.ol0.gs 


Method 


GENSCAN 








Start 


33830 


End 


35300 








GI 


none 


Score 


.99 








Exons 


33830 .. 34769, 34898 35040, 


35127. .35300 








Seq. No. 


32845 


Seq. ID 


OJ991208_ 


_11 


.0211 


.C13 


Gene No. 


68116 


Strand 


+ 








Start 


33830 


End 


36163 








Name 


OJ991208 11 . 0211 . C13 . o3 . np 


Method 


AAT/NAP 








Start 


34198 


End 


36163 








GI 


322577 


Score 


280 








Exons 


34198 .. 34542, 34585 .. 34769, 


34898. .35035, 35131. 


.35296, 






36139 . .36163 












GI Descrip. 


Raf protein kinase homolog 


CTR1 - Arabidopsis thaliana 




Seq. No. 


32845 


Seq. ID 


OJ991208_ 




. 0211 , 


.C13 


Gene No. 


68117 


Strand 


+ 








Start 


36347 .. . _ .-. . 


End 


39124 








Name 


.OJ991208._ll . 0211.. C.13 . o4 ..np. 


Method - 


AAT/NAP - 








Start 


36347 


End 


39124 








GI 


4803958 


Score 


400 








Exons 


36347. .36535, 38103. .38192, 


38894 . .39124 








GI Descrip. 


(AC006202) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


32845 


Seq. ID 


OJ991208_ 


11. 


. 0211 . 


.C13 


Gene No. 


68118 


Strand 










Start 


3764 


End 


5601 








Name 


OJ991208 11.0211.C13.o2.gs 


Method 


GENSCAN 








Start 


3764 


End 


5601 








GI 


none 


Score 


.7 








Exons 


3764..3868, 4458. .4602, 5471. .5601 










Seq. No. 


32845 


Seq. ID 


OJ991208_ 


11. 


,0211. 


■ C13 


Gene No. 


68119 


Strand 










Start 


16759 


End 


17593 








Name 


OJ991208 11.0211.C13.o5.gs 


Method 


GENSCAN 








Start 


. 16759 .. 


.End. . 


17593 








GI'- 


none 


Score 


.76 








Exons 


. 16759. . 16924, 17313 .. 175.93 












Seq. No. 


32845 


Seq. ID 


OJ991208_ 


11. 


0211. 


C13 


Gene No. 


68120 


Strand 










Start 


24809 


End 


25332 








Name 


OJ991208 11.0211.C13.o7.gs 


Method 


GENSCAN 








Start 


24809 


End 


25332 








GI 


none 


Score 


.4 








Exons 


24809. .24994, 25042. .25332 












Seq. No. 


32845 


Seq. ID 


OJ991208_ 


11. 


0211. 


C13 


Gene No. 


68121 


(_ A. 0.1 1V-J. 










Start 


27302 


End 


28318 








Name 


OJ991208 11.0211.C13.o8.gs 


Method 


GENSCAN 








Start 


27302 


End 


28318 









32961 



GI 


none 








Score 


. 92 


Exons 


27302. .28318 










Seq. No. 


32845 








Seq. ID 


OJ991208 11.0211.C13 


Gene No. 


68122 








Strand 


- 


Start 


30782 








End 


31702 


Name 


OJ991208 11 


.0211. 


,C13.o9 


.gs 


Method 


GENSCAN 


Start 


30782 








End 


31702 


GI 


none 








Score 


. 87 


Exons 


30782. .30889, 31664. .31702 






Seq. No. 


32845 








Seq. ID 


OJ991208_11.0211.C13 


Gene No. 


68123 








Strand 




Start 


36005 








End 


39285 


Name 


OJ991208 11 


.0211. 


C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


17 








End 


1961 


GI 


none 








Score 


158 


Exons 


17. .127, 18 


. . 137, 


27. .143, 2€ 


I..150, 751. .855, 759. .854, 




764. .856, 764. .856, 900 


..1028, 902. .1048, 903. .1028, 904. .1029, 




1019 . . 1069, 


1234 . 


.1437, 


1275. 


.1439, 1292. .1453, 1292. .1444, 




1 om 1 y| CO 


14 00 . 


. 1537 , 


1426. 


.1545, 1^ 


141. .1548, 1506. .1628, 




■ . 1516 . v 157 2, 


153.1 . 


.1632,. 


. 1539. 


..1631, .1577,.. 1657, .1610. .1711, _ 


• • - • • 


1do1...1/do,. 


i a o c 

1635 . 


. 1817, 


1932. 


.1961 . . 




Seq. No. 


3284 5 








Seq. ID 


OJ991208_11.0211.C13 


Gene No. 


68123 








Strand 




Start 


36005 








End 


39285 


Name 


OJ991208 11. 


. 0211 . 


C13 . o5 


. ts 


Method 


TBLASTX : Soybean 


Start 


4 4 








End 


1032 


GI 


none 








Score 


94 


Exons 


A A 1 AC 

44 . . 133, 45 , 


. . 137 , 


7 94.. 


856, 882.. 923, 


900. .1028, 901. .1032, 




904 . . 1026 












Seq. No. 


32845 








Seq. ID 


OJ991208_11.0211.C13 


Gene No . 


68123 








Strand 




Start 


36005 








End 


39285 


Name 


OJ991208 11, 


,0211. 


C13.o2 


-ts 


Method 


TBLASTX: Soybean 


Start 


1378 








End 


1771 


GI 


none 








Score 


72 


Exons 


1378. .1434, 


1380. 


.1433, 


1438. 


.1536, 1439. .1537, 1442. .1540, 




. 1506.. 1628,. 


1530. 


..1631, 


1531.. 


.1632, 1583.. 1657, .1610 .. 1771,. . . 




1631. .1756, 


1720. 


. 17 61 








* 

Seq. No. 


32845 








Seq. ID 


OJ991208_11.0211.C13 


Gene No. 


68123 








Strand 




Start 


36005 








End 


39285 


Name 


OJ991208 11. 


,0211. 


C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1438 








End 


1771 


GI 


none 








Score 


124 


Exons 


1438. .1536, 


1439. 


.1537, 


1439. 


.1540, 1530. .1577, 1536. .1574, 




1578. .1628, 


1607. 


. 1762, 


1610. 


.1771 




Seq. No. 


32845 








Seq. ID 


OJ991208_11. 0211.C13 


Gene No. 


68123 








Strand 




Start 


36005 








End 


39285 


Name 


OJ991208 11. 


0211. 


C13.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


20095 








End 


20492 



32962 




GI 


none 






Score 


127 




Exons 


20095. 


.20193, 20096. 


.20230, 


20207. .204 


91, 20281. .20472, 






20310. 


.20492 










Seq. No. 


■32845 






Seq. ID 


OJ991208 11.0211, 


.C13 


Gene No. 


68123 






Strand 






Start 


36005 






End- 


39285 




Name 


OJ991208 11.0211.C13 


. 06 . tm 


Method 


TBLASTX : Maize 




Start 


20243 






End 


20551 




GI 


none 






Score 


318 




Exons 


20243. 


.20551, 20290. 


. 20472, 


20343. .204 


86, 20372.. 20548 




Seq. No. 


32845 






Seq. ID 


OJ991208_11.0211, 


.C13 


Gene No . 


68123 






Strand 






Start 


36005 






End 


39285 




Name 


OJ991208 11.0211.C13, 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


21074 






End 


21412 




GI 


none 






Score 


391 




Exons 


21074. 


.21346, 21075., 


.21347, 


21075. .21347, 21076 .. 21348, 






21076. 


.21348, 21377., 


.21412, 


21380. .21412 




Seq. .No. 


328.45 






■„ ■ Seq. .ID 


0 J 9 9 1 20 8 - 1,1 .021 1. . 


..C13 


Gene No.. ... 


. .,68123 






Strand 






Start 


36005 






' End 


39285 




Name 


OJ9912 


08_11.0211.C13. 


.08. ts 


Method 


TBLASTX: Soybean 




Start 


21392 






End 


21772 




GI 


none 






Score 


86 




Exons 


21392. 


.21541, 21524., 


.21772 








Seq. No. 


32845 






Seq. ID 


OJ991208 11 0211 


,C13 


Gene No. 


68123 






Strand 






Start 


36005 






End 


39285 




Name 


OJ9912 


08_11.0211.C13, 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


21530 






End 


21994 




GI 


none 






Score 


306 . 




Exons 


21530. 


.21994, 21769.. 


.21987 








Seq. No. 


3284 5 






Seq. ID 


OJ991208_11.0211. 


,C13 


Gene No. 


68123 






Strand 






Start 


36005 






End 


39285 




Name ... _ . 


. , OJ99.1208 A1.0211..C.13. 


, o5 . tw ... 


Method 


TBLASTX: Wheat „ 




Start 


21637 






End 


21829 




GI ■ . . . 


none 






". Score. 


266 


, • 


Exons 


'21637. 


.21828, *21638'.*. 


,21829, ' 


21638. .218 


29 ' " 




Seq . No . 


32845 






Seq. ID 


OJ991208_11.0211. 


C13 


Gene No. 


68123 






Strand 






Start 


. 36005 






End 


39285 




Name 


OJ9912 


08_11.0211.C13. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


21782 






End 


22180 




GI 


none 






Score 


199 




Exons 


21782. 


.22003, 21784.. 


21999, 


22007. .221 


80 




Seq. No. 


32845 






Qo^r T n 

~y . j. _ 


OJ99120G_li.02II. 


C13 


Gene No. 


68123 






Strand 






Start 


36005 






End 


39285 




Name 


OJ9912 


08 11.0211.C13. 


ol . tw 


Method 


TBLASTX: Wheat 





32963 




Start 


21830 






End 


22585 






GI 


none 






Score 


943 






Exons 


21830. 


.22585, 21838. 


.22335, 


22104 . .22580, 22403 


. .22585 




Seq. No. 


32845 






Seq. ID 


OJ991208 


_11.0211 


.C13 


Gene No . 


68123 






Strand 








Start 


36005 






End 


39285 






Name 


OJ991208 11.0211.C13 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


22505 






End 


22969 






GI 


5509260 




Score 


385 






Exons 


22505. 


.22969, 22600. 


.22761 










GI Descrip. 
















Seq. No. 


32845 






Seq. ID 


OJ991208 


11 . 0211 


.C13 


Gene No. 


68123 






Strand 








Start 


36005 






End 


39285 






Name 


OJ991208 11.0211.C13 


.o2. tc 


Method 


TBLASTX : 


Cress 




Start 


22598 






End 


22858 






GI 


none 






Score 


291 






Exons 


22598. 


.22858, 22600. 


.22770 










Seq. No. 


32845 






Seq. . ID 


.OJ991208 


.11.0211 


. C13 


.Gene ..No..- .._ . 


...68123- 






.Strand 








Start 


36005 






End 


39285 






Name 


OJ9912 


08_11.0211.C13 


. o3 . tw 


Method 


TBLASTX : 


Wheat 




Start 


22640 






End 


23185 






GI 


none 






Score 


314 






Exons 


22640. 


.22984, 22979. 


23185 










Seq. No. 


32845 






Seq. ID 


OJ991208 


11 . 0211 


C13 


Gene No. 


68123 






Strand 








Start 


36005 






End 


39285 






Name 


OJ9912 


08_11.0211.C13 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


22640 






End 


23104 






GI 


none 






Score 


357 






Exons 


22640. 


.23104, 22653. 


22712, 


22775. .22£ 


!55, 22891 


. .23001 




Seq. No. 


32845 






Seq. ID 


' OJ991208 


11 . 0211 


C13 


Gene No. 


68123 






Strand 








Start 


36005 






End 


39285 






Name . 


; O.J9912.0.8., 1.1. 0211. C13....o&,ts . 


„ Method.. 


TBLASTX: 


S.o.ybean .. 


- .. ■ 


Start 


23038 






End 


' 23386 








' none 






Score . . 


141 






Exons 


23038.' 


.23202, ' 23039. . 


23197, 


23197. .23370, 23198 


'. .23386 




Seq. No. 


32845 






Seq. ID 


OJ991208 


11.0211. 


C13 


Gene No. 


68123 






Strand 








Start 


36005 






End 


39285 






Name 


OJ991208 11.0211.C13. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


23165 






End 


23536 






GI 


none 






Score 


334 






Exons 


23165. 


.23536, 23188.. 


23535 










Seq. No. 


32845 






C ^ TH 


r\ -r r\ r\ ~\ nnn 


11.0211. 


CI3 


Gene No. 


68123 






Strand 








Start 


36005 






End 


39285 






Name 


OJ991208 11.0211.C13. 


o2. tw 


Method 


TBLASTX: 


Wheat 





32964 




Start 


23393 




End 


23868 




GI 


none 




Score 


91 




Exons 


23393. .23467, 23394. 


.23453, 


23398. .234 


66, 23482. .23868, 






23483. .23866 










Spa No 


32845 




Seq. ID 


OJ991208_11.0211 


. C13 


Gene No. 


68123 




Strand- 






Start 


36005 




End 


39285 




Name 


OJ991208 11.0211.C13 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


23399 




End 


23740 




GI 


none 




Score 


84 




Exons 


23399. .23512, 23531. 


.23740, 


23536. .23661 




Seq. No. 


32845 




Seq. ID 


OJ991208_11.0211 


.C13 


Gene No. 


68123 




Strand 






Start 


36005 




End 


39285 




Name 


OJ991208 11.0211.C13 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


24192 




End 


24448 




GI 


none 




Score 


76 




Exons 


24192. .24275, 24215. 


.24280, 


24216. .24281, 24217 .. 24282 , 






24224 . .24283, 24296. 


.24358, 


24297. .24362, 24303 .. 24362, 




.... - 


, ,.. 24 3 04 . . . 2 43 6 3,„ 2432 


, 24 4 4 8, 


.24370,. .244 


44, .24 371... 24445 ... 


, ;.. ; 


• . - . . 

-Seq. No. 


- ■ • * - - • . - • 

32845 




Seq-. ID 


OJ991208_11.0211 




.C13. 


HpriP No 


68123 




Strand 






Start 


36005 




End 


39285 




Name 


OJ991208 11.0211.C13 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


34211 




End 


35282 




GI 


none 




Score 


96 




Exons 


34211. .34333, 34234. 


.34335, 


34364. .344 


83, 34595. .34729, 






34896. .35012, 34897. 


.35013, 


35205. .352 


82 




Sea. No. 


32845 




Seq. ID 


OJ991208_11.0211 


. C13 


Gene No. 


68123 




Strand 






Start 


36005 




End 


39285 




Name 


OJ991208 11.0211.C13 


. o9 . tm 


Method 


TBLASTX: Maize 




Start' 


34211 




End 


34720 




GI 


. none 




Score 


98 




Exons 


34211. .34327, 34364. 


.34483, 


34595. .34720 




Seq JSJo.. 


3284 5. 




Seq.. .ID 


_OJ991208_L 1.0.2.11. 


.CI 3 


Gene No. 


68123 " 




Strand 






Start 


..36005 




End 


39285 




Name 


OJ991208 11.0211.C13 


.;ol'l . gs 


Method 


GEN SCAN 




Start 


36005 




End 


39285 




GI 


none 




Score 


.77 




Exons 


36005. .36504, 38072. 


.38171, 


39274. .39285 




Seq. No. 


32845 




Seq. ID 


OJ991208_11.0211 


.C13 


Gene No. 


68123 




Strand 






Start 


36005 




End 


39285 




Name 


OJ991208 11.0211.C13 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


36050 




End 


36531 




GI 


none 










Exons 


36050. .36082, 36063. 


.36083, 


36178. .36303, 36179 36322, 






36362. .36529, 36362. 


.36529, 


36424. .36531 





32965 




Seq. No. 


32845 


Seq. ID 


OJ991208 


11.0211, 


.C13 


Gene No. 


68123 


Strand 








Start 


36005 


End 


39285 






Name 


OJ991208_11 . 0211 ,C13.o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


36155 


End 


36535 






GI 


none 


Score 


158 






Exons 


36155 . .36322, 36184. .36285, 


36374. .36535 






Seq. No. 


32845 


Seq. ID 


OJ991208 


_11.0211. 


■ C13 


Gene No. 


68123 


Strand 








Start 


36005 


End 


39285 






Name 


OJ991208_11 . 0211.C13.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


36167 


End 


39112 




GI 


none 


Score 


154 






Exons 


36167 . . 36322, 36184 . .36303, 


36374. .36535, 36386 


. . 36544, 






38091.. 381 95, 38094.. 38204, 


38888. .39112, 38896 


. . 39099 




Seq. No. 


32845 


Seq. ID 


OJ991208 


_11 . 0211 , 


.C13 


Gene No. 


68123 


Strand 








Start 


36005 


End 


39285 






Name 


OJ991208_11 . 0211.C13.o8.tm 


Method 


TBLASTX: 


Maize 




JStart _„ , 


38036 . . m . . r _ . r __. , v 


......End 


.39066 


^ 




.GI 


. none . - ,. . . ... 


. ... Score 


. 13 4 . . . 






Exons 


38096. . 38194, 38097 .. 38195, 


38100. .38201, 38889 


. . 39050, 






38892 . . 39050, 38894 .. 39064, 


38896. .39066 






Seq. No. 


32846 


Seq. ID 


OJ991208 


_11 . 0211 . 


,C14 


Gene No. 


68124 


Strand 


+ 






Start 


1283 


End 


2021 






Name 


OJ991208 11.0211.C14.ol.np 


Method 


AAT/NAP 






Start 


1283 


End 


2021 






GI 


4680186 


Score 


52 






Exons 


1283. .1421, 1928. .2021 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 






Seq. No. 


32846 


Seq. ID 


OJ991208 


11 . 0211 . 


C14 


Gene No. 


68125 


Strand 








Start 


669 


End 


761 






Name 


OJ991208 11.0211.C14.ol.gs 


Method 


GENSCAN 






Start 


669 


End 


761 






GI_. ....... 


none ■ „ .. . 


. .. Score . 


.41 


■ • - 




Exons 


669. .7.6.1* " .. . . 










Seq. No. 


'32847 ' 


Seq. ID 


OJ991028 


13.0204. 


C2 


Gene No. 


68126 


Strand 


+ 






Start 


968 


End 


5027 






Name 


OJ991028 13.0204.C2.ol.gs 


Method 


GENSCAN 






Start 


968 


End 


4586 






GI 


none 


Score 


.65 






Exons 


968. .1017, 3210. .3332, 4388. 


.4586 








Seq. No. 


32847 


Seq. ID 


OJ991028_ 


JL3.0204. 


C2 


Gene No. 


68126 


Strand 


+ 






Start 


968 


End 


c A o n 






Name 


OJ991028 13.0204.C2.ol.np 


Method 


AAT/NAP 






Start 


3527 


End 


5027 






GI 


5042463 


Score 


159 
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Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3527. .3746, 4410. .4541, 4593.-4678, 4734. .5027 
(AC007789) unknown protein [Oryza sativa] 



32848 Seq. ID 

68127 Strand 
31 End 
OJ991028_13 . 0204 . C4 . ol . gs Method 
31 End 
none Score 

31. .86, 1999. .2056 



OJ991028_13.0204.C4 
+ 

2056 
GENSCAN 
2056 
.54 



Seq. No. 32848 Seq. ID OJ991028_13 . 0204 . C4 

Gene No. 68128 Strand 

Start 3039 End 3410 

Name OJ991028_13 . 0204 . C4 . ol . gp Method AAT/GAP 

Start 3039 End 3410 

GI 32880_1.R1084 Score 713 

Exons 3039. . 3410 

GI Descrip. f 4 337 175/gb | AAD18096 | 3.0e-23 (AC006416) ESTs gb_T20589, 
gb_T04648, gb_AA597906, gb_T04111, gb_R84180, gb_R65428, 
gb_T44439, gb_T76570, gb_R90004, gb_T45020, gb_T42457, 
. :. - gb_T20921, qb_AA042762 and gb_AA720210 come.. from this gene. 
. .[Arabidopsis - 1 ha liana] . .. . .......... . _ . 



Seq. No. 


32849 




Seq. ID 


OJ991028_13.0204 


.C7 


Gene No . 


do iz y 




Strand 


+ 




Start 


l 




End 


1612 




Name 


OJ991028 


_13.0204.C7.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1612 




GI 


1002796 




Score 


308 




Exons 


1. .115, 


735. .879, 1459. .1612 








GI Descrip. 


(U33915) 


CpmlO [Craterostigma 


plantagineum] 




Seq. No. 


32849 




Seq. ID 


OJ991028_13.0204 


.C7 


Gene No. 


68129 




Strand 


+ 




Start 


1 




End 


1612 




Name 


OJ991028 


_13.0204.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


4 




End 


859 




GI 


none 




Score 


149 




Exons 


4 . . 117, 


9. .125, 700. .834, 733, 


..858, 734. .859 




Seq. No. 


32849 




Seq. ID 


OJ991028_13.'0204 


.'C7 


Gene No. 


68129 




Strand 


H- - 




Start 


1 




End 


1612 




Name 


OJ991028 


_13.0204.C7.ol.tm 


Method 


TBLASTX :Maize 




Start 


12 




End 


859 




GI 


none 




Score 


170 




Exons 


12. .125, 


13. .117, 731. .856, 733. .852, 


737. .859 




Seq. No. 


32849 




Seq. ID 


OJ991028JL3.0204 


.C7 


Gene No. 


68129 




Strand 


+ 




Start 


1 




End 


1612 




Name 


OJ991028 


_13.0204.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16 




End 


o c o 

U J J 




GI 


none 




Score 


114 




Exons 


16. . 117, 


24. .125, 728. .859, 730. .858 
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Seq. No. 


32849 






Seq. ID 


OJ99102 


Gene No. 


68129 






Strand 


+ 


Start 


i 






End 


1612 


Name 


OJ99102O 13. 0204. C7 


. ol - 


.gs 


Method 


GENSCAN 


Start 


4 1 






End 


115 




none 






Score 


. D / 


Exons 


41. .115 










Seq. No. 


3284 9 






Seq. ID 


OJ99102: 


Gene No. 


68129 






Strand 


+ 


Start 


1 






End 


1612 


Name 


OJ991028 13. 0204. CI, 


.ol. 


• gp 


Method 


AAT/GAP 


Start 


735 






End 


834 


GI 


uC-osflcyp029fl2bl 






Score 


163 


Exons 


735. .834 











GI Descrip. '1002796 2.0e-25 (U33915) CpmlO [Craterostigma plantagineum] 1 



Seq. No. 


32850 








Seq. ID 


OJ991028 


__13 


.0204 


.C8 


Gene No. 


68130 








Strand 


+ 








Start 


2367 








End 


2662 








Name 


OJ991028 13. 


.0204 


,C8.o2 


.gs 


Method 


GENSCAN 








Start. 


.,■..2367.. . 








_ End, ...... . , 


2662 - 








GI . . 


. none 








Score ... 


.78 . 








Exons 


2367. .2414, 


2444 


. .2662 














Seq. No. 


32850 








Seq. ID 


OJ991028 


_13 


.0204 


.C8 


Gene No. 


68131 








Strand 


+ 








Start 


7975 








End 


9261 








Name 


OJ991028 13. 


.0204 


.C8.o4 


.gs 


Method 


GENSCAN 








Start 


7975 








End 


9258 








GI 


none 








Score 


.99 








Exons 


7975. .9258 



















Seq. No. 32850 Seq. ID 

Gene No. 68131 Strand 

Start 7975 End 

Name OJ991028_13 . 0204 . C8 . ol . gp Method 

Start 7987 End 

GI none Score 

Exons 7987.. 8500 



OJ991028_13.0204 .C8 
+ 

9261 
AAT/GAP 
8500 
966 



Seq. No. 32850, " .. Seq... ID 

Gene No. 68131 ^trand 

Start 7 97 5 * " ; /' ■ End 

Name OJ991028_13 . 0204 . C8 . ol . np Method 

Start 8147 End 

GI 6358800 Score 

Exons 8147.. 8301, 8368.. 9261 

GI Descrip. (AC010675) putative pectin methylesterase [Arabidopsis thaliana] 



OJ991028_l-3:0'20r.C8 
+ 

9261 
AAT/NAP 
9261 
516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32850 Seq. ID 

68132 Strand 

9205 End 

OJ991028_13. 0204 -C8 = o2 ; gp Method 

9205 End 

none Score 

9205. . 9254, 9621. . 10125 



OJ991028_13.0204.C8 
+ 

10125 

7\ 7\ rn /r-7\ n 

10125 
996 
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Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


.C8 


Gene No . 


68133 




Strand 


+ 




Start 


12206 




End 


14348 




Name 


OJ991028 13. 0204. C8 


. o3 . gp 


Method 


AAT/GAP 




Start 


12150 




End 


14281 




GI 


29679 1.R1084 




Score 


3414 




Exons 


12150. . 13401, 13723 


.'.14281 








GI Descrip. 


■4415916/gbl AAD20147 | 4.0e-25 (AC006282) putative pectin 




methylesterase [Arabidopsis 


thaliana] 1 






Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


-C8 


Gene No. 


68133 




Strand 


+ 




Start 


12206 




End 


14348 




Name 


OJ991028 13 . 0204 .C8 , 


.06. gs 


Method 


GENSCAN 




Start 


12206 ~ 




End 


14348 




GI 


none 




Score 


.95 




Exons 


12206. .13401, 13663, 


. . 13868, 


13870. .14 000, 14223. .14 34 8 




Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


-C8 


Gene No . 


68134 




Strand 


+ 




Start.... 


15419 ........ 




.End 


.18793...;.,,.. 




Name _ 


OJ.991028. 13. 0204....C8. 


. o7 . gs ... 


. . Method 


GENSCAN 




Start 


15419 




End 


18780 


- 


GI 


none 




Score 


.78 




Exons 


15419. . 15614, 16096, 


. .16447, 


16770. .16908, 17018. .17184, 






17282. . 17503, 17627. 


. .17798, 


17870. .18103, 18192. .18341, 






18651. . 18780 










Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


.C8 


Gene No. 


68134 




Strand 


+ 




Start 


15419 




End 


18793 




Name 


OJ991028 13. 0204. C8 . 


. o2 .np 


Method 


AAT/NAP 




Start 


15446 




End 


18793 




GI 


6685165 




Score 


1623 




Exons 


15446. .15598, 16098. 


. .16190, 


16278. .164 47, 16770. .16908, 






17018. .17184, 17282. 


, . 17504, 


17631. . 17798, 17870 .. 18 103, 






18192. .18341, 18651. 


. . 18793 








GI Descrip. 


(AF2 19380 ) beta-glucosidase 


[Arabidops 


is thaliana] 




Seq. No. ... 


. 32850 




, .Seq. ID. 


. OJ991028__13.0204. 


.C8. 


•Gene No. 


68135. 




Strand 






Start 


•5793 




: End ' 


6901 ; / 




Name 


OJ99I02S 13.0204.C8. 


, o3 . gs 


Method 


GENSCAN " 




Start 


5793 




End 


6901 




GI 


none 




Score 


.54 




Exons 


5793. .6422, 6541. .6629, 6817 


. .6901 






Seq. No. 


32850 




Seq., ID 


OJ991028_13.0204, 


.C8 


Gene No. 


68136 




Strand 






Start 


8206 




End 


13401 




Name 


OJ991028 13. 0204. C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


8206 




End 


1325.4 





GI 

Exons 



none 



8206. .8232, 8245. .8352, 8374. .8457, 8386. .8976, 8403. .8978, 
8979. .9110, 8980. .9108, 12331 12366, 12389 .. 12520, 
12391. .124 98, 12503. .13120, 1254 7. .13119, 12823. .1314 6, 
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13123. .13254, 13124 .. 13252 



Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


.C8 


Gene No. 


68136 




Strand 






Start 


8206 




End 


13401 




Name 


OJ991028 13.0204.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8281 




End ' 


13241 




GI 


none 




Score 


69 




Exons 


8281. . 


8352, 8386.. 8448, 8403 


;..8450, 8451. .8981, 8452. .8 


982, 




12403. 


.12495, 12425. . 12538, 


12503. .12592, 1254 7. .12594, 






12595. 


.13125, 12596. .13126, 


13128. .131i 


31, 13185. .13241 




Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


.C8 


Gene No. 


68136 




Strand 






Start 


8206 




End 


13401 




Name 


OJ991028 13.0204.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


8284 




End 


13401 




GI 


none 




Score 


41 




Exons 


8284. . 


8352, 8400.. 8429, 8452 


..8562, 84! 


34. .8573, 8580. .8 


735, 




8581. . 


8745, 8734.. 8904, 8748 


..8858, 8938. .8982, 8979. .9104, ■ 




8980.. 


9072, 9124. .9252, 9126 


., 9266, 12428. .12496, 12500 


. . 12592 


.... — : 


■ 12596. 


. 12706,. 12724 . . 12879, 


12725. ..128! 


39,. .12878.,. 13048, 




- -*" ----- ■ - . . 


... 12892.. 


.129.90, . 130.8.2. ...13126., 


13123.... 132.48., .13124 . ...132.16.,, 






13268. 


. 13387, 13270. . 13401 








Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


.C8 


Gene No. 


68136 




Strand 






Start 


8206 




End 


13401 




Name 


OJ991028 13.0204.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


8461 




End 


13048 




GI 


none 




Score 


49 




Exons 


8461. . 


8559, 8572.. 8904, 8574 


..8858, 12716. .13048, 12718 


. . 13002 


Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


.C8 


Gene No. 


68137 




Strand 






Start 


16090 




End 


16378 




Name 


OJ991028 13.0204.C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


16090 




End 


16378 ' 




GI 


' none 




Score 


73 




Exons 


16090. 


.16272, 16094. .16177, 


16098. .16271, 16111. .16272, 






16319. 


,16378,. 16320. .16367 








Seq. No.' ■ 


' 32850 


* * 


Seq. ID*- 


.OJ991.028_13.0204 


.C8 


Gene No'. 


68137 




Strand 






Start 


16090 




End 


16378 




Name 


OJ991028 13.0204 .C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


16092 




End 


16366 




GI 


none 




Score 


243 




Exons 


16092. 


.16283, 16092. . 16271, 


16266. .16364, 16319. .16366 




Seq. No. 


32850 




Seq. ID 


OJ991028_13.0204 


.C8 


Gene No. 


68138 




Strand 






Start 


17654 




End 


18783 




Name 


OJ991028 13.0204 .CS-.ol, ts 


Method 


TBLASTX: Scybecui 




Start 


17654 




End 


18783 




GI 


none 




Score 


204 




Exons 


17654 . 


.17800, 17655. . 17798, : 


17 658. .17801, 17866. .18102, 
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17867. .18103, 17868. .18104, 


17894. .18103, 17895. .18119, 




18191. .18340, 18192. .18344, 


18648. .18782, 18648 .. 18782, 




18697. .18783 






Seq. No. 


32851 




Seq. ID 


OJ991028_13. 0204 .C10 


Gene No . 


68139 




Strand 




Start 


514 




End 


7447 


Name 


OJ991028 13. 


,0204 .C10. ol.gs 


Method 


GENSCAN 


Start 


514 




End 


7447 


GI 


none 




Score 


.78 


Exons 


514. .642, 659. .800, 989. .1056, 1819. .1927, 2360. .2389, 




4891. .5041, 


5131.. 5256, 6130 


..6228, 6532.. 6625, 6631.. 7447 


Seq. No. 


32851 




Seq. ID 


OJ991028_13. 0204 .C10 


Gene No. 


68139 




Strand 




Start 


514 




End 


7447 


Name 


OJ991028 13. 


0204 .C10. o2.np 


Method 


AAT/NAP 


Start 


4420 




End 


6797 


GI 


2735017 




Score 


848 


Exons 


4420. .4719, 


4891.. 5041, 5131 


..5368, 5473. .5683, 5875. .5992, 




6642. . 6797 








GI. Pescri.jo.^ 


(U82481) .KI. 


dpma i n _ i n t e r a c t i n g „ k in ase . 


,L t [Zea may_s] 


Seq. No. 


32851 




Seq. ID 


OJ991028JL3. 0204. C10 


Gene No. 


68139 




Strand 




Start 


514 




End 


7447 


Name 


OJ991028 13. 


0204. C10. o3.np 


Method 


AAT/NAP 


Start 


5219 




End 


7413 


GI 


3021275 




Score 


4 60 


Exons 


5219. .5379, 


5408. .5683, 5875 


..6020, 6130. .6219, 6535. .6797, 




6830. .6973, 


7025. .7413 






GI Descrip. 


(AL022347) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


32851 




Seq. ID 


OJ991028_13. 0204. C10 


Gene No. 


68140 




Strand 




Start 


9177 




End 


15983 


Name 


OJ991028 13. 


0204. C10. o2.gs 


Method 


GENSCAN 


Start 


9177 




End 


15983 


GI 


none 




Score 


.5 


Exons 


9177. .9545, 


9658. .9773, 11656. . 12646, 


13890. .14064, 15766. .1 


Seq. No." 


32851" 




Seq. ID 


OJ991028_13. 0204 .C10 


Gene No. 


$8140 




Strand 




Start 


' 9177 




End 


1598*3 " : " 


Name 


OJ991028 13. 


0204 .C10. o4 .np 


Method 


AAT/NAP 


Start 


10453 




End 


13857 


GI 


4680338 




Score 


475 


Exons 


10453. . 10490, 11577. .11851, : 


11882. .12328, 12359 12 64 6, 




13811. . 1385.7 








GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


32851 




Seq. ID 


OJ991028_13. 0204 .C10 


Gene No. 


68141 




Strand 




Start 


17346 




End 


24119 


Name 


OJ991028 13. 


0204 .C10. ol.tc 


Method 


TBLASTX: Cress 


Start 


4478 




End 


5979 


GI 


none 




Score 


118 
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Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4478. .4684, 4507. .4719, 4912. 
5134.. 5346, 5194.. 5370, 5474. 

32851 
68141 
17346 

OJ991028_13. 0204. CIO. ol.tm 

4495 

none 

4495. .4569, 4549. .4719, 4550. 
5124. .5357, 5131. .5370, 5133. 
5875. .5985, 5876. .5986 

32851 
68141 
17346 

OJ991028_13. 0204. C10. ol.ts 

4507 

none 

4507. .4719, 4508. .4651, 4672. 
5112.. 5273, 5133.. 5369, 5134. 
5875. .5961 . 



.5037, 4940. .5029, 5133. .5369, 
.5683, 5475.-5684, 5875. .5979 

Seq. ID OJ991028_13. 0204 .C10 
Strand 

End 24119 
Method TBLASTX : Maize 
End 5986 
Score - 71 

.4645, 4891. .5067, 4946. .5068, 
.5384, 5474. .5683, 5481. .5684, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_13. 0204 .C10 
24119 

TBLASTX: Soybean 

5961 

71 



,4722, 4891. .5040, 4940. .5041, 
.5346, 5474. .5683, 5481. .5684, 



Seq. No. 32851 

Gene No. 68141 

Start 17346 

Name OJ991028_13 . 0204 . C10 . ol . tw 

Start 5020 

GI none 

Exons 5020.. 5040, 5127.. 5369, 5128. 

5470. .5559, 5474. .5551, 5478. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_13. 0204 ,C10 
24119 

TBLASTX: Wheat 

5559 

210 



.5370, 5139. 
.5558 



5369, 5430. .5552, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. .No. 

Gene No. 
'Start 

Name 

Start 

GI 

Exons 



32851 Seq. ID 

68141 Strand 

17346 End 

OJ991028_13. 0204. C10. o2.ts Method 

11684 End 

none Score 



OJ991028_13. 0204 .C10 
24119 

TBLASTX : Soybean 

12016 

129 



11684. .11755, 11753. .11836, 11900. .12016 



32851. .... ........ 

68141 
17346 

OJ991028_13. 0204. C10. o3.tm 

H'684 
none 

11684 . .11746, 11753. .11836, 
12423. .12515 



.0 J 9 9 1 0.2 8_ 1.3 .020 4 C 1 p. 

24119 v 
TBLASTX : Mai ze ' 
12515 
67 



..Seq.. .ID.. 
Strand 
End 

Method 
End 
Score 

11876. .12028, 12377. .12514, 



Seq. No. 32851 

Gene No. 68141 

Start 17346 

Name OJ991028_13 . 0204 . C10 . o5 . np 

Start 17273 

Gl 1628482 

Exons 17273. .18810, 19082 .. 194 68 , 
21469. .22444, 24036. .24119 



Seq. ID OJ991028_13. 0204 .C10 
Strand 

End 24119 

Method AAT/NAP 

End 24119 

Score 617 
20564 . .20751, 21175 .. 21434 , 
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GI Descrip. (X97570) embryogenesis transmembrane protein [Zea mays] 



Seq. No. 32851 

Gene No. 68141 

Start 17346 

Name OJ991028_13 . 0204 . CIO . o3 . gs 

Start 17346 

GI none . 

Exons 17346. .18810/ 21476 .. 21811, 
24010. .24069 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_13. 0204 .C10 

24119 
GEN SCAN 
24069 
.81 



21898. .22097, 2214 4 .. 22536, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32851 
68141 
17346 
OJ991028 
17571 
none 
17571 
17991 
18378 
18588 
21820 



13.0204.C10.o2.tm 



.17699, 
.18242, 
.18482, 
.18689, 
.21888 . 



17574 . 
18231. 
18391. 
18699. 



,17699, 
,18293, 
,18483, 
, 18728, 



32851 
68141 
17346 

OJ991028_13. 0204. C10. o2.tw 

17989 

none 

17989. .18072, 17 991 .. 1808 6, 
18396. .18605, 21933. .22064 



Seq. ID 
Strand 
End 

Method 
End 
Score 
17688. .17759, 



OJ991028 13. 0204. C10 



18232. 
18477. 
18700. 



24119 

TBLASTX: Maize 
21888 
72 

17982. .18215, 
18300, 18242. .18346, 
18521, 18522. .18674, 
18753, 21818. .21877, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_13. 0204. C10 
24119 

TBLASTX: Wheat 

22064 

55 



18384. .18605, 18391 .. 18591, 



Seq. No. 32852 

Gene No. 68142 

Start 540 

Name OJ991028_13 . 0204 . Cll . ol . np 

Start 540 

GI " 3850823 

Exons 540. 

2950 

GI Descrip.* 



Seq. ID OJ991028_13. 0204. Cll 
Strand + 
End 4667 
Method AAT/NAP 
End 4509 
Score 1636 
871, 1053. .1163, 1544. .1605, 2643. .2716, 2826. .2867, 
.3009, 3148. .3767, 3879. .4014, 4231. .4298, 4375. .4509 



..(Y1.8351) U2 snRN.P v auxiliary factor, large s.ubunit_. [Nicot.iana 
plumbaginifolia] . - " 



Seq. No. 32852 ' - * " Seq. ID 

Gene No. 68142 Strand 

Start 540 End 

Name OJ991028_13 . 0204 . CI 1 . ol . gp Method 

Start 589 End 

GI 13029_1.R1084 Score 

Exons 589. .871, 1059.. 1163, 1544. .1620, 2652 

2950. .3009, 3148. .3180 
GI Descrip. 1 3850823/emb | CAA77136 | 4.0e-19 (Y18351) U2 snRNP auxiliary 

factor, large subunit [Nicotiana plumbaginifolia] ' 



O"J99102'8_13.0204 .Cll 
+ 

4667' 
AAT/GAP 
3180 
1184 

.2716, 2826. .2867, 



Seq. No. 
Gene No. 
Start 



32852 
68142 
540 



Seq. ID OJ991028_13. 0204. Cll 
Strand + 
End 4667 



32973 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991028_13 . 0204 . Cll . ol . gs Method GENSCAN 

591 End 4512 

none Score .85 

591. .871, 1059. .1163, 2652. .2716, 2950. .3009, 3148. .3336, 

3879. .4014, 4231. .4298, 4375. .4512 



32852 
68142 
540 

OJ991028_13. 0204. Cll. o2.gp 
3931 

uC-osflcypl52a05al 



Seq. ID OJ991028_13. 0204 .Cll 

Strand + 

End 4667 

Method AAT/GAP 

End 4667 

Score 838 



3931. .4014, 4231. .4298, 4375. .4667 

f 3850821/emb|CAA77135| 1.0e-33 (Y18350) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbaginif olia] 1 



Seq. No. 32852 
Gene No. 68143 
Start 5069 

Name OJ991028_13 . 0204 . Cll . o3 . gp 

Start 5069 

GI . v -- ■ .. uC-osflcypl31e07al ... - • 

Exons. .50.6.9..!. 5473"/ . ..//... /!/ „ , . 

GI Descrip. ? 5852182/emb | CAB55420 . 1 1 9.0e-13 (AL117265) zhb0012 .1 ' [Oryza 
sativa] 1 



Seq. ID OJ991028_13. 0204. Cll 

Strand + 

End 5473 

Method AAT/GAP 

End- 5473 

Score -7 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32852 
68144 
5565 

OJ991028_13. 0204. Cll. o2.np 

5565 

5295971 



Seq. ID OJ991028_13. 0204 .Cll 

Strand + 

End 11257 

Method AAT/NAP 

End 11257 

Score 3591 



5565. .5592, 6990. .7957, 7985. .11257 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 32852 

Gene No. 68144 

Start 5565 

Name . „. . .. . OJ991028_13, 02 0.4 . C1.1 . o3 . gs 

Start . . ■'/ ■ 6595 

GI . none 

Exons ' ' '* " 6595.'. 6600", 6869 11225 



Seq. ID OJ991028_13. 0204. Cll 

Strand + 

End 11257 

Method . GENSCA1SU _ „ 



End 
Score 



11225 
.73' 



Seq. No. 32852 Seq. ID 

Gene No. 68145 Strand 

Start 5294 End 

Name OJ991028JL3 . 0204 . Cll . ol . tm Method 

Start 786 End 

GI none Score 

Exons 786. .842, 838. .870, 2657. .2713, 2672. .2710, 2822. .2875, 

2822. .2866, 2947. .3009, 2947. .3009, 3125. .3631, 3141. .3650, 
3145. .3636.. 3633, ,3734,- 3635. .3902, 3635. .3736, 3G37..3771, 
3872. .3937, 3875. .4021, 3876. .4019, 3876. .4022, 3877. .4020, 
3992. .4045, 4215. .4313, 4229. .4312, 4230. .4313, 4371. .4511, 
4372. .4512 



OJ991028_13. 0204. Cll 
6361 

TBLASTX: Maize 

4512 

58 



32974 



Seq. No. 32852 
Gene No. 68145 
Start 5294 

Name OJ991028_13 . 0204 . Cll . ol . ts 

Start 2929 
GI none 

Exons 2929.. 3009, 2949.. 3008, 3141. 

3616. .3672, 3633.-3728, 3638. 
3876. .4016, 3876. .4016, 4215. 



Seq. ID OJ991028_13. 0204. Cll 
Strand 

End 6361 

Method TBLASTX : Soybean 

End 4301 

Score 113 

.3647, 3144. .3617, 3145. .3636, 
.3703, 3708.. 3734, 3710. .3736, 
.4301, 4229. .4300 



Seq. No. 32852 

Gene No. 68145 

Start 5294 

Name OJ991028_13 . 0204 . Cll . ol . tw 

Start 3162 

GI none 

Exons 3162.. 3434, 3171.. 3434, 3172. 



Seq. ID OJ991028_13. 0204 .Cll 
Strand 

End 6361 

Method TBLASTX : Wheat 

End 3435 

Score 417 
.3435 



Seq. No. 32852 

Gene No. 68145 

Start . 5294 _ 

.Name ....... OJ99io.28._13 . 020.4 . Cll . o2 v tc. . . 

Start 3507 

GI none 

Exons 3507.. 3626, 3508.. 3636, 3508. 
3638. .3736 



Seq. ID OJ991028_13. 0204 .Cll 
Strand 

End . 6361 . _ _ . ... 

.Method ..TBLASTX: Cress . . ... 

End 3736 
Score 74 

.3618, 3510. .3659, 3633. .3734, 



Seq. No. 32852 

Gene No. 68145 

Start 5294 

Name OJ991028_13 . 0204 . Cll . o5 . tc 

Start 3876 

GI none 

Exons 3876.. 4013, 3891. .4007, 4229. 

4372. .4488, 4374. .4499, 4522. 



Seq. ID OJ991028_13. 0204. Cll 
Strand 

End 6361 

Method TBLASTX : Cress 

End 4554 

Score 91 

.4312, 4230. .4313, 4372. .4521, 
.4554 



Seq. No. 32852 
Gene No. 68145 
Start 5294 

Name . . . OJ991028_13 . 0.2,04 . Cll . o2 . gs 
Start 5294 
GI . none 

Exons * ' 5294 . . 6361 



Seq. ID OJ991028_13. 0204 .Cll 
Strand 

End 6361 

MethQd GENSCAN 

End • 6361 

Score . 5 



Seq. No. 32852 

Gene No. 68145 

Start 5294 

Name OJ991028_13 . 0204 . Cll . o9 . tm 

Start 5657 

GI none 

Exons 5657.. 5743, 5804.. 6064 



Seq. ID OJ991028_13. 0204. Cll 
Strand 

End 6361 

Method TBLASTX : Mai ze 

End 6064 

Score 163 



Seq. No. 32852 

Gene No. 68146 

Start 7208 

Name OJ991028 13 . 0204 .Cll .06 . tw 



Seq. ID CJ991028_13. 0204. Cll 
Strand 

End 7609 

Method TBLASTX : Wheat 



32975 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No_. 

. Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7208 
none 

7208. .7558 

32852 
68146 
7208 

OJ991028_13.0204 .Cll.o8.tm 

7282 

none 

7282. .7608, 7283. .7609 



32852 
68147 
8039 

OJ991028_13. 

8039 

none 

8039. .8125, 



End 
Score 



7558 
201 



0204 .Cll.o5.tm 



Seq. ID OJ991028_13.0204.C11 
Strand 

End 7609 

Method TBLASTX : Mai ze 

End 7609 

Score 210 



Seq. ID OJ991028_13.0204.C11 
Strand 

End 8563 

Method TBLASTX : Mai ze 

End 8509 

Score 48 



8101. .8508, 8102. .8320, 8110. .8331, 8354. .8509 



32852 
, 68147 • • 

8039 ■ - . 

OJ991028_13. 

8123 

none 

8123. .8488, 

32852 
68148 
8513 

OJ991028_13. 

8513 

none 

8513. .8788, 

32852 
'68148 
8513 

OJ991028_13. 

8648 . . . 
none 

8648.. 8788, 

32852 
68148 
8513 

OJ991028_13. 

8851 

none 

8851. . 9075, 

32852 
68148 
8513 

OJ991028_13. 
8882 



0204 .Cll.o3.tw 
8137. .8253, 8275, 

0204.Cll.o5.ts 
8609. .8689 

0204 .Cll.o4 .tw 



Seq. ID OJ991028_13.0204 .Cll 

Strand - - . . ^ ... 
End * \ 8563 ' ' " "". ..'Si 

Method TBLASTX: Wheat .... 

End 8563 

Score 286 
.8403, 8489.. 8563 

Seq. ID OJ991028_13. 0204 .Cll 
Strand 

End 9361 

Method TBLASTX : Soybean 

End 8788 

Score 197 



Seq. ID OJ991028_13. 0204. Cll 
Strand 

End 9361 

Method TBLASTX: Wheat 

End. 9208 

Score 93 



884 6. .9109, '8863. .9072, Sltf. .9192, 9119. .9208 



Seq. ID OJ991028_13. 0204 .Cll 
Strand 

End 9361 

Method TBLASTX : Mai ze 

End 9280 

Score 400 

.9139, 9118. .9186, 9209. .9280 



0204 .Cll. o3.tm 



8855. .9196, 8870. 



0204. Cll. o4.ts 



Seq. ID OJ991028_13. 0204 .Cll 
Strand 

End 9361 

Method TBLASTX : Soybean 

End 9361 



32976 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

8882. .9328, 8887. .9177, 9173. .9361 

32852 Seq. ID 

68148 Strand 

8513 End 
OJ991028_13.0204 .Cll.o3.tc Method 

8897 End . 

none Score 
8897. .9334 



383 



OJ991028_13.0204.C11 
9361 

TBLASTX: Cress 

9334 

255 



Seq. No. 32852 Seq. ID 

Gene No. 68149 Strand 

Start 9677 End 

Name OJ991028_13 . 0204 . CI 1 . o3 . ts Method 

Start 9677 End 

GI 5509260 Score 

Exons 9677.. 10201, 9796.. 10185 
GI Descrip. 



OJ991028_13. 0204 .Cll 
10528 

TBLASTX: Soybean 

10201 

454 



Seq. No. 32852 Seq. ID 

Gene. No.... ; ,68149;, _ : - . .„ Strand 

Start.-. .... ,9677 : .. End 

Name - OJ991028_13 . 0204 . Cll . o4 . tm Method 

Start 9743 End 

GI none Score 

Exons 9743.. 10063, 9802.. 10062 



OJ991028_13. 0204. Cll 

.10528 ~V.' \Z 

TBLASTX: Maize 

10063 

418 



Seq. No. 32852 Seq. ID 

Gene No. 68149 Strand 

Start 9677 End 

Name OJ991028_13 . 0204 . Cll . o4 . tc Method 

Start 9841 End 

GI none Score 

Exons 9841.. 10068, 9842.. 10102 



OJ991028_13. 0204. Cll 
10528 

TBLASTX: Cress 

10102 

241 



Seq. No. 


32852 


Seq. ID 


OJ99102* 


3_13. 0204. Cll 


Gene No . 


68149 


Strand 






Start 


9677 


End 


10528 




Name 


OJ991028 13.0204 .Cll. o2.tw 


Method 


TBLASTX 


: Wheat 


Start 


. 9883. . . . .. 


...End 


104 32 




GI 


none 


Score 


.296 




Exons 


9883. .10014, .9884. .10228, 


10039. .10146 


, 10214.' 


.104 32 


Seq. No. 


32852 


Seq. ID 


OJ99102* 


3_13. 0204 .Cll 


Gene No. 


68149 


Strand 






Start 


9677 


End 


10528 




Name 


OJ991028 13.0204 .Cll. o6.tm 


Method 


TBLASTX 


Maize 


Start 


10265 


End 


10528 




GI 


none 


Score 


293 




Exons 


10265. .10528, 102 65. .10525 


, 10348.. 10527 





Seq. No. 32852 Seq. ID OJ991028_13 . 0204 . Cll 

Gene No. 68150 ' Strand 

Start 10442 End 11241 

Name OJ991028__13 . 0204 . CI 1 . o7 . tw Method TBLASTX : Wheat 

Start 10442 End 10723 



32977 



GI 


none 




Exons 


10442 . . 10546, 10571. 


. 10723 


Seq. No. 


32852 




Gene No. 


68150 




Start 


10442 




Name 


OJ991028_13 . 0204 . CI 1 


.o2 . tm 


Start 


10532 




GI ' 


none 




Exons 


10532. .10768, 10540. 


. 10731, 




10825 . . 10980 




Seq. No. 


32852 




Gene No. 


68150 




Start 


10442 




Name 


OJ991028_13 . 0204 .Cll 


. ol . tc 


Start 


10570 




GI 


none 




Exons 


10570 . . 10704, 10571 . 


. 10753, 




11012.. 112 30, 11020. 


. 11187 


Seq.. Np.„ . 


32852 . 




Gene No.. ... 


68150 . - , 




Start 


10442 




Name 


OJ991028_13.0204 .Cll 


.o2 . ts 


Start 


10592 




GI 


none 




Exons 


10592. .11233, 10846. 


. 11241 


Seq. No. 


32852 




Gene No. 


68150 




Start 


10442 




Name 


OJ991028_13.0204 .Cll 


. o5 . tw 


Start 


10775 




GI 


none 




Exons 


10775 . . 10984, 10864 . 


. 10983, 


Seq. No. 


32852 




Gene No. 


68150 




Start 


10442 




Name . . 


OJ99102.8_13.Q2Q4. Cll 


..o7 . tm 


Start • 


10993 




GI 


4 

none * 




Exons 


10993 . . 11229, 10997 . 


. 11227 


Seq. No. 


32853 




Gene No. 


68151 




Start 


8152 




Name 


OJ991028 13.0204.C12 


.ol.gp 


Start 


8152 


GI 


2310235 




Exons 


8152. .8189, 8601. .8740 


GI Descrip. 


5852182/embiCAB55420 


.11 9.0. 




sativa] 




Seq. No. 


32853 




Gene No. 


68151 





Score 



62 



Seq. ID OJ991028_13. 0204. Cll 
Strand 

End 11241 

Method TBLASTX : Mai ze 

End 10981 

Score 273 
10755. .10961, 10766. .10981, 



Seq. ID OJ991028_13. 0204. Cll 
Strand 

End 11241 

Method TBLASTX : Cress 

End 11230 

Score 152 
10760. .10864, 10862. .10975, 



Seq. .ID OJ991028_13.. : 02P4.C1,1 
Strand ... . ... . 

End 11241 

Method TBLASTX : Soybean 

End 11241 

Score 456 



Seq. ID OJ991028__13. 0204. Cll 
Strand 

End 11241 

Method TBLASTX : Wheat 

End 11200 

Score 161 
11020. .11193, 11021. .11200 

Seq. ID OJ991028_13. 0204. Cll 
Strand 

End 11241 

Method . TBLASTX: Maize 

End 11229 

Score.- 229 



Seq. ID OJ991028_13.0204.C12 

Strand + 

End 9133 

Method AAT/GAP .. 

End 8740 

Score 303 

-13 (AL117265) zhb0012.1 [Oryza 



Seq. ID OJ991028_13.0204 .C12 
Strand + 



32978 



b tart 


Q1 CO 

0 13Z 




y 1 Jo 


Name 


ujyyiu^o i o . uzufi . bi^; . oz . gs 


Method 


GENSCAN 


Start 




End 


9060 


bl 


none 


Score 


o c 
. 00 


Exons 


o oui . . y uou 






Seq. No. 




Seq. ID 


OJ991028 13 


Gene No. 


68151 


Strand 


+ 


Start 


8152 


End 


9133 


Name 


n TQQ1 HOQ 1 Q C\OC\A CIO ^o 

ujyyiuzo i j . . biz . oz . np 


Method 


T\ 7\ rp / XT 7\ T*1 

AAT/NAP 


CM . vf 

o tar l 


O DU 1 


End 


y l J j 


bl 


4 boUzU-5 


Score 


473 


Exons 


o du i . . yijj 






GI Descrip. 


tArii4ii/ij iNirz - iiKe protein 


[ Sorghum 


bicolor ] 


beq. wo. 




Seq. ID 


ojyyiozo 13 




68152 


Strand 




Start 


1 


End 


6157 


Name 


OJ991028 13.0204.C12.ol.np 


Method 


AAT/NAP 


oiaiL 


1 


End 


961 


bl 


2967837 


Score 


482 


.Exons _ .. ■. . 


1..961 ... 






, GI .. Descrip . 


(AF052 641.) .cyst nematode resistance gene candidate 




aestivum] 






Seq. No. 


32853 


Seq. ID 


OJ991028_13 


Gene No. 


68152 


Strand 




Start 


1 


End 


6157 


Name 


OJ991028 13.0204.C12.ol.gs 


Method 


GENSCAN 


Start 


15 


End 


6157 


bl 


none 


Score 


.56 


Exons 


15. .1000, 1662. .2299, 3823. .3984, 4071 


..4253, 4449 




4872.. 5238, 6043.. 6157 






beq . no . 


32853 


Seq. ID 


OJ991028_13 


Gene No. 


68152 


Strand 




Start 


1 


End 


6157 


Name 


OJ991028 13.0204.C12.ol.tm 


Method 


TBLASTX : Mai: 


btart 


191 


End 


475 


/*** T 

bl 


none 


Score 


106 


Exons 


.19.1... 349,. 192.. 353, 197.. 355, 


.337. .399, 344. .436, ; 




389.-475, 397. .471 






.* » 

Seq. No". 


32854 ' 


Seq. TD 


OJ991028_13 


Gene No . 


68153 


Strand 




otart 


99 


End 


151 


Name 


OJ991028 13.0204.C13.ol.gs 


Method 


GENSCAN 


b tart 


99 


End 


151 


bl 


none 


Score 


.94 


Exons 


99. .151 






Seq. No. 


32855 


Seq. ID 


OJ991028_13, 


Gene No. 


68154 


Strand 


+ 


Start 


91 


End 


835 


Name 


OJ991028 13.0204.C14.ol.gp 


Method 


AAT/GAP 


Start 


91 


End 


835 


GI 


342 1.R1084 


Score 


962 



32979 



Exons 91.. 188, 299.. 835 

GI Descrip. • 4574 4 06/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-Seq. .No... 

.Gene ..No. 

Start 
Name 
Start 
GI 

Exons 



32856 Seq. ID 

68155 Strand 

12513 End 

OJ991028_13. 0204 .C15.o4 .gs Method 

12513 End 

none Score 



OJ991028_13.0204 .C15 
+ 

12980 
GENSCAN 
12980 
.86 



12513. .12567, 12586 12661, 12773.. 12980 



32856 
68156 
13505 

OJ991028_13.0204.C15.o2.np 
13505 
6907089 
13505. .14766, 14862. .16740 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ991028__13.0204 .C15 

Strand + 

End 16743 

Method AAT/NAP 

End 16740 

Score 4127 



32856 . - - 

.6815.6 ■ 

13505 

OJ991028_13.0204 .C15.o5.gs 

13505 

none 



.Seq.. ID ,OJ9?1028._13. 0204 X15 
. -Strand - ..+..- . 

End 16743 

Method GENSCAN 

End 16743 

Score .93 



13505. .14570, 14 598 .. 14 766, 14862. .16743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



S.eq. .No.,., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32856 Seq. ID 

68157 Strand 

23622 End 

OJ991028JL3. 0204 .C15.o4 . np Method 

23622 • End 

5922623 Score 
23622. .23702, 24080. .24112 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6016856|dbj IBAA85199.1! (AP000570) hypothetical protein 

[Oryza sativa] 



OJ991028_13.0204.C15 
+ 

24112 
AAT/NAP 
24112 
109 ' 



32856_. 

68158 
1 

OJ991028_13. 0204 .C15.oT.np 
1 

4680199 



Seq. ZD, OJ991.02.8_13 . 02,0.4 ...Ql 5 . 

Strand- ' - 

End 3882 

Method " AAT/NAP 

End 3882 

Score 746 



1..31, 249. .395, 567. .1391, 1739. .2032, 2096. .2329, 2381. .2676, 
3826.. 3882 

(AF114171) hypothetical protein [Sorghum bicolor] 



32856 
68159 
9330 

OJ991028_13.0204 ,C15,o2.gp 
9330 

21474_1 .R1084 
9330. . 9470 



Seq. ID OJ991028_13.0204 ,C15 
Strand 

End 9470 



End 
Score 



9470 
235 



32980 



GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 32856 

Gene No. 68160 

Start 11061 

Name OJ991028_13 . 0204 . C15 . o3 . gs 

Start 11061 

GI none 

Exons 11061. . 11756 



Seq. ID OJ991028_13.0204.C15 
Strand 

End 11756 

Method GEN SCAN 

End 11756 

Score .79 



Seq. No. 32856 

Gene No. 68161 

Start 17389 

Name OJ991028_13 . 0204 . C15 . o3 . tm 

Start 474 

GI none 
Exons 



Seq. ID OJ991028_13.0204.C15 
Strand 

End 23721 

Method TBLASTX : Mai ze 

End 926 

Score 72 



474. .671, 479. .682, 713 .. 925, 723 .. 800, 867. .926 



Seq. No. 32856 

Gene No. 68161 

Start .... 17389 . • . ■ , 

Name . OJ991028 L _li. 0204- CI 5 . o2 . ts . ... 

Start 542 

GI none 
Exons 



Seq. ID OJ991028_13.0204 .C15 
Strand 

.End - . 23721- . . ...... , ■ 

-Method TBLASTX : Soyhean - .. 

End 934 

Score 95 



542. .607, 593. .934, 609. .785, 867. .926 



Seq. No. 32856 

Gene No. 68161 

Start 17389 

Name OJ9 91028 JL 3 . 0204 . C15 . o9 . tw 

Start 680 

GI none 

Exons 680.. 1045, 681.. 926 



Seq. ID OJ991028_13.0204 .C15 
Strand 

End 23721 

Method TBLASTX : Wheat 

End 1045 

Score 72 



Seq. No. 32856 

Gene No. 68161 

Start 17389 

Name OJ991028_13 . 0204 . C15 . o7 . tm 

Start 929 

GI. J . ... . , . none ...... 

Exons 929. .1006,* 986. .1168, 1023. 



Seq. ID OJ991028_13.0204 .C15 
■. Strand 

'End 23721 

Method TBLASTX: Maize 

End 1168 

.Score.. 84 
1157 . " 



Seq. No. 32856 

Gene No. 68161 

Start 17389 

Name OJ991028_13 . 0204 . C15 . o7 . tw 

Start 5912 

GI none 
Exons 



Seq. ID OJ991028_13; 0204 .C15 
Strand 

End 23721 

Method TBLASTX : Wheat 

End 6315 

Score 215 



5912. .6028, 5914. .6150, 5914. .6063, 6015. .6182, 6145. .6315 



Seq. No. 32856 

Gene No. 68161 

Start 17389 

Name OJ991028_13 . 0204 . C15 . oil . tw 

Start 7805 

GI none 



Seq. ID OJ991028_13.0204 .C15 
Strand 

End 23721 

Method TBLASTX : Wheat 

End 8327 

Score 61 



32981 




Exons 7805,. 7885, 7974.. 8156, 8024.. 8149, 8256.. 8327 

Seq. No. 32856 Seq. ID OJ991028_13 . 0204 . C15 

Gene No. 68161 Strand 

Start 17389 End 23721 

Name OJ991028_13 . 0204 . C15 . o5 . tm Method TBLASTX : Maize 

Start 17362 End 17532 

GI none * Score 125 

Exons 17362. .17532, 17363.. 17527 

Seq. No. 32856 Seq. ID OJ991028JL3 . 0204 . C15 

Gene No. 68161 Strand 

Start 17389 End 23721 

Name OJ991028_13 . 0204 . C15 . 06 . gs Method GENSCAN 

Start 17389 End 23721 

GI none Score . 57 

Exons 17389. .20484, 20651 .. 2 1118 , 21182 .. 23563, 23619. .23721 

Seq. No. 32856 Seq. ID OJ991028_13 . 0204 . C15 

Gene No. 68161 Strand 

Start 17389 End 23721 

Name „ OJ99102-8JL3 . 0204 . C15 . 63 . np .Method . AAT/NAP . . 

- .Start 17392 . , . End 23039. 

GI 6498441 Score ' 6783 

Exons 17392. .17673, 177 67 .. 19164 , 19336 .. 19807 , 20000 .. 20251, 

20426. .20561, 2074 5 .. 211 18 , 21182 .. 21645, 21976. .23039 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 

predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 

Seq. No. 32856 Seq. ID OJ991028_13 . 0204 . C15 

Gene No. 68161 Strand 

Start 17389 End 23721 

Name OJ991028_13 . 0204 . CI 5 . 08 . tw Method TBLASTX : Wheat 

Start 17401 End 17979 

GI none Score 83 

Exons 17401. . 17526, 17405 .. 17527 , 17 665 .. 17955, 17719 .. 1797 9, 
17720.. 17977 

Seq. No. 32856 Seq. ID OJ991028_13 . 0204 . C15 

Gene No. .. 6,8161 ... ...... . Strand 

Start 17389 . End 23721 

.Name OJ991028_13 . 0204 . C15 . o4 . tw Method * TBLASTX : Wheat 

Start 17984 " ' End" 18385 " 

GI none Score 165 

Exons 17984. .18283, 18004 .. 18384 , 18329.. 18385 

Seq. No. 32856 Seq. ID OJ991028_13 . 0204 . C15 

Gene No. 68161 Strand 

Start 17389 End 23721 

Name OJ991028_13 . 0204 . CI 5 . o2 . tm Method TBLASTX : Maize 

Start 18199 End 18522 

GI none Score 177 

Exons 18199. .18522. 18212.. 18493 

Seq. No. 32856 Seq. ID OJ991028_13 . 0204 . C15 

Gene No. 68161 Strand 



32982 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17389 End 

OJ991028_13.0204.C15.ol0.tw Method 

18715 End 

none Score 
18715. .18975, 18851.. 19027 



23721 

TBLASTX: Wheat 

19027 

66 



32856 
68161 
17389 

OJ991028_13.0204.C15.o3.ts 
18775 
5666795 

18775. .18975, 19030 .. 1 9167, 19243. .19341 
4206306 2-0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ991028_13.0204 .C15 
Strand 

End 23721 

Method TBLASTX : Soybean 

End 19341 

Score 68 



32856 
68161 
17389 

OJ991028__13.0204 .C15.o5.tw 

19030 

none 



Seq. ID OJ991028_13.0204 .C15 
Strand 

End 23721 

Method TBLASTX : Wheat 

End 22491 

Score 87 



-19030. .19179, 19031. . 19168, . 19226.. .19399, 19240. .19488-, 
,19240.. .19464,. 2Z438. .22491 ..... . r 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32856 
68161 
17389 

OJ991028_13.0204 .C15.o4 .tm 

20035 

none 



Seq. ID OJ991028_13.0204.C15 
Strand 

End 23721 

Method TBLASTX : Maize 

End 20395 

Score 57 



20035. .20118, 20036. .20116, 20137 .. 20391, 20138. .20395 



32856 
68161 
17389 

OJ991028_13.0204 .C15.ol.ts 

20089 

none 

20089. .20460, 20300. .20443 



Seq. ID OJ991028_13.0204.C15 
Strand 

End 23721 

Method TBLASTX : Soybean 

End 20460 

Score 90 



Seq... No. 
Gene No. 
Start % 
Name 
Start 
GI 

Exons 



32856 .... 

68161 

17389 

OJ991028_13.0204.C15.o2.tw 

20114 

none 



Seq. . ID... OJ99102.8_13. 0.20.4 .CI 5 

Strand. - 

End. 23721 

Method" TBLASTX: Wheat 

End 20539 

Score 300 



20114 . .20482, 20119 .. 20514 , 20468. .20539 



Seq. No. 32856 

Gene No. 68161 

Start 17389 

Name OJ991028__13 . 0204 . C15 . ol . tm 

Start 20633 

GI none 

Exons " 20633. .20980, 20634.. 20945 



Seq. ID OJ991028_13.0204 .C15 
Strand 

End 23721 

Method TBLASTX: Maize 

End 20980 



Seq. No. 



32856 



Seq. ID OJ991028_13.0204.C15 



32983 



Gene No. 


68161 




Strand 








otart 


1/005 




End 


23721 






Name 


ojyyiuzo ij.uzU4.cid 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


o a /*■ /i o 
zU 64 o 




■ End 


21111 






GI 


none 




Score 


385 






Exons 


zub4 o . . z i iuy, zub^y. 


. z 11 10, 


20668. .21111 






Seq. No. 


32856 




Seq. ID 


OJ99102E 


l_13.0204 


.C15 


Gene No. 


68161 




Strand 








otart 


i / Joy 




End 


23721 






Name 


uuyyiuzo ij.uzu4.lio 


. o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


ZU /Uo 




End 


21070 




GI 


none 




Score 


117 






Exons 


ZU fUO . . ZUo J!?, ZUo4b. 


A 1 A "7 A 
. Z 1U / U 










Seq. No. 


32856 




Seq. ID 


OJ991028 


!_13.0204 


.C15 


Gene No. 


68161 




Strand 








b t art 


noon 

i / jo y 




End 


23721 






Name 


ojyyiuzo io.uzU4.cio 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


Z1Z /o 




End 


21761 






bl 


none 




Score 


80 






Exons ■ 


oio*7Q oncn o i q a o 
_ , z Iz / o . . z 1 / bU_, z 1 JUz 


O 1 A A (Z 

. z 1 4 y b , 


.2.1306,,. 21566, 21588 


: . .217 61 




- - ■ •■■ 

Seq.. No. 


ozo 56 





Seq. ID 


OJ991028 


13.0204 


. C15 


■Gene No. 


68161 




Strand 








Start 


17389 




End 


23721 






Name 


ojyyiuzo ij.uzU4.cid 


.06. tw 


Method 


TBLASTX: 


Wheat 




Start 


zz 4 y y 




End 


22891 






GI 


none 




Score 


87 






Exons 


zz 4 yy .. zz / oo, zzoio. 


O O T 1 O 

. 22772 , 


22739..22837, 22740 


1 . . 22832 , 






zzo4 4 . . zzo yi 












Seq. No. 


32856 




Seq. ID 


OJ991028 


JL3.0204 


.C15 


Gene No. 


68161 




Strand 








bt art 


i / oo y 




End 


23721 






Name 


/"^TAAtAAO TO AO A /I r-i -i r: 

ojyyiuzy ii.0204.ci5 


. 06 . tm 


Method 


TBLASTX: 


Maize 




bt art 


OO CA 1 

ZzbUl 




End 


22886 






bl 


none 




Score 


104 






Exons 


ZzbUl . . zzo4 y, zzoUz. 


.2288 6 










Seq. .No. 


,32857. _ . 




Seq. ID 


O.J991028 


_13..,0204 


.CI 6, 


Gene No. 


68162 .'. ~ 




Strand . 


+ 






bt art 


DO 




■ End 


203 ' 


* 




Name 


OJyyiOzo 13.0z04.C16, 


. ol . gs 


Method 


GENSCAN 






Start 


OD 




End 


203 








none 




Score 


. 97 






Exons 


*T O AO 

DO . . ZU3 












Seq. No. 


32857 




Seq. ID 


OJ991028 


_13.0204 


.C16 


Gene No . 


68163 




Strand 








OLdl I 


4 07 




End 


556 






Name 


OJ991028 13.0204.C16. 


, o2 . gs 


Method 


GENSCAN 






Start 


407 


End 


556 






GI 


none 






. 69 






hixons 


407. .556 












Seq. No. 


32858 




Seq. ID 


OJ991028 


_17.0211 


.CI 



32984 




Gene No. 


68164 


Strand 




Start 


33 


End 


lz /O 


Name 


OJ991028_17 .0211.Cl.ol.gs 


Method 


GENSCAN 


Start 


33 


End 


llo J 


GI 


none 


Score 


0 c 
. O 0 


Exons 


33. .481, 554. .658, 731. .844, 


983 . . 1183 




Seq. No. 


J z 0 b 0 


Seq. ID 


ojyyiuzo l/.ozii.ci 


belle INVJ . 


68164 


Strand 




Start 


33 


End 


1275 


Name 


OJ991028 17.0211.Cl.ol.np 


Method 


AAT/NAP 


Start 


36 


End 


1275 


GI 


6691716 


Score 


831 


Exons 


36. .481, 554. .666, 817. .920, 


996. . 1275 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 



gi I 6691717 I dbj IBAA8939T.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 32859 Seq. ID OJ991028 

Gene No. 68165 Strand + 

Start 2643 End 3488 

Name ■ . OJ991028._17.02li.C2.p2.gs.. Method GENSCAN 

.Start ..,2643 „ .... ..End 348.8 

GI none Score . 6 

Exons 2643.. 3488 



17. 0211. C2 



Seq. No. 32859 

Gene No. 68166 

Start 12731 

Name OJ991028_17 . 0211 . C2 . o4 . gs 

Start 12731 

GI none 
Exons 



Seq. ID OJ991028_17.0211.C2 

Strand + 

End 14325 

Method GENSCAN 

End 14325 

Score .74 



12731. .13534, 13869 14024 , 14113. .14325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32859 
68167 
14861 

OJ991028_17.0211.C2.o2.gp 

14861 

none 

14861. ..153.04 



Seq. ID OJ991028_17.0211.C2 

Strand + 

End 15304 

Method AAT/GAP 

End 15304 

Score 855 



32859 , Seq. ' ID -OJ991028_17.0211.C2 

68168 ' ' '* Strand* + 

21430 End 22440 

OJ991028_17 . 0211 .C2 . o5 . gp Method AAT/GAP 

21375 End 21738 

70620_1.R1084 Score 550 

21375. .21738 

'2501499/ sp I Q4 18191 IAAG_MAIZE 1.0e-08 INDOLE- 3 -ACETATE 
BETA-GLUCOSYLTRANSFERASE ( IAA-GLU SYNTHETASE) ( (URIDINE 
5' ? -DI PHOSPHATE-GLUCOSE: IND0L-3-YLACETYL) -BETA-D-GLUCOSYL 

TRANSFERASE) >gi_62 604 3_pir A54739 indole-3-acetate 

beta-glucosyltransf erase (EC 2. .4.1; 121) maize >gi_548195 
(L34847) IAA-glu synthetase [Zea mays] 1 



Seq. No. 32859 Seq. ID OJ991028_17 . 0211 . C2 

32985 




Gene No. 


68168 


Strand 


+ 


Start 


21430 


End 


22440 


Name 


OJ991028_17 . 0211 . C2 . o7 . gs 


Method 


GENSCAN 


Start 


21430 


End 


22440 


GI 


none 


Score 


. 68 


Exons 


21430 .. 22101, 22390. .22440 






Seq. No. 


32859 


Seq. ID 


OJ991028 17. 0211. C2 


Gene No. 


68169 


Strand 


+ 


Start 


22522 


End 


22604 


Name 


OJ991028 17.0211.C2.o6.gp 


Method 


AAT/GAP 


Start 


22522 


End 


22604 


GI 


LIB3477-003-P1-K1-E9 


Score 


119 


Exons 


22522. .22604 






GI Descrip. 


'2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN OP 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


32859 


Seq. ID 


OJ991028 17. 0211. C2 


Gene No. 


68170 


Strand . 


+ 


Start 


23139 


End 


24106 


Name _ v 


OJ991028 17.0211 .C2.o8 . gs 


- Method 


GENSCAN - 


St^rt 


.,.23139,.; w v . r i~ „ 




...23982...-: . 


GI 


none 


Score 


.93 


Exons 


23139. .23511, 23648.-23982 






Seq. No. 


32859 


Seq. ID 


OJ991028_17.0211.C2 


Gene No. 


68170 


Strand 


+ 


Start 


23139 


End 


24106 


Name 


OJ991028 17.0211.C2.o7.gp 


Method 


AAT/GAP 


Start 


23805 


End 


24106 


GI 


2312825 


Score 


518 


Exons 


23805. .24106 






GI Descrip. 


6041757/gb|AC011806. 1 IAC011806 1.0e-19 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


32859 


Seq. ID 


OJ991028_17.0211.C2 


Gene No. 


68171 


Strand 


+ 


Start 


25269 


End 


30560 


Name. u ... 


.. OJ991028 a7.0211.C2.o9.gs 


. . Method 


GENSCAN 


Start" 


. 25269" • . ' \ 


End- 


■30306" " 


GI • ' • ; 


none • 


Score ' 


.5 


Exons 


25269'. .26319, 2704 7 .. 27324 , 


29198. .29806, 29893.. 30306 


Seq. No. 


32859 


Seq. ID 


OJ991028_17.0211.C2 


Gene No . 


68171 


Strand 


+ 


Start- 


25269 


End 


30560 


Name 


OJ991028 17.0211.C2.o6.np 


Method 


AAT/NAP 


Start 


25299 


End 


27393 


GI 


2501499 


Score 


762 


Exons 


25299. .26319, 27047. .27393 






GI Descrip. 


I NDOLE- 3- ACETATE BETA-GLUCOSYLTRANSFERASE ( IAA-GLU SYNTHETASE) 



{ (URIDINE 

5 ' -DIPHOSPHATE-GLUCOSE : INDOL-3-YLACETYL) -BETA-D-GLUCOSYL 
TRANSFERASE) gi | 62 604 3 | pir | i A5 4 739 indole-3-acetate 
beta-glucosyltransf erase (EC 2.4.1.121) - maize gi 1548195 



-32 98 6 



(L34847) IAA-glu synthetase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32859 
68171 
25269 

OJ991028_17 .0211 .C2.o8.np 

29150 

4836925 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29150. .29813, 29900 .. 30268, 30513.. 30560 

(AC007153) Similar to indole-3-acetate beta-glucosyltransf erase 
[Arabidopsis thaliana] 



OJ991028_17.02ll.C2 
+ 

30560 
AAT/NAP 
30560 
426 



32859 
68171 
25269 

OJ991028_17.0211.C2.o7.np 

29156 

2501499 



OJ991028_17.0211.C2 
+ 

30560 
AAT/NAP 
30560 
438 



Seq. ID 
Strand 
End 

Method 
End. 
Score 

29156. .29813, 29900 .. 30298 , 30543. .30560 

INDOLE- 3-ACETATE BETA-GLUCOS YLTRANS FERASE (IAA-GLU SYNTHETASE) 
( (URIDINE 

5 ' -DIPHOSPHATE-GLUCOSE : INDOL-3-YLACETYL) -BETA-D-GLUCOSYL . . 

T RAN S FERASE )„,.gi | -.6 2.6 0. 4 1 1. pi r . |. .| A5 4739 ~ indo 1 e- 3 - a cat at.e Z. . S ' 

beta-glucosyltransferase (EC 2.4.1.121) -maize gi|548195 
(L34847) IAA-glu synthetase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI... 

Exons^ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32859 Seq. ID 

68172 Strand 

11 End 

OJ991028_17.0211.C2.ol.np Method 

11 End 

5902448 Score 
11. . 904 

(AB030283) orf3 [Oryza sativa] 



OJ991028_17.0211.C2 
904 

AAT/NAP 

904 

1594 



OJ991028 17. 0211. C2 



32859 Seq. ID 

68173 Strand 
1980 End 2287 

OJ991028_17 . 0211 . C2 . ol . gp Method AAT/GAP 

1980 End 2287 

5816559 . Score. 494 . ...... 

1980. . 2287 " ; ' ' . . - 

4680178/gb|AFlil709.1|AF111709 1 . 6e-108 % -Oryza sativa subsp. 
indica Retfosat 1 retrotranspo'son and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



32859 
68174 
3888 

OJ991028_17.0211.C2.o3.gs 

3888 

none 

3888. .3928, 4569. .5977, 6335, 
8416=, 9051, 9096. .9133, 9251, 
10209. .10256, 10405. .10477 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6755, 7008. .7429, 
,9500, 3660.. 9956, 



OJ991028_17.0211.C2 

10477 
GENSCAN 
10477 
.5 

7806. .8268, 
10017 . . I0i4b, 



Seq. No, 



32859 



Seq. ID OJ991028 17. 0211. C2 



32987 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



68174 Strand 
3888 End 10477 

OJ991028_17 . 021 1 . C2 . o2 . np Method AAT/NAP 

4032 End 9698 

6069646 Score 864 

4032. .5012, 5301. .6121, 9660. .9698 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


32859 


Seq. ID 


OJ991028_17.0211.C2 


Gene No. 


68175 


Strand 




Start 


15080 


End 


17396 


Name 


OJ991028 17.0211.C2.o5.np 


Method 


AAT/NAP 


Start 


15072 


End 


17322 


GI 


2501499 


Score 


688 


Exons 


15072. .15417, 16200. .16581, 


16684. .17322 


GI Descrip. 


INDOLE- 3-ACETATE BETA-GLUCOSYLTRANSFERASE { IAA-GLU SYNTHETASE 




( (URIDINE 








..5 ' 7 DI PHOSPHATE-GLUCOSE : INDOL 


-3-YLACETYL) -BETA-D-GLUCOSYL _ 




TRANSFERASE) gi.| .62 60.43 j pir | | 


A5 4:7.39 indole-3-a.cetate.. _ - . 




beta-glucosyltransf erase (EC 


2.4.1.121) 


- maize gi | 548195 




(L34847) IAA-glu synthetase 


[Zea mays] 




Seq. No. 


32859 


Seq. ID 


OJ991028_17.0211.C2 


Gene No. 


68175 


Strand 




Start 


15080 


End 


17396 


Name 


OJ991028 17.0211.C2.o5.gs 


Method 


GENSCAN 


Start 


15080 


End 


17376 


GI 


none 


Score 


.75 


Exons 


15080. .15417, 16200. . 16638, 


16687. . 17376 


Seq. No. 


32859 


Seq. ID 


OJ991028_17.0211.C2 


Gene No. 


68175 


Strand 




Start 


15080 


End 


17396 


Name 


OJ991028 17.0211.C2.o3.gp 


Method 


AAT/GAP 


Start 


15379 


End 


16593 


GI 


LIB3477-011-P1-K1-C9 


Score 


814 


Exons . 


15379... 15417, 16200. .165 93 






GI Descrip.. 


, 4836925/gb|AAD30627.1|AC007153_19 3.0e-35 (AC007153) Similar 




ihdole-3-acetate beta-glucosyltran*f erase [Arabidopsis*- 




thaliana] 1 






Seq. No. 


32859 


Seq. ID 


OJ991028_17.0211.C2 


Gene No. 


68175 


Strand 




Start 


15080 


End 


17396 


Name 


OJ991028 17.0211.C2.o4.gp 


Method 


AAT/GAP 


Start 


17034 


End 


17396 


GI 


none 


Score 


627 


Exons 


17034. .17396. 






Seq. No- 


32859 


ri — ~r t-\ 
OC:<4 . -L U 


OJ3 91028 17.0211. C2 


Gene No. 


68176 


Strand 




Start 


19130 


End 


30279 


Name 


OJ991028 17.0211.C2.o3.tw 


Method 


TBLASTX: Wheat 



to 



32988 




Start 


494 








End 


784 




GI 


none 








Score 


217 




Exons 


494 . .784 














Seq. No. 


32859 








Seq. ID 


OJ991028 17.0211 


.C2 


Gene No. 


68176 








Strand 






Start 


19130 








End 


30279 




Name 


OJ991028 17 


.0211 


.C2..o7. 


tm 


Method 


TBLASTX: Maize 




Start 


2679 








End 


13249 




GI 


none 








Score 


203 




Exons 


2679. .2876, 


12761. . 12913, 12784. .12906 


, 13202.. 13249 




Seq. No. 


32859 








Seq. ID 


OJ991028 17.0211 


.C2 


Gene No. 


68176 








Strand 






Start 


19130 








End 


30279 




Name 


OJ991028 17 


.0211 


.C2.o8. 


tin 


Method 


TBLASTX: Maize 




Start 


4141 • 








End 


4632 




GI 


none 








Score 


147 




Exons 


4141 . . 4260, 


4327 


. .4 632 










Seq. No. 


32859 








Seq. ID 


OJ991028 17.0211 


. C2 


Gene..Nq A> _ 


6817 6 ^ 








L Strand-.. 






r.start^. r 7 


1913.6 ... 








"'..End ... .'. 


3027 9 7" ' . . 


. 


Name 


OJ991028 17 


!0211 


.C2 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


4723 








End 


5017 




ilf! GI 


none 








Score 


77 




l=! ; Exons 


4723. .4824, 


4837 


. .5007, 


4838. 


.5017 






!"! Seq. No. 


32859 








Seq. ID 


OJ991028 IT: 0211 


. C2 


W Gene No. 


68176 








Strand 






O Start 


19130 








End 


30279 




Hi Name 


OJ991028 17 


.0211 


. C2.o2. 


tw 


Method 


TBLASTX: Wheat 




!/* Start 


4993 








End 


5439 






none 








Score 


212 




]-''[ Exons 


4993. .5070, 


5137 


. . 5439 










h : Seq. No. 


32859 








Seq. ID 


OJ991028 17.0211 


,C2 


c\ Gene No. 


68176 








Strand 






i«j Start 


19130 








End 


30279 




*!!! Name 


OJ991028 17 


.0211 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




u .. Start 


5080 








.End 


57 66 . ...... .... 




* GI 


^•none' ■ 








Score 


133^" ' ' " "' 




Exons # 


: ■ 5080. :5766, 


'5090 


. .5521, 


561*2. 


.5737 - 






Seq. No. 


32859 








Seq. ID 


OJ991028_17.0211 


.C2 


Gene No. 


68176 








Strand 






Start 


19130 








End 


30279 




Name 


OJ991028 17, 


.0211 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5767 








End 


6264 




GI 


none 








Score 


64 




Exons 


5767. .5868, 


5827 


. .6120, 


5855. 


.5977, 6053. .6115, 6106.. 6264, 




6155. . 6214 














Seq-. No, 


32859 








3c^ . ID 


GJ991028 17.0211 




Gene No. 


68176 








Strand 






Start 


19130 








End 


30279 




Name 


OJ991028 17. 


.0211, 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 





32989 



Start 
GI 

Exons 



6310 
none 

6310. .6708, 6437. .6709 



End 
Score 



6709 
73 



Seq. No. 32859 Seq. ID 

Gene No\ 68176 Strand 

Start 19130 End 

Name OJ991028_17 . 0211 . C2 . o9 . tm Method 

Start 6907 End 

GI none Score 

Exons 6907.. 7026, 7030.. 7167 



OJ991028_17.0211.C2 
30279 

TBLASTX: Maize 

7167 * 

142 



Seq. No. 32859 Seq. ID 

Gene No. 68176 Strand 

Start 19130 End 

Name OJ991028_17 . 02 11 . C2 . ol . tc Method 

Start 15068 End 

GI none Score 
Exons 



OJ991028_17.0211.C2 
30279 

TBLASTX: Cress 

27369 

61 



15068. .15184, 15095. . 15208, 15209 .. 154 24 , 15216 .. 15425, 

23644 . .23856, 2364 6 .. 23855, ' 23860 .. 23970, 2388 6 .. 23966, 

27045. .27077, 2704 6 27255, 27135 .. 27254 , 27259 .. 27369, 

27270. .27365 - • ,, .,- ....... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32859 Seq. ID 

68176 Strand 

19130 End 

OJ991028_17 . 0211 . C2 . ol . tw Method 

15086 End 

none Score 



OJ991028_17.0211.C2 
30279 

TBLASTX: Wheat 

27388 

52 



15086. .15316, 15087. .15134, 1521 9 .. 15314 , 23749 .. 23979, 
23750. .23839, 23751 .. 23975, 27148 27378, 27150 .. 27377 , 
27220. .27384, 27245. .27388 



Seq. No. 32859 
Gene No. 68176 
Start 19130 

Name OJ991028_17 . 0211 . C2 . ol . ts 

Start 15104 
GI none 
Exons 15104. 

16288. 
" 17116. 
■'21615. 
23157. 



.15418, 
.16461, 
.17157, 
.21647, 
.23198, 
23646. .23966, 
25545. .25748, 
27045. .27365, 
29317. .29343, 
30016. .30189, 



15104 . 
16513. 
17236'. 
21*616. 
23199. 
23647 . 
25809. 
27046. 
29318. 
30202. 



.15439, 
.16551, 
.1728 6", 
.21648, 
.23246, 
.23988, 
,26006, 
,27363, 
,29344, 
.30279 



Seq. ID OJ991028_17.0211.C2 
Strand 

End 30279 

Method TBLASTX : Soybean 

End 30279 

Score 97 
15216. .15422, 16198 .. 16275 , 
16.684. .16812, t 16867 17070, 
'21468. .21569, "2149"0. .'21600, 
21682" .21909, 21976. .-22104, 
23250. .23441, 234 36 .. 23513 , 
25307. .25363, 25308 .. 254 42 , 
26067. .26231, 26244 .. 26321, 
29170. .29271, 29192. .29302, 
29345. .29614, 29681 .. 298 12 , 



Seq. No. 32859 

Gene No. 68176 

Start 19130 

Name OJ991028_17 . 0211 . C2 . ol tm 

Start 15179 

GI none 
Exons 



Seq. ID OJ991028_17.0211.C2 
Strand 

End 30279 
Method 

End 30279 

Score 44 



15179. .15271, 15216. .15260, 15269. .15439, 15279. .15422, 



32990 



16197. .16355, 
16382. .16477, 
16689. . 16742, 
23127. .23252, 
23256. .23348, 
23646. .23786, 
23805. .23858, 
26057. .26128, 
27045. .27182, 
29644. .29808, 
29893. .30018, 
30022. .30099, 
30120. .30278, 



16198. .16362, 
16445. . 16561, 
16690. .16854, 
23137. .23253, 
23345. .23512, 
23647. .23793, 
23818. .23886, 
26061. .26156, 
27046. .27186, 
29645. .29803, 
29906. .30052, 
30107. .30277, 
30151. .30279 



16200. .16355, 
16459. .16584, 
21940. .22098, 
23255. .23347, 
23349. .23513, 
23647. .23790, 
25773. .26054, 
26157. .26321, 
27201. .27290, 
29654. .29827, 
30010. .30114, 
30108. .30278, 



16363. . 16458, 
16685. . 16855, 
23126. .23254, 
23255. .23347, 
23368. .23514, 
23800. .23886, 
25802. .26050, 
26180. .26320, 
27245. .27289, 
29871. .30020, 
30021. .30083, 
30115. .30279, 



Seq. No. 


32859 






Seq. ID 


OJ991028 


17.0211 


.C2 


Gene No. 


68176 






Strand 








Start 


19130 






End 


30279 






Name 


OJ991028 17. 0211. C2 


.o2.tc 


Method 


TBLASTX : 


Cress 




Start 


16903 






End 


29578 






GI 


none 






Score 


50 






Exons 


16903. . 


17211, 21562 


. . 21642, 


21643. .21873, 25308 


. .25439, 




' - 


25310. . 


25363, 2542.4 


, . 25699,^ 


25425. .-25712, 29264 


...2 934 4.,. 






...2.934.8.... 


2957.8 












Seq. No. 


32859 






Seq. ID 


OJ991028 


_17 .0211 


. C2 


Gene No. 


68176 






Strand 








Start 


19130 






End 


30279 






Name 


OJ991028 17. 0211. C2 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


16978 






End 


29503 






GI 


none 






Score 


116 






Exons 


16978. . 


17112, 16981 


. . 17313, 


16.991. . 17149, 17186 


. . 17245, 






17249. . 


17311, 21433 


. .21591, 


21462. .21590, 21606 


. .21644, 






21643. . 


21795, 21658 


. .21747, 


21765. .21794, 25292 


. .25432, 






25293. . 


25433, 25401 


. .25634, 


25448.-25633, 29155 


. .29292, 






29156. . 


29293, 29308 


. .29346, 


29347. .29502, 29348 


. .29503 




Seq. No. 


32859 






Seq. ID. 


OJ991028 


_17.0211 


C2 


Gene No. 


68176 






Strand 








Start 


19130 






End 


30279 






Name 


OJ991028 17. 0211. C2 


. 06 . gs 


Method 


GENSCAN 






Start 


19130. . 






. End.. : 


200.39 ... 






"GI" 


none 






Score 


■ .96 ; ' 






Exons 


19130. . 


19231,' 20031' 


. .20039 \ 










Seq. No. 


32860 






Seq. ID . 


OJ991028 


_17.0211. 


C3 


Gene No. 


68177 






Strand 








Start 


234 






End 


2742 






Name 


OJ991028 17. 0211. C3 


. ol . np 


Method 


• AAT/NAP 






Start 


234 




*j 


End 


2742 






GI 


2583130 






Score 


974 






Exons 


234 . .2742 












GI Descrip. 


(AC002387) putative 


non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


32860 






Seq. ID 


OJ991028_ 


_17 .0211. 


C3 


Gene No. 


68177 






Strand 








Start 


234 






End 


2742 







32991 



Name 

Start 

GI 

Exons 



OJ991028_17 . 0211 . C3 . ol . tm Method 

1641 End 

none Score 
1641. .2012, 1645. .1797 



TBLASTX: Maize 

2012 

81 



Seq. No. 32860 Seq. ID 

Gene No. 68177 Strand 

Start 234 End 

'Name OJ991028_17 . 0211 . C3 . o2 . tw Method 

Start 1707 End 

GI none Score 

Exons 1707.. 2081, 1720.. 2082 



OJ991028_17.0211.C3 

2742 

TBLASTX: Wheat 

2082 

145 



Seq. No. 32860 Seq. ID 

Gene No. 68177 Strand 

Start 234 End 

Name OJ991028_17 . 0211 . C3 . o2 . tm Method 

Start 2169 End 

GI none Score 

Exons 2169.. 2618 



OJ991028_17.0211.C3 
2742 

TBLASTX :Maize 

2618 

253 



Seq. No... _ 32860 

..Gene. No.. . 68177......"™"'.. „ .7 Z 

Start" 234 ; ' 

Name OJ991028_17 . 02 11-. C3 . ol . tw 

Start 2314 

GI none 
Exons 



, Seq.,. ID. . OJ9910i*8_.17..p211^C3 



..Strand- 
End 

Method 

End 

Score 



2742 

TBLASTX: Wheat 

2691 

170 



2314. .2622, 2331. .2651, 2643. .2690, 2647. .2691 



Seq. No. 32860 Seq. ID 

Gene No. 68177 * Strand 

Start 234 End 

Name OJ991028_17 . 0211 . C3 . ol . ts Method 

Start 2361 End 

GI none Score 

Exons 2361.. 2627 



OJ991028_17.0211.C3 
2742 

TBLASTX: Soybean 

2627 

189 



Seq. No. 


32861 




Seq. ID 


OJ991028_ 


17. 


.0211 


.C4 


Gene No. 


68178 




Strand 










Start 


2853 




End 


3982 








Name 


OJ991.028 17.0211. 


C4.o2.gs . 


. Method. 


GENSCAN. 








Start 


28.53" " " 




~ End 


,3979 ■" ' 








GI 


' none • 




Score 


.■84 








Exons 


2853.. 3317, 3329. 


.3438, 3547 


. .3979 






* 




Seq. No. 


32861 




Seq. ID 


OJ991028_ 


_17, 


.0211 


.C4 


Gene No. 


68178 




Strand 










Start 


2853 




End 


3982 








Name 


OJ991028.a7.0211. 


C4 . ol . np 


Method 


AAT/NAP 








Start 


2856 




End 


3982 








GI 


535454 




Score 


954 








Exons 


2856. .3438, 3547. 


.3982 












GI Descrip. 


(U13940) cysteine 


proteinase 


[Alnus glutinosa] 








Seq. No. 


32861 




Seq. ID 


OJ991028_ 


17. 


0211 


.C4 


Gene No. 


68179 




Strand 










Start 


5248 




End 


5809 









32992 



• 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991028_17.0211.C4 .ol.tc 

2799 

none 

2799. .3104, 2854. .3234, 2859. 
3341. .3439, 3378;. 3446, 3545. 
3687. .3752, 3761. .3928, 3774. 

32861 
68179 
5248 

OJ991028_17.0211.C4 .ol.tm 

2852 

none 

2852. .2983, 2862. .2993, 2863. 
3213.. 3323, 3249.. 3326, 3341. 
3543.-3647, 3545. .3646, 3698. 
3761. .4039 



Method TBLASTX : Cress 
End 3928 
Score 119 

.3212, 3207.. 3338, 3211.. 3267, 
.3643, 3546.-3644, 3686. .3748, 
.3863 

Seq. ID OJ991028_17.0211.C4 
Strand 

End 5809 

Method TBLASTX : Mai ze 

End 4039 

Score 7 6 

.2991, 2998. .3213, 3003. .3194, 
.3433, 3341. .3439, 3491. .3640, 
.3766, 3704. .3748, 3705. .3833, 



Seq. No. 32861 
Gene No. 68179 
Start 5248 

Name.^,„., OJ991028_17 . 02 1 1 . C4 . ol . ts .- . 

Start . . .2853 ,. . ' 

GI none 

Exons 2853.. 3050, 2857.. 3045, 2913. 

3210. .3335, 3341. .3439, 3545, 
3699. .3764, 3761. .3937, 3762, 



Seq. ID 
Strand 
End 

Method..- 
.End * . 
Score 



OJ991028 17. 0211. C4 



5809 

TBLASTX: Soybean . 

"3937. . t " 

161 

3047, 3060.. 3218, 3064.. 3195, 
3610, 3554.. 3763, 3621.. 3662, 
3863 



Seq. No. 32861 
Gene No. 68179 
Start 5248 

Name OJ991028__17 . 0211 . C4 . ol . tw 

Start 2922 
GI none 

Exons 2922.. 2987, 2922.. 2999, 3003, 

3229. .3285, 3341. .3433, 3378, 
3690.. 3743, 3701.. 3760, 3764, 



Seq. ID OJ991028_17.0211.C4 
Strand 

End 5809 

Method TBLASTX : Wheat 

End 3823 

Score 51 

.3080, 3004.. 3078, 3180.. 3323, 
.3434, 3554.. 3625, 3555.. 3620, 
.3823 



Seq. No. 


32861 




Seq. ID 


OJ991028_17.0211.C4 


Gene No. ■ 


68179 




Strand 




Start . . 


5248 . . 




. End . 


5809 .... . 


Name . 


" OJ991028 17.0211' 


. C4~. o3.gs. 


Method 


GENSCAN". ' 


Start 


• . 5248' 




End • 


5809 


GI 


none 




Score 


.82 


Exons 


5248. .5809 








Seq. No. 


32862 




Seq. ID 


OJ991028_17.0211.C5 


Gene No. 


68180 




■ Strand 


+ 


Start 


5090 




End 


5397 


Name 


OJ991028 17.0211 


. C5 . ol . gp 


Method 


AAT/GAP 


Start 


5090 




End 


5397 


GI 


5816559 




Score 


498. 


Exons 


5090. .5397 , 








GI De.scrip, 




709. 1 ! AF111703 1.0e-108 Oryza sativa subsp. 




indica Retrosat 


1 retrotransposon and 


Ty3-Gypsy type Retrosat 




retrotransposon, 


complete 


sequences; and unknown genes 



32993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32862 Seq. ID 

68181 Strand 

5536 End 

OJ991028_17 . 0211.C5.o2.np Method 

5536 End 

6665553 Score 
5536.. 5732, 7802.. 7888 

(AC013289) hypothetical protein [Arabidopsis thaliana] 



OJ991028_17.0211.C5 
+ 

7888 
AAT/NAP 
7888 
89 



32862 
68182 
1 

OJ991028_17.0211.C5.ol.np 

1 

5922631 
1..1427, 2 
4332. .4579 
(AP000492) 
region of 
retrotrans 
gi| 6016864 
C26347JC12 
.predicted 
Cinful-1. 



Seq. ID OJ991028_17.0211.C5 



034.. 2957, 3084. 
4838. .4962 
ESTs C26347(C12 
the predicted ge 
poson Cinful-1. 
Idbj IBAA85207. 1 | 
145.) , AU0J78074 (CI 
gene.; Similar t 
(AF049110) [Oryz 



Strand 
End 

Method 
End 
Score 
,3235, 3278, 



4962 
AAT/NAP 
4962 
4915 

.3849, 3895. .4097, 



145) ,AU078074 (C12145) correspond to a 
ne. ; similar to prpol; Zea mays 
(AF049110) [Oryza sativa] 

(AP000570) ESTs 
2 1 4 5 J. . c p r r ;e s po n d to a ^ .re g i o n o,f the. 
o prpol; .Zea mays, retrotransposon. 
a sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32862 Seq. ID 

68182 Strand 

1 End 

OJ991028_17.0211.C5.ol.gs Method 

208 End 

none Score 

208. .803, 846. .1945, 2042. .4962 



OJ991028_17.0211.C5 

4962 
GENSCAN 
4962 
.92 ' 



Seq. No. 32862 Seq. ID 

Gene No.. 68183 Strand 

Start 9624 End 

Name OJ991028_17 . 0211 . C5 . o4 . tm Method 

Start 226 End 

GI none Score 

Exons 226.. 480 



OJ991028_17.0211.C5 
13850 

TBLASTX: Maize 

480 

193 



Seq. No. 3 2,8 62 m Seq; .ID 

Gene No. 68183 '".' ' " ■ Strand 

Start 9624 ' End " 

Name OJ991028_17 . 0211 . C5 . o3 . tw Method 

Start 310 End 

GI none Score 

Exons 310.. 732', 320.. 724 



OJ991028_17.0211.C5 

13850 : 
TBLASTX: Wheat 
732 
269 



Seq. No. 32862 

Gene No. 68183 

Start 9624 

Name OJ991028_17 . 0211 . C5 . o2 . ts 

Start 353 

GI none 

Exons 353.. 733, 355.. 741 



Seq. ID OJ991028_17.0211.C5 
Strand 

End 13850 

Method TBLASTX : Soybean 

End 741 

Score 159 



32994 



Seq. No. 32862 * Seq. ID 
Gene No. 68183 Strand- 
Start 9624 End 
Name OJ991028_17 . 02 11 . C5 . 06 . tw Method 
Start 736 End 
GI none Score 
Exons 736. .1017, 748. .882, 941. .1018 



OJ991028_17.0211.C5 
13850 

TBLASTX: Wheat 

1018 

69 



Seq. .No. 32862 Seq. ID 

Gene No. 68183 . Strand 

Start 9624 End 

Name OJ991028_17 . 0211 . C5 . o2 . tm Method 

Start 856 End 

GI none Score 

Exons 856.. 882, 880.. 1023, 893.. 1024, 1039.. 
1046. . 1300 



OJ991028_17.0211.C5 
13850 

TBLASTX: Maize 

1300 

84 

1275, 1045.. 1299, 



Seq. No. 32862 Seq. ID 

Gene No. 68183 Strand 

Start 9624 End 

Name OJ991028_17 . 021 1 . C5 . ol . ts Method 

Start . . 967. ■„ . ..Ent,... 

. GI , --.none............ .„ r .~ Score. 

Exons ' . 967.. 1368, 1001.. 1171, 1208.. 1351 



OJ991028_17.0211.C5 
13850 

TBLASTX: Soybean • 
1368. 

4 3. ... ..._r - 



Seq. No. 32862 Seq. ID 

Gene No. 68183 Strand 

Start 9624 End 

Name OJ991028_17 . 0211 . C5 . o2 . tw Method 

Start 1022 End 

GI none Score 

Exons 1022.. 1402, 1027.. 1446 



OJ991028_17.0211.C5 
13850 

TBLASTX: Wheat 

1446 

285 



Seq.- No. 32862 

Gene No. 68183 

Start 9624 

Name OJ991028_17 . 0211 . C5 . ol . tm 

Start 1531 

GI none 

Exons 1531.. 1887, 1541.. 1846 

Seq, No.- 32862 

Gene No: " *■ .68183 " '■ " ' 

Start 9624 

Name OJ991028_17 . 0211 . C5 '. ol . tw 

Start 1561 

GI none 

Exons 1561.. 2016, 1562.. 2017 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991028_17.0211.C5 
13850 

TBLASTX: Maize 

1887 

214 



OJ991028_17 .0211..C5 

13850 • ■ 
TBLASTX: Wheat 
2017 
268 



Seq. No. 32862 Seq. ID 

Gene No. 68183 Strand 

Start 9624 End 

Name OJ991028_17 . 02 11 . C5 . o3 . ts Method 

Start 1612 End 

GI none Score 

Exons 1612.. 1746, 1753.. 1977 



OJ991028_17 ..0211. C5 
13850 

TBLASTX : Soybean 

j. z> I I 

138 



32995 



Seq. No. 


32862 






Seq. ID 


OJ991028__17.0211 


.C5 


Gene No. 


68183 






Strand 






Start 


9624 






End 


13850 




Name 


OJ991028 17 


.0211, 


.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2237 






End 


2694 




GI 


none 






Score 


154 




Exons 


2237 . .2473, 


2239. 


.2469, 2518 . 


,.2631, 2518. .2694 




Seq. No. 


32862 






Seq. ID 


OJ991028_17.0211 


.C5 


Gene No. 


68183 






Strand 






Start 


9624 






End 


13850 




Name 


OJ991028 17 


.0211. 


C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


2239 






End 


2386 




GI 


none 






Score 


114 




Exons 


2239. .2385, 


2240. 


.2386 








Seq. No. 


32862 






Seq. ID 


OJ991028_17 .0211 


. C5 


Gene No. 


68183 






Strand 






Start 


9624 






End 


13850 




Name 


OJ991028 17 


.0211. 


C5.o5.tw 


Method 


TBLASTX: Wheat 




Start 


3271 . 






End 


3673 






none % ■ 


» 


-*-*." .. ... . 


Score 


125, _ . . . . , 


, ■_, 


Exons . 


7. .32.71. '..367.2,- 


.-3.404.. 


-.3673 . 









Seq. No. 


32862 






Seq. ID 


OJ991028 17.0211 


. C5 


Gene No. 


68183 






Strand 






Start 


9624 






End - 


13850 




Name 


OJ991028 17 


.0211. 


C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


5587 






End 


6075 




GI 


none 






Score 


198 




Exons 


5587 . . 5736, 


5623. 


.5706, 6028. 


.6075 






Seq. No. 


32862 






Seq. ID 


OJ991028_17.0211 


.C5 


Gene No. 


68183 






Strand 






Start 


9624 






End 


13850 




Name 


OJ991028 17 


.0211. 


C5 . o3 .np 


Method 


AAT/NAP 




Start 


9624 






End 


11530 




GI 


6815062 






Score 


1263 




Exons 


9624. .9826, 


10078 


. .11530 









GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
... F16P2 genomic sequence ;mudrA like protein (AC004.561). [Ory,za 
sativa] ....... 



Seq. No. 32862" 

Gene No. 68183 

Start 9624 

Name OJ991028_17 . 0211 . C5 . o3 . gs 

Start 10221 

GI none 
Exons 



Seq.' ID OJ991028__17 . 0211.C5 
Strand 

End 13850 

Method GENSCAN 

End 13850' 

Score .52 



10221. .10466, 10658. .10841, 114 63 .. 11523, 11887 .. 12080, 
12579. .12595, 13070 .. 13239, 13793.. 13850 



Seq. No. 32862 

Gene No. 68183 

Start 9624 

Name OJ991028_17 . 021 1 . C5 . o4 . np 

Start 13186 



Seq. ID OJ991028_17.0211.C5 

Strand - 

End 13850 

Method AAT/NAP 

End 13766 



32996 



# 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5042454 Score 185 

13186. . 13239, 13590.. 13766 

(AC007789) putative polyprotein [Oryza sativa] 



32863 
68184 
520 

OJ991028__17.0211.C7.ol.gs 

520 

none 

520. .613, 910. .1136 



Seq. ID OJ991028_17.0211.C7 

Strand + 

End 1136 

Method GENSCAN 

End 1136 

Score . 63 



Seq. No. 32863 

Gene No. 68185 

Start 2807 

Name OJ991028_17 . 0211 . C7 . o2 . gs 

Start ' 2807 

GI none 

Exons 2807.. 3367 



Seq. ID OJ991028_17.0211.C7 

Strand + 

End 3367 

Method GENSCAN 

End 3367 

Score . 63 



Seq. No. 
Gene. No. , 
."Start. .- 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32863 Seq. ID OJ991028_17 . 0211 . C7 

681JB6 • ... ...... ... Strand _ - ... 

3066 . . '.. .. "... V S ".• : ... : ~ 1,.' - -* -. .End ...."„ " . . 32.64. _ ... . ... 

OJ991028_17 . 0211 . C7 . oi . np' .Method AAT/NAP 
3066 End 3264 

6665553 Score 79 

3066. .3264 

(AC013289) hypothetical protein [Arabidopsis thaliana] 



32863 Seq. ID 

68187 Strand 

5368 End 

OJ991028_17 . 0211 . C7 . o3 . gs Method 

5368 End 

none Score 
5368. .5655 



OJ991028_17.0211.C7 

5655 
GENSCAN 
5655 
. 9 



Seq. No. 


32864 




Seq. ID 


OJ991028_17.0211.C8 


Gene No. 


68188 




Strand 


+ 


Start 


823 




End 


1391 


Name 


OJ991.028 17. 0211. C8 


.ol.gp 


Method 


AAT/GAP 


Start 


.823' 




End 


1391 


GI ■' ■/ 


• 4*87 9016 




Score 


868 / '• 


Exons 


823. .1391 








GI Descrip. 


6041757/gbi AC011806 


. 1 IAC011E 


306 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 


10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


32864 




Seq. ID 


OJ991028_17.0211.C8 


Gene No. 


68189 




Strand 




Start 


1654 




End 


1888 


Name 


OJ991028 17. 0211. C8 


. ol . gs 


Method 


GENSCAN 


Start 


1654 




End 


1888 


GI 






Score 


. 65 


Exons 


1654. .1806, 1817. .1 


888 






Seq. No. 


32865 




Seq. ID 


OJ991028_JL7.0211.C9 



32997 



Gene No. 68190 
Start 7916 

Name OJ991028_17 . 0211 . C9 . ol . np 

Start 7916 
GI 6721561 

Exons 7916.. 7988, 16548 . . 16724 , 16797 .. 16855, 16925.. 17687 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Strand 
End 

Method 
End 
Score 
16797. .16855, 



+ 

18540 
AAT/NAP 
17687 
989 
16925. . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32865 Seq. ID 

68190 Strand 

7916 End 

OJ991028_17.0211.C9.o5.gs Method 

14058 End 

none Score 

14058. .14133, 14356. .14390, 15056 

15548. .15652, 1574 9 .. 15953, 15987 

16590. .16724, 167 97, . 1 6855 , 16925 
18024 . .-18205,. 1824 4.^1854 0 



OJ991028_17.0211.C9 
+ 

18540 
GENSCAN 
18540 
.83 

15129, 15163. 
16273, 16354. 
17662, 17806. 



,15239, 
,16478, 
,17951, 



32865 ' Seq. ID 

68191 Strand 
25352 End 
OJ991028_17.0211.C9.ol.gp • Method 
25352 End 
101153_1.R1084 Score 
25352. .25389, 25838.. 26088 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ991028_17.0211.C9 
+ 

26088 
AAT/GAP 
26088 
398 



Seq. No. 


32865 








Seq. ID 


OJ991028 


_17.0211.C9 


Gene No. 


68192 








Strand 






Start 


2648 








End 


3801 




Name 


OJ991028 17. 


0211. 


,C9.o2. 


gs 


Method 


GENSCAN 




Start 


2648 








End 


3801 




GI 


none 








Score 


.46 




Exons 


2648. .2857, 


3655. 


.3801 










Seq. No. 


32865 








Seq. ID 


OJ991028 


_17.p211.C9 


Gene Nov 


- ' 68193 ^ 








'Strand 






Start 


4861 








End ' ' 


5855 




Name 


OJ991028 17. 


0211. 


C9.o3. 


gs 


Method 


GENSCAN 




Start 


4861 








End 


5855 




GI 


none 








Score 


. 61 




Exons 


4861. .5161, 


5201. 


.5312, 


5356. 


.5555, 5713.. 5855 




Seq. No. 


32865 








Seq. ID 


OJ991028_ 


_17.0211.C9 


Gene No. 


68194 








Strand 






Start 


6603 








End 


9994 




Name 


OJ991028 17. 


0211. 


C9.o4. 


gs 


Method 


GENSCAN 




Start 


6603 








End 


n n n a 




GI 


none 








Score 


. 69 




Exons 


6603. .6834, 


7021. 


.7178, 


7897. 


.7964, 8213. .8279, 


8497. .8617, 




8920. . 9466, 


9562. 


.9994 











32998 - 



Seq. No. 32865 Seq. ID 

Gene No. 68195 Strand 

Start 19156 End 

Name OJ991028_17 . 0211 . C9 . ol . tc Method 

Start 8872 End 

GI none Score 
Exons 



OJ991028_17.0211.C9 
28390 

TBLASTX: Cress 

9922 

222 



8872. .9168, 8874. .9221, 9237. .9365, 9238. .9294, 9357. .9467, 
9388. .9474, 9560. .9658, 9561. .9659, 9701. .9763, 9702. .9758, 
9776. . 9922, 9800. . 9898 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32865 
68195 
19156 

'OJ991028_17.0211.C9.ol.ts 
8872 



none 

8872. 

9091. 



Seq. ID OJ991028_17.0211.C9 
Strand 

28390 

TBLASTX: Soybean 
9893 
95 



End 

Method 
End 
Score 

9060, 8880. .9068, 8880. .9104, 8884. .9072, 9087. .9230, 
9165, 9240. .9362, 9366. .9467, 9569. .9778, 9570. .9749, 



9761. .9886, 9764. .9889, 9777. .9893, 9777. .9890 



.Seq. ,No,„ ^.32865^. , • 

Gene.. No. ...6 81 95 /I .. .. \. '.. *"_* *. L7. ~ 

Start ' 19156 

Name OJ991028_17 . 02 11 . C9 . ol . tm 

Start 8881 
GI - none 

Exons 8881..9018-, 8886.. 9020, 9024. 

9210. .9467, 9237. .9467, 9558. 
9710. . 9778, 9779. . 9886 



Seq... ID _ gj991028_17 . 0211X9_ 

„StrancL... - .. -. ."".."„"" 

End 28390 
Method TBLASTX : Mai ze 
End 9886 
Score 66 

,9215, 9025. .9165, 9030. .9212, 
.9635, 9560. .9634, 9668. .9772, 



Seq. No. 32865 
Gene No. 68195 
Start 19156 

Name OJ991028_17 . 0211 . C9 . o4 . tw 

Start 8949 
GI none 

Exons 8949.. 9017, 8962.. 9018, 9024. 

9363. .9467, 9363. .9461, 9569. 
9710. .9775 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991028 17. 0211. C9 



28390 

TBLASTX: Wheat 
9775 
67 

9107, 9207.. 9350, 9237.. 9365, 
9640, 9570.. 9635, 9705.. 9758, 



Seq. No. 32865 * ; Sea;.- ID 

Gene -No. ' ' 66195 - v ** ' Strand- -•• - 

Start " 19156 End 28390' 

Name OJ991028_17 . 021 1 . C9 . 06 . gs Method GENSCAN 

Start 19156 End 25332 

GI none Score . 66 

Exons 19156. .20267, 20299 .. 21199, 21242 .. 21988, 22238 

22364. .22662, 2281 6 . . 2294 1 , 23070 .. 23124 , 23186 

24 842. .25092, 25112. .25332 



OJ991028 17.0211.C9 



,22288, 
,23760, 



Seq. No. 32865 

Gene No. 68195 

Start' 19156 

Name OJ991028_17 . 021 1 . C9 . o2 . np 

Start 19159 

GI 5902445 



Seq. ID OJ991028_17 . 0211 .C9 
Strand 



Method 

End 

Score 



AAT/NAP 

22279 

3137 



32999 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19159. .20401, 20441. .22279 

(AB030283) GAG-POL precursor [Oryza sativa] 



32865 
68195 
19156 

OJ991028_17 .0211.C9.o3.tw 

19168 

none 



Seq. ID OJ991028_17.0211.C9 
Strand 

End 28390 

Method TBLASTX : Wheat 

End 19776 • 

Score 75 



19168. .19299, 19169. .19294, 19324. .1977 6, 19520. .19627, 
19673. . 19762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
.'start. 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



32865 
68195 
19156 

OJ991028_17.0211.C9.o5.tm 

19204 

none 

19204. .19287, 19288. .194 52 

32865 
68195 

...1.91.56 , „. : , 

OJ991028_17.0211.C9.o5.tw " 

19798 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
.Strand. 
End . . . 
Method 
End 
Score 



OJ991028_17.0211.C9 
28390 

TBLASTX :Maize 

19452 

152 



OJ991028_17.0211.C9 

.2*8.390 S. 1". 
TBLASTX: Wheat 
20152 
173 



19798. .20151, 19808. .20050, 19906 .. 20148, 20096. .20152 

OJ991028 17. 0211. C9 



32865 Seq. ID 

68195 Strand 

19156 End 

OJ991028_17.0211.C9.o3. tm Method 

19978 End 

none Score 

19978. .20271, 19979.. 20266 



28390 

TBLASTX : Maize 

20271 

183 



32865 
68195 
19156 

OJ991028_17 .0211.C9.o7.tw 

21029 

none 

'21029. , 21274, 21047. .2l2'7'4 



Seq. ID OJ991028_17.0211.C9 
Strand 

End 28390 

Method TBLASTX : Wheat 

End 21274 

Score . 100 



32865 Seq. ID 

68195 Strand 

19156 End 

OJ991028__17. 0211 .C9.o2. ts Method 

21284 End 

none Score 
21284. .21682, 21525. .21683 

32865 
68195 

19156 End 

OJ991028_17 . 0211 . C9 . o2 . tw Method 

21339 End 



OJ991028_17.0211.C9 
28390 

TBLASTX: Soybean 

21683 

104 



Seq. ID OJ991028 17. 0211. C9 



28390 

TBLASTX: Wheat 
22557 



33000 
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